(12) INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



(J ?) World Intellectual Property Organization 

' International Bureau 



(43) International Publication Date 
' 14 June 2001 (14.06.2001) 




PCT 



i i iiiin 'ir.ini'i '! j ru i, in'i ii'miii i n.'ni i inii 

(10) International Publication Number 

WO 01/42467 A2 



(51) International Patent Classification 7 : C12N 15/12, 

C07K 14/47, 16/30, G01N 33/68, C12Q 1/68, A61K 
31/7088// A6 IP 35/00 

(21) International Application Number: PCT/US00/33312 



MA 02138 (US). ZHAO, Xumei; 6 Wildwood Lane, 
Burlington, MA 01803 (US). 

(74) Agents: SMITH, DeAnn, F. et ah; Lahive & Cockfield, 
LLP, 28 State Street, Boston, MA 02109 (US). 



(22) International Filing Date: 8 December 2000 (08. 12.2000) 



(25) Filing Language: 



(26) Publication Language: 



English 



English 



(30) Priority Data: 






60/169,681 


8 December 1999 (08.12.1999) 


US 


60/171,350 


21 December 1999 (21.12.1999) 


US 


60/189,315 


14 March 2000 (14.03.2000) 


US 


60/203,791 


12 May 2000(12.05.2000) 


US 


60/210,600 


9 June 2000 (09.06.2000) 


us 


60/220,114 


21 July 2000 (21.07.2000) 


us 


(71) Applicant: 


MILLENNIUM PREDICTIVE 



MEDICINE, INC. [US/US]; One Kendall Square 
Bldg. 700, Cambridge, MA 02139 (US). 

(72) Inventors: SCHLEGEL, Robert; 211 Melrose Street, 
Auburndale, MA 02466 (US). DEEDS, James; 39 Cham- 
wood Road, #1, Somerville, MA 02144 (US). BERGER, 
Allison; 1105 Massachusetts Avenue, #8A, Cambridge, 



(81) Designated States (national): AE, AG, AL, AM, AT, AU, 
AZ, BA, BB, BG, BR, BY, BZ, CA, CH, CN, CR, CU, CZ, 
DE, DK, DM, DZ, EE, ES, FI, GB, GD, GE, GH, GM, HR, 
HU, ID, IL, IN, IS, JP, KE, KG, KP, KR, KZ, LC, LK, LR, 
LS, LT, LU, LV, MA, MD, MG, MK, MN, MW, MX, MZ, 
NO, NZ, PL, PT, RO, RU, SD, SE, SG, SI, SK, SL, TJ, TM, 
TR, TT, TZ, UA, UG, UZ, VN, YU, ZA, ZW. 

(84) Designated States (regional): ARIPO patent (GH, GM, 
KE, LS, MW, MZ, SD, SL, SZ, TZ, UG, ZW), Eurasian 
patent (AM, AZ, BY, KG, KZ, MD, RU, TJ, TM), European 
patent (AT, BE, CH, CY, DE, DK, ES, FI, FR, GB, GR, IE, 
IT, LU, MC, NL, PT, SE, TR), OAPI patent (BF, BJ, CF, 
CG, CI, CM, GA, GN, GW, ML, MR, NE, SN, TD, TG). 

Published: 

— Without international search report and to be republished 
upon receipt of that report. 

For two-letter codes and other abbreviations, refer to the "Guid- 
ance Notes on Codes and Abbreviations " appearing at the begin- 
ning of each regular issue of the PCT Gazette. 



< 



o 



(54) Title: NOVEL GENES, COMPOSITIONS, KITS, AND METHODS FOR IDENTIFICATION, ASSESSMENT, PREVEN- 
TION, AND THERAPY OF CERVICAL CANCER 

(57) Abstract: The invention relates to compositions, kits, and methods for detecting, characterizing, preventing, and treating human 
cervical cancers. A variety of novel markers are provided, wherein changes in the levels of expression of one or more of the markers 
is correlated with the presence of cervical cancer. 



WO 01/42467 



PCT/US00/33312 



NOVEL GENES, COMPOSITIONS, KITS, AND METHODS FOR 
IDENTIFICATION, ASSESSMENT, PREVENTION, 
AND THERAPY OF CERVICAL CANCER 

5 RELATED APPLICATIONS 

The present application claims priority to U.S. provisional application serial no. 
60/169,681, filed on December 8, 1999, U.S. provisional application serial no. 
60/171,350, filed on December 21, 1999, U.S. provisional application serial no. 
60/189,315, filed on March 14, 2000, U.S. provisional application serial no. 60/203,791, 
filed on May 12, 2000, and U.S. provisional application serial no. 60/210,600, filed on 
June 9, 2000, all of which are expressly incorporated by reference. 

FIELD OF THE INVENTION 
The field of the invention is cervical cancer, including diagnosis, 
characterization, management, and therapy of cervical cancer. 

BACKGROUND OF THE INVENTION 
The increased number of cancer cases reported in the United States, and, indeed, 
around the world, is a major concern. Currently there are only a handful of treatments 
available for specific types of cancer, and these provide no absolute guarantee of 
success. In order to be most effective, these treatments require not only an early 
detection of the malignancy, but a reliable assessment of the severity of the malignancy. 

Cancer of the cervix is one of the most common malignancies in women and 
remains a significant public health problem throughout the world. In the United States 
alone, invasive cervical cancer accounts for approximately 1 9% of all gynecological 
cancers. In 1996, it is estimated that there will be 14,700 newly diagnosed cases and 
4900 deaths attributed to this disease (American Cancer Society, Cancer Facts & Figures 
1996, Atlanta, Ga.: American Cancer Society, 1996). In many developing countries, 
where mass screening programs are not widely available, the clinical problem is more 
serious. Worldwide, the number of new cases is estimated to be 471,000 with a four- 
year survival rate of only 40% (Munoz et al., 1989, Epidemiology of Cervical Cancer In: 
"Human Papillomavirus", Nejv York, Oxford Press, pp 9-39; National Institutes of 
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Health, Consensus Development Conference Statement on Cervical Cancer, Apr, 1-3, 
1996). 

The precursor to cervical cancer is dysplasia, also known in the art as cervical 
intraepithelial neoplasia (CIN) or squamous intraepithelial lesions (SIL). While it is not 
5 understood how normal cells become transformed, the concept of a continuous spectrum 
of histopathological change from normal, stratified epithelium through CIN to invasive 
cancer has been widely accepted for many years. A large body of epidemiological and 
molecular biological evidence has established human papillomavirus (HPV) infection as 
a causative factor in cervical cancer. HPV is found in 85% or more of squamous cell 
10 invasive lesions, which represent the most common histologic type seen in cervical 
carcinoma. Additional cofactors have also been identified, including oncogenes that 
have been activated by point mutations and chromosomal translocations or deletions. 

In light of this, cervical cancer remains a highly preventable form of cancer 
when pre-invasive lesions are detected early. Cytological examination of Papanicolaou- 
1 5 stained cervical smears (also referred to as Pap smears) is currently the principle method 
for detecting cervical cancer. Not surprisingly, the effectiveness of Pap smear screening 
varies depending not only upon the quality of the sample being used, but also upon 
subjective parameters that are inherent to the analysis. In addition, despite the historical 
success of the test, concerns have arisen regarding its ability to reliably predict the 
behavior of some pre-invasive lesions (Ostor et ai, 1993, Int. J. Gynecol. Pathol. 12: 
186-192; and Genest et al., 1993, Human Pathol. 24: 730-736). 

It would be therefore be desirable to provide specific methods and reagents for 
the diagnosis, staging, prognosis, monitoring, and treatment of diseases associated with 
cervical cancer, or to indicate a predisposition to such for preventative measures. 

SUMMARY OF THE INVENTION 
The invention relates to novel genes associated with cervical cancer as well as 
methods of assessing whether a patient is afflicted with cervical cancer. "Cervical 
cancer " as used herein includes pre-malignant conditions, e.g., CIN and SIL. The 
methods of the present invention comprise the step of comparing the level of expression 
of a novel marker in a patient sample, wherein the marker is listed within Tables 1-4, 
and the normal level of expression of the marker in a control, e.g., a sample from a 
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patient without cervical cancer. A significant difference between the level of expression 
of the marker in the patient sample and the normal level is an indication that the patient 
is afflicted with cervical cancer or has a pre-malignant condition (e.g., CIN and/or SIL). 
In one method, the marker(s) are preferably selected such that the positive 
5 predictive value of the method is at least about 1 0%. Also preferred are embodiments of 
the method wherein the marker is differentially-expressed by at least two-fold in at least 
about 20% of any of the following conditions: stage 0 cervical cancer patients, stage I 
cervical cancer patients, stage II cervical cancer patients, stage III cervical cancer 
patients, stage IV cervical cancer patients, grade I cervical cancer patients, grade II 

10 cervical cancer patients, grade III cervical cancer patients, squamous cell (epidermoid) 
cervical cancer patients, cervical adenocarcinoma patients, cervical adenosquamous 
carcinoma patients, small-cell cervical carcinoma patients, malignant cervical cancer 
patients, patients with primary carcinomas of the cervix, patients with primary malignant 
lymphomas of the cervix and patients with secondary malignant lymphomas of the 

15 cervix, and all other types of cancers, malignancies and transformations associated with 
the cervix. 

In one embodiment of the methods of the present invention, the sample 
comprises cells obtained from the patient. The cells may be found in a cervical smear 
collected, for example, by a cervical brush. In another embodiment, the patient sample 
20 is a cervical-associated body fluid. Such fluids include, for example, blood fluids, 
lymph, ascitic fluids, gynecological fluids, urine, and fluids collected by peritoneal 
rinsing. 

In accordance with the methods of the present invention, the presence and/or 
level of expression of the marker in a sample can be assessed, for example, by detecting 
25 the presence in the sample of : 

• a protein corresponding to the marker or a fragment of the protein (e.g. 
using a reagent, such as an antibody, an antibody derivative, or an antibody 
fragment, which binds specifically with the protein or a fragment of the 
protein) 

30 • a metabolite which is produced directly (i.e., catalyzed) or indirectly by a 

protein corresponding to the marker 
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• a transcribed polynucleotide {e.g. an mRNA or a cDNA), or fragment 
thereof, having at least a portion with which the marker is substantially 
homologous {e.g. by contacting a mixture of transcribed polynucleotides 
obtained from the sample with a substrate having one or more of the markers 

5 listed within Tables 1-4 fixed thereto at selected positions) 

• a transcribed polynucleotide or fragment thereof, wherein the 
polynucleotide anneals with the marker under stringent hybridization 
conditions. 

The methods of the present invention are particularly useful for identifying 
1 0 patients with a pre-malignant condition such as CIN and/or SIL. The methods are also 
useful for further diagnosing patients having an identified cervical mass or symptoms 
associated with cervical cancer. The methods of the present invention can further be of 
particular use with patients having an enhanced risk of developing cervical cancer {e.g., 
patients having a familial history of cervical cancer and patients identified as having a 
1 5 mutant oncogene). The methods of the present invention may further be of particular 
use in monitoring the efficacy of treatment of a cervical cancer patient {e.g. the efficacy 
of chemotherapy). 

The methods of the present invention may be performed using a plurality {e.g. 2, 
3, 5, or 10 or more) of markers. According to a method involving a plurality of markers, 

20 the level of expression in the sample of each of a plurality of markers independently 
selected from the markers listed in Tables 1-4 is compared with the normal level of 
expression of each of the plurality of markers in samples of the same type obtained from 
control humans not afflicted with cervical cancer. A significantly enhanced level of 
expression in the sample of one or more of the markers listed in Tables 1-4, or some 

25 combination thereof, relative to that marker's corresponding normal levels, is an 

indication that the patient is afflicted with cervical cancer. The markers of Tables 1-4 
may also be used in combination with known cervical cancer markers in the methods of 
the present invention. 

In a preferred method of assessing whether a patient is afflicted with cervical 

30 cancer {e.g., new detection ("screening"), detection of recurrence, reflex testing), the 
method comprises comparing: 
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a) the level of expression of a marker in a patient sample, wherein at least 
one marker is selected from the markers of Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 
cancer sample. 

5 A significant difference between the level of expression of the marker in the patient 
sample and the normal level is an indication that the patient is afflicted with cervical 
cancer. 



The invention further relates to a method of assessing the efficacy of a therapy 
10 for inhibiting cervical cancer in a patient. This method comprises comparing: 

a) expression of a marker in a first sample obtained from the patient prior 
to providing at least a portion of the therapy to the patient, wherein the 
marker is selected from the group consisting of the markers listed within 
Tables 1-4, and 

1 5 b) expression of the marker in a second sample obtained from the patient 

following provision of the portion of the therapy. 
A significantly lower level of expression of the marker in the second sample, relative to 
' the first sample, is an indication that the therapy is efficacious for inhibiting cervical 
cancer in the patient. 

20 It will be appreciated that in this method the "therapy" may be any therapy for 

treating cervical cancer including, but not limited to, chemotherapy, radiation therapy 
and surgical removal of tissue, e.g., a cervical tumor. Thus, the methods of the 
invention may be used to evaluate a patient before, during and after therapy, for 
example, to evaluate the reduction in tumor burden. 

25 The present invention therefore further comprises a method for monitoring the 

progression of cervical cancer in a patient, the method comprising: 

a) detecting in a patient sample at a first time point, the expression of a marker, 
wherein the marker is selected from the group consisting of the markers listed in Tables 
1-4; 

30 b) repeating step a) at a subsequent time point in time; and 

c) comparing the level of expression detected in steps a) and b), and therefrom 
monitoring the progression of cervical cancer in the patient. 
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The invention also includes a method of selecting a composition for inhibiting 
cervical cancer in a patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) selecting one of the test compositions which induces a lower level of 
expression of the marker in the aliquot containing that test composition, 

1 0 relative to other test compositions. 

In addition, the invention includes a method of inhibiting cervical cancer in a 
patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
1 5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) administering to the patient at least one of the test compositions which 
induces a lower level of expression of the marker in the aliquot 

20 containing that test composition, relative to other test compositions. 

The invention also includes a kit for assessing whether a patient is afflicted with 
cervical cancer. This kit comprises reagents for assessing expression of a marker listed 
within Tables 1-4. 

In another aspect, the invention relates to a kit for assessing the suitability of 
25 each of a plurality of compounds for inhibiting a cervical cancer in a patient. The kit 
comprises a reagent for assessing expression of a marker listed within Tables 1-4, and 
may also comprise a plurality of compounds. 

In another aspect, the invention relates to a kit for assessing the presence of 
cervical cancer cells. This kit comprises an antibody, wherein the antibody binds 
30 specifically with a protein corresponding to a marker listed within Tables 1 -4. The kit 
may also comprise a plurality of antibodies, wherein the plurality binds specifically with 
a protein corresponding to a different marker listed within Tables 1-4. 
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The invention also includes a kit for assessing the presence of cervical cancer 
cells, wherein the kit comprises a nucleic acid probe. The probe binds specifically with 
a transcribed polynucleotide corresponding to a marker listed within Tables 1-4. The kit 
may also comprise a plurality of probes, wherein each of the probes binds specifically 
5 with a transcribed polynucleotide corresponding to a different marker listed within 
Tables 1-4. 

The invention further relates to a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. The method comprises isolating a protein or protein fragment corresponding to 
1 0 a marker listed within Tables 1 -4, immunizing a mammal using the isolated protein or 
protein fragment, isolating splenocytes from the immunized mammal, fusing the isolated 
splenocytes with an immortalized cell line to form hybridomas, and screening individual 
hybridomas for production of an antibody which specifically binds with the protein or 
protein fragment to isolate the hybridoma. The invention also includes an antibody 
1 5 produced by this method. 

The invention further includes a method of assessing the cervical carcinogenic 
potential of a test compound. This method comprises the steps of: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
20 b) comparing expression of a marker in each of the aliquots. 

The marker is selected from those listed within Tables 1-4. A significantly 
enhanced level of expression of the marker in the aliquot maintained in the presence of 
(or exposed to) the test compound, relative to the aliquot maintained in the absence of 
the test compound, is an indication that the test compound possesses cervical 
25 carcinogenic potential. 

Additionally, the invention includes a kit for assessing the cervical carcinogenic 
potential of a test compound. The kit comprises cervical cells and a reagent for 
assessing expression of a marker in each of the aliquots. The marker is selected from 
those listed within Tables 1-4. 
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The invention further relates to a method of treating a patient afflicted with 
cervical cancer. This method comprises providing to cells of the patient an antisense 
oligonucleotide complementary to a polynucleotide corresponding to a marker listed 
within Tables 1-4. 

5 The invention includes a method of inhibiting cervical cancer in a patient at risk 

for developing cervical cancer. This method comprises inhibiting expression or 
overexpression of a gene corresponding to a marker listed within Tables 1 -4. 

It will be appreciated that the methods and kits of the present invention may also 
include known cancer markers including known cervical cancer markers. It will further 
10 be appreciated that the methods and kits may be used to identify cancers other than 
cervical cancer. 

DETAILED DESCRIPTION OF THE INVENTION 
The invention relates to newly discovered genes associated with the cancerous 

1 5 state of cervical cells. It has been discovered that the level of expression of these 

individual genes, also referred to as markers, and combinations of these genes correlates 
with the presence of cervical cancer or a pre-malignant condition in a patient. Methods 
are provided for detecting the presence of cervical cancer in a sample, the absence of 
cervical cancer in a sample, the stage of cervical cancer, and with other characteristics of 

20 cervical cancer that are relevant to prevention, diagnosis, characterization and therapy of 
cervical cancer in a patient. As used herein, "cervical cancer" includes pre-malignant 
conditions including CIN and SIL. 

Definitions 

25 As used herein, each of the following terms has the meaning associated with it in 

this section. 

The articles "a" and "an" are used herein to refer to one or to more than one (i.e. 
to at least one) of the grammatical object of the article. By way of example, "an 
element" means one element or more than one element. 
30 A "marker" is a naturally-occurring polymer corresponding to at least one of the 

novel nucleic acids listed within Tables 1-4. For example, markers include, without 
limitation, sense and anti-sense strands of genomic DNA (i.e. including any introns 
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occurring therein), RNA generated by transcription of genomic DNA (i.e. prior to 
splicing), RNA generated by splicing of RNA transcribed from genomic DNA, and 
proteins generated by translation of spliced RNA (i.e. including proteins both before and 
after cleavage of normally cleaved regions such as transmembrane signal sequences). 
5 As used herein, "marker" may also include a cDNA made by reverse transcription of an 
RNA generated by transcription of genomic DNA (including spliced RNA). 

As used herein a "polynucleotide corresponds to" another (a first) polynucleotide 
if it is related to the first polynucleotide by any of the following relationships: The 
second polynucleotide comprises the first polynucleotide and the second polynucleotide 

1 0 encodes a gene product; 2) The second polynucleotide is 5' or 3' to the first 
polynucleotide in cDNA, RNA, genomic DNA, or fragment of any of these 
polynucleotides. For example, a second polynucleotide may be a fragment of a gene 
that includes the first and second polynucleotides. The first and second polynucleotides 
are related in that they are components of the gene coding for a gene product, such as a 

15 protein or antibody. However, it is not necessary that the second polynucleotide 
comprises or overlaps with the first polynucleotide to be encompassed within the 
definition of "corresponding to" as used herein. For example, the first polynucleotide 
may be a fragment of a 3 5 untranslated region of the second polynucleotide. The first 
and second polynucleotide may be fragments of a gene coding for a gene product. The 

20 second polynucleotide may be an exon of the gene while the first polynucleotide may be 
an intron of the gene; 3) The second polynucleotide is the complement of the first 
polynucleotide. 

The term "probe" refers to any molecule which is capable of selectively binding 
to a specifically intended target molecule, for example a marker of the invention. 

25 Probes can be either synthesized by one skilled in the art, or derived from appropriate 
biological preparations. For purposes of detection of the target molecule, probes may be 
specifically designed to be labeled, as described herein. Examples of molecules that can 
be utilized as probes include, but are not limited to, RNA, DNA, proteins, antibodies, 
and organic monomers. 

30 A "cervical-associated" body fluid is a fluid which, when in the body of a 

patient, contacts or passes through cervical cells or into which cells or proteins shed 
from cervical cells are capable of passing. Exemplary cervical-associated body fluids 
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include blood fluids, lymph, ascites, gynecological fluids, cystic fluid, urine, and fluids 

collected by peritoneal rinsing. 

The "normal" level of expression of a marker is the level of expression of the 

marker in cervical cells of a patient, e.g. a human, not afflicted with cervical cancer. 
5 "Over-expression" and "under-expression" of a marker refer to expression of the 

marker of a patient at a greater or lesser level, respectively, than normal level of 

expression of the marker (e.g. at least two-fold greater or lesser level). 

As used herein, the term "promoter/regulatory sequence" means a nucleic acid 

sequence which is required for expression of a gene product operably linked to the 
10 promoter/regulatory sequence. In some instances, this sequence may be the core 

promoter sequence and in other instances, this sequence may also include an enhancer 

sequence and other regulatory elements which are required for expression of the gene 

product. The promoter/regulatory sequence may, for example, be one which expresses 

the gene product in a tissue-specific manner. 
15 A "constitutive" promoter is a nucleotide sequence which, when operably linked 

with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell under most or all physiological conditions 

of the cell. 

An "inducible" promoter is a nucleotide sequence which, when operably linked 
20 with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell substantially only when an inducer which 
corresponds to the promoter is present in the cell. 

A "tissue-specific" promoter is a nucleotide sequence which, when operably 
linked with a polynucleotide which encodes or specifies a gene product, causes the gene 
25 product to be produced in a living human cell substantially only if the cell is a cell of the 
tissue type corresponding to the promoter. 

A "transcribed polynucleotide" is a polynucleotide (e.g. an RNA, a cDNA, or an 
analog of one of an RNA or cDNA) which is complementary to or homologous with all 
or a portion of a mature RNA made by transcription of a genomic DNA corresponding 
30 to a marker of the invention and normal post-transcriptional processing (e.g. splicing), if 
any, of the transcript. 
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"Complementary" refers to the broad concept of sequence complementarity 
between regions of two nucleic acid strands or between two regions of the same nucleic 
acid strand. It is known that an adenine residue of a first nucleic acid region is capable 
of forming specific hydrogen bonds ("base pairing") with a residue of a second nucleic 
5 acid region which is antiparallel to the first region if the residue is thymine or uracil. 
Similarly, it is known that a cytosine residue of a first nucleic acid strand is capable of 
base pairing with a residue of a second nucleic acid strand which is antiparallel to the 
first strand if the residue is guanine. A first region of a nucleic acid is complementary to 
a second region of the same or a different nucleic acid if, when the two regions are 

10 arranged in an antiparallel fashion, at least one nucleotide residue of the first region is 
capable of base pairing with a residue of the second region. Preferably, the first region 
comprises a first portion and the second region comprises a second portion, whereby, 
when the first and second portions are arranged in an antiparallel fashion, at least about 
50%, and preferably at least about 75%, at least about 90%, or at least about 95% of the 

1 5 nucleotide residues of the first portion are capable of base pairing with nucleotide 
residues in the second portion. More preferably, all nucleotide residues of the first 
portion are capable of base pairing with nucleotide residues in the second portion. 

"Homologous" as used herein, refers to nucleotide sequence similarity between 
two regions of the same nucleic acid strand or between regions of two different nucleic 

20 acid strands. When a nucleotide residue position in both regions is occupied by the 

same nucleotide residue, then the regions are homologous at that position. A first region 
is homologous to a second region if at least one nucleotide residue position of each 
region is occupied by the same residue. Homology between two regions is expressed in 
terms of the proportion of nucleotide residue positions of the two regions that are 

25 occupied by the same nucleotide residue. By way of example, a region having the 
nucleotide sequence 5'-ATTGCC-3' and a region having the nucleotide sequence 5'- 
TATGGC-3' share 50% homology. Preferably, the first region comprises a first portion 
and the second region comprises a second portion, whereby, at least about 50%, and 
preferably at least about 75%, at least about 90%, or at least about 95% of the nucleotide 

30 residue positions of each of the portions are occupied by the same nucleotide residue. 
More preferably, all nucleotide residue positions of each of the portions are occupied by 
the same nucleotide residue. 
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A marker is "fixed" to a substrate if it is covalently or non-covalently associated 
with the substrate such the substrate can be rinsed with a fluid (e.g. standard saline 
citrate, pH 7.4) without a substantial fraction of the marker dissociating from the 
substrate. 

5 As used herein, a "naturally-occurring" nucleic acid molecule refers to an RNA 

or DNA molecule having a nucleotide sequence that occurs in nature (e.g. encodes a 
natural protein). 

Expression of a marker in a patient is "significantly" higher than the normal level 
of expression of a marker if the level of expression of the marker is greater than the 
10 normal level by an amount greater than the standard error of the assay employed to 
assess expression, and preferably at least twice, and more preferably three, four, five or 
ten times that amount. Alternately, expression of the marker in the patient can be 
considered "significantly" higher or lower than the normal level of expression if the 
level of expression is at least about two, and preferably at least about three, four, or five 
1 5 times, higher or lower, respectively, than the normal level of expression of the marker. 

Cervical cancer is "inhibited" if at least one symptom of the cancer is alleviated, 
terminated, slowed, or prevented. As used herein, cervical cancer is also "inhibited" if 
recurrence or metastasis of the cancer is reduced, slowed, delayed, or prevented. 

A kit is any manufacture (e.g. a package or container) comprising at least one 
20 reagent, e.g. a probe, for specifically detecting a marker of the invention, the 

manufacture being promoted, distributed, or sold as a unit for performing the methods of 
the present invention. 

Description 

25 The present invention is based, in part, on identification of novel markers which 

are expressed at a higher level in cervical cancer cells than they are in normal (i.e. non- 
cancerous) cervical cells. The markers of the invention correspond to nucleic acid and 
polypeptide molecules which can be detected in one or both of normal and cancerous 
cervical cells. The presence, absence, or level of expression of one or more of these 

30 markers in cervical cells is herein correlated with the cancerous state of the tissue. The 
invention thus includes compositions, kits, and methods for assessing the cancerous state 
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of cervical cells (e.g. cells obtained from a human, cultured human cells, archived or 
preserved human cells and in vivo cells). 

The compositions, kits, and methods of the invention have the following uses, 
among others: 

5 1) assessing whether a patient is afflicted with cervical cancer, including 

assessing whether the patient has a pre-malignant condition, e.g., CIN and/or SIL; 

2) assessing the stage of cervical cancer in a human patient; 

3) assessing the grade of cervical cancer in a patient; 

4) assessing the benign or malignant nature of cervical cancer in a patient; 

5) assessing the histological type of neoplasm (e.g. squamous cell, small 
cell, etc.) associated with cervical cancer in a patient; 

6) making an isolated hybridoma which produces an antibody useful for 
assessing whether a patient is afflicted with cervical cancer; 

7) assessing the presence of cervical cancer cells; 

8) assessing the efficacy of one or more test compounds for inhibiting 
cervical cancer in a patient; 

9) assessing the efficacy of a therapy for inhibiting cervical cancer in a 
patient; 

1 0) monitoring the progression of cervical cancer in a patient; 

1 1) selecting a composition or therapy for inhibiting cervical cancer in a 
patient; 

12) treating a patient afflicted with cervical cancer; 

1 3) inhibiting cervical cancer in a patient; 

14) assessing the cervical carcinogenic potential of a test compound; 
and 

1 5) inhibiting cervical cancer in a patient at risk for developing 
cervical cancer. 

The invention thus includes a method of assessing whether a patient is afflicted 
with cervical cancer which includes assessing whether the patient has a pre-malignant 
condition. This method comprises comparing the level of expression of a marker in a 
patient sample and the normal level of expression of the marker in a control, e.g., a non- 
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cervical cancer sample. A significant difference between the level of expression of the 
marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer. The marker is selected from the group consisting of the 
markers listed within Tables 1 -4. 
5 The polynucleotides set forth in Tables 1-4 represent previously unidentified 

nucleotide sequences. These nucleotide sequences were identified through subtracted 
library experiments described herein. Also provided by this invention are 
polynucleotides that correspond to the polynucleotides of Tables 1-4. In one 
embodiment, these polynucleotides are obtained by identification of a larger fragment or 

10 full-length coding sequence of these polynucleotides. Gene delivery vehicles, host cells, 
compositions and databases (all describe herein) containing these polynucleotides are 
also provided by this invention. 

The invention also encompasses polynucleotides which differ from that of the 
polynucleotides described above, but which produce the same phenotypic effect, such as 

1 5 an allelic variant. These altered, but phenotypically equivalent polynucleotides are 
referred to as "equivalent nucleic acids." This invention also encompasses 
polynucleotides characterized by changes in non-coding regions that do not alter the 
polypeptide produced therefrom when compared to the polynucleotide herein. This 
invention further encompasses polynucleotides, which hybridize to the polynucleotides 

20 of the subject invention under conditions of moderate or high stringency. Alternatively, 
the polynucleotides are at least 85%, or at least 90%, or more preferably, greater or 
equal to 95% identical as determined by a sequence alignment program when run under 
default parameters. 

Any marker or combination of markers listed within Tables 1-4, as well as any 
25 known markers in combination with the markers set forth within Tables 1-4, may be 
used in the compositions, kits, and methods of the present invention. In general, it is 
preferable to use markers for which the difference between the level of expression of the 
marker in cervical cancer cells and the level of expression of the same marker in normal 
cervical cells is as great as possible. Although this difference can be as small as the 
30 limit of detection of the method for assessing expression of the marker, it is preferred 
that the difference be at least greater than the standard error of the assessment method, 
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and preferably a difference of at least 2-, 3-, 4-, 5-, 6-, 7-, 8-, 9-, 10-, 15-, 20-, 25-, 10Q-, 
500-, 1 000-fold or greater. 

It will be appreciated that patient samples containing cervical cells may be used 
in the methods of the present invention. In these embodiments, the level of expression 
5 of the marker can be assessed by assessing the amount (e.g. absolute amount or 
concentration) of the marker in a cervical cell sample, e.g., cervical smear, obtained 
from a patient. The cell sample can, of course, be subjected to a variety of well-known 
post-collection preparative and storage techniques (e.g. storage, freezing, ultrafiltration, 
concentration, evaporation, centrifugation, etc.) prior to assessing the amount of the 
marker in the sample. Likewise cervical smears may also be subjected to post-collection 
preparative and storage techniques, e.g., fixation. 

It will also be appreciated that certain markers correspond to proteins or 
fragments thereof, which are secreted from cervical cells (i.e. one or both of normal and 
cancerous cells) to the extracellular space surrounding the cells. These markers are 
preferably used in certain embodiments of the compositions, kits, and methods of the 
invention, owing to the fact that the protein or fragment thereof, corresponding to each 
of these markers can be detected in a cervical-associated body fluid sample; In addition, 
preferred in vivo techniques for detection of a protein or fragment thereof, corresponding 
to a marker of the invention include introducing into a subject a labeled antibody 
directed against the protein or fragment of the protein. For example, the antibody can be 
labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. 

Although not every marker corresponding to a secreted protein is indicated as 
such herein, it is a simple matter for the skilled artisan to determine whether any 
particular marker corresponds to a secreted protein. In order to make this determination, 
the protein corresponding to a marker is expressed in a test cell (e.g. a cell of a cervical 
cell line), extracellular fluid is collected, and the presence or absence of the protein in 
the extracellular fluid is assessed (e.g. using a labeled antibody which binds specifically 
with the protein). 
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The following is an example of a method which can be used to detect secretion 
of a protein corresponding to a marker of the invention. About 8 x 10 5 293T cells are 
incubated at 37°C in wells containing growth medium (Dulbecco's modified Eagle's 
medium {DMEM} supplemented with 10% fetal bovine serum) under a 5% 
5 (v/v) C0 2 , 95% air atmosphere to about 60-70% confluence. The cells are then 
transfected using a standard transfection mixture comprising 2 micrograms of DNA 
comprising an expression vector encoding the protein and 10 microliters of 
LipofectAMINE™ (GIBCO/BRL Catalog no. 18342-012) per well. The transfection 
mixture is maintained for about 5 hours, and then replaced with fresh growth medium 
10 and maintained in an air atmosphere. Each well is gently rinsed twice with DMEM 
which does not contain methionine or cysteine (DMEM-MC; ICN Catalog no. 16-424- 

35 

54). About 1 milliliter of DMEM-MC and about 50 microcuries of Trans- S™ reagent 
(ICN Catalog no. 5 1006) are added to each well. The wells are maintained under the 
5% C0 2 atmosphere described above and incubated at 37°C for a selected period. 

1 5 Following incubation, 1 50 microliters of conditioned medium is removed and 

centrifuged to remove floating cells and debris. The presence of the protein in the 
supernatant is an indication that the protein is secreted. 

Examples of cervical-associated body fluids include blood fluids (e.g. whole 
blood, blood serum, blood having platelets removed therefrom, etc.), lymph, ascitic 

20 fluids, gynecological fluids (e.g. cervix, fallopian, and uterine secretions, menses, 
vaginal douching fluids, fluids used to rinse cervical cell samples, etc.), cystic fluid, 
urine, and fluids collected by peritoneal rinsing (e.g. fluids applied and collected during 
laparoscopy or fluids instilled into and withdrawn from the peritoneal cavity of a human 
patient). 

25 Many cervical-associated body fluids can have cervical cells therein, particularly 

when the cervical cells are cancerous, and, more particularly, when the cervical cancer is 
metastasizing. Cell-containing fluids which can contain cervical cancer cells include, 
but are not limited to, peritoneal ascites, fluids collected by peritoneal rinsing, fluids 
collected by uterine rinsing, uterine fluids such as uterine exudate and menses, pleural 

30 fluid, and cervical exudates. Thus, the compositions, kits, and methods of the invention 
can be used to detect expression of markers corresponding to proteins or fragments 
thereof, having at least one portion which is displayed on the surface of cells which 
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express it. Although the proteins having at least one cell-surface portion are not set forth 
herein, it is a simple matter for the skilled artisan to determine whether the protein 
corresponding to any particular marker comprises a cell-surface protein. For example, 
immunological methods may be used to detect such proteins on whole cells, or well 
5 known computer-based sequence analysis methods (e.g. the SIGNALP program; Nielsen 
et al , 1 997, Protein Engineering 1 0: 1 -6) may be used to predict the presence of at least 
one extracellular domain (i.e. including both secreted proteins and proteins having at 
least one cell-surface domain). Expression of a marker corresponding to a protein or 
fragment thereof, having at least one portion which is displayed on the surface of a cell 

1 0 which expresses it may be detected without necessarily lysing the cell (e.g. using a 
labeled antibody which binds specifically with a cell-surface domain of the protein). 

Expression of a marker of the invention may be assessed by any of a wide 
variety of well known methods for detecting expression of a transcribed molecule or 
protein. Non-limiting examples of such methods include immunological methods for 

15 detection of secreted, cell-surface, cytoplasmic, or nuclear proteins, protein purification 
methods, protein function or activity assays, nucleic acid hybridization methods, nucleic 
acid reverse transcription methods, and nucleic acid amplification methods. In situ 
hybridization (ISH) and immunohistochemistry (IHC) methods are preferred. 

In another preferred embodiment, expression of a marker is assessed using an 

20 antibody (e.g. a radio-labeled, chromophore-labeled, fluorophore-labeled, or enzyme- 
labeled antibody), an antibody derivative (e.g. an antibody conjugated with a substrate 
or with the protein or ligand of a protein-ligand pair {e.g. biotin-streptavidin} ), or an 
antibody fragment (e.g. a single-chain antibody, an isolated antibody hypervariable 
domain, etc.) which binds specifically with a protein or fragment thereof, corresponding 

25 to the marker, such as the protein encoded by the open reading frame corresponding to 
the marker or such a protein which has undergone all or a portion of its normal post- 
translational modification. 

In yet another preferred embodiment, expression of a marker is assessed by 
preparing mRNA/cDNA (i.e. a transcribed polynucleotide) from cells in a patient 

30 sample, and by hybridizing the mRNA/cDNA with a reference polynucleotide which is a 
complement of a polynucleotide comprising the marker, and fragments thereof. cDNA 
can, optionally, be amplified using any of a variety of polymerase chain reaction 
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methods prior to hybridization with the reference polynucleotide. Expression of one or 
more markers can likewise be detected using quantitative PCR to assess the level of 
expression of the marker(s). Alternatively, any of the many known methods of detecting 
mutations or variants (e.g. single nucleotide polymorphisms, deletions, etc.) of a marker 
5 of the invention may be used to detect occurrence of a marker in a patient. 

In a related embodiment, a mixture of transcribed polynucleotides obtained from 
the sample is contacted with a substrate having fixed thereto a polynucleotide 
complementary to or homologous with at least a portion (e.g. at least 7, 1 0, 1 5, 20, 25, 
30, 40, 50, 100, 500, or more nucleotide residues) of a marker of the invention. If 

1 0 polynucleotides complementary to or homologous with are differentially detectable on 
the substrate (e.g. detectable using different chromophores or fluorophores, or fixed to 
different selected positions), then the levels of expression of a plurality of markers can 
be assessed simultaneously using a single substrate (e.g. a "gene chip" microarray of 
polynucleotides fixed at selected positions). When a method of assessing marker 

1 5 expression is used which involves hybridization of one nucleic acid with another, it is 
preferred that the hybridization be performed under stringent hybridization conditions. 

Because the compositions, kits, and methods of the invention rely on detection of 
a difference in expression levels of one or more markers of the invention, it is preferable 
that the level of expression of the marker is significantly greater than the minimum 

20 detection limit of the method used to assess expression in at least one of normal cervical 
cells and cancerous cervical cells. 

It is understood that by routine screening of additional patient samples using one 
or more of the markers of the invention, it will be realized that certain of the markers are 
over- (or under-)expressed in cancers of various types, including specific cervical 

25 cancers, as well as other cancers such as ovarian cancer, breast cancer, etc. For 
example, it will be confirmed that some of the markers of the invention are over- 
expressed in most (i.e. 50% or more) or substantially all (i.e. 80% or more) of cervical 
cancer. Furthermore, it will be confirmed that certain of the markers of the invention are 
associated with cervical cancer of various stages (i.e. stage 0, 1, II, III, and IV cervical 

30 cancers, as well as subclassifications IA1 , IA2, IB, IB1, IB2, IIA, IIB, IIIA, IIIB, IVA, 
and IVB, using the FIGO Stage Grouping system for primary carcinoma of the cervix 
(see Gynecologic Oncology, 1 99 1 , 4 1 : 1 99 and Cancer, 1 992, 69 :482)), of various 
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histologic subtypes (e.g. squamous cell carcinomas and squamous cell carcinoma 
variants such as verrucous carcinoma, lymphoepithelioma-like carcinoma, papillary 
■ squamous neoplasm and spindle cell squamous cell carcinoma (see Cervical Cancer and 
Preinvasive Neoplasia, 1996, pp. 90-91), serous, mucinous, endometroid, and clear cell 
5 subtypes, as well as subclassifications and alternate classifications adenocarcinoma, 
papillary adenocarcinoma, papillary cystadenocarcinoma, surface papillary carcinoma, 
malignant adenofibroma, cystadenofibroma, adenocarcinoma, cystadenocarcinoma, 
adenoacanthoma, endometrioid stromal sarcoma, mesodermal {Mtillerian} mixed tumor, 
malignant carcinoma, Brenner tumor, mixed epithelial tumor, and undifferentiated 

10 carcinoma, using the WHO/FIGO system for classification of malignant cervical tumors; 
Scully, Atlas of Tumor Pathology, 3d series, Washington DC), and various grades (Le. 
grade I {well differentiated} , grade II {moderately well differentiated}, and grade III 
{poorly differentiated from surrounding normal tissue} ). In addition, as a greater 
number of patient samples are assessed for expression of the markers of the invention 

1 5 and the outcomes of the individual patients from whom the samples were obtained are 
correlated, it will also be confirmed that altered expression of certain of the markers of 
the invention are strongly correlated with malignant cancers and that altered expression 
of other markers of the invention are strongly correlated with benign tumors. The 
compositions, kits, and methods of the invention are thus useful for characterizing one 

20 or more of the stage, grade, histological type, and benign/malignant nature of cervical 
cancer in patients. 

When the compositions, kits, and methods of the invention are used for 
characterizing one or more of the stage, grade, histological type, and benign/malignant 
nature of cervical cancer in a patient, it is preferred that the marker or panel of markers 

25 of the invention is selected such that a positive result is obtained in at least about 20%, 
and preferably at least about 40%, 60%, or 80%, and more preferably in substantially all 
patients afflicted with a cervical cancer of the corresponding stage, grade, histological 
type, or benign/malignant nature. Preferably, the marker or panel of markers of the 
invention is selected such that a positive predictive value (PPV) of greater than about 

30 10% is obtained for the general population (more preferably coupled with an assay 
specificity greater than 99.5%). 
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When a plurality of markers of the invention are used in the compositions, kits, 
and methods of the invention, the level of expression of each marker in a patient sample 
can be compared with the normal level of expression of each of the plurality of markers 
in non-cancerous samples of the same type, either in a single reaction mixture (i.e. using 
5 reagents, such as different fluorescent probes, for each marker) or in individual reaction 
mixtures corresponding to one or more of the markers. In one embodiment, a 
significantly enhanced level of expression of more than one of the plurality of markers 
in the sample, relative to the corresponding normal levels, is an indication that the 
patient is afflicted with cervical cancer. When a plurality of markers is used, it is 

10 preferred that 2, 3, 4, 5, 8, 10, 12, 15, 20, 30, or 50 or more individual markers be used, 
wherein fewer markers are preferred. 

In order to maximize the sensitivity of the compositions, kits, and methods of the 
invention (i.e. by interference attributable to cells of non-cervical origin in a patient 
sample), it is preferable that the marker of the invention used therein be a marker which 

15 has a restricted tissue distribution, e.g., normally not expressed in non-cervical tissue. 
Only a small number of markers are known to be associated with cervical 
cancers (e.g. bcl-2, 15A8 antigen, cdc6, Mcm5, and EGFR). These markers are not, of 
course, included among the markers of the invention, although they may be used 
together with one or more markers of the invention in a panel of markers, for example. 

20 It is well known that certain types of genes, such as oncogenes, tumor suppressor genes, 
growth factor-like genes, protease-like genes, and protein kinase-like genes are often 
involved with development of cancers of various types. Thus, among the markers of the 
invention, use of those which correspond to proteins which resemble known proteins 
encoded by known oncogenes and tumor suppressor genes, and those which correspond 

25 to proteins which resemble growth factors, proteases, and protein kinases are preferred. 

Known oncogenes and tumor suppressor genes include, for example, abl, abr, 
akt2, ape, bcl2a, bcl2j3, bcl3, bcr, brcal, brca2, cbl, ccndl, cdc42, cdk4, crk- II, 
csflrlfins, dbl, dec, dpc4lsmad4, e-cad, e2fllrbap, egfrlerbb-1, elkl, elk3, eph, erg, etsl, 
ets2,fer,fgrlsrc2,jliIlergb2,fos,fpslfes,fral,fra2,fyn, hck, hek, her2/erbb- 2/neu, 

30 her3lerbb-3, her4lerbb-4, hrasl, hst2, hstfl, igfbp2 t ink4a, ink4b, int2lfgf3,jun,junb, 
jund, kip2, kit, kras2a, kras2b, lek, lyn, mas, max, mcc, mdm2 T met, mlhl, mmplO, mos, 
msh2, msh3, msh6, myb, myba, mybb, myc, mycll, myen, nfl, nf2, nme2, nras,p53, 
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pdgfb, phb, piml,pmsl,pms2 9 ptc,pten, rafl, rapla, rbl, rel, ret, rosl, ski, srcJ y tall, 
tgfbr2, tgfb3 t tgfbr3, thral, thrb, tiaml, timp3, tjpl, tp53, trk, vav, vhl, v/72, waf], wntl, 
wnt2, wtJ, and yes J (Hesketh, 1997, In: The Oncogene and Tumour Suppressor Gene 
Facts Book, 2nd Ed., Academic Press; Fishel et al, 1994, Science 266:1403-1405). 
5 Known growth factors include platelet-derived growth factor alpha, platelet- 

derived growth factor beta (simian sarcoma viral { v-sis} oncogene homolog), 
thrombopoietin (myeloproliferative leukemia virus oncogene ligand, megakaryocyte 
growth and development factor), erythropoietin, B cell growth factor, macrophage 
stimulating factor 1 (hepatocyte growth factor-like protein), hepatocyte growth factor 

10 (hepapoietin A), insulin-like growth factor 1 (somatomedia C), hepatoma-derived 

growth factor, amphiregulin (schwannoma-derived growth factor), bone morphogenetic 
proteins 1, 2, 3, 3 beta, and 4, bone morphogenetic protein 7 (osteogenic protein 1), bone 
morphogenetic protein 8 (osteogenic protein 2), connective tissue growth factor, 
connective tissue activation peptide 3, epidermal growth factor (EGF), teratocarcinoma- 

15 derived growth factor 1, endothelin, endothelin 2, endothelin 3, stromal cell-derived 
factor 1, vascular endothelial growth factor (VEGF), VEGF-B, VEGF-C, placental 
growth factor (vascular endothelial growth factor-related protein), transforming growth 
factor alpha, transforming growth factor beta 1 and its precursors, transforming growth 
factor beta 2 and its precursors, fibroblast growth factor 1 (acidic), fibroblast growth 

20 factor 2 (basic), fibroblast growth factor 5 and its precursors, fibroblast growth factor 6 
and its precursors, fibroblast growth factor 7 (keratinocyte growth factor), fibroblast 
growth factor 8 (androgen-induced), fibroblast growth factor 9 (glia-activating factor), 
pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1), 
brain-derived neurotrophic factor, and recombinant glial growth factor 2. 

25 Known proteases include interleukin-1 beta convertase and its precursors, Mch6 

and its precursors, Mch2 isoform alpha, Mch4, Cpp32 isoform alpha, Lice2 gamma 
cysteine protease, Ich-lS, Ich-IL, Ich-2 and its precursors, TY protease, matrix 
metalloproteinase 1 (interstitial collagenase), matrix metalloproteinase 2 (gelatinase A, 
72kD gelatinase, 72kD type IV collagenase), matrix metalloproteinase 7 (matrilysin), 

30 matrix metalloproteinase 8 (neutrophil collagenase), matrix metalloproteinase 12 

(macrophage elastase), matrix metalloproteinase 13 (collagenase 3), metallopeptidase 1, 
cysteine-rich metalloprotease (disintegrin) and its precursors, subtilisin-like protease Pc8 



WO 01/42467 



PCT/US00/33312 



-22- 

and its precursors, chymotrypsin, snake venom-like protease, cathepsin 1, cathepsin D 
(lysosomal aspartyl protease), stromelysin, aminopeptidase N, plasminogen, tissue 
plasminogen activator, plasminogen activator inhibitor type II, and urokinase-type 
plasminogen activator. 
5 Known protein kinases include DAP kinase, serine/threonine protein kinases 

NIK, PK428, Krs-2, SAK, and EMK, interferon-inducible double stranded RNA 
dependent protein kinase, FAST kinase, AIM1, IPLl-like midbody-associated protein 
kinase-1, NIMA-like protein kinase 1 (NLK1), the cyclin-dependent kinases (cdkl-10), 
checkpoint kinase Chkl, Nek3 protein kinase, BMK1 beta kinase, Clkl, Clk2, Clk3, 

10 extracellular signal-regulated kinases 1, 3, and 6, cdc28 protein kinase 1, cdc28 protein 
kinase 2, pLK, Mytl, c-Jun N-terminal kinase 2, Cam kinase 1, the MAP kinases, 
insulin-stimulated protein kinase 1, beta-adrenergic receptor kinase 2, ribosomal protein 
S6 kinase, kinase suppressor of ras-1 (KSR1), putative serine/threonine protein kinase 
Prk, PkB kinase, cAMP-dependent protein kinase, cGMP-dependent protein kinase, type 

1 5 II cGMP-dependent protein kinase, protein kinases Dyrk2, Dyrk3, and Dyrk4, Rho- 
associated coiled-coil containing protein kinase pl60ROCK, protein tyrosine kinase t- 
Rorl, Ste20-related kinases, cell adhesion kinase beta, protein kinase 3, stress-activated 
protein kinase 4, protein kinase Zpk, serine kinase hPAK65, dual specificity mitogen- 
activated protein kinases 1 and 2, casein kinase I gamma 2, p2 1 -activated protein kinase 

20 Pakl , lipid-activated protein kinase PRK2, focal adhesion kinase, dual-specificity 
tyrosine-phosphorylation regulated kinase, myosin light chain kinase, serine kinases 
SRPK2, TESK1, and VRK2, B lymphocyte serine/threonine protein kinase, stress- 
activated protein kinases JNK1 and JNK2, phosphorylase kinase, protein tyrosine kinase 
Tec, Jak2 kinase, protein kinase Ndr, MEK kinase 3, SHB adaptor protein (a Src 

25 homology 2 protein), agammaglobulinaemia protein-tyrosine kinase (Atk), protein 
kinase ATR, guanylate kinase 1, thrombopoeitin receptor and its precursors, DAG 
kinase epsilon, and kinases encoded by oncogenes or viral oncogenes such as v-fgr 
(Gardner-Rasheed), v-abl (Abelson murine leukemia viral oncogene homolog 1), v-arg 
(Abelson murine leukemia viral oncogene homolog, Abelson-related gene), v-fes and v- 

30 fps (feline sarcoma viral oncogene and Fujinami avian sarcoma viral oncogene 
homologs), proto-oncogene c-co/, oncogene pim-X, and oncogene mas J. 
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It is recognized that the compositions, kits, and methods of the invention will be 
of particular utility to patients having an enhanced risk of developing cervical cancer 
and their medical advisors. Patients recognized as having an enhanced risk of 
developing cervical cancer include, for example, patients having a familial history of 
5 cervical cancer, patients identified as having a mutant oncogene at least one allele), 
and patients determined through any other established medical criteria to be at risk for 
cancer or other malignancy. 

The level of expression of a marker in normal (i.e. non-cancerous) human 
cervical tissue can be assessed in a variety of ways. In one embodiment, this normal 

10 level of expression is assessed by assessing the level of expression of the marker in a 
portion of cervical cells which appears to be non-cancerous and by comparing this 
normal level of expression with the level of expression in a portion of the cervical cells 
which is suspected of being cancerous. For example, the normal level of expression of a 
marker may be assessed using a non-affected portion of the cervix and this normal level 

15 of expression may be compared with the level of expression of the same marker in an 
affected portion of the cervix. Alternately, and particularly as further information 
becomes available as a result of routine performance of the methods described herein, 
population-average values for normal expression of the markers of the invention may be 
used. In other embodiments, the formal* level of expression of a marker may be 

20 determined by assessing expression of the marker in a patient sample obtained from a 
non-cancer-afflicted patient, from a patient sample obtained from a patient before the 
suspected onset of cervical cancer in the patient, from archived patient samples, and the 
like. 

The invention includes compositions, kits, and methods for assessing the 
25 presence of cervical cancer cells in a sample (e.g. an archived tissue sample or a sample 
obtained from a patient). These compositions, kits, and methods are substantially the 
same as those described above, except that, where necessary, the compositions, kits, and 
methods are adapted for use with samples other than patient samples. For example, 
when the sample to be used is a parafinized, archived human tissue sample, it can be 
30 necessary to adjust the ratio of compounds in the compositions of the invention, in the 
kits of the invention, or the methods used to assess levels of marker expression in the 
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samjple. Such methods are well known in the art and within the skill of the ordinary 
artisan. 

The invention includes a kit for assessing the presence of cervical cancer cells 
(e.g. in a sample such as a patient sample). The kit comprises a plurality of reagents, 
5 each of which is capable of binding specifically with a nucleic acid or polypeptide 
corresponding to a marker of the invention. Suitable reagents for binding with a 
polypeptide corresponding to a marker of the invention include antibodies, antibody 
derivatives, antibody fragments, and the like. Suitable reagents for binding with a 
nucleic acid (e.g. a genomic DNA, an mRNA, a spliced mRNA, a cDNA, or the like) 

10 include complementary nucleic acids. For example, the nucleic acid reagents may 
include oligonucleotides (labeled or non-labeled) fixed to a substrate, labeled 
oligonucleotides not bound with a substrate, pairs of PCR primers, molecular beacon 
probes, and the like. 

The kit of the invention may optionally comprise additional components useful 

15 for performing the methods of the invention. By way of example, the kit may comprise 
fluids (e.g. SSC buffer) suitable for annealing complementary nucleic acids or for 
binding an antibody with a protein with which it specifically binds, one or more sample 
compartments, an instructional material which describes performance of a method of the 
invention, a sample of normal cervical cells, a sample of cervical cancer cells, and the 

20 like. 

The invention also includes a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. In this method, a protein corresponding to a marker of the invention is isolated 
(e.g. by purification from a cell in which it is expressed or by transcription and 

25 translation of a nucleic acid encoding the protein in vivo or in vitro using known 

methods). A vertebrate, preferably a mammal such as a mouse, rat, rabbit, or sheep, is 
immunized using the isolated protein or protein fragment. The vertebrate may 
optionally (and preferably) be immunized at least one additional time with the isolated 
protein or protein fragment, so that the vertebrate exhibits a robust immune response to 

30 the protein or protein fragment. Splenocytes are isolated from the immunized vertebrate 
and fused with an immortalized cell line to form hybridomas, using any of a variety of 
methods well known in the art. Hybridomas formed in this manner are then screened 
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using standard methods to identify one or more hybridomas which produce an antibody 
which specifically binds with the protein or protein fragment. The invention also 
includes hybridomas made by this method and antibodies made using such hybridomas. 
The invention also includes a method of assessing the efficacy of a test 
5 compound for inhibiting cervical cancer cells. As described above, differences in the 
level of expression of the markers of the invention correlate with the cancerous state of 
cervical cells. Although it is recognized that changes in the levels of expression of 
certain of the markers of the invention likely result from the cancerous state of cervical 
cells, it is likewise recognized that changes in the levels of expression of other of the 

1 0 markers of the invention induce, maintain, and promote the cancerous state of those 

cells. Thus, compounds which inhibit cervical cancer in a patient will cause the level of 
expression of one or more of the markers of the invention to change to a level nearer the 
normal level of expression for that marker (i.e. the level of expression for the marker in 
non-cancerous cervical cells). 

1 5 This method thus comprises comparing expression of a marker in a first cervical 

cell sample and maintained in the presence of the test compound and expression of the 
marker in a second cervical cell sample and maintained in the absence of the test 
compound. A significant decrease in the level of expression of a marker listed within 
Tables 1-4 is an indication that the test compound inhibits cervical cancer. The cervical 

20 cell samples may, for example, be aliquots of a single sample of normal cervical cells 
obtained from a patient, pooled samples of normal cervical cells obtained from a patient, 
cells of a normal cervical cell line, aliquots of a single sample of cervical cancer cells 
obtained from a patient, pooled samples of cervical cancer cells obtained from a patient, 
cells of a cervical cancer cell line, or the like. In one embodiment, the samples are 

25 cervical cancer cells obtained from a patient and a plurality of compounds known to be 
effective for inhibiting various cervical cancers are tested in order to identify the 
compound which is likely to best inhibit the cervical cancer in the patient. 

This method may likewise be used to assess the efficacy of a therapy for 
inhibiting cervical cancer in a patient. In this method, the level of expression of one or 

30 more markers of the invention in a pair of samples (one subjected to the therapy, the 
other not subjected to the therapy) is assessed. As with the method of assessing the 
efficacy of test compounds, if the therapy induces a significant decrease in the level of 
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expression of a marker listed within Tables 1 -4, or blocks induction of a marker listed 
within Tables 1-4, then the therapy is efficacious for inhibiting cervical cancer. As 
above, if samples from a selected patient are used in this method, then alternative 
therapies can be assessed in vitro in order to select a therapy most likely to be 
5 efficacious for inhibiting cervical cancer in the patient. 

As described herein, cervical cancer in patients is associated with an increase in 
the level of expression of one or more markers listed within Tables 1 -4. While, as 
discussed above, some of these changes in expression level result from occurrence of the 
cervical cancer, others of these changes induce, maintain, and promote the cancerous 

10 state of cervical cancer cells. Thus, cervical cancer characterized by an increase in the 
level of expression of one or more markers listed within Tables 1-4 can be controlled or 
suppressed by inhibiting expression of those markers. 

Expression of a marker listed within Tables 1 -4 can be inhibited in a number of 
ways generally known in the art. For example, an antisense oligonucleotide can be 

15 provided to the cervical cancer cells in order to inhibit transcription, translation, or both, 
of the marker(s). Alternately, a polynucleotide encoding an antibody, an antibody 
derivative, or an antibody fragment, and operably linked with an appropriate 
promoter/regulator region, can be provided to the cell in order to generate intracellular 
antibodies which will inhibit the function or activity of the protein corresponding to the 

20 marker(s). Using the methods described herein, a variety of molecules, particularly 

including molecules sufficiently small that they are able to cross the cell membrane, can 
be screened in order to identify molecules which inhibit expression of the marker(s). 
The compound so identified can be provided to the patient in order to inhibit expression 
of the marker(s) in the cervical cancer cells of the patient. 

25 As described above, the cancerous state of human cervical cells is correlated 

with changes in the levels of expression of the markers of the invention. Thus, 
compounds which induce increased expression of one or more of the markers listed 
within Tables 1-4 can induce cervical cell carcinogenesis. The invention thus includes a 
method for assessing the human cervical cell carcinogenic potential of a test compound. 

30 This method comprises maintaining separate aliquots of human cervical cells in the 
presence and absence of the test compound. Expression of a marker of the invention in 
each of the aliquots is compared. A significant increase in the level of expression of a 
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marker listed within Tables 1-4 in the aliquot maintained in the presence of the test 
compound (relative to the aliquot maintained in the absence of the test compound) is an 
indication that the test compound possesses human cervical cell carcinogenic potential. 
The relative carcinogenic potentials of various test compounds can be assessed by 
5 comparing the degree of enhancement or inhibition of the level of expression of the 
relevant markers, by comparing the number of markers for which the level of expression 
is enhanced or inhibited, or by comparing both. 

Various aspects of the invention are described in further detail in the following 
subsections. 

10 

L Isolated Nucleic Acid Molecules 

One aspect of the invention pertains to novel isolated nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention or a portion of such a 

1 5 polypeptide. Isolated nucleic acids of the invention also include nucleic acid molecules 
sufficient for use as hybridization probes to identify nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention, and fragments of such nucleic 
acid molecules, e.g., those suitable for use as PGR primers for the amplification or 

20 mutation of nucleic acid molecules. As used herein, the term "nucleic acid molecule" is 
intended to include DNA molecules (e.g., cDNA or genomic DNA) and RNA molecules 
(e.g., mRNA) and analogs of the DNA or RNA generated using nucleotide analogs. The 
nucleic acid molecule can be single-stranded or double-stranded, but preferably is 
double-stranded DNA. 

25 An "isolated" nucleic acid molecule is one which is separated from other nucleic 

acid molecules which are present in the natural source of the nucleic acid molecule. 
Preferably, an "isolated" nucleic acid molecule is free of sequences (preferably protein- 
encoding sequences) which naturally flank the nucleic acid (i.e., sequences located at the 
5' and 3' ends of the nucleic acid) in the genomic DNA of the organism from which the 

30 nucleic acid is derived. For example, in various embodiments, the isolated nucleic acid 
molecule can contain less than about 5 kB, 4 kB, 3 kB, 2 kB, 1 kB, 0.5 kB or 0.1 kB of 
nucleotide sequences which naturally flank the nucleic acid molecule in genomic DNA 
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of the cell from which the nucleic acid is derived. Moreover, an "isolated" nucleic acid 
molecule, such as a cDNA molecule, can be substantially free of other cellular material, 
or culture medium when produced by recombinant techniques, or substantially free of 
chemical precursors or other chemicals when chemically synthesized. 
5 A nucleic acid molecule of the present invention, e.g. , a nucleic acid encoding a 

protein corresponding to a marker listed in Tables 1-4, can be isolated using standard 
molecular biology techniques and the sequence information described herein. Using all 
or a portion of such nucleic acid sequences, nucleic acid molecules of the invention can 
be isolated using standard hybridization and cloning techniques (e.g., as described in 

10 Sambrook et al , ed., Molecular Cloning: A Laboratory Manual, 2nd ed. y Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, NY, 1989). 

A process for identifying a larger fragment or the full-length coding sequence of 
a marker of the present invention is thus also provided. Any conventional recombinant 
DNA techniques applicable for isolating polynucleotides may be employed. One such 

1 5 method involves the 5'-RACE-PCR technique, in which the poly-A mP.NA that contains 
the coding sequence of particular interest is first reverse transcribed with a 3'-primer 
comprising a sequence disclosed herein. The newly synthesized cDNA strand is then 
tagged with an anchor primer with a known sequence, which preferably contains a 
convenient cloning restriction site attached at the 5'end. The tagged cDNA is then 

20 amplified with the 3 '-primer (or a nested primer sharing sequence homology to the 
internal sequences of the coding region) and the 5 '-anchor primer. The amplification 
may be conducted under conditions of various levels of stringency to optimize the 
amplification specificity. 5'-RACE-PCR can be readily performed using commercial 
kits (available from, e.g., BRL Life Technologies Inc., Clotech) according to the 

25 manufacturer's instructions. 

Isolating the complete coding sequence of a gene can also be carried out in a 
hybridization assay using a suitable probe. The probe preferably comprises at least 10 
nucleotides, and more preferably exhibits sequence homology to the polynucleotides of 
the markers of the present invention. Other high throughput screens for cDNAs, such as 

30 those involving gene chip technology, can also be employed in obtaining the complete 
cDNA sequence. 
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In addition, databases exist that reduce the complexity of ESTs by assembling 
contiguous EST sequences into tentative genes. For example, TIGR has assembled 
human ESTs into a database called THC for tentative human consensus sequences. The 
THC database allows for a more definitive assignment compared to ESTs alone. 
5 Software programs exist (TIGR assembler and TIGEM EST assembly machine and 
contig assembly program (see Huang, X . ,1996, Genomes 33:21-23)) that allow for 
assembling ESTs into contiguous sequences from any organism. 

Alternatively, mRNA from a sample preparation is used to construct cDNA 
library in the ZAP Express vector following the procedure described in Velculescu et 
10 al. y 1 997, Science 270:484. The ZAP Express cDNA synthesis kit (Stratagene) is used 
accordingly to the manufacturer's protocol. Plates containing 250 to 2000 plaques are 
hybridized as described in Rupert et aL, 1988, Mol Cell Bio. 8:3104 to oligonucleotide 
probes with the same conditions previously described for standard probes except that the 
hybridization temperature is reduced to a room temperature. Washes are performed in 
15 6X standard-saline-citrate 0. 1% SDS for 30 minutes at room temperature. The probes 
are labeled with 32 P-ATP trough use of T4 polynucleotide kinase. 

A partial cDNA (3 5 fragment) can be isolated by 3' directed PCR reaction. This 
procedure is a modification of the protocol described in Polyak et al, 1997, Nature 
389:300. Briefly, the procedure uses SAGE tags in PCR reaction such that the resultant 
20 PCR product contains the SAGE tag of interest as well as additional cDNA, the length 
of which is defined by the position of the tag with respect to the 3' end of the cDNA. 
The cDNA product derived from such a transcript driven PCR reaction can be used for 
many applications. 

RNA from a source to express the cDNA corresponding to a given tag is first 
25 converted to double-stranded cDNA using any standard cDNA protocol. Similar 
conditions used to generate cDNA for SAGE library construction can be employed 
except that a modified oligo-dT primer is used to derive the first strand synthesis. For 
example, the oligonucleotide of composition 5'-B-TCC GGC GCG CCG TTT TCC 
CAG TCA CGA(30)-3\ contains a poly-T stretch at the 3' end for hybridization and 
30 priming from poly- A tails, an Ml 3 priming site for use in subsequent PCR steps, a 5' 
Biotin label (B) for capture to strepavidin-coated magnetic beads, and an AscI restriction 
endonuclease site for releasing the cDNA from the strepavidin-coated magnetic beads. 



WO 01/42467 



PCT7US00/33312 



-30- 

Theoretically, any sufficiently-sized DNA region capable of hybridizing to a PCR 
primer can be used as well as any other 8 base pair recognizing endonuclease. 

cDNA constructed utilizing this or similar modified oligo-dT primer is then 
processed as described in U.S. Patent No. 5,695,937 up until adapter ligation where only 
5 one adapter is ligated to the cDNA pool. After adapter ligation, the cDNA is released 
from the streptavidin-coated magnetic beads and is then used as a template for cDNA 
amplification. 

Various PCR protocols can be employed using PCR priming sites within the 3' 
modified oligo-dT primer and the SAGE tag. The SAGE tag-derived PCR primer 

10 employed can be of varying length dictated by 5' extension of the tag into the adaptor 
sequence. cDNA products are now available for a variety of applications. 

This technique can be further modified by: (1) altering the length and/or content 
of the modified oligo-dT primer; (2) ligating adaptors other than that previously 
employed within the SAGE protocol; (3) performing PCR from template retained on the 

15 streptavidin-coated magnetic beads; and (4) priming first strand cDNA synthesis with 
non-oligo-dT based primers. 

Gene trapper technology can also be used. The reagents and manufacturer's 
instructions for this technology are commercially available from Life Technologies, Inc., 
Gaithsburg, Maryland. Briefly, a complex population of single-stranded phagemid 

20 DNA containing directional cDNA inserts is enriched for the target sequence by 

hybridization in solution to a biotinylated oligonucleotide probe complementary to the 
target sequence. The hybrids are captured on streptavidin-coated paramagnetic beads. 
A magnet retrieves the paramagnetic beads from the solution, leaving nonhybridized 
single-stranded DNAs behind. Subsequently, the captured single-stranded DNA target 

25 is released from the biotinylated oligonucleotide. After release, the cDNA clone is 
further enriched by using a nonbiotinylated; target oligonucleotide to specifically prime 
conversion of the single-stranded DNA. Following transformation and plating, typically 
20% to 100% of the colonies represent the cDNA clone of interest. To identify the 
desired cDNA clone, the colonies may be screened by colony hybridization using the 

30 32 P-labeled oligonucleotide, or alternatively by DNA sequencing and alignment of all 
sequences obtained from numerous clones to determine a consensus sequence. 
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A nucleic acid molecule of the invention can be amplified using cDNA, mRNA, 
or genomic DNA as a template arid appropriate oligonucleotide primers according to 
standard PCR amplification techniques. The nucleic acid so amplified can be cloned 
into an appropriate vector and characterized by DNA sequence analysis. Furthermore, 
5 oligonucleotides corresponding to all or a portion of a nucleic acid molecule of the 
invention can be prepared by standard synthetic techniques, e.g., using an automated 
DNA synthesizer. 

In another preferred embodiment, an isolated nucleic acid molecule of the 
invention comprises a nucleic acid molecule which has a nucleotide sequence 

10 complementary to the nucleotide sequence of a nucleic acid corresponding to a marker 
of the invention or to the nucleotide sequence of a nucleic acid encoding a protein which 
corresponds to a marker of the invention. A nucleic acid molecule which is 
complementary to a given nucleotide sequence is one which is sufficiently 
complementary to the given nucleotide sequence that it can hybridize to the given 

1 5 nucleotide sequence thereby forming a stable duplex. 

Moreover, a nucleic acid molecule of the invention can comprise only a portion 
of a nucleic acid sequence, wherein the full length nucleic acid sequence comprises a 
marker of the invention or which encodes a polypeptide corresponding to a marker of 
the invention. Such nucleic acids can be used, for example, as a probe or primer. The 

20 probe/primer typically is used as one or more substantially purified oligonucleotides. 
The oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stringent conditions to at least about 7, preferably about 15, more preferably about 
25, 50, 75, 100, 125, 150, 175, 200, 250, 300, 350, or 400 or more consecutive 
nucleotides of a nucleic acid of the invention. 

25 Probes based on the sequence of a nucleic acid molecule of the invention can be 

used to detect transcripts or genomic sequences corresponding to one or more markers 
of the invention. The probe comprises a label group attached thereto, e.g., a 
radioisotope, a fluorescent compound, an enzyme, or an enzyme co-factor. Such probes 
can be used as part of a diagnostic test kit for identifying cells or tissues which mis- 

30 express the protein, such as by measuring levels of a nucleic acid molecule encoding the 
protein in a sample of cells from a subject, e.g., detecting mRNA levels or determining 
whether a gene encoding the protein has been mutated or deleted. 
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The invention further encompasses nucleic acid molecules that differ, due to 
degeneracy of the genetic code, from the nucleotide sequence of nucleic acids encoding 
a protein which corresponds to a marker of the invention, and thus encode the same 
protein. 

5 In addition to the nucleotide sequences described in the Tables, it will be 

appreciated by those skilled in the art that DNA sequence polymorphisms that lead to 
changes in the amino acid sequence can exist within a population (e.g., the human 
population). Such genetic polymorphisms can exist among individuals within a 
population due to natural allelic variation. An allele is one of a group of genes which 

10 occur alternatively at a given genetic locus. In addition, it will be appreciated that DNA 
polymorphisms that affect RNA expression levels can also exist that may affect the 
overall expression level of that gene (e.g., by affecting regulation or degradation). 

As used herein, the phrase "allelic variant" refers to a nucleotide sequence which 
occurs at a given locus or to a polypeptide encoded by the nucleotide sequence. 

15 As used herein, the terms "gene" and "recombinant gene" refer to nucleic acid 

molecules comprising an open reading frame encoding a polypeptide corresponding to a 
marker of the invention. Such natural allelic variations can typically result in 0.1-0.5% 
variance in the nucleotide sequence of a given gene. Alternative alleles can be identified 
by sequencing the gene of interest in a number of different individuals. This can be 
: 20 readily carried out by using hybridization probes to identify the same genetic locus in a 
variety of individuals. Any and all such nucleotide variations and resulting amino acid 
polymorphisms or variations that are the result of natural allelic variation and that do not 
alter the functional activity are intended to be within the scope of the invention. 

In another embodiment, an isolated nucleic acid molecule of the invention is at 

25 least 7, 15, 20, 25, 30, 40, 60, 80, 100, 150, 200, 250, 300, 350, 400, 450, 550, 650, 700, 
800, 900, 1000, 1200, 1400, 1600, 1800, 2000, 2200, 2400, 2600, 2800, 3000, 3500, 
4000, 4500, or more nucleotides in length and hybridizes under stringent conditions to a 
nucleic acid corresponding to a marker of the invention or to a nucleic acid encoding a 
protein corresponding to a marker of the invention. As used herein, the term "hybridizes 

30 under stringent conditions" is intended to describe conditions for hybridization and 
washing under which nucleotide sequences at least 75% (80%, 85%, preferably 90%) 
identical to each other typically remain hybridized to each other. Such stringent 
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conditions are known to those skilled in the art and can be found in sections 6.3.1-6.3.6 
of Current Protocols in Molecular Biology, John Wiley & Sons, N.Y. (1989). A 
preferred, non-limiting example of stringent hybridization conditions for annealing two 
single-stranded DNA each of which is at least about 100 bases in length and/or for 
5 annealing a single-stranded DNA and a single-stranded RNA each of which is at least 
about 100 bases in length, are hybridization in 6X sodium chloride/sodium citrate (SSC) 
at about 45°C, followed by one or more washes in 0.2X SSC, 0.1% SDS at 50-65°C. 
Further preferred hybridization conditions are taught in Lockhart, et al, Nature 
Biotechnology, Volume 14, 1996 August: 1675- 1680; Breslauer, et al, Proc. Natl. Acad. 
10 Sci. USA, Volume 83, 1986 June: 3746-3750; Van Ness, et al, Nucleic Acids Research, 
Volume 19, No. 19, 1991 September: 5143-5151; McGraw, et al., BioTechniques, 
Volume 8, No. 6 1990: 674-678; and Milner, et al, Nature Biotechnology, Volume 15, 
1997 June: 537-541, all expressly incorporated by reference. 

In addition to naturally-occurring allelic variants of a nucleic acid molecule of 
1 5 the invention that can exist in the population, the skilled artisan will further appreciate 
that sequence changes can be introduced by mutation thereby leading to changes in the 
amino acid sequence of the encoded protein, without altering the biological activity of 
the protein encoded thereby. For example, one can make nucleotide substitutions 
leading to amino acid substitutions at "non-essential 11 amino acid residues. A "non- 
20 essential" amino acid residue is a residue that can be altered from the wild-type 
sequence without altering the biological activity, whereas an "essential" amino acid 
residue is required for biological activity. For example, amino acid residues that are not 
conserved or only semi-conserved among homologs of various species may be non- 
essential for activity and thus would be likely targets for alteration. Alternatively, amino 
25 acid residues that are conserved among the homologs of various species (e.g., murine 
and human) may be essential for activity and thus would not be likely targets for 
alteration. 

Accordingly, another aspect of the invention pertains to nucleic acid molecules 
encoding a polypeptide of the invention that contain changes in amino acid residues that 
30 are not essential for activity. Such polypeptides differ in amino acid sequence from the 
naturally-occurring proteins which correspond to the markers of the invention, yet retain 
biological activity. In one embodiment, such a protein has an amino acid sequence that 
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is at least about 40% identical, 50%, .60%, 70%, 80%, 90%, 95%, or 98% identical to the 
amino acid sequence of one of the proteins which correspond to the markers of the 
invention. 

An isolated nucleic acid molecule encoding a variant protein can be created by 
5 introducing one or more nucleotide substitutions, additions or deletions into the 

nucleotide sequence of nucleic acids of the invention, such that one or more amino acid 
residue substitutions, additions, or deletions are introduced into the encoded protein. 
Mutations can be introduced by standard techniques, such as site-directed mutagenesis 
and PCR-mediated mutagenesis. Preferably, conservative amino acid substitutions are 

10 made at one or more predicted non-essential amino acid residues. A "conservative 
amino acid substitution" is one in which the amino acid residue is replaced with an 
amino acid residue having a similar side chain. Families of amino acid residues having 
similar side chains have been defined in the art. These families include amino acids 
with basic side chains {e.g., lysine, arginine, histidine), acidic side chains {e.g., aspartic 

15 acid, glutamic acid), uncharged polar side chains (e.g., glycine, asparagine, glutamine, 
serine, threonine, tyrosine, cysteine), non-polar side chains {e.g., alanine, valine, leucine, 
isoleucine, proline, phenylalanine, methionine, tryptophan), beta-branched side chains 
{e.g. , threonine, valine, isoleucine) and aromatic side chains {e.g. , tyrosine, 
phenylalanine, tryptophan, histidine). Alternatively, mutations can be introduced 

20 randomly along all or part of the coding sequence, such as by saturation mutagenesis, 
and the resultant mutants can be screened for biological activity to identify mutants that 
retain activity. Following mutagenesis, the encoded protein can be expressed 
recombinantly and the activity of the protein can be determined. 

The present invention encompasses antisense nucleic acid molecules, i.e., 

25 molecules which are complementary to a sense nucleic acid of the invention, e.g., 
complementary to the coding strand of a double-stranded cDNA molecule 
corresponding to a marker of the invention or complementary to an mRNA sequence 
corresponding to a marker of the invention. Accordingly, an antisense nucleic acid of 
the invention can hydrogen bond to {i.e. anneal with) a sense nucleic acid of the 

30 invention. The antisense nucleic acid can be complementary to an entire coding strand, 
or to only a portion thereof, e.g., all or part of the protein coding region (or open reading 
frame). An antisense nucleic acid molecule can also be antisense to all or part of a non- 
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coding region of the coding strand of a nucleotide sequence encoding a polypeptide of 
the invention. The non-coding regions ("5' and 3' untranslated regions") are the 5' and 3' 
sequences which flank the coding region and are not translated into amino acids. 

An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 30, 35, 
5 40, 45, or 50 or more nucleotides in length. An antisense nucleic acid of the invention 
can be constructed using chemical synthesis and enzymatic ligation reactions using 
procedures known in the art. For example, an antisense nucleic acid (e.g., an antisense 
oligonucleotide) can be chemically synthesized using naturally occurring nucleotides or 
variously modified nucleotides designed to increase the biological stability of the 

10 molecules or to increase the physical stability of the duplex formed between the 
antisense and sense nucleic acids, e.g., phosphorothioate derivatives and acridine 
substituted nucleotides can be used. Examples of modified nucleotides which can be 
used to generate the antisense nucleic acid include 5-fluorouracil, 5-bromouracil, 5- 
chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 4-acetylcytosine, 5- 

1 5 (carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl-2-thiouridine, 5- 

carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, inosine, 
N6-isopentenyladenine, 1 -methylguanine, 1 -methylinosine, 2,2-dimethylguanine, 2- 
methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 7- 
methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, beta- 

20 D-mannosylqueosine, S'-methoxycarboxymethyluracil, 5-methoxyuracil, 2-methylthio- 
N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5- 
methyluracil, uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl- 
2-thiouracil, 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. 

25 Alternatively, the antisense nucleic acid can be produced biologically using an 
expression vector into which a nucleic acid has been sub-cloned in an antisense 
orientation (i.e., RNA transcribed from the inserted nucleic acid will be of an antisense 
orientation to a target nucleic acid of interest, described further in the following 
subsection). 

30 The antisense nucleic acid molecules of the invention are typically administered 

to a subject or generated in situ such that they hybridize with or bind to cellular mRNA 
and/or genomic DNA encoding a polypeptide corresponding to a selected marker of the 
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invention to thereby inhibit expression of the marker, e.g., by inhibiting transcription 
and/or translation. The hybridization can be by conventional nucleotide 
complementarity to form a stable duplex, or, for example, in the case of an antisense 
nucleic acid molecule which binds to DNA duplexes, through specific interactions in the 
5 major groove of the double helix. Examples of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site or 
infusion of the antisense nucleic acid into a cervix-associated body fluid. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then 
administered systemically. For example, for systemic administration, antisense 

10 molecules can be modified such that they specifically bind to receptors or antigens 

expressed on a selected cell surface, e.g., by linking the antisense nucleic acid molecules 
to peptides or antibodies which bind to cell surface receptors or antigens. The antisense 
nucleic acid molecules can also be delivered to cells using the vectors described herein. 
To achieve sufficient intracellular concentrations of the antisense molecules, vector 

15 constructs in which the antisense nucleic acid molecule is placed under the control of a 
strong pol II or pol III promoter are preferred. 

An antisense nucleic acid molecule of the invention can be an a-anomeric 
nucleic acid molecule. An a-anomeric nucleic acid molecule forms specific double- 
stranded hybrids with complementary RNA in which, contrary to the usual a-units, the 

20 strands run parallel to each other (Gaultier et al, 1 987, Nucleic Acids Res. 1 5 :6625- 
6641). The antisense nucleic acid molecule can also comprise a 2 f -o- 
methylribonucleotide (Inoue et al y 1987, Nucleic Acids Res. 15:6131-6148) or a 
chimeric RNA-DNA analogue (Inoue et al, 1987, FEES Lett. 215:327-330). 

The invention also encompasses ribozymes. Ribozymes are catalytic RNA 

25 molecules with ribonuclease activity which are capable of cleaving a single-stranded 
nucleic acid, such as an mRNA, to which they have a complementary region. Thus, 
ribozymes (e.g, hammerhead ribozymes as described in Haselhoff and Gerlach, 1988, 
Nature 334:585-591) can be used to catalytically cleave mRNA transcripts to thereby 
inhibit translation of the protein encoded by the mRNA. A ribozyme having specificity 

30 for a nucleic acid molecule encoding a polypeptide corresponding to a marker of the 
invention can be designed based upon the nucleotide sequence of a cDNA 
corresponding to the marker. For example, a derivative of a Tetrahymena L-l 9 I VS 
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: RNA can be constructed in which the nucleotide sequence of the active site is 
complementary to the nucleotide sequence to be cleaved (see Cech et al U.S. Patent No. 
4,987,071 ; and Cech et al U.S. Patent No. 5,1 1 6,742). Alternatively, an mRNA 
encoding a polypeptide of the invention can be used to select a catalytic RN A having a 
5 specific ribonuclease activity from a pool of RNA molecules (see, e.g., Bartel and 
Szostak, 1993, Science 261:141 1-1418). 

The invention also encompasses nucleic acid molecules which form triple helical 
structures. For example, expression of a polypeptide of the invention can be inhibited 
by targeting nucleotide sequences complementary to the regulatory region of the gene 

1 0 encoding the polypeptide {e.g., the promoter and/or enhancer) to form triple helical 
structures that prevent transcription of the gene in target cells. See generally Helene 
(1991) Anticancer Drug Des. 6(6):569-84; Helene (1992) Ann. N.Y. Acad. Sci 660:27- 
36; and Maher (1992) Bioassays 14(12):807-15. 

In various embodiments, the nucleic acid molecules of the invention can be 

1 5 modified at the base moiety, sugar moiety or phosphate backbone to improve, e.g. , the 
stability, hybridization, or solubility of the molecule. For example, the deoxyribose 
phosphate backbone of the nucleic acids can be modified to generate peptide nucleic 
acids (see Hyrup et al., 1996, Bioorganic & Medicinal Chemistry 4(1): 5-23). As used 
herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid mimics, e.g., 

20 DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 

pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 
backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA 
under conditions of low ionic strength. The synthesis of PNA oligomers can be 
performed using standard solid phase peptide synthesis protocols as described in Hyrup 

25 et al (1 996), supra; Perry-O'Keefe et al (1 996) Proc. Natl Acad. Sci. USA 93: 14670- 
675. 

PNAs can be used in therapeutic and diagnostic applications. For example, 
PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting 
30 replication. PNAs can also be used, e.g., in the analysis of single base pair mutations in 
a gene by, e.g., PNA directed PCR clamping; as artificial restriction enzymes when used 
in combination with other enzymes, e.g., SI nucleases (Hyrup (1996), supra; or as 
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probes or primers for DNA sequence and hybridization (Hyrup, 1996, supra; Perry- 
O'Keefe et al, 1996, Proc. Natl Acad Sci. USA 93:14670-675). 

In another embodiment, PNAs can be modified, e.g., to enhance their stability or 
cellular uptake, by attaching lipophilic or other helper groups to PNA, by the formation 
5 of PNA-DNA chimeras, or by the use of liposomes or other techniques of drug delivery 
known in the art. For example, PNA-DNA chimeras can be generated which can 
combine the advantageous properties of PNA and DNA. Such chimeras allow DNA 
recognition enzymes, e.g., RNASE H and DNA polymerases, to interact with the DNA 
portion while the PNA portion would provide high binding affinity and specificity. 

1 0 PNA-DNA chimeras can be linked using linkers of appropriate lengths selected in terms 
of base stacking, number of bonds between the nucleobases, and orientation (Hyrup, 
1996, supra). The synthesis of PNA-DNA chimeras can be performed as described in 
Hyrup (1996), supra, and Finn et al. (1996) Nucleic Acids Res. 24(17):3357-63. For 
example, a DNA chain can be synthesized on a solid support using standard 

15 phosphoramidite coupling chemistry and modified nucleoside analogs. Compounds 

such as 5'-(4-methoxytrityl)amino-5 , -deoxy-thymidine phosphoramidite can be used as a 
link between the PNA and the 5' end of DNA (Mag et al., 1989, Nucleic Acids Res. 
17:5973-88). PNA monomers are then coupled in a step-wise manner to produce a 
chimeric molecule with a 5' PNA segment and a 3' DNA segment (Finn et al, 1996, 

20 Nucleic Acids Res. 24(1 7):3357-63). Alternatively, chimeric molecules can be 
synthesized with a 5' DNA segment and a 3 f PNA segment (Peterser et al., 1975, 
Bioorganic Med. Chem. Lett. 5:1119-111 24). 

In other embodiments, the oligonucleotide can include other appended groups 
such as peptides (e.g., for targeting host cell receptors in vivo), or agents facilitating 

25 transport across the cell membrane (see, e.g., Letsinger et al., 1989, Proc. Natl Acad. 
Sci. USA 86:6553-6556; Lemaitre etal f 1987, Proc. Natl. Acad. Sci. USA 84:648-652; 
PCT Publication No. WO 88/09810) or the blood-brain barrier (see, e.g., PCT 
Publication No. WO 89/10134). In addition, oligonucleotides can be modified with 
hybridization-triggered cleavage agents (see, e.g., Krol et al, 1988, Bio/Techniques 

30 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 5:539-549). To 
this end, the oligonucleotide can be conjugated to another molecule, e.g., a peptide, 
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hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent, etc. 

The invention also includes molecular beacon nucleic acids having at least one 
region which is complementary to a nucleic acid of the invention, such that the 
5 molecular beacon is useflil for quantitating the presence of the nucleic acid of the 

invention in a sample. A "molecular beacon" nucleic acid is a nucleic acid comprising a 
pair of complementary regions and having a fluorophore and a fluorescent quencher 
associated therewith. The fluorophore and quencher are associated with different 
portions of the nucleic acid in such an orientation that when the complementary regions 
10 are annealed with one another, fluorescence of the fluorophore is quenched by the 
quencher. When the complementary regions of the nucleic acid are not annealed with 
one another, fluorescence of the fluorophore is quenched to a lesser degree. Molecular 
beacon nucleic acids are described, for example, in U.S. Patent 5,876,930. 

1 5 II. Isolated Proteins and Antibodies 

One aspect of the invention pertains to novel isolated proteins which correspond 
to individual markers of the invention, and biologically active portions thereof, as well 
as polypeptide fragments suitable for use as immunogens to raise antibodies directed 
against a polypeptide corresponding to a marker of the invention. In one embodiment, 

20 the native polypeptide corresponding to a marker can be isolated from cells or tissue 
sources by an appropriate purification scheme using standard protein purification 
techniques. In another embodiment, polypeptides corresponding to a marker of the 
invention are produced by recombinant DNA techniques. Alternative to recombinant 
expression, a polypeptide corresponding to a marker of the invention can be synthesized 

25 chemically using standard peptide synthesis techniques. 

An "isolated 11 or "purified" protein or biologically active portion thereof is 
substantially free of cellular material or other contaminating proteins from the cell or 
tissue source from which the protein is derived, or substantially free of chemical 
precursors or other chemicals when chemically synthesized. The language 

30 "substantially free of cellular material" includes preparations of protein in which the 
protein is separated from cellular components of the cells from which it is isolated or 
recombinantly produced. Thus, protein that is substantially free of cellular material 



WO 01/42467 PCT/US00/33312 

-40- 

includes preparations of protein having less than about 30%, 20%, 10%, or 5% (by dry 
weight) of heterologous protein (also referred to herein as a "contaminating protein"). 
When the protein or biologically active portion thereof is recombinantly produced, it is 
also preferably substantially free of culture medium, i.e., culture medium represents less 

5 than about 20%, 1 0%, or 5% of the volume of the protein preparation. When the protein 
is produced by chemical synthesis, it is preferably substantially free of chemical 
precursors or other chemicals, i.e., it is separated from chemical precursors or other 
chemicals which are involved in the synthesis of the protein. Accordingly such 
preparations of the protein have less than about 30%, 20%, 10%, 5% (by dry weight) of 

0 chemical precursors or compounds other than the polypeptide of interest. 

Biologically active portions of a polypeptide corresponding to a marker of the 
invention include polypeptides comprising amino acid sequences sufficiently identical to 
or derived from the amino acid sequence of the protein corresponding to the marker 
{e.g., the amino acid sequence listed in the GenBank and IMAGE Consortium database 

5 records described herein), which include fewer amino acids than the full length protein, 
and exhibit at least one activity of the corresponding full-length protein. Typically, 
biologically active portions comprise a domain or motif with at least one activity of the 
corresponding protein. A biologically active portion of a protein of the invention can be 
a polypeptide which is, for example, 10, 25, 50, 100 or more amino acids in length. 

3 Moreover, other biologically active portions, in which other regions of the protein are 
deleted, can be prepared by recombinant techniques and evaluated for one or more of the 
functional activities of the native form of a polypeptide of the invention. 

Preferred polypeptides are encoded by the nucleotide sequences in Tables 1-4. 
Other useful proteins are substantially identical {e.g., at least about 40%, preferably 

5 50%, 60%, 70%, 80%, 90%, 95%, or 99%) to one of these sequences and retain the 
functional activity of the protein of the corresponding naturally-occurring protein yet 
differ in amino acid sequence due to natural allelic variation or mutagenesis. 

To determine the percent identity of two amino acid sequences or of two nucleic 
acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can be 

) introduced in the sequence of a first amino acid or nucleic acid sequence for optimal 
alignment with a second amino or nucleic acid sequence). The amino acid residues or 
nucleotides at corresponding amino acid positions or nucleotide positions are then 
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compared. When a position in the first sequence is occupied by the same amino acid 
residue or nucleotide as the corresponding position in the second sequence, then the 
molecules are identical at that position. The percent identity between the two sequences 
is a function of the number of identical positions shared by the sequences {i.e., % 
5 identity = # of identical positions/total # of positions (e.g., overlapping positions) xlOO). 
In one embodiment the two sequences are the same length. 

The determination of percent identity between two sequences can be 
accomplished using a mathematical algorithm. A preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of two sequences is the algorithm of 

10 Karlin and Altschul (1990) Proc. Natl Acad. Sci USA 87:2264-2268, modified as in 
Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5877. Such an 
algorithm is incorporated into the NBLAST and XBLAST programs of Altschul, et al 
(1990),/ Mol. Biol 215:403-410. BLAST nucleotide searches can be performed with 
the NBLAST program, score = 100, wordlength = 12 to obtain nucleotide sequences 

1 5 homologous to a nucleic acid molecules of the invention. BLAST protein searches can 
be performed with the XBLAST program, score = 50, wordlength = 3 to obtain amino 
acid sequences homologous to a protein molecules of the invention. To obtain gapped 
alignments for comparison purposes, Gapped BLAST can be utilized as described in 
Altschul et al (1997) Nucleic Acids Res. 25:3389-3402. Alternatively, PSI-Blast can be 

20 used to perform an iterated search which detects distant relationships between 
molecules. When utilizing BLAST, Gapped BLAST, and PSI-Blast programs, the 
default parameters of the respective programs (e.g., XBLAST and NBLAST) can be 
used. See http://www.ncbi.nlm.nih.gov. Another preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of sequences is the algorithm of 

25 Myers and Miller, (1988) CABIOS 4:1 1-17. Such an algorithm is incorporated into the 
ALIGN program (version 2.0) which is part of the GCG sequence alignment software 
package. When utilizing the ALIGN program for comparing amino acid sequences, a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4 can be 
used. Yet another useful algorithm for identifying regions of local sequence similarity 

30 and alignment is the FASTA algorithm as described in Pearson and Lipman (1 988) 
Proc. Natl Acad. Sci. USA 85:2444-2448. When using the FASTA algorithm for 
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comparing nucleotide or amino acid sequences, a PAM120 weight residue table can, for 
example, be used with a £-tuple value of 2. 

The percent identity between two sequences can be determined using techniques 
similar to those described above, with or without allowing gaps. In calculating percent 
5 ., identity, only exact matches are counted. 

The invention also provides chimeric or fusion proteins corresponding to a 
marker of the invention. As used herein, a "chimeric protein" or "fusion protein" 
comprises all or part (preferably a biologically active part) of a polypeptide 
corresponding to a marker of the invention operably linked to a heterologous 

10 polypeptide (i.e., a polypeptide other than the polypeptide corresponding to the marker). 
Within the fusion protein, the term "operably linked" is intended to indicate that the 
polypeptide of the invention and the heterologous polypeptide are fused in-frame to each 
other. The heterologous polypeptide can be fused to the amino-terminus or the 
carboxyl-terminus of the polypeptide of the invention. 

15 One useful fusion protein is a GST fusion protein in which a polypeptide 

corresponding to a marker of the invention is fused to the carboxyl terminus of GST 
sequences. Such fusion proteins can facilitate the purification of a recombinant 
polypeptide of the invention. 

In another embodiment, the fusion protein contains a heterologous signal 

20 sequence at its amino terminus. For example, the native signal sequence of a 

polypeptide corresponding to a marker of the invention can be removed and replaced 
with a signal sequence from another protein. For example, the gp67 secretory sequence 
of the baculovirus envelope protein can be used as a heterologous signal sequence 
" (Ausubel et al, ed., Current Protocols in Molecular Biology, John Wiley & Sons, NY, 

25 1992). Other examples of eukaryotic heterologous signal sequences include the 

secretory sequences of melittin and human placental alkaline phosphatase (Stratagene; 
La Jolla, California). In yet another example, useful prokaryotic heterologous signal 
sequences include the phoA secretory signal (Sambrook et al, supra) and the protein A 
secretory signal (Pharmacia Biotech; Piscataway, New Jersey). 

30 In yet another embodiment, the fusion protein is an immunoglobulin fusion 

protein in which all or part of a polypeptide corresponding to a marker of the invention 
is fused to sequences derived from a member of the immunoglobulin protein family. 
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The immunoglobulin fusion proteins of the invention can be incorporated into 
pharmaceutical compositions and administered to a subject to inhibit an interaction 
between a ligand (soluble or membrane-bound) and a protein on the surface of a cell 
. (receptor), to thereby suppress signal transduction in vivo. The immunoglobulin fusion 
5 protein can be used to affect the bioavailability of a cognate ligand of a polypeptide of 
the invention. Inhibition of ligand/receptor interaction can be useful therapeutically, 
both for treating proliferative and differentiative disorders and for modulating (e.g. 
promoting or inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of 
the invention can be used as immunogens to produce antibodies directed against a 

10 polypeptide of the invention in a subject, to purify ligands and in screening assays to 
identify molecules which inhibit the interaction of receptors with ligands. 

Chimeric and fusion proteins of the invention can be produced by standard 
recombinant DNA techniques. In another embodiment, the fusion gene can be 
synthesized by conventional techniques including automated DNA synthesizers. 

15 Alternatively, PCR amplification of gene fragments can be carried out using anchor 
primers which give rise to complementary overhangs between two consecutive gene 
fragments which can subsequently be annealed and re-amplified to generate a chimeric 
gene sequence (see, e.g., Ausubel et al. } supra). Moreover, many expression vectors are 
commercially available that already encode a fusion moiety (e.g., a GST polypeptide). 

20 A nucleic acid encoding a polypeptide of the invention can be cloned into such an 

expression vector such that the fusion moiety is linked in- frame to the polypeptide of the 
invention. 

A signal sequence can be used to facilitate secretion and isolation of the secreted 
protein or other proteins of interest. Signal sequences are typically characterized by a 

25 core of hydrophobic amino acids which are generally cleaved from the mature protein 
during secretion in one or more cleavage events. Such signal peptides contain 
processing sites that allow cleavage of the signal sequence from the mature proteins as 
they pass through the secretory pathway. Thus, the invention pertains to the described 
polypeptides having a signal sequence, as well as to polypeptides from which the signal 

30 sequence has been proteolytically cleaved (i.e., the cleavage products). In one 

embodiment, a nucleic acid sequence encoding a signal sequence can be operably linked 
in an expression vector to a protein of interest, such as a protein which is ordinarily not 
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secreted or is otherwise difficult to isolate. The signal sequence directs secretion of the 
protein, such as from a eukaryotic host, into which the expression vector is transformed, 
and the signal sequence is subsequently or concurrently cleaved. The protein can then 
be readily purified from the extracellular medium by art recognized methods. 
5 Alternatively, the signal sequence can be linked to the protein of interest using a 
sequence which facilitates purification, such as with a GST domain. 

The present invention also pertains to variants of the polypeptides corresponding 
to individual markers of the invention. Such variants have an altered amino acid 
sequence which can function as either agonists (mimetics) or as antagonists. Variants 

10 can be generated by mutagenesis, e.g., discrete point mutation or truncation. An agonist 
can retain substantially the same, or a subset, of the biological activities of the naturally 
occurring form of the protein. An antagonist of a protein can inhibit one or more of the 
activities of the naturally occurring form of the protein by, for example, competitively 
binding to a downstream or upstream member of a cellular signaling cascade which 

1 5 includes the protein of interest. Thus, specific biological effects can be elicited by 
treatment with a variant of limited function. Treatment of a subject with a variant 
having a subset of the biological acti vities of the naturally occurring form of the protein 
can have fewer side effects in a subject relative to treatment with the naturally occurring 
form of the protein. 

20 Variants of a protein of the invention which function as either agonists 

(mimetics) or as antagonists can be identified by screening combinatorial libraries of 
mutants, e.g., truncation mutants, of the protein of the invention for agonist or antagonist 
activity. In one embodiment, a variegated library of variants is generated by 
combinatorial mutagenesis at the nucleic acid level and is encoded by a variegated gene 
25 library. A variegated library of variants can be produced by, for example, enzymatically 
ligating a mixture of synthetic oligonucleotides into gene sequences such that a 
degenerate set of potential protein sequences is expressible as individual polypeptides, 
or alternatively, as a set of larger fusion proteins {e.g., for phage display). There are a 
variety of methods which can be used to produce libraries of potential variants of the 
30 polypeptides of the invention from a degenerate oligonucleotide sequence. Methods for 
synthesizing degenerate oligonucleotides are known in the art (see, e.g., Narang, 1983, 
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Tetrahedron 39:3; Itakura et al, 1984, Annu. Rev. Biochem. 53:323; Itakura et al, 1984, 
Science 198:1056; Ike et al, 1983 Nucleic Acid Res. 11:477). 

In addition, libraries of fragments of the coding sequence of a polypeptide 
corresponding to a marker of the invention can be used to generate a variegated 
5 population of polypeptides for screening and subsequent selection of variants. For 
example, a library of coding sequence fragments can be generated by treating a double 
stranded PCR fragment of the coding sequence of interest with a nuclease under 
conditions wherein nicking occurs only about once per molecule, denaturing the double 
stranded DNA, renaturing the DNA to form double stranded DNA which can include 
10 sense/antisense pairs from different nicked products, removing single stranded portions 
from reformed duplexes by treatment with SI nuclease, and ligating the resulting 
fragment library into an expression vector. By this method, an expression library can be 
derived which encodes amino terminal and internal fragments of various sizes of the 
protein of interest. 

1 5 Several techniques are known in the art for screening gene products of 

combinatorial libraries made by point mutations or truncation, and for screening cDNA 
libraries for gene products having a selected property. The most widely used 
techniques, which are amenable to high through-put analysis, for screening large gene 
libraries typically include cloning the gene library into replicable expression vectors, 

20 transforming appropriate cells with the resulting library of vectors, and expressing the 
combinatorial genes under conditions in which detection of a desired activity facilitates 
isolation of the vector encoding the gene whose product was detected. Recursive 
ensemble mutagenesis (REM), a technique which enhances the frequency of functional 
mutants in the libraries, can be used in combination with the screening assays to identify 

25 variants of a protein of the invention (Arkin and Yourvan, 1992, Proc. Natl. Acad. Sci. 
USA 59:781 1-7815; Delgrave etaL, 1993, Protein Engineering 6(3):327- 331). 

An isolated polypeptide corresponding to a marker of the invention, or a 
fragment thereof, can be used as an immunogen to generate antibodies using standard 
techniques for polyclonal and monoclonal antibody preparation. The full-length 

30 polypeptide or protein can be used or, alternatively, the invention provides antigenic 
peptide fragments for use as immunogens. The antigenic peptide of a protein of the 
invention comprises at least 8 (preferably 10, 15, 20, or 30 or more) amino acid residues 
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of the amino acid sequence of one of the polypeptides of the invention, and encompasses 
an epitope of the protein such that an antibody raised against the peptide forms a specific 
immune complex with a marker of the invention to which the protein corresponds. 
Preferred epitopes encompassed by the antigenic peptide are regions that are located on 
5 the surface of the protein, e.g., hydrophilic regions. Hydrophobicity sequence analysis, 
hydrophilicity sequence analysis, or similar analyses can be used to identify hydrophilic 
regions. 

An immunogen typically is used to prepare antibodies by immunizing a suitable 
(i.e. immunocompetent) subject such as a rabbit, goat, mouse, or other mammal or 

10 vertebrate. An appropriate immunogenic preparation can contain, for example, 

recombinantly-expressed or chemically-synthesized polypeptide. The preparation can 
further include an adjuvant, such as Freund's complete or incomplete adjuvant, or a 
similar immunostimulatory agent. 

Accordingly, another aspect of the invention pertains to antibodies directed 

15 against a polypeptide of the invention. The terms "antibody' 1 and "antibody substance" 
as used interchangeably herein refer to immunoglobulin molecules and immunologically 
active portions of immunoglobulin molecules, i.e., molecules that contain an antigen 
binding site which specifically binds an antigen, such as a polypeptide of the invention, 
e.g., an epitope of a polypeptide of the invention. A molecule which specifically binds 

20 to a given polypeptide of the invention is a molecule which binds the polypeptide, but 
does not substantially bind other molecules in a sample, e.g., a biological sample, which 
naturally contains the polypeptide. Examples of immunologically active portions of 
immunoglobulin molecules include F(ab) and F(ab , ) 2 fragments which can be generated 
by treating the antibody with an enzyme such as pepsin. The invention provides 

25 polyclonal and monoclonal antibodies. The term "monoclonal antibody" or 

"monoclonal antibody composition", as used herein, refers to a population of antibody 
molecules that contain only one species of an antigen binding site capable of 
immunoreacting with a particular epitope. 

Polyclonal antibodies can be prepared as described above by immunizing a 

30 suitable subject with a polypeptide of the invention as an immunogen. Preferred 
polyclonal antibody compositions are ones that have been selected for antibodies 
directed against a polypeptide or polypeptides of the invention. Particularly preferred 
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polyclonal antibody preparations are ones that contain only antibodies directed against a 
polypeptide or polypeptides of the invention. Particularly preferred immunogen 
compositions are those that contain no other human proteins such as, for example, 
immunogen compositions made using a non-human host cell for recombinant expression 
5 of a polypeptide of the invention. In such a manner, the only human epitope or epitopes 
recognized by the resulting antibody compositions raised against this immunogen will 
be present as part of a polypeptide or polypeptides of the invention. 

The antibody titer in the immunized subject can be monitored over time by 
standard techniques, such as with an enzyme linked immunosorbent assay (ELISA) 

10 using immobilized polypeptide. If desired, the antibody molecules can be harvested or 
isolated from the subject (e.g., from the blood or serum of the subject) and further 
purified by well-known techniques, such as protein A chromatography to obtain the IgG 
fraction. Alternatively, antibodies specific for a protein or polypeptide of the invention 
can be selected or (e.g., partially purified) or purified by, e.g., affinity chromatography. 

1 5 For example, a recombinantly expressed and purified (or partially purified) protein of 
the invention is produced as described herein, and covalently or non-covalently coupled 
to a solid support such as, for example, a chromatography column. The column can then 
be used to affinity purify antibodies specific for the proteins of the invention from a 
sample containing antibodies directed against a large number of different epitopes, 

20 thereby generating a substantially purified antibody composition, i.e., one that is 
substantially free of contaminating antibodies. By a substantially purified antibody 
composition is meant, in this context, that the antibody sample contains at most only 
30% (by dry weight) of contaminating antibodies directed against epitopes other than 
those of the desired protein or polypeptide of the invention, and preferably at most 20%, 

25 yet more preferably at most 1 0%, and most preferably at most 5% (by dry weight) of the 
sample is contaminating antibodies. A purified antibody composition means that at least 
99% of the antibodies in the composition are directed against the desired protein or 
polypeptide of the invention. 

At an appropriate time after immunization, e.g. , when the specific antibody titers 

30 are highest, antibody-producing cells can be obtained from the subject and used to 

prepare monoclonal antibodies by standard techniques, such as the hybridoma technique 
originally described by Kohler and Milstein (1975) Nature 256:495-497, the human B 
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cell hybridoma technique (see Kozbor e/ al, 1983, Immunol. Today 4:72), the EBV- 
hybridoma technique (see Cole et al, pp. 77-96 In Monoclonal Antibodies and Cancer 
Therapy, Alan R. Liss, Inc., 1985) or trioma techniques. The technology for producing 
hybridomas is well known (see generally Current Protocols in Immunology, Coligan et 
5 al ed., John Wiley & Sons, New York, 1994). Hybridoma cells producing a 

monoclonal antibody of the invention are detected by screening the hybridoma culture 
supernatants for antibodies that bind the polypeptide of interest, e.g., using a standard 
ELISA assay. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

10 monoclonal antibody directed against a polypeptide of the invention can be identified 
and isolated by screening a recombinant combinatorial immunoglobulin library (e.g., an 
antibody phage display library) with the polypeptide of interest. Kits for generating and 
screening phage display libraries are commercially available (e.g., the Pharmacia 
Recombinant Phage Antibody System, Catalog No. 27-9400-0 1 ; and the Stratagene 

1 5 SurjZAP Phage Display Kit, Catalog No. 24061 2). Additionally, examples of methods 
and reagents particularly amenable for use in generating and screening antibody display 
library can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. 
WO 92/18619; PCT Publication No. WO 91/17271; PCT Publication No. WO 
92/20791; PCT Publication No. WO 92/15679; PCT Publication No. WO 93/01288; 

20 PCT Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 

Publication No. WO 90/02809; Fuchs et al (1991) Bio/Technology 9:1370-1372; Hay et . 
al (1992) Hum. Antibod. Hybridomas 3:81-85; Huse et al. (1989) Science 246:1275- 
1281; Griffiths et al (1993) EMBOJ. 12:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 

25 monoclonal antibodies, comprising both human and non-human portions, which can be 
made using standard recombinant DNA techniques, are within the scope of the 
invention. A chimeric antibody is a molecule in which different portions are derived 
from different animal species, such as those having a variable region derived from a 
murine mAb and a human immunoglobulin constant region. (See, e.g., Cabilly et al., 

30 U.S. Patent No. 4,816,567; and Boss et al., U.S. Patent No. 4,816,397, which are 

incorporated herein by reference in their entirety.) Humanized antibodies are antibody 
molecules from non-human species having one or more complementarily determining 
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regions (CDRs) from the non-human species and a framework region from a human 
immunoglobulin molecule. (See, e.g., Queen, U.S. Patent No. 5,585,089, which is 
incorporated herein by reference in its entirety.) Such chimeric and humanized 
monoclonal antibodies can be produced by recombinant DNA techniques known in the 
5 art, for example using methods described in PCT Publication No. WO 87/02671; 

European Patent Application 184,187; European Patent Application 171,496; European 
Patent Application 173,494; PCT Publication No. WO 86/01533; U.S. Patent No. 
4,816,567; European Patent Application 125,023; Better et al (1988) Science 240:1041- 
1043; Liu et al (1987) Proc. Natl Acad. Set USA 84:3439-3443; Liu et al (1987) J. , 

10 Immunol 139:3521- 3526; Sun et al (1987) Proc. Natl Acad. Sci. USA 84:214-218; 
Nishimura et al (1987) Cancer Res. 47:999-1005; Wood et al (1985) Nature 314:446- 
449; and Shaw et al (1988) J. Natl Cancer Inst. 80:1553-1559); Morrison (1985) 
Science 229:1202-1207; Oi et al (1986) Bio/Techniques 4:214; U.S. Patent 5,225,539; 
Jones et al (1986) Nature 321:552-525; Verhoeyan et al (1988) Science 239:1534; and 

15 Beidlere/a/. (1988) J. Immunol 141:4053-4060. 

Antibodies of the invention may be used as therapeutic agents in treating 
cancers. In a preferred embodiment, completely human antibodies of the invention are 
used for therapeutic treatment of human cancer patients, particularly those having 
cervical cancer. Such antibodies can be produced, for example, using transgenic mice 

20 which are incapable of expressing endogenous immunoglobulin heavy and light chains 
genes, but which can express human heavy and light chain genes. The transgenic mice 
are immunized in the normal fashion with a selected antigen, e.g., all or a portion of a 
polypeptide corresponding to a marker of the invention. Monoclonal antibodies directed 
against the antigen can be obtained using conventional hybridoma technology. The 

25 human immunoglobulin transgenes harbored by the transgenic mice rearrange during B 
cell differentiation, and subsequently undergo class switching and somatic mutation. 
Thus, using such a technique, it is possible to produce therapeutically useful IgG, IgA 
and IgE antibodies. For an overview of this technology for producing human antibodies, 
see Lonberg and Huszar (1995) Int. Rev. Immunol 13:65-93). For a detailed discussion 

30 of this technology for producing human antibodies and human monoclonal antibodies 
and protocols for producing such antibodies, see, e.g., U.S. Patent 5,625,126; U.S. 
Patent 5,633,425; U.S. Patent 5,569,825; U.S. Patent 5,661,016; and U.S. Patent 
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5,545,806. In addition, companies such as Abgenix, Inc. (Freemont, CA), can be 
engaged to provide human antibodies directed against a selected antigen using 
technology similar to that described above. 

Completely human antibodies which recognize a selected epitope can be 
5 generated using a technique referred to as "guided selection." In this approach a 

selected non-human monoclonal antibody, e.g., a murine antibody, is used to guide the 
selection of a completely human antibody recognizing the same epitope (Jespers et al. t 
1 994, Bio/technology 1 2:899-903). 

An antibody directed against a polypeptide corresponding to a marker of the 

10 invention {e.g., a monoclonal antibody) can be used to isolate the polypeptide by 
standard techniques, such as affinity chromatography or immunoprecipitation. 
Moreover, such an antibody can be used to detect the marker (e.g., in a cellular lysate or 
cell supernatant) in order to evaluate the level and pattern of expression of the marker. 
The antibodies can also be used diagnostically to monitor protein levels in tissues or 

15 body fluids (e.g. in an ovary-associated body fluid) as part of a clinical testing 

procedure, e.g., to, for example, determine the efficacy of a given treatment regimen. 
Detection can be facilitated by coupling the antibody to a detectable substance. 
Examples of detectable substances include various enzymes, prosthetic groups, 
fluorescent materials, luminescent materials, bioluminescent materials, and radioactive 

20 materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, p-galactosidase, or acetylcholinesterase; examples of suitable prosthetic 
group complexes include streptavidin/biotin and avidin/biotin; examples of suitable 
fluorescent materials include umbelliferone, fluorescein, fluorescein isothiocyanate, 
rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or phycoerythrin; an 

25 example of a luminescent material includes luminol; examples of bioluminescent 
materials include luciferase, luciferin, and aequorin, and examples of suitable 
radioactive material include 125 I, m i, 35 S or 3 H. 

Further, an antibody (or fragment thereof) can be conjugated to a therapeutic 
moiety such as a cytotoxin, a therapeutic agent or a radioactive metal ion. A cytotoxin 

30 or cytotoxic agent includes any agent that is detrimental to cells. Examples include 
taxol, cytochalasin B, gramicidin D, ethidium bromide, emetine, mitomycin, etoposide, 
tenoposide, vincristine, vinblastine, colchicin, doxorubicin, daunorubicin, dihydroxy 
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anthracin dione, mitoxantrone, mithramycin, actinomycin D, 1 -dehydrotestosterone, 
glucocorticoids, procaine, tetracaine, lidocaine, propranolol, and puromycin and analogs 
or homologs thereof. Therapeutic agents include, but are not limited to, antimetabolites 
(e.g., methotrexate, 6-mercaptopurine, 6-thioguanine, cytarabine, 5-fluorouracil 
5 decarbazine), alkylating agents (e.g. , mechlorethamine, thioepa chlorambucil, 

melphalan, carmustine (BSNU) and lomustine (CCNU), cyclothosphamide, busulfan, 
dibromomannitol, streptozotocin, mitomycin C, and cis-dichlorodiamine platinum (II) 
(DDP) cisplatin), anthracyclines (e.g., daunorubicin (formerly daunomycin) and 
doxorubicin), antibiotics (e.g., dactinomycin (formerly actinomycin), bleomycin, 
10 mithramycin, and anthramycin (AMC)), and anti-mitotic agents (e.g., vincristine and 
vinblastine). 

The conjugates of the invention can be used for modifying a given biological 
response, the drug moiety is not to be construed as limited to classical chemical 
therapeutic agents. For example, the drug moiety may be a protein or polypeptide 

1 5 possessing a desired biological activity. Such proteins may include, for example, a toxin 
such as abrin, ricin A, pseudomonas exotoxin, or diphtheria toxin; a protein such as 
tumor necrosis factor, .alpha.-interferon, .beta.-interferon, nerve growth factor, platelet 
derived growth factor, tissue plasminogen activator; or, biological response modifiers 
such as, for example, lymphokines, interleukin-1 ("IL-l"), interleukin-2 ("IL-2"), 

20 interleukin-6 ("IL-6"), granulocyte macrophase colony stimulating factor ("GM-CSF"), 
granulocyte colony stimulating factor ("G-CSF"), or other growth factors. 

Techniques for conjugating such therapeutic moiety to antibodies are well 
known, see, e.g., Arnon et ah, "Monoclonal Antibodies For Immunotargeting Of Drugs 
In Cancer Therapy' 1 , in Monoclonal Antibodies And Cancer Therapy, Reisfeld et al. 

25 (eds.), pp. 243-56 (Alan R. Liss, Inc. 1985); Hellstrom et al., "Antibodies For Drug 
Delivery", in Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 623-53 
(Marcel Dekker, Inc. 1987); Thorpe, "Antibody Carriers Of Cytotoxic Agents In Cancer 
Therapy: A Review", in Monoclonal Antibodies ? 84: Biological And Clinical 
Applications, Pinchera et al. (eds.), pp. 475-506 (1 985); "Analysis, Results, And Future 

30 Prospective Of The Therapeutic Use Of Radiolabeled Antibody In Cancer Therapy"., in 
Monoclonal Antibodies For Cancer Detection And Therapy, Baldwin et al. (eds.), pp. 
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303-16 (Academic Press 1985), and Thorpe et ah, "The Preparation And Cytotoxic 
Properties Of Antibody-Toxin Conjugates", Immunol. Rev., 62: 1 19-58 (1982). 

Alternatively, an antibody can be conjugated to a second antibody to form an 
antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980. 
5 Accordingly, in one aspect, the invention provides substantially purified 

antibodies or fragments thereof, and non-human antibodies or fragments thereof, which 
antibodies or fragments specifically bind to a polypeptide comprising an amino acid 
sequence selected from the group consisting of the amino acid sequences of the present 
invention, an amino acid sequence encoded by the cDNA of the present invention, a 

1 0 fragment of at least 1 5 amino acid residues of an amino acid sequence of the present 
invention, an amino acid sequence which is at least 95% identical to the amino acid 
sequence of the present invention (wherein the percent identity is determined using the 
ALIGN program of the GCG software package with a PAM120 weight residue table, a 
gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence which is 

15 encoded by a nucleic acid molecule which hybridizes to a nucleic acid molecule 
consisting of the nucleic acid molecules of the present invention, or a complement 
thereof, under conditions of hybridization of 6X SSC at 45°C and washing in 0.2 X 
SSC, 0.1% SDS at 65°C. In various embodiments, the substantially purified antibodies 
of the invention, or fragments thereof, can be human, non-human, chimeric and/or 

20 humanized antibodies. 

In another aspect, the invention provides non-human antibodies or fragments 
thereof, which antibodies or fragments specifically bind to a polypeptide comprising an 
amino acid sequence selected from the group consisting of: the amino acid sequence of 
the present invention, an amino acid sequence encoded by the cDNA of the present 

25 invention, a fragment of at least 1 5 amino acid residues of the amino acid sequence of 
the present invention, an amino acid sequence which is at least 95% identical to the 
amino acid sequence of the present invention (wherein the percent identity is determined 
using the ALIGN program of the GCG software package with a PAM120 weight residue 
table, a gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence 

30 which is encoded by a nucleic acid molecule which hybridizes to a nucleic acid 
molecule consisting of the nucleic acid molecules of the present invention, or a 
complement thereof, under conditions of hybridization of 6X SSC at 45°C and washing 
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in 0.2 X SSC, 0.1% SDS at 65°C. Such non-human antibodies can be goat, mouse, 
sheep, horse, chicken, rabbit, or rat antibodies. Alternatively, the non-human antibodies 
of the invention can be chimeric and/or humanized antibodies. In addition, the non- 
human antibodies of the invention can be polyclonal antibodies or monoclonal 
5 antibodies. 

In still a further aspect, the invention provides monoclonal antibodies or 
fragments thereof, which antibodies or fragments specifically bind to a polypeptide 
comprising an amino acid sequence selected from the group consisting of the amino acid 
sequences of the present invention, an amino acid sequence encoded by the cDNA of the 

10 present invention, a fragment of at least 15 amino acid residues of an amino acid 
sequence of the present invention, an amino acid sequence which is at least 95% 
identical to an amino acid sequence of the present invention (wherein the percent 
identity is determined using the ALIGN program of the GCG software package with a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4) and an 

1 5 amino acid sequence which is encoded by a nucleic acid molecule which hybridizes to a 
nucleic acid molecule consisting of the nucleic acid molecules of the present invention, 
or a complement thereof, under conditions of hybridization of 6X SSC at 45°C and 
washing in 0.2 X SSC, 0.1% SDS at 65°C The monoclonal antibodies can be human, 
humanized, chimeric and/or non-human antibodies. 

20 The substantially purified antibodies or fragments thereof may specifically bind 

to a signal peptide, a secreted sequence, an extracellular domain, a transmembrane or a 
cytoplasmic domain or cytoplasmic membrane of a polypeptide of the invention. In a 
particularly preferred embodiment, the substantially purified antibodies or fragments 
thereof, the non-human antibodies or fragments thereof, and/or the monoclonal 

25 antibodies or fragments thereof, of the invention specifically bind to a secreted sequence 
or an extracellular domain of the amino acid sequences of the present invention. 

Any of the antibodies of the invention can be conjugated to a therapeutic moiety 
or to a detectable substance. Non-limiting examples of detectable substances that can be 
conjugated to the antibodies of the invention are an enzyme, a prosthetic group, a 

30 fluorescent material, a luminescent material, a bioluminescent material, and a 
radioactive material. 
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The invention also provides a kit containing an antibody of the invention 
conjugated to a detectable substance, and instructions for use. Still another aspect of the 
invention is a pharmaceutical composition comprising an antibody of the invention and 
a pharmaceutically acceptable carrier. In preferred embodiments, the pharmaceutical 
5 composition contains an antibody of the invention, a therapeutic moiety, and a 
pharmaceutically acceptable carrier. 

Still another aspect of the invention is a method of making an antibody that 
specifically recognizes a polypeptide of the present invention, the method comprising 
immunizing a mammal with a polypeptide. The polypeptide used as an immungen 

10 comprises an amino acid sequence selected from the group consisting of the amino acid 
sequence of the present invention, an amino acid sequence encoded by the cDNA of the 
nucleic acid molecules of the present invention, a fragment of at least 15 amino acid 
residues of the amino acid sequence of the present invention, an amino acid sequence 
which is at least 95% identical to the amino acid sequence of the present invention 

1 5 (wherein the percent identity is determined using the ALIGN program of the GCG 

software package with a PAM120 weight residue table, a gap length penalty of 12, and a 
gap penalty of 4) and an amino acid sequence which is encoded by a nucleic acid 
molecule which hybridizes to a nucleic acid molecule consisting of the nucleic acid 
molecules of the present invention, or a complement thereof, under conditions of 

20 hybridization of 6X SSC at 45°C and washing in 0.2 X SSC, 0.1% SDS at 65°C. 

After immunization, a sample is collected from the mammal that contains an antibody 
that specifically recognizes the polypeptide. Preferably, the polypeptide is 
recombinantly produced using a non-human host cell. Optionally, the antibodies can be 
further purified from the sample using techniques well known to those of skill in the art. 

25 The method can further comprise producing a monoclonal antibody- producing cell from 
the cells of the mammal. Optionally, antibodies are collected from the 
antibody-producing cell. 

III. Recombinant Expression Vectors and Host Cells 
30 Another aspect of the invention pertains to vectors, preferably expression 

vectors, containing a nucleic acid encoding a polypeptide corresponding to a marker of 
the invention (or a portion of such a polypeptide). As used herein, the term "vector" 
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refers to a nucleic acid molecule capable of transporting another nucleic acid to which it 
has been linked. One type of vector is a "plasmid", which refers to a circular double 
stranded DNA loop into which additional DNA segments can be ligated. Another type 
of vector is a viral vector, wherein additional DNA segments can be ligated into the viral 
5 genome. Certain vectors are capable of autonomous replication in a host cell into which 
they are introduced (e.g., bacterial vectors having a bacterial origin of replication and 
episomal mammalian vectors). Other vectors (e.g., non-episomal mammalian vectors) 
are integrated into the genome of a host cell upon introduction into the host cell, and 
thereby are replicated along with the host genome. Moreover, certain vectors, namely 

10 expression vectors, are capable of directing the expression of genes to which they are 
operably linked. In general, expression vectors of utility in recombinant DNA 
techniques are often in the form of plasmids (vectors). However, the invention is 
intended to include such other forms of expression vectors, such as viral vectors (e.g. , 
replication defective retroviruses, adenoviruses and adeno-associated viruses), which 

1 5 serve equivalent functions. 

The recombinant expression vectors of the invention comprise a nucleic acid of 
the invention in a form suitable for expression of the nucleic acid in a host cell. This 
means that the recombinant expression vectors include one or more regulatory 
sequences, selected on the basis of the host cells to be used for expression, which is 

20 operably linked to the nucleic acid sequence to be expressed. Within a recombinant 

expression vector, "operably linked" is intended to mean that the nucleotide sequence of 
interest is linked to the regulatory sequence(s) in a manner which allows for expression 
of the nucleotide sequence (e.g., in an in vitro transcription/translation system or in a 
host cell when the vector is introduced into the host cell). The term "regulatory 

25 sequence" is intended to include promoters, enhancers and other expression control 
elements (e.g., polyadenylation signals). Such regulatory sequences are described, for 
example, in Goeddel, Methods in Enzymology: Gene Expression Technology vol. 1 85, 
Academic Press, San Diego, CA (1991). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell and 

30 those which direct expression of the nucleotide sequence only in certain host cells (e.g., 
tissue-specific regulatory sequences). It will be. appreciated by those skilled in the art 
that the design of the expression vector can depend on such factors as the choice of the 
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host cell to be transformed, the level of expression of protein desired, and the like. The 
expression vectors of the invention can be introduced into host cells to thereby produce 
proteins or peptides, including fusion proteins or peptides, encoded by nucleic acids as 
described herein. 

5 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide corresponding to a marker of the invention in prokaryotic 
(e.g., E. coli) or eukaryotic cells (e.g., insect cells {using baculovirus expression 
vectors}, yeast cells or mammalian cells). Suitable host cells are discussed further in 
Goeddel, supra. Alternatively, the recombinant expression vector can be transcribed 
10 and translated in vitro, for example using T7 promoter regulatory sequences and T7 
polymerase. 

Expression of proteins in prokaryotes is most often carried out in E. coli with 
vectors containing constitutive or inducible promoters directing the expression of either 
fusion or non-fusion proteins. Fusion vectors add a number of amino acids to a protein 

15 encoded therein, usually to the amino terminus of the recombinant protein. Such fusion 
vectors typically serve three purposes: 1) to increase expression of recombinant protein; 
2) to increase the solubility of the recombinant protein; and 3) to aid in the purification 
of the recombinant protein by acting as a ligand in affinity purification. Often, in fusion 
expression vectors, a proteolytic cleavage site is introduced at the junction of the fusion 

20 moiety and the recombinant protein to enable separation of the recombinant protein 
from the fusion moiety subsequent to purification of the fusion protein. Such enzymes, 
and their cognate recognition sequences, include Factor Xa, thrombin and enterokinase. 
Typical fusion expression vectors include pGEX (Pharmacia Biotech Inc; Smith and 
Johnson, 1988, Gene 67:31-40), pMAL (New England Biolabs, Beverly, MA) and 

25 pRIT5 (Pharmacia, Piscataway, NJ) which fuse glutathione S-transferase (GST), 

maltose E binding protein, or protein A, respectively, to the target recombinant protein. 

Examples of suitable inducible non-fusion E. coli expression vectors include 
pTrc (Amann et al, 1988, Gene 69:301-315) and pET 1 Id (Studier et al, p. 60-89, In 
Gene Expression Technology: Methods in Enzymology vol.185, Academic Press, San 

30 Diego, CA, 1991). Target gene expression from the pTrc vector relies on host RNA 
polymerase transcription from a hybridttrp-lac fusion promoter. Target gene expression 
from the pET 1 Id vector relies on transcription from a T7 gnlO-lac fusion promoter 
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mediated by a co-expressed viral RNA polymerase (T7 gnl). This viral polymerase is 
supplied by host strains BL2 1 (DE3) or HMS 1 74(DE3) from a resident prophage 
harboring a T7 gnl gene under the transcriptional control of the lacUV 5 promoter. 

One strategy to maximize recombinant protein expression in E. coli is to express 
5 the protein in a host bacteria with an impaired capacity to proteolytically cleave the 
recombinant protein (Gottesman, p. 1 1 9-128, In Gene Expression Technology: Methods 
in Enzymology vol. 185, Academic Press, San Diego, CA, 1990. Another strategy is to 
alter the nucleic acid sequence of the nucleic acid to be inserted into an expression 
vector so that the individual codons for each amino acid are those preferentially utilized 
10 in E. coli ( Wada et al, 1 992, Nucleic Acids Res, 20:2 1 1 1 -2 1 1 8). Such alteration of 
nucleic acid sequences of the invention can be carried out by standard DNA synthesis 
techniques. 

In another embodiment, the expression vector is a yeast expression vector. 

Examples of vectors for expression in yeast S. cerevisiae include pYepSecl (Baldari et 
15 al., 1987, EMBOJ. 6:229-234), pMFa (Kurjan and Herskowitz, 1982, Cell 30:933- 

943), pJRY88 (Schultz el al., 1 987, Gene 54: 1 13-123), pYES2 (Invitrogen Corporation, 

San Diego, CA), and pPicZ (Invitrogen Corp, San Diego, CA). 

Alternatively, the expression vector is a baculo virus expression vector. 

Baculovirus vectors available for expression of proteins in cultured insect cells (e.g., Sf 
20 9 cells) include the pAc series (Smith et al. , 1 983, Mol Cell Biol. 3 :2 1 56-2 1 65) and the 

pVL series (Lucklowand Summers, 1989, Virology 170:31-39). 

In yet another embodiment, a nucleic acid of the invention is expressed in 

mammalian cells using a mammalian expression vector. Examples of mammalian 

expression vectors include pCDM8 (Seed, 1987, Nature 329:840) and pMT2PC 
25 (Kaufman et al., 1 987, EMBO I 6:187-195). When used in mammalian cells, the 

expression vector's control functions are often provided by viral regulatory elements. 

For example, commonly used promoters are derived from polyoma, Adenovirus 2, 

cytomegalovirus and Simian Virus 40. For other suitable expression systems for both 

prokaryotic and eukaryotic cells see chapters 16 and 1 7 of Sambrook et al., supra. 
30 In another embodiment, the recombinant mammalian expression vector is 

capable of directing expression of the nucleic acid preferentially in a particular cell type 

(e.g., tissue-specific regulatory elements are used to express the nucleic acid). Tissue- 
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specific regulatory elements are known in the art. Non-limiting examples of suitable 
tissue-specific promoters include the albumin promoter (liver-specific; Pinkert et al, 
1987, Genes Dev. 1 :268-277), lymphoid-specific promoters (Calame and Eaton, 1988, 
Adv. Immunol. 43:235-275), in particular promoters of T cell receptors (Winoto and 
5 Baltimore, 1989, EMBOJ. 8:729-733) and immunoglobulins (Banerji et al, 1983, Cell 
33:729-740; Queen and Baltimore, 1983, Cell 33:741-748), neuron-specific promoters 
{e.g., the neurofilament promoter; Byrne and Ruddle, 1989, Proc. Natl Acad. Sci. USA 
86:5473-5477), pancreas-specific promoters (Edlund et al, 1985, Science 230:912-916), 
and mammary gland-specific promoters (e.g., milk whey promoter; U.S. Patent No. 

10 4,873,316 and European Application Publication No. 264,166). Developmentally- 
regulated promoters are also encompassed, for example the murine hox promoters 
(Kessel and Gruss, 1990, Science 249:374-379) and the ct-fetoprotein promoter (Camper 
and Tilghman, 1989, Genes Dev. 3:537-546). 

The invention further provides a recombinant expression vector comprising a 

15 DNA molecule of the invention cloned into the expression vector in an antisense 

orientation. That is, the DNA molecule is operably linked to a regulatory sequence in a 
manner which allows for expression (by transcription of the DNA molecule) of an RNA 
molecule which is antisense to the mRNA encoding a polypeptide of the invention. 
Regulatory sequences operably linked to a nucleic acid cloned in the antisense 

20 orientation can be chosen which direct the continuous expression of the antisense RNA 
molecule in a variety of cell types, for instance viral promoters and/or enhancers, or 
regulatory sequences can be chosen which direct constitutive, tissue-specific or cell type 
specific expression of antisense RNA. The antisense expression vector can be in the 
form of a recombinant plasmid, phagemid, or attenuated virus in which antisense nucleic 

25 acids are produced under the control of a high efficiency regulatory region, the activity 
of which can be determined by the cell type into which the vector is introduced. For a 
discussion of the regulation of gene expression using antisense genes see Weintraub et 
al, 1986, Trends in Genetics, Vol. 1(1). 

Another aspect of the invention pertains to host cells into which a recombinant 

30 expression vector of the invention has been introduced. The terms "host cell" and 
"recombinant host cell" are used interchangeably herein. It is understood that such 
terms refer not only to the particular subject cell but to the progeny or potential progeny 
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of such a cell. Because certain modifications may occur in succeeding generations due 
to either mutation or environmental influences, such progeny may not, in fact, be 
identical to the parent cell, but are still included within the scope of the term as used 
herein. 

5 A host cell can be any prokaryotic (e.g,E. coli) or eukaryotic cell (e.g., insect 

cells, yeast or mammalian cells). 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 
"transformation" and "transfection" are intended to refer to a variety of art-recognized 

10 techniques for introducing foreign nucleic acid into a host cell, including calcium 

phosphate or calcium chloride co-precipitation, DEAE-dextran-mediated transfection, 
lipofection, or electroporation. Suitable methods for transforming or transfecting host 
cells can be found in Sambrook, et ah (supra), and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon the 

15 expression vector and transfection technique used, only a small fraction of cells may 
integrate the foreign DNA into their genome. In order to identify and select these 
integrants, a gene that encodes a selectable marker (e.g., for resistance to antibiotics) is 
generally introduced into the host cells along with the gene of interest. Preferred 
selectable markers include those which confer resistance to drugs, such as G418, 

20 hygromycin and methotrexate. Cells stably transfected with the introduced nucleic acid 
can be identified by drug selection (e.g., cells that have incorporated the selectable 
marker gene will survive, while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce a polypeptide corresponding to a marker of the 

25 invention. Accordingly, the invention further provides methods for producing a 
polypeptide corresponding to a marker of the invention using the host cells of the 
invention. In one embodiment, the method comprises culturing the host cell of 
invention (into which a recombinant expression vector encoding a polypeptide of the 
invention has been introduced) in a suitable medium such that the marker is produced. 

30 In another embodiment, the method further comprises isolating the marker polypeptide 
from the medium or the host cell. 
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The host cells of the invention can also be used to produce nonhuman transgenic 
animals. For example, in one embodiment, a host cell of the invention is a fertilized 
oocyte or an embryonic stem cell into which a sequences encoding a polypeptide 
corresponding to a marker of the invention have been introduced. Such host cells can 
5 then be used to create non-human transgenic animals in which exogenous sequences 
encoding a marker protein of the invention have been introduced into their genome or 
homologous recombinant animals in which endogenous gene(s) encoding a polypeptide 
corresponding to a marker of the invention sequences have been altered. Such animals 
are useful for studying the function and/or activity of the polypeptide corresponding to 

10 the marker and for identifying and/or evaluating modulators of polypeptide activity. As 
used herein, a "transgenic animal" is a non-human animal, preferably a mammal, more 
preferably a rodent such as a rat or mouse, in which one or more of the cells of the 
animal includes a transgene. Other examples of transgenic animals include non-human 
primates, sheep, dogs, cows, goats, chickens, amphibians, etc. A transgene is exogenous 

1 5 DNA which is integrated into the genome of a cell from which a transgenic animal 
develops and which remains in the genome of the mature animal, thereby directing the 
expression of an encoded gene product in one or more cell types or tissues of the 
transgenic animal. As used herein, an "homologous recombinant animal" is a non- 
human animal, preferably a mammal, more preferably a mouse, in which an endogenous 

20 gene has been altered by homologous recombination between the endogenous gene and 
an exogenous DNA molecule introduced into a cell of the animal, e.g., an embryonic 
cell of the animal, prior to development of the animal. 

A transgenic animal of the invention can be created by introducing a nucleic acid 
encoding a polypeptide corresponding to a marker of the invention into the male 

25 pronuclei of a fertilized oocyte, e.g., by microinjection, retroviral infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Intronic sequences and 
polyadenylation signals can also be included in the transgene to increase the efficiency 
of expression of the transgene. A tissue-specific regulatory sequence(s) can be operably 
linked to the transgene to direct expression of the polypeptide of the invention to 

30 particular cells. Methods for generating transgenic animals via embryo manipulation 
and microinjection, particularly animals such as mice, have become conventional in the 
art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, U.S. 
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Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo, Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986. Similar methods are used for 
production of other transgenic animals. A transgenic founder animal can be identified 
based upon the presence of the transgene in its genome and/or expression of mRNA 
5 encoding the transgene in tissues or cells of the animals. A transgenic founder animal 
can then be used to breed additional animals carrying the transgene. Moreover, 
transgenic animals carrying the transgene can further be bred to other transgenic animals 
carrying other transgenes. 

To create an homologous recombinant animal, a vector is prepared which 

10 contains at least a portion of a gene encoding a polypeptide corresponding to, a marker of 
the invention into which a deletion, addition or substitution has been introduced to 
thereby alter, e.g., functionally disrupt, the gene. In a preferred embodiment, the vector 
is designed such that, upon homologous recombination, the endogenous gene is 
functionally disrupted {i.e., no longer encodes a functional protein; also referred to as a 

1 5 "knock out 11 vector). Alternatively, the vector can be designed such that, upon 

homologous recombination, the endogenous gene is mutated or otherwise altered but 
still encodes functional protein {e.g., the upstream regulatory region can be altered to 
thereby alter the expression of the endogenous protein). In the homologous 
recombination vector, the altered portion of the gene is flanked at its 5* and 3' ends by 

20 additional nucleic acid of the gene to allow for homologous recombination to occur 
between the exogenous gene carried by the vector and an endogenous gene in an 
embryonic stem cell. The additional flanking nucleic acid sequences are of sufficient 
length for successful homologous recombination with the endogenous gene. Typically, 
several kilobases of flanking DNA (both at the 5' and 3 f ends) are included in the vector 

25 (see, e.g., Thomas and Capecchi, 1987, Cell 51 :503 for a description of homologous 
recombination vectors). The vector is introduced into an embryonic stem cell line {e.g., 
by electroporation) and cells in which the introduced gene has homologously 
recombined with the endogenous gene are selected (see, e.g., Li et aL, 1992, Cell 
69:91 5). The selected cells are then injected into a blastocyst of an animal {e.g., a 

30 mouse) to form aggregation chimeras (see, e.g., Bradley, Teratocarcinomas and 

Embryonic Stem Cells: A Practical Approach, Robertson, Ed., IRL, Oxford, 1 987, pp. 
113-1 52). A chimeric embryo can then be implanted into a suitable pseudopregnant 
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female foster animal and the embryo brought to term. Progeny harboring the 
homologously recombined DNA in their germ cells can be used to breed animals in 
which all cells of the animal contain the homologously recombined DNA by germline 
transmission of the transgene. Methods for constructing homologous recombination 
5 vectors and homologous recombinant animals are described further in Bradley (1991) 
Current Opinion in Bio/Technology 2;823-829 and in PCT Publication NOS. WO 
90/1 1354, WO 91/01 140, WO 92/0968, and WO 93/04169. 

In another embodiment, transgenic non-human animals can be produced which 
contain selected systems which allow for regulated expression of the transgene. One 

1 0 example of such a system is the cre/loxP recombinase system of bacteriophage P 1 . For 
a description of the cre/loxP recombinase system, see, e.g., Lakso et al. (1992) Proc. 
Natl. Acad Sci. USA 89:6232-6236. Another example of a recombinase system is the 
FLP recombinase system of Saccharomyces cerevisiae (O'Gorman et al., 1991, Science 
251 :1351-1355). If a cre/loxP recombinase system is used to regulate expression of the 

1 5 transgene, animals containing transgenes encoding both the Cre recombinase and a 

selected protein are required. Such animals can be provided through the construction of 
"double" transgenic animals, e.g., by mating two transgenic animals, one containing a 
transgene encoding a selected protein and the other containing a transgene encoding a 
recombinase. 

20 Clones of the non-human transgenic animals described herein can also be 

produced according to the methods described in Wilmut et al. (1997) Nature 385:810- 
813 and PCT Publication NOS. WO 97/07668 and WO 97/07669. 

IV. Pharmaceutical Compositions 

25 The nucleic acid molecules, polypeptides, and antibodies (also referred to herein 

as "active compounds") corresponding to a marker of the invention can be incorporated 
into pharmaceutical compositions suitable for administration. Such compositions 
typically comprise the nucleic acid molecule, protein, or antibody and a 
pharmaceutically acceptable carrier. As used herein the language "pharmaceutical^ 

30 acceptable carrier" is intended to include any and all solvents, dispersion media, 

coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, 
and the like, compatible with pharmaceutical administration. The use of such media and 
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agents for pharmaceutically active substances is well known in the art. Except insofar as 
any conventional media or agent is incompatible with the active compound, use thereof 
in the compositions is contemplated. Supplementary active compounds can also be 
incorporated into the compositions. 
5 The invention includes methods for preparing pharmaceutical compositions for 

modulating the expression or activity of a polypeptide or nucleic acid corresponding to a 
marker of the invention. Such methods comprise formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention. Such compositions can 
10 further include additional active agents. Thus, the invention further includes methods 
for preparing a pharmaceutical composition by formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention and one or more additional 
active compounds. 

1 5 The invention also provides methods (also referred to herein as "screening 

assays") for identifying modulators, i.e., candidate or test compounds or agents {e.g., 
peptides, peptidomimetics, peptoids, small molecules or other drugs) which (a) bind to 
the marker, or (b) have a modulatory {e.g., stimulatory or inhibitory) effect on the 
activity of the marker or, more specifically, (c) have a modulatory effect on the 

20 interactions of the marker with one or more of its natural substrates {e.g., peptide, 
protein, hormone, co-factor, or nucleic acid), or (d) have a modulatory effect on the 
expression of the marker. Such assays typically comprise a reaction between the marker 
and one or more assay components. The other components may be either the test 
compound itself, or a combination of test compound and a natural binding partner of the 

25 marker. 

The test compounds of the present invention may be obtained from any available 
source, including systematic libraries of natural and/or synthetic compounds. Test 
compounds may also be obtained by any of the numerous approaches in combinatorial 
library methods known in the art, including: biological libraries; peptoid libraries 
30 . (libraries of molecules having the functionalities of peptides, but with a novel, non- 
peptide backbone which are resistant to enzymatic degradation but which nevertheless 
remain bioactive; see, e.g., Zuckermann et al y 1994, J. Med Chem. 37:2678-85); 
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spatially addressable parallel solid phase or solution phase libraries; synthetic library 
methods requiring deconvolution; the 'one-bead one-compound* library method; and 
synthetic library methods using affinity chromatography selection. The biological 
library and peptoid library approaches are limited to peptide libraries, while the other 

1 5 four approaches are applicable to peptide, non-peptide oligomer or small molecule 
libraries of compounds (Lam, 1997, Anticancer DrugDes. 12: 145). 

Examples of methods for the synthesis of molecular libraries can be found in the 
art, for example in: DeWitt et al (1993) Proc. Natl. Acad Sci. U.S.A. 90:6909; Erb et 
al (1994) Proc. Natl. Acad. Sci USA 91:11422; Zuckermann et al. (1994). J. Med. 

10 Chem. 37:2678; Cho et al (1993) Science 261:1303; Carrell et al (\99A)Angew. Chem. 
Int. Ed. Engl. 33:2059; Carell et al (1994) Angew. Chem. Int. Ed Engl 33:2061; and in 
Gallop era/. (1994) J. Med. Chem. 37:1233. 

Libraries of compounds may be presented in solution (e.g., Houghten, 1992, 
Biotechniques 13:412-421), or on beads (Lam, 1991 , Nature 354:82-84), chips (Fodor, 

1 5 1 993, Nature 364:555-556), bacteria and/or spores, (Ladner, USP 5,223,409), plasmids 
(Cull et al, 1 992, Proc Natl Acad Sci USA 89: 1 865- 1 869) or on phage (Scott and Smith, 
1990, Science 249:386-390; Devlin, 1990, Science 249:404-406; Cwirla et al, 1990, 
Proc. Natl Acad. Sci 87:6378-6382; Felici, 1991, J. Mol Biol. 222:301-310; Ladner, 
supra.). 

20 In one embodiment, the invention provides assays for screening candidate or test 

compounds which are substrates of a marker or biologically active portion thereof. In 
another embodiment, the invention provides assays for screening candidate or test 
compounds which bind to a marker or biologically active portion thereof. Determining 
the ability of the test compound to directly bind to a marker can be accomplished, for 

25 example, by coupling the compound with a radioisotope or enzymatic label such that 
binding of the compound to the marker can be determined by detecting the labeled 
marker compound in a complex. For example, compounds (e.g., marker substrates) can 
be labeled with 125 1, 35 S, I4 C, or 3 H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemission or by scintillation counting. Alternatively, 

30 assay components can be enzymatically labeled with, for example, horseradish 

peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label detected by 
determination of conversion of an appropriate substrate to product. 
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In another embodiment, the invention provides assays for screening candidate or 
test compounds which modulate the activity of a marker or a biologically active portion 
thereof. In all likelihood, the marker can, in vivo, interact with one or more molecules, 
such as but not limited to, peptides, proteins, hormones, cofactors and nucleic acids. For 
5 the purposes of this discussion, such cellular and extracellular molecules are referred to 
herein as "binding partners 55 or marker "substrate". 

One necessary embodiment of the invention in order to facilitate such screening 
is the use of the marker to identify its natural in vivo binding partners. There are many 
ways to accomplish this which are known to one skilled in the art. One example is the 

10 use of the marker protein as "bait protein 11 in a two-hybrid assay or three-hybrid assay 
(see, e.g., U.S. Patent No. 5,283,317; Zervos et al, 1993, Cell 72:223-232; Madura et al, 
1993, J. Biol. Chem. 268:12046-12054; Bartel et al ,1993, Biotechniques 14:920-924; 
Iwabuchi et al, 1993 Oncogene 8:1693-1696; Brent WO94/10300) in order to identify 
other proteins which bind to or interact with the marker (binding partners) and, 

1 5 therefore, are possibly involved in the natural function of the marker. Such marker 
binding partners are also likely to be involved in the propagation of signals by the 
marker or downstream elements of a marker-mediated signaling pathway. Alternatively, 
such marker binding partners may also be found to be inhibitors of the marker. 

The two-hybrid system is based on the modular nature of most transcription 

20 factors, which consist of separable DNA-binding and activation domains. Briefly, the 
assay utilizes two different DNA constructs. In one construct, the gene that encodes a 
marker protein fused to a gene encoding the DNA binding domain of a known 
transcription factor (e.g., GAL-4). In the other construct, a DNA sequence, from a 
library of DNA sequences, that encodes an unidentified protein ("prey" or "sample") is 

25 fused to a gene that codes for the activation domain of the known transcription factor. If 
the "bait" and the "prey" proteins are able to interact, in vivo, forming a marker- 
dependent complex, the DNA-binding and activation domains of the transcription factor 
are brought into close proximity. This proximity allows transcription of a reporter gene 
(e.g., LacZ) which is operably linked to a transcriptional regulatory site responsive to 

30 the transcription factor. Expression of the reporter gene can be readily detected and cell 
colonies containing the functional transcription factor can be isolated and used to obtain 
the cloned gene which encodes the protein which interacts with the marker protein. 
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In a further embodiment,, assays may be devised through the use of the invention 
for the purpose of identifying compounds which modulate (e.g., affect either positively 
or negatively) interactions between a marker and its substrates and/or binding partners. 
Such compounds can include, but are not limited to, molecules such as antibodies, 
5 peptides, hormones, oligonucleotides, nucleic acids, and analogs thereof. Such 
compounds may also be obtained from any available source, including systematic 
libraries of natural and/or synthetic compounds. The preferred assay components for use 
in this embodiment is an cervical cancer marker identified herein, the known binding 
partner and/or substrate of same, and the test compound. Test compounds can be 

1 0 supplied from any source. 

The basic principle of the assay systems used to identify compounds that 
interfere with the interaction between the marker and its binding partner involves 
preparing a reaction mixture containing the marker and its binding partner under 
conditions and for a time sufficient to allow the two products to interact and bind, thus 

1 5 forming a complex. In order to test an agent for inhibitory activity, the reaction mixture 
is prepared in the presence and absence of the test compound. The test compound can 
be initially included in the reaction mixture, or can be added at a time subsequent to the 
addition of the marker and its binding partner. Control reaction mixtures are incubated 1 
without the test compound or with a placebo. The formation of any complexes between 

20 the marker and its binding partner is then detected. The formation of a complex in the 
control reaction, but less or no such formation in the reaction mixture containing the test 
compound, indicates that the compound interferes with the interaction of the marker and 
its binding partner. Conversely, the formation of more complex in the presence of 
compound than in the control reaction indicates that the compound may enhance 

25 interaction of the marker and its binding partner. 

The assay for compounds that interfere with the interaction of the marker with its 
binding partner may be conducted in a heterogeneous or homogeneous format. 
Heterogeneous assays involve anchoring either the marker or its binding partner onto a 
solid phase and detecting complexes anchored to the solid phase at the end of the 

30 reaction. In homogeneous assays, the entire reaction is carried out in a liquid phase. In 
either approach, the order of addition of reactants can be varied to obtain different 
information about the compounds being tested. For example, test compounds that 



WO 01/42467 PCTYUS00/33312 

-67- 

interfere with the interaction between the markers and the binding partners (e.g., by 
competition) can be identified by conducting the reaction in the presence of the test 
substance, i.e., by adding the test substance to the reaction mixture prior to or 
simultaneously with the marker and its interactive binding partner. Alternatively, test 
5 compounds that disrupt preformed complexes, e.g., compounds with higher binding 
constants that displace one of the components from the complex, can be tested by adding 
the test compound to the reaction mixture after complexes have been formed. The 
various formats are briefly described below. 

In a heterogeneous assay system, either the marker or its binding partner is 

10 anchored onto a solid surface or matrix, while the other corresponding non-anchored 
component may be labeled, either directly or indirectly. In practice, microtitre plates are 
often utilized for this approach. The anchored species can be immobilized by a number 
of methods, either non-covalent or covalent, that are typically well known to one who 
practices the art. Non-covalent attachment can often be accomplished simply by coating 

1 5 . the solid surface with a solution of the marker or its binding partner and drying. 

. Alternatively, an immobilized antibody specific for the assay component to be anchored 
can be used for this purpose. Such surfaces can often be prepared in advance and stored. 

In related embodiments, a fusion protein can be provided which adds a domain 
that allows one or both of the assay components to be anchored to a matrix. For 

20 example, glutathione-S-transferase/marker fusion proteins or glutathione-S- 

transferase/binding partner can be adsorbed onto glutathione sepharose beads (Sigma 
Chemical, St. Louis, MO) or glutathione derivatized microtiter plates, which are then 
combined with the test compound or the test compound and either the non-adsorbed 
marker or its binding partner, and the mixture incubated under conditions conducive to 

25 complex formation (e.g., physiological conditions). Following incubation, the beads or 
microtiter plate wells are washed to remove any unbound assay components, the 
immobilized complex assessed either directly or indirectly, for example, as described 
above. Alternatively, the complexes can be dissociated from the matrix, and the level of 
marker binding or activity determined using standard techniques. 

30 Other techniques for immobilizing proteins on matrices can also be used in the 

screening assays of the invention. For example, either a marker or a marker binding 
partner can be immobilized utilizing conjugation of biotin and streptavidin. Biotinylated 
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marker protein or target molecules can be prepared from biotin-NHS (N-hydroxy- , 
succinimide) using techniques known in the art (e.g., biotinylation kit, Pierce Chemicals, 
Rockford, IL), and immobilized in the wells of streptavidin-coated 96 well plates (Pierce 
Chemical). In certain embodiments, the protein-immobilized surfaces can be prepared in 
5 advance and stored. 

In order to conduct the assay, the corresponding partner of the immobilized assay 
component is exposed to the coated surface with or without the test compound. After 
the reaction is complete, unreacted assay components are removed (e.g., by washing) 
and any complexes formed will remain immobilized on the solid surface. The detection 

10 of complexes anchored on the solid surface can be accomplished in a number of ways. 
Where the non-immobilized component is pre-labeled, the detection of label 
immobilized on the surface indicates that complexes were formed. Where the non- 
immobilized component is not pre-labeled, an indirect label can be used to detect 
complexes anchored on the surface; e.g., using a labeled antibody specific for the 

1 5 initially non-immobilized species (the antibody, in turn, can be directly labeled or 
indirectly labeled with, e.g., a labeled anti-Ig antibody). Depending upon the order of 
addition of reaction components, test compounds which modulate (inhibit or enhance) 
complex formation or which disrupt preformed complexes can be detected. 

In an alternate embodiment of the invention, a homogeneous assay may be used. 

20 This is typically a reaction, analogous to those mentioned above, which is conducted in 
a liquid phase in the presence or absence of the test compound. The formed complexes 
are then separated from unreacted components, and the amount of complex formed is 
determined. As mentioned for heterogeneous assay systems, the order of addition of 
reactants to the liquid phase can yield information about which test compounds 

25 modulate (inhibit or enhance) complex formation and which disrupt preformed 
complexes. 

In such a homogeneous assay, the reaction products may be separated from 
unreacted assay components by any of a number of standard techniques, including but 
not limited to: differential centrifugation, chromatography, electrophoresis and 
30 immunoprecipitation. In differential centrifugation, complexes of molecules may be 
separated from uncomplexed molecules through a series of centrifugal steps, due to the 
different sedimentation equilibria of complexes based on their different sizes and 
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densities (see, for example, Rivas, G., and Minton, A.P., Trends Biochem Sci 1993 
Aug;18(8):284-7). Standard chromatographic techniques may also be utilized to separate 
complexed molecules from uncomplexed ones. For example, gel filtration 
chromatography separates molecules based on size, and through the utilization of an 
5 appropriate gel filtration resin in a column format, for example, the relatively larger 
complex may be separated from the relatively smaller uncomplexed components. 
Similarly, the relatively different charge properties of the complex as compared to the 
uncomplexed molecules may be exploited to differentially separate the complex from 
the remaining individual reactants, for example through the use of ion-exchange 

10 chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, 1998, J Mol Recognit. 1 1:141-148; Hage and 
Tweed, 1997,7. Chromatogr. B. Biomed. Sci. Appl, 699:499-525). Gel electrophoresis 
may also be employed to separate complexed molecules from unbound species (see, 
e.g., Ausubel et al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, 

15 New York. 1999). In this technique, protein or nucleic acid complexes are separated 

based on size or charge, for example. In order to maintain the binding interaction during 
the electrophoretic process, nondenaturing gels in the absence of reducing agent are 
typically preferred, but conditions appropriate to the particular interactants will be well 
known to one skilled in the art. Immunoprecipitation is another common technique . 

20 utilized for the isolation of a protein-protein complex from solution (see, e.g., Ausubel et 
al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, New York. 
1999). In this technique, all proteins binding to an antibody specific to one of the 
binding molecules are precipitated from solution by conjugating the antibody to a 
polymer bead that may be readily collected by centrifugation. The bound assay 

25 components are released from the beads (through a specific proteolysis event or other 
technique well known in the art which will not disturb the protein-protein interaction in 
the complex), and a second immunoprecipitation step is performed, this time utilizing 
antibodies specific for the correspondingly different interacting assay component. In this 
manner, only formed complexes should remain attached to the beads. Variations in 

30 complex formation in both the presence and the absence of a test compound can be 
compared, thus offering information about the ability of the compound to modulate 
interactions between the marker and its binding partner. 
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Also within the scope of the present invention are methods for direct detection of 
interactions between the marker and its natural binding partner and/or a test compound 
in a homogeneous or heterogeneous assay system without further sample manipulation. 
For example, the technique of fluorescence energy transfer may be utilized (see, e.g., 
5 Lakowicz et al, U.S. Patent No. 5,63 1 ,169; Stavrianopoulos et al, U.S. Patent No. 
4,868,103). Generally, this technique involves the addition of a fluorophore label on a 
first 'donor' molecule {e.g., marker or test compound) such that its emitted fluorescent 
energy will be absorbed by a fluorescent label on a second, 'acceptor' molecule (e.g., 
marker or test compound), which in turn is able to fluoresce due to the absorbed energy. 

10 Alternately, the 'donor' protein molecule may simply utilize the natural fluorescent 
energy of tryptophan residues. Labels are chosen that emit different wavelengths of 
light, such that the 'acceptor' molecule label may be differentiated from that of the 
'donor'. Since the efficiency of energy transfer between the labels is related to the 
distance separating the molecules, spatial relationships between the molecules can be 

15 assessed. In a situation in which binding occurs between the molecules, the fluorescent 
emission of the 'acceptor 5 molecule label in the assay should be maximal. An FET 
binding event can be conveniently measured through standard fluorometric detection 
means well known in the ari{e.g, using a fluorimeter). A test substance which either 
enhances or hinders participation of one of the species in the preformed complex will 

20 result in the generation of a signal variant to that of background. In this way, test 

substances that modulate interactions between a marker and its binding partner can be 
identified in controlled assays. 

In another embodiment, modulators of marker expression are identified in a 
method wherein a cell is contacted with a candidate compound and the expression of 

25 mRNA or protein, corresponding to a marker in the cell, is determined. The level of 
expression of mRNA or protein in the presence of the candidate compound is compared 
to the level of expression of mRNA or protein in the absence of the candidate 
compound. The candidate compound can then be identified as a modulator of marker 
expression based on this comparison. For example, when expression of marker mRN A 

30 or protein is greater (statistically significantly greater) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as a stimulator of 
marker mRNA or protein expression. Conversely, when expression of marker mRNA 
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or protein is less (statistically significantly less) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as an inhibitor of 
marker mRNA or protein expression. The level of marker mRNA or protein expression 
, in the cells can be determined by methods described herein for detecting marker mRNA 
5 or protein. 

In another aspect, the invention pertains to a combination of two or more of the 
assays described herein. For example, a modulating agent can be identified using a cell- 
based or a cell free assay, and the ability of the agent to modulate the activity of a 
marker protein can be further confirmed in vivo, e.g., in a whole animal model for 
cellular transformation and/or tumorigenesis. 

This invention further pertains to novel agents identified by the above-described 
screening assays. Accordingly, it is within the scope of this invention to further use an 
agent identified as described herein in an appropriate animal model. For example, an 
agent identified as described herein (e.g., an marker modulating agent, an antisense 
marker nucleic acid molecule, an marker-specific antibody, or an marker-binding 
partner) can be used in an animal model to determine the efficacy, toxicity, or side 
effects of treatment with such an agent. Alternatively, an agent identified as described 
herein can be used in an animal model to determine the mechanism of action of such an 
agent. Furthermore, this invention pertains to uses of novel agents identified by the 
above-described screening assays for treatments as described herein. 

It is understood that appropriate doses of small molecule agents and protein or 
polypeptide agents depends upon a number of factors within the knowledge of the 
ordinarily skilled physician, veterinarian, or researcher. The dose(s) of these agents will 
vary, for example, depending upon the identity, size, and condition of the subject or 
sample being treated, further depending upon the route by which the composition is to 
be administered, if applicable, and the effect which the practitioner desires the agent to 
have upon the nucleic acid or polypeptide of the invention. Exemplary doses of a small 
molecule include milligram or microgram amounts per kilogram of subject or sample 
weight (e.g. about 1 microgram per kilogram to about 500 milligrams per kilogram, 
about 100 micrograms per kilogram to about 5 milligrams per kilogram, or about 1 
microgram per kilogram to about 50 micrograms per kilogram). Exemplary doses of a 
protein or polypeptide include gram, milligram or microgram amounts per kilogram of 
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subject or sample weight (e.g. about 1 microgram per kilogram to about 5 grams per 
kilogram, about 100 micrograms per kilogram to about 500 milligrams per kilogram, or 
about 1 milligram per kilogram to about 50 milligrams per kilogram). It is furthermore 
understood that appropriate doses of one of these agents depend upon the potency of the 
5 agent with respect to the expression or activity to be modulated. Such appropriate doses 
can be determined using the assays described herein. When one or more of these agents 
is to be administered to an animal (e.g. a human) in order to modulate expression or 
activity of a polypeptide or nucleic acid of the invention, a physician, veterinarian, or 
researcher can, for example, prescribe a relatively low dose at first, subsequently 

10 increasing the dose until an appropriate response is obtained. In addition, it is 

understood that the specific dose level for any particular animal subject will depend 
upon a variety of factors including the activity of the specific agent employed, the age, 
body weight, general health, gender, and diet of the subject, the time of administration, 
the route of administration, the rate of excretion, any drug combination, and the degree 

1 5 of expression or activity to be modulated. 

A pharmaceutical composition of the invention is formulated to be compatible 
with its intended route of administration. Examples of routes of administration include 
parenteral, e.g., intravenous, intradermal, subcutaneous, oral (e.g., inhalation), 
transdermal (topical), transmucosal, and rectal administration. Solutions or suspensions 

20 used for parenteral, intradermal, or subcutaneous application can include the following 
components: a sterile diluent such as water for injection, saline solution, fixed oils, 
polyethylene glycols, glycerine, propylene glycol or other synthetic solvents; 
antibacterial agents such as benzyl alcohol or methyl parabens; antioxidants such as 
ascorbic acid or sodium bisulfite; chelating agents such as ethylenediamine-tetraacetic 

25 acid; buffers such as acetates, citrates or phosphates and agents for the adjustment of . 
tonicity such as sodium chloride or dextrose. pH can be adjusted with acids or bases, 
such as hydrochloric acid or sodium hydroxide. The parenteral preparation can be 
enclosed in ampules, disposable syringes or multiple dose vials made of glass or plastic. 
Pharmaceutical compositions suitable for injectable use include sterile aqueous 

30 solutions (where water soluble) or dispersions and sterile powders for the 

extemporaneous preparation of sterile injectable solutions or dispersions. For 
intravenous administration, suitable carriers include physiological saline, bacteriostatic 
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water, Cremophor EL (BASF; Parsippany, NJ) or phosphate buffered saline (PBS). In 
all cases, the composition must be sterile and should be fluid to the extent that easy 
syringability exists. It must be stable under the conditions of manufacture and storage 
and must be preserved against the contaminating action of microorganisms such as 
5 bacteria and fungi. The carrier can be a solvent or dispersion medium containing, for 
example, water, ethanol, polyol (for example, glycerol, propylene glycol, and liquid 
polyethylene glycol, and the like), and suitable mixtures thereof. The proper fluidity can 
be maintained, for example, by the use of a coating such as lecithin, by the maintenance 
of the required particle size in the case of dispersion and by the use of surfactants. 

10 Prevention of the action of microorganisms can be achieved by various antibacterial and 
antifungal agents, for example, parabens, chlorobutanol, phenol, ascorbic acid, 
thimerosal, and the like. In many cases, it will be preferable to include isotonic agents, 
for example, sugars, polyalcohols such as mannitol, sorbitol, or sodium chloride in the 
composition. Prolonged absorption of the injectable compositions can be brought about 

15 by including in the composition an agent which delays absorption, for example, 
aluminum monostearate and gelatin. 

Sterile injectable solutions can be prepared by incorporating the active 
compound {e.g., a polypeptide or antibody) in the required amount in an appropriate 
solvent with one or a combination of ingredients enumerated above, as required, 

20 followed by filtered sterilization. Generally, dispersions are prepared by incorporating 
the active compound into a sterile vehicle which contains a basic dispersion medium, 
and then incorporating the required other ingredients from those enumerated above. In . 
the case of sterile powders for the preparation of sterile injectable solutions, the 
preferred methods of preparation are vacuum drying and freeze-drying which yields a 

25 powder of the active ingredient plus any additional desired ingredient from a previously 
sterile-filtered solution thereof. 

Oral compositions generally include an inert diluent or an edible carrier. They 
can be enclosed in gelatin capsules or compressed into tablets. For the purpose of oral 
therapeutic administration, the active compound can be incorporated with excipients and 

30 used in the form of tablets, troches, or capsules. Oral compositions can also be prepared 
using a fluid carrier for use as a mouthwash, wherein the compound in the fluid carrier is 
applied orally and swished and expectorated or swallowed. 



WO 01/42467 PCT/US00/33312 

-74- 

Pharmaceutically compatible binding agents, and/or adjuvant materials can be 
included as part of the composition. The tablets, pills, capsules, troches, and the like can 
contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrystalline cellulose, gum tragacanth or gelatin; an excipient such as starch 
5 or lactose, a disintegrating agent such as alginic acid, Primogel, or corn starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silicon 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the form of an 
1 0 aerosol spray from a pressurized container or dispenser which contains a suitable 
propellant, e.g., a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by transmucosal or transdermal means. For 
transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the formulation. Such penetrants are generally known in the art, 
15 and include, for example, for transmucosal administration, detergents, bile salts, and 
fusidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For transdermal administration, the active 
compounds are formulated into ointments, salves, gels, or creams as generally known in 
the art. 

20 The compounds can also be prepared in the form of suppositories (e.g., with 

conventional suppository bases such as cocoa butter and other glycerides) or retention 

enemas for rectal delivery. 

In one embodiment, the active compounds are prepared with carriers that will 

protect the compound against rapid elimination from the body, such as a controlled 
25 release formulation, including implants and microencapsulated delivery systems. 

Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, 

polyanhydrides, polyglycolic acid, collagen, polyorthoesters, and polylactic acid. 

Methods for preparation of such formulations will be apparent to those skilled in the art. 

The materials can also be obtained commercially from Alza Corporation and Nova 
30 Pharmaceuticals, Inc. Liposomal suspensions (including liposomes having monoclonal 

antibodies incorporated therein or thereon) can also be used as pharmaceutical^ 
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acceptable carriers. These can be prepared according to methods known to those skilled 
in the art, for example, as described in U.S. Patent No. 4,522,8 1 1 . 

It is especially advantageous to formulate oral or parenteral compositions in 
dosage unit form for ease of administration and uniformity of dosage. Dosage unit form 
5 as used herein refers to physically discrete units suited as unitary dosages for the subject 
to be treated; each unit containing a predetermined quantity of active compound 
calculated to produce the desired therapeutic effect in association with the required 
pharmaceutical carrier. The specification for the dosage unit forms of the invention are 
dictated by and directly dependent on the unique characteristics of the active compound 

10 and the particular therapeutic effect to be achieved, and the limitations inherent in the art 
of compounding such an active compound for the treatment of individuals. 

For antibodies, the preferred dosage is 0.1 mg/kg to 100 mg/kg of body weight 
(generally 10 mg/kg to 20 mg/kg). If the antibody is to act in the brain, a dosage of 50 
mg/kg to 1 00 mg/kg is usually appropriate. Generally, partially human antibodies and 

• 15 fully human antibodies have a longer half-life within the human body than other 
antibodies. Accordingly, lower dosages and less frequent administration is often 
possible. Modifications such as lipidation can be used to stabilize antibodies and to 
enhance uptake and tissue penetration (e.g., into the cervical epithelium). A method for 
lipidation of antibodies is described by Cruikshank et al (1 997) J. Acquired Immune 

20 Deficiency Syndromes and Human Retrovirology 1 4: 1 93. 

The nucleic acid molecules corresponding to a marker of the invention can be 
inserted into vectors and used as gene therapy vectors. Gene therapy vectors can be 
delivered to a subject by, for example, intravenous injection, local administration (U.S. 
Patent 5,328,470), or by stereotactic injection (see, e.g., Chen et al, 1994, Proc. Natl 

25 Acad. Sci. USA 91 :3054-3057). The pharmaceutical preparation of the gene therapy 
vector can include the gene therapy vector in an acceptable diluent, or can comprise a 
slow release matrix in which the gene delivery vehicle is imbedded. Alternatively, 
where the complete gene delivery vector can be produced intact from recombinant cells, 
e.g. retroviral vectors, the pharmaceutical preparation can include one or more cells 

30 which produce the gene delivery system. 

The pharmaceutical compositions can be included in a container, pack, or 
dispenser together with instructions for administration. 
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V. Computer Readable Means and Arrays 

Computer readable media comprising a marker(s) of the present invention is also 
provided. As used herein, "computer readable media" refers to any medium that can be 
read and accessed directly by a computer. Such media include, but are not limited to: 
5 magnetic storage media, such as floppy discs, hard disc storage medium, and magnetic 
tape; optical storage media such as CD-ROM; electrical storage media such as RAM and 
ROM; and hybrids of these categories such as magnetic/optical storage media. The 
skilled artisan will readily appreciate how any of the presently known computer readable 
mediums can be used to create a manufacture comprising computer readable medium 

1 0 having recorded thereon a marker of the present invention. 

As used herein, "recorded" refers to a process for storing information on 
computer readable medium. Those skilled in the art can readily adopt any of the 
presently known methods for recording information on computer readable medium to 
generate manufactures comprising the markers of the present invention. 

1 5 A variety of data processor programs and formats can be used to store the marker 

information of the present invention on computer readable medium. For example, the 
nucleic acid sequence corresponding to the markers can be represented in a word 
processing text file, formatted in commercially-available software such as WordPerfect 
and MicroSoft Word, or represented in the form of an ASCII file, stored in a database 

20 application, such as DB2, Sybase, Oracle, or the like. Any number of dataprocessor 
structuring formats (e.g., text file or database) may be adapted in order to obtain 
computer readable medium having recorded thereon the markers of the present 
invention. 

By providing the markers of the invention in computer readable form, one can 
25 routinely access the marker sequence information for a variety of purposes. For 

example, one skilled in the art can use the nucleotide or amino acid sequences of the 
invention in computer readable form to compare a target sequence or target structural 
motif with the sequence information stored within the data storage means. Search 
means are used to identify fragments or regions of the sequences of the invention which 
30 match a particular target sequence or target motif. 
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The invention also includes an array comprising a marker(s) of the present 
invention. The array can be used to assay expression of one or more genes in the array. 
In one embodiment, the array can be used to assay gene expression in a tissue to 
ascertain tissue specificity of genes in the array. In this manner, up to about 7600 genes 
5 can be simultaneously assayed for expression. This allows a profile to be developed 
showing a battery of genes specifically expressed in one or more tissues. 

In addition to such qualitative determination, the invention allows the 
quantitation of gene expression. Thus, not only tissue specificity, but also the level of 
expression of a battery of genes in the tissue is ascertainable. Thus, genes can be 

10 grouped on the basis of their tissue expression per se and level of expression in that 
tissue. This is useful, for example, in ascertaining the relationship of gene expression 
between or among tissues. Thus, one tissue can be perturbed and the effect on gene 
expression in a second tissue can be determined. In this context, the effect of one cell 
type on another cell type in response to a biological stimulus can be determined. Such a 

1 5 determination is useful, for example, to know the effect of cell-cell interaction at the 
level of gene expression. If an agent is administered therapeutically to treat one cell 
type but has an undesirable effect on another cell type, the invention provides an assay 
to determine the molecular basis of the undesirable effect and thus provides the 
opportunity to co-administer a counteracting agent or otherwise treat the undesired 

20 effect. Similarly, even within a single cell type, undesirable biological effects can be 
determined at the molecular level. Thus, the effects of an agent on expression of other 
than the target gene can be ascertained and counteracted. 

In another embodiment, the array can be used to monitor the time course of 
expression of one or more genes in the array. This can occur in various biological 

25 contexts, as disclosed herein, for example development and differentiation, tumor 
progression, progression of other diseases, in vitro processes, such a cellular 
transformation and senescence, autonomic neural and neurological processes, such as, 
for example, pain and appetite, and cognitive functions, such as learning or memory. 

The array is also useful for ascertaining the effect of the expression of a gene on 

30 the expression of other genes in the same cell or in different cells. This provides, for 
example, for a selection of alternate molecular targets for therapeutic intervention if the 
ultimate or downstream target cannot be regulated. 
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The array is also useful for ascertaining differential expression patterns of one or 
more genes in normal and abnormal cells. This provides a battery of genes that could 
serve as a molecular target for diagnosis or therapeutic intervention. 



5 VI. Predictive Medicine 

The present invention pertains to the field of predictive medicine in which 
diagnostic assays, prognostic assays, pharmacogenomics, and monitoring clinical trails 
are used for prognostic (predictive) purposes to thereby treat an individual 
prophylactically. Accordingly, one aspect of the present invention relates to diagnostic 
10 assays for determining the level of expression of polypeptides or nucleic acids 

corresponding to one or more markers of the invention, in order to determine whether 
an individual is at risk of developing cervical cancer. Such assays can be used for 
prognostic or predictive purposes to thereby prophylactically treat an individual prior to 
the onset of the cancer. 

15 Yet another aspect of the invention pertains to monitoring the influence of agents 

(e.g., drugs or other compounds administered either to inhibit cervical cancer or to treat 
or prevent any other disorder {i.e. in order to understand any cervical carcinogenic 
effects that such treatment may have} ) on the expression or activity of a marker of the 
invention in clinical trials. These and other agents are described in further detail in the 

20 following sections. 

A. Diagnostic Assays 

An exemplary method for detecting the presence or absence of a polypeptide or 
nucleic acid corresponding to a marker of the invention in a biological sample involves 

25 obtaining a biological sample (e.g. a cervical smear) from a test subject and contacting 
the biological sample with a compound or an agent capable of detecting the polypeptide 
or nucleic acid (e.g., mRNA, genomic DNA, or cDNA). The detection methods of the 
invention can thus be used to detect mRNA, protein, cDNA, or genomic DNA, for 
example, in a biological sample in vitro as well as in vivo. For example, in vitro 

30 techniques for detection of mRNA include Northern hybridizations and in situ 

hybridizations. In vitro techniques for detection of a polypeptide corresponding to a 
marker of the invention include enzyme linked immunosorbent assays (ELISAs), 
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Western blots, immunoprecipitations, immunohistochemistry and immunofluorescence. 
In vitro techniques for detection of genomic DNA include Southern hybridizations. 
Furthermore, in vivo techniques for detection of a polypeptide corresponding to a marker 
of the invention include introducing into a subject a labeled antibody directed against the 
5 polypeptide. For example, the antibody can be labeled with a radioactive marker whose 
presence and location in a subject can be detected by standard imaging techniques. 

A general principle of such diagnostic and prognostic assays involves preparing 
a sample or reaction mixture that may contain a marker, and a probe, under appropriate 
conditions and for a time sufficient to allow the marker and probe to interact and bind, 

10 thus forming a complex that can be removed and/or detected in the reaction mixture. 
These assays can be conducted in a variety of ways. 

For example, one method to conduct such an assay would involve anchoring the 
marker or probe onto a solid phase support, also referred to as a substrate, and detecting 
target marker/probe complexes anchored on the solid phase at the end of the reaction. 

15 In one embodiment of such a method, a sample from a subject, which is to be assayed 
for presence and/or concentration of marker, can be anchored onto a earner or solid 
phase support. In another embodiment, the reverse situation is possible, in which the 
probe can be anchored to a solid phase and a sample from a subject can be allowed to 
react as an unanchored component of the assay. 

20 There are many established methods for anchoring assay components to asolid 

phase. These include, without limitation, marker or probe molecules which are 
immobilized through conjugation of biotin and streptavidin. Such biotinylated assay 
components can be prepared from biotin-NHS (N-hydroxy-succinimide) using 
techniques known in the art (e.g., biotinylation kit, Pierce Chemicals, Rockford, IL), and 

25 immobilized in the wells of streptavidin-coated 96 well plates (Pierce Chemical). In 
certain embodiments, the surfaces with immobilized assay components can be prepared 
in advance and stored. 

Other suitable carriers or solid phase supports for such assays include any 
material capable of binding the class of molecule to which the marker or probe belongs. 

30 Well-known supports or carriers include, but are not limited to, glass, polystyrene, 
nylon, polypropylene, nylon, polyethylene, dextran, amylases, natural and modified 
celluloses, polyacrylamides, gabbros, and magnetite. 
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In order to conduct assays with the above mentioned approaches, the non- 
immobilized component is added to the solid phase upon which the second component 
is anchored. After the reaction is complete, uncomplexed components may be removed 
(e g-, by washing) under conditions such that any complexes formed will remain 
5 immobilized upon the solid phase. The detection of marker/probe complexes anchored 
to the solid phase can be accomplished in a number of methods outlined herein. 

In a preferred embodiment, the probe, when it is the unanchored assay 
component, can be labeled for the purpose of detection and readout of the assay, either 
directly or indirectly, with detectable labels discussed herein and which are well-known 

10 to one skilled in the art. 

It is also possible to directly detect marker/probe complex formation without 
further manipulation or labeling of either component (marker or probe), for example by 
utilizing the technique of fluorescence energy transfer (see, for example, Lakowicz et 
ai, U.S. Patent No. 5,631,169; Stavrianopoulos, et ai, U.S. Patent No. 4,868,103). A 

15 fluorophore label on the first, 'donor' molecule is selected such that, upon excitation 
with incident light of appropriate wavelength, its emitted fluorescent energy will be 
absorbed by a fluorescent label on a second 'acceptor' molecule, which in turn is able to 
fluoresce due to the absorbed energy. Alternately, the 'donor' protein molecule may 
simply utilize the natural fluorescent energy of tryptophan residues. Labels are chosen 

20 that emit different wavelengths of light, such that the 'acceptor' molecule label may be 
differentiated from that of the 'donor'. Since the efficiency of energy transfer between 
the labels is related to the distance separating the molecules, spatial relationships 
between the molecules can be assessed. In a situation in which binding occurs between 
the molecules, the fluorescent emission of the 'acceptor' molecule label in the assay 

25 should be maximal. An FET binding event can be conveniently measured through 

standard fluorometric detection means well known in the art (e.g., using a fluorimeter). 

In another embodiment, determination of the ability of a probe to recognize a 
marker can be accomplished without labeling either assay component (probe or marker) 
by utilizing a technology such as real-time Biomolecular Interaction Analysis (BIA) 

30 (see, e.g., Sjolander, S. and Urbaniczky, G, 1991, Anal. Chem. 63:2338-2345 and 
Szabo et al t 1995, Curr. Opin. Struct Biol 5:699-705). As used herein, "BIA" or 
"surface plasmon resonance" is a technology for studying biospecific interactions in real 
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time, without labeling any of the interact ants (e.g., BIAcore). Changes in the mass at the 
binding surface (indicative of a binding event) result in alterations of the refractive index 
of light near the surface (the optical phenomenon of surface plasmon resonance (SPR)), 
resulting in a detectable signal which can be used as an indication of real-time reactions 
5 between biological molecules. 

Alternatively, in another embodiment, analogous diagnostic and prognostic, 
assays can be conducted with marker and probe as solutes in a liquid phase. In such an 
assay, the complexed marker and probe are separated from uncomplexed components by 
any of a number of standard techniques, including but not limited to: differential 

10 centrifugation, chromatography, electrophoresis and immunoprecipitation. In 
differential centrifugation, marker/probe complexes may be separated from 
uncomplexed assay components through a series of centrifugal steps, due to the different 
sedimentation equilibria of complexes based on their different sizes and densities (see, 
for example, Rivas, G., and Minton, A.P., 1993, Trends Biochem Sci. 1 8(8):284-7). 

15 Standard chromatographic techniques may also be utilized to separate complexed. 
molecules from uncomplexed ones. For example, gel filtration chromatography 
separates molecules based on size, and through the utilization of an appropriate gel 
filtration resin in a column format, for example, the relatively larger complex may be 
separated from the relatively smaller uncomplexed components. Similarly, the 

20 relatively different charge properties of the marker/probe complex as compared to the 
uncomplexed components may be exploited to differentiate the complex from 
uncomplexed components, for example through the utilization of ion-exchange 
chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, N.H., 1998, J. Mol Recognit. Winter 11(1- 

25 6):141-8; Hage, D.S., and Tweed, S.A. JChromatogr B Biomed Sci Appl 1997 Oct 
10;699(l-2):499-525). Gel electrophoresis may also be employed to separate 
complexed assay components from unbound components (see, e.g., Ausubel et al., ed., 
Current Protocols in Molecular Biology, John Wiley & Sons, New York, 1 987- 1 999). 
In this technique, protein or nucleic acid complexes are separated based on size or 

30 charge, for example. In order to maintain the binding interaction during the 

electrophoretic process, non-denaturing gel matrix materials and conditions in the 
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absence of reducing agent are typically preferred. Appropriate conditions to the 
particular assay and components thereof will be well known to one skilled in the art. 

In a particular embodiment, the level of mRNA corresponding to the marker can 
be determined both by in situ and by in vitro formats in a biological sample using 
5 methods known in the art. The term "biological sample" is intended to include tissues, 
cells, biological fluids and isolates thereof, isolated from a subject, as well as tissues, 
cells and fluids present within a subject. Many expression detection methods use 
isolated RNA. For in vitro methods, any RNA isolation technique that does not select 
against the isolation of mRNA can be utilized for the purification of RNA from cervical 
1 0 cells (see, e.g. , Ausubel et al , ed. ? Current Protocols in Molecular Biology, John Wiley 
& Sons, New York 1987-1999). Additionally, large numbers of tissue samples can 
readily be processed using techniques well known to those of skill in the art, such as, for 
example, the single-step RNA isolation process of Chomczynski (1989, U.S. Patent No. 
4,843,155). 

15 The isolated mRNA can be used in hybridization or amplification assays that 

include, but are not limited to, Southern or Northern analyses, polymerase chain reaction 
analyses and probe arrays. One preferred diagnostic method for the detection of mRNA 
levels involves contacting the isolated mRNA with a nucleic acid molecule (probe) that 
can hybridize to the mRNA encoded by the gene being detected. The nucleic acid probe 

20 can be, for example, a full-length cDNA, or a portion thereof, such as an oligonucleotide 
of at least 7, 15, 30, 50, 100, 250 or 500 nucleotides in length and sufficient to 
specifically hybridize under stringent conditions to a mRNA or genomic DNA encoding 
a marker of the present invention. Other suitable probes for use in the diagnostic assays 
of the invention are described herein. Hybridization of an mRNA with the probe 

25 indicates that the marker in question is being expressed. 

In one format, the mRNA is immobilized on a solid surface and contacted with a 
probe, for example by running the isolated mRNA on an agarose gel and transferring the 
mRNA from the gel to a membrane, such as nitrocellulose. In an alternative format, the 
probe(s) are immobilized on a solid surface and the mRNA is contacted with the 

30 probe(s), for example, in an Affymetrix gene chip array. A skilled artisan can readily 
adapt known mRNA detection methods for use in detecting the level of mRNA encoded 
by the markers of the present invention. 
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An alternative method for determining the level of mRNA corresponding to a 
marker of the present invention in a sample involves the process of nucleic acid 
amplification, e.g., by rtPCR (the experimental embodiment set forth in Mullis, 1987, 
U.S. Patent No. 4,683,202), ligase chain reaction (Barany, 1991, Proc. Natl. Acad. Sci. 
5 USA, 88:189-193), self sustained sequence replication (Guatelli et ai 9 1990, Proc. Natl. 
Acad ScL USA 87:1874-1878), transcriptional amplification system (Kwoh et al, 1989, 
Proc. Natl Acad. Sci. USA 86:1 173-1 177), Q-Beta Replicase (Lizardi et al., 1988, 
Bio/Technology 6: 1 197), rolling circle replication (Lizardi et aL, U.S. Patent No. 
5,854,033) or any other nucleic acid amplification method, followed by the detection of 

10 the amplified molecules using techniques well known to those of skill in the art. These 
detection schemes are especially useful for the detection of nucleic acid molecules if 
such molecules are present in very low numbers. As used herein, amplification primers 
are defined as being a pair of nucleic acid molecules that can anneal to 5' or 3' regions 
of a gene (plus and minus strands, respectively, or vice-versa) and contain a short region 

15 in between. In general, amplification primers are from about 10 to 30 nucleotides, in 
length and flank a region from about 50 to 200 nucleotides in length. Under appropriate 
conditions and with appropriate reagents, such primers permit the amplification of a 
nucleic acid molecule comprising the nucleotide sequence flanked by the primers!. 

For in situ methods, mRNA does not need to be isolated from the cervical cells 

20 prior to detection. In such methods, a cell or tissue sample is prepared/processed using 
known histological methods. The sample is then immobilized on a support, typically a 
glass slide, and then contacted with a probe that can hybridize to mRNA that encodes 
the marker. 

As an alternative to making determinations based on the absolute expression 
25 level of the marker, determinations may be based on the normalized expression level of 
the marker. Expression levels are normalized by correcting the absolute expression 
level of a marker by comparing its expression to the expression of a gene that is not a 
marker, e.g., a housekeeping gene that is constitutively expressed. Suitable genes for 
normalization include housekeeping genes such as the actin gene, or epithelial cell- 
30 specific genes. This normalization allows the comparison of the expression level in one 
sample, e.g., a patient sample, to another sample, e.g., a non-cervical cancer sample, or 
between samples from different sources. 
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Alternatively, the expression level can be provided as a relative expression level. 
To determine a relative expression level of a marker, the level of expression of the 
marker is determined for 10 or more samples of normal versus cancer cell isolates, 
preferably 50 or more samples, prior to the determination of the expression level for the 
5 sample in question. The mean expression level of each of the genes assayed in the 
larger number of samples is determined and this is used as a baseline expression level 
for the marker. The expression level of the marker determined for the test sample 
(absolute level of expression) is then divided by the mean expression value obtained for 
that marker. This provides a relative expression level. 

10 Preferably, the samples used in the baseline determination will be from cervical 

cancer or from non-cervical cancer cells of cervical tissue. The choice of the cell source 
is dependent on the use of the relative expression level. Using expression found in 
normal tissues as a mean expression score aids in validating whether the marker assayed 
is cervical specific (versus normal cells). In addition, as more data is accumulated, the 

15 mean expression value can be revised, providing improved relative expression values 
based on accumulated data. Expression data from cervical cells provides a means for 
grading the severity of the cervical cancer state. 

In another embodiment of the present invention, a polypeptide corresponding to 
a marker is detected. A preferred agent for detecting a polypeptide of the invention is an 

20 antibody capable of binding to a polypeptide corresponding to a marker of the invention, 
preferably an antibody with a detectable label. Antibodies can be polyclonal, or more 
preferably, monoclonal. An intact antibody, or a fragment thereof (e.g., Fab or F(ab , ) 2 ) 
can be used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (i.e., physically linking) 

25 a detectable substance to the probe or antibody, as well as indirect labeling of the probe 
or antibody by reactivity with another reagent that is directly labeled. Examples of 
indirect labeling include detection of a primary antibody using a fluorescently labeled 
secondary antibody and end-labeling of a DNA probe with biotin such that it can be 
detected with fluorescently labeled streptavidin. 

30 Proteins from cervical cells can be isolated using techniques that are well known 

to those of skill in the art. The protein isolation methods employed can, for example, be 
such as those described in Harlow and Lane (Harlow and Lane, 1988, Antibodies: A 
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Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, New 
York). 

A variety of formats can be employed to determine whether a sample contains a 
protein that binds to a given antibody. Examples of such formats include, but are not 
5 limited to, enzyme immunoassay (EIA), radioimmunoassay (RIA), Western blot 
analysis, immunohistochemistry (IHC) and enzyme linked immunoabsorbant assay 
(ELISA). A skilled artisan can readily adapt known protein/antibody detection methods 
for use in determining whether cervical cells express a marker of the present invention. 
In one format, antibodies, or antibody fragments, can be used in methods such as 

10 Western blots, IHC or immunofluorescence techniques to detect the expressed proteins. 
In such uses, it is generally preferable to immobilize either the antibody, proteins or cell 
containing proteins on a solid support. Well-known supports or carriers include glass, 
polystyrene, polypropylene, polyethylene, dextran, nylon, amylases, natural and 
modified celluloses, polyacrylamides, gabbros, and magnetite. 

15 One skilled in the art will know many other suitable carriers for binding antibody 

or antigen, and will be able to adapt such support for use with the present invention. For 
example, protein isolated from cervical cells can be run on a polyacrylamide gel 
electrophoresis and immobilized onto a solid phase support such as nitrocellulose: The 
support can then be washed with suitable buffers followed by treatment with the 

20 detectably labeled antibody. The solid phase support can then be washed with the buffer 
a second time to remove unbound antibody. The amount of bound label on the solid 
support can then be detected by conventional means. 

The invention also encompasses kits for detecting the presence of a polypeptide 
or nucleic acid corresponding to a marker of the invention in a biological sample (e.g. a 

25 cervical smear). Such kits can be used to determine if a subject is suffering from or is at 
increased risk of developing cervical cancer. For example, the kit can comprise a 
labeled compound or agent capable of detecting a polypeptide or an mRNA encoding a 
polypeptide corresponding to a marker of the invention in a biological sample and 
means for determining the amount of the polypeptide or mRNA in the sample (e.g., an 

30 antibody which binds the polypeptide or an oligonucleotide probe which binds to DNA 
or mRNA encoding the polypeptide). Kits can also include instructions for interpreting 
the results obtained using the kit. 
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For antibody-based kits, the kit can comprise, for example: (1) a first antibody 
(e.g., attached to a solid support) which binds to a polypeptide corresponding to a 
marker of the invention; and, optionally, (2) a second, different antibody which binds to 
either the polypeptide or the first antibody and is conjugated to a detectable label. 
5 For oligonucleotide-based kits, the kit can comprise, for example: (1) an 

oligonucleotide, e.g., a detectably labeled oligonucleotide, which hybridizes to a nucleic 
acid sequence encoding a polypeptide corresponding to a marker of the invention or (2) 
a pair of primers useful for amplifying a nucleic acid molecule corresponding to a 
marker of the invention. The kit can also comprise, e.g., a buffering agent, a 

10 preservative, or a protein stabilizing agent. The kit can further comprise components 
necessary for detecting the detectable label (e.g., an enzyme or a substrate). The kit can 
also contain a control sample or a series of control samples which can be assayed and 
compared to the test sample. Each component of the kit can be enclosed within an 
individual container and all of the various containers can be within a single package, 

1 5 along with instructions for interpreting the results of the assays performed using the kit. 

B. Pharmacogenomics 

Agents or modulators which have a stimulatory or inhibitory effect on expression 
of a marker of the invention can be administered to individuals to treat (prophylactically 

20 or therapeutically) cervical cancer in the patient. In conjunction with such treatment, the 
pharmacogenomics (i.e., the study of the relationship between an individual's genotype 
and that individual's response to a foreign compound or drug) of the individual may be 
considered. Differences in metabolism of therapeutics can lead to severe toxicity or 
therapeutic failure by altering the relation between dose and blood concentration of the 

25 pharmacologically active drug. Thus, the pharmacogenomics of the individual permits 
the selection of effective agents (e.g., drugs) for prophylactic or therapeutic treatments 
based on a consideration of the individual's genotype. Such pharmacogenomics can 
further be used to determine appropriate dosages and therapeutic regimens. 
Accordingly, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 
treatment of the individual. 
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Pharmacogenomics deals with clinically significant variations in the response to 
drugs due to altered drug disposition and abnormal action in affected persons. See, e.g., 
Under (1997) Clin. Chem. 43(2):254-266. In general, two types of pharmacogenetic 
conditions can be differentiated. Genetic conditions transmitted as a single factor 
5 altering the way drugs act on the body are referred to as "altered drug action." Genetic 
conditions transmitted as single factors altering the way the body acts on drugs are 
referred to as "altered drug metabolism". These pharmacogenetic conditions can occur 
either as rare defects or as polymorphisms. For example, glucose-6-phosphate 
dehydrogenase (G6PD) deficiency is a common inherited enzymopathy in which the 

10 main clinical complication is hemolysis after ingestion of oxidant drugs (anti-malarials, 
sulfonamides, analgesics, nitrofurans) and consumption of fava beans. 

As an illustrative embodiment, the activity of drug metabolizing enzymes is a 
major determinant of both the intensity and duration of drug action. The discovery of 
genetic polymorphisms of drug metabolizing enzymes (e.g., N-acetyltransferase 2 (NAT 

15 2) and cytochrome P4 50 enzymes CYP2D6 and CYP2C19) has provided an explanation 
as to why some patients do not obtain the expected drug effects or show exaggerated 
drug response and serious toxicity after taking the standard and safe dose of a drug. 
These polymorphisms are expressed in two phenotypes in the population, the extensive 
metabolizer (EM) and poor metabolizer (PM). The prevalence of PM is different among 

20 different populations. For example, the gene coding for CYP2D6 is highly polymorphic 
and several mutations have been identified in PM, which all lead to the absence of 
functional CYP2D6. Poor metabolizers of CYP2D6 and CYP2C19 quite frequently 
experience exaggerated drug response and side effects when they receive standard 
doses. If a metabolite is the active therapeutic moiety, a PM will show no therapeutic 

25 response, as demonstrated for the analgesic effect of codeine mediated by its C YP2D6- 
formed metabolite morphine. The other extreme are the so called ultra-rapid 
metabolizers who do not respond to standard doses. Recently, the molecular basis of 
ultra-rapid metabolism has been identified to be due to CYP2D6 gene amplification. 

Thus, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 

treatment of the individual. In addition, pharmacogenetic studies can be used to apply 
genotyping of polymorphic alleles encoding drug-metabolizing enzymes to the 
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identification of an individual's drug responsiveness phenotype. This knowledge, when 
applied to dosing or drug selection, can avoid adverse reactions or therapeutic failure 
and thus enhance therapeutic or prophylactic efficiency when treating a subject with a 
modulator of expression of a marker of the invention. 
5 This invention also provides a process for preparing a database comprising at 

least one of the markers set forth in Tables 1-4. For example, the polynucleotide 
sequences are stored in a digital storage medium such that a data processing system for 
standardized representation of the genes that identify a cervical cancer cell is compiled. 
The data processing system is useful to analyze gene expression between two cells by 

10 first selecting a cell suspected of being of a neoplastic phenotype or genotype and then 
isolating polynucleotides from the cell. The isolated polynucleotides are sequenced. 
The sequences from the sample are compared with the sequence(s) present in the 
database using homology search techniques. Greater than 90%, more preferably greater 
than 95% and more preferably, greater than or equal to 97% sequence identity between 

1 5 the test sequence and the polynucleotides of the present invention is a positive indication 
that the polynucleotide has been isolated from a cervical cancer cell as defined above. 

In an alternative embodiment, the polynucleotides of this invention are 
sequenced and the information regarding sequence and in some embodiments, relative 
expression, is stored in any functionally relevant program, e.g., in Compare Report using 

20 the SAGE software (available though Dr. Ken Kinzler at John Hopkins University). The 
Compare Report provides a tabulation of the polynucleotide sequences and their 
abundance for the samples normalized to a defined number of polynucleotides per 
library (say 25,000). This is then imported into MS-ACCESS either directly or via 
copying the data into an Excel spreadsheet first and then from there into MS-ACCESS 

25 for additional manipulations. Other programs such as SYBASE or Oracle that permit 
the comparison of polynucleotide numbers could be used as alternatives to MS- 
ACCESS. Enhancements to the software can be designed to incorporate these additional 
functions. These functions consist in standard Boolean, algebraic, and text search 
operations, applied in various combinations to reduce a large input set of 

30 polynucleotides to a manageable subset of a polynucleotide of specifically defined 
interest. 
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One skilled in the art may create groups containing one or more project(s) by 
combining the counts of specific polynucleotides within a group (e.g., GroupNormal = 
Normal 1 + Normal2, GroupTumorl + TumorCellLine). Additional characteristic values 
are also calculated for each tag in the group (e.g., average count, minimum count, 
5 maximum count). One skilled in the art may calculate individual tag count ratios 

between groups, for example the ratio of the average GroupNormal count to the average 
GroupTumor count for each polynucleotide. A statistical measure of the significance of 
observed differences in tag counts between groups may be calculated. 

10 C. Monitoring Clinical Trials 

Monitoring the influence of agents (e.g., drug compounds) on the level of 
expression of a marker of the invention can be applied not only in basic drug screening, 
but also in clinical trials. For example, the effectiveness of an agent to affect marker 
expression can be monitored in clinical trials of subjects receiving treatment for cervical 

15 cancer. In a preferred embodiment, the present invention provides a method for 

monitoring the effectiveness of treatment of a subject with an agent (e.g., an agonist, 
antagonist, peptidomimetic, protein, peptide, nucleic acid, small molecule, or other drug 
candidate) comprising the steps of (i) obtaining a pre-administration sample from a 
subject prior to administration of the agent; (ii) detecting the level of expression: of one 

20 or more selected markers of the invention in the pre-administration sample; (iii) 

obtaining one or more post-administration samples from the subject; (iv) detecting the 
level of expression of the marker(s) in the post-administration samples; (v) comparing 
the level of expression of the marker(s) in the pre-administration sample with the level 
of expression of the marker(s) in the post-administration sample or samples; and (vi) 

25 altering the administration of the agent to the subject accordingly. For example, 
increased administration of the agent can be desirable to increase expression of the 
marker(s) to higher levels than detected, i.e., to increase the effectiveness of the agent. 
Alternatively, decreased administration of the agent can be desirable to decrease 
expression of the marker(s) to lower levels than detected, i.e., to decrease the 

30 effectiveness of the agent. • 
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D. Surrogate Markers 

The markers of the invention may serve as surrogate markers for one or more 
disorders or disease states or for conditions leading up to disease states, and in 
particular, cervical cancer. As used herein, a "surrogate marker" is an objective 
5 biochemical marker which correlates with the absence or presence of a disease or 
disorder, or with the progression of a disease or disorder (e.g., with the presence or 
absence of a tumor). The presence or quantity of such markers is independent of the 
disease. Therefore, these markers may serve to indicate whether a particular course of 
treatment is effective in lessening a disease state or disorder. Surrogate markers are of 

1 0 particular use when the presence or extent of a disease state or disorder is difficult to 
assess through standard methodologies (e.g., early stage tumors), or when an assessment 
of disease progression is desired before a potentially dangerous clinical endpoint is 
reached (e.g., an assessment of cardiovascular disease may be made using cholesterol 
levels as a surrogate marker, and an analysis of HIV infection may be made using HIV 

1 5 RNA levels as a surrogate marker, well in advance of the undesirable clinical outcomes 
of myocardial infarction or fully-developed AIDS). Examples of the use of surrogate 
markers in the art include: Koomen et al. (2000) J. Mass. Spectrom. 35: 258-264; and 
James (1 994) AIDS Treatment News Archive 209. 

The markers of the invention are also useful as pharmacodynamic markers. As 

20 used herein, a "pharmacodynamic marker" is an objective biochemical marker which 
correlates specifically with drug effects. The presence or quantity of a 
pharmacodynamic marker is not related to the disease state or disorder for which the 
drug is being administered; therefore, the presence or quantity of the marker is 
indicative of the presence or activity of the drug in a subject. For example, a 

25 pharmacodynamic marker may be indicative of the concentration of the drug in a 

biological tissue, in that the marker is either expressed or transcribed or not expressed or 
transcribed in that tissue in relationship to the level of the drug. In this fashion, the 
distribution or uptake of the drug may be monitored by the pharmacodynamic marker. 
Similarly, the presence or quantity of the pharmacodynamic marker may be related to 

30 the presence or quantity of the metabolic product of a drug, such that the presence or 
quantity of the marker is indicative of the relative breakdown rate of the drug in vivo. 
Pharmacodynamic markers are of particular use in increasing the sensitivity of detection 
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of drug effects, particularly when the drug is administered in low doses. Since even a 
small amount of a drug may be sufficient to activate multiple rounds of marker 
transcription or expression, the amplified marker may be in a quantity which is more 
readily detectable than the drug itself. Also, the marker may be more easily detected 
5 due to the nature of the marker itself; for example, using the methods described herein, 
antibodies may be employed in an immune-based detection system for a protein marker, 
or marker-specific radiolabeled probes may be used to detect a mRNA marker. 
Furthermore, the use of a pharmacodynamic marker may offer mechanism-based 
prediction of risk due to drug treatment beyond the range of possible direct 

10 observations. Examples of the use of pharmacodynamic markers in the art include: 
Matsuda et al US 6,033,862; Hattis et al. (1991) Env. Health Perspect. 90: 229-238; 
Schentag (1999) Am. J. Health-Syst. Pharm. 56 Suppl. 3: S21-S24; and Nicolau (1999) 
Am, J. Health-Syst Pharm, 56 Suppl. 3: S16-S20. 

The markers of the invention are also useful as pharmacogenomic markers. As 

15 used herein, a "pharmacogenomic marker" is an objective biochemical marker which 
correlates with a specific clinical drug response or susceptibility in a subject (see, e.g., • 
McLeod et al. (1999) Eur. J. Cancer 35(12): 1650-1652). The presence or quantity of 
the pharmacogenomic marker is related to the predicted response of the subject to a 
specific drug or class of drugs prior to administration of the drug. By assessing the 

20 presence or quantity of one or more pharmacogenomic markers in a subject, a drug 

therapy which is most appropriate for the subject, or which is predicted to have a greater 
degree of success, may be selected. For example, based on the presence or quantity of 
RNA or protein for specific tumor markers in a subject, a drug or course of treatment 
may be selected that is optimized for the treatment of the specific tumor likely to be 

25 present in the subject. Similarly, the presence or absence of a specific sequence 
mutation in marker DNA may correlate with drug response. The use of 
pharmacogenomic markers therefore permits the application of the most appropriate 
treatment for each subject without having to administer the therapy. 
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VII. Experimental Protocol 

A. Subtracted Libraries 
Subtracted libraries are generated using a PCR based method that allows the 
5 isolation of clones expressed at higher levels in one population of mRNA (tester) 

compared to another population (driver). Both tester and driver mRNA populations are 
converted into cDNA by reverse transcription, and then PCR amplified using the 
SMART PCR kit from Clontech. Tester and driver cDNAs are then hybridized using 
the PCR-Select cDNA subtraction kit from Clontech. This technique results in both 

1 0 subtraction and normalization, which is an equalization of copy number of low- 
abundance and high-abundance sequences. After generation of the subtractive libraries, 
a group of 96 or more clones from each library is tested to confirm differential 
expression by reverse Southern hybridization. 

SEQ ID NOS: 1-705 were identified through the above-described subtractive 

1 5 library hybridization technique, wherein the "tester" source for the subtracted libraries 
was comprised of cDNA generated from four independent stage IB cervical tumors. 
The "driver" source for the subtracted libraries was comprised of cDNA generated from 
at least three independent samples of normal ectocervix that were manually dissected to 
isolate the epithelial component of the tissue. In some cases, the driver also included 

20 cDNA generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in 
activated and resting states. 

SEQ ID NOS: 706-1428 were also identified through the above-described 
subtractive library hybridization technique, wherein the "tester" source for the 
subtracted libraries was comprised of cDNA generated from four independent CINIII 

25 cervical samples. The "driver" source for the subtracted library was comprised of 
cDNA generated from six independent normal ectocervix samples that were manually 
dissected to isolate the epithelial components. The "driver" source also includes cDNA 
generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in activated 
and resting states. 



30 



WO 01/42467 PCT/US00/33312 

-93- 

B. Proteomics 

Proteins that are secreted by normal and transformed cells in culture are analyzed 
to identify those proteins that are likely to be secreted by cancerous cells into body 
fluids. Supernatants are isolated and MWT-CO filters are used to simplify the mixture 
5 of proteins. The proteins are then digested with trypsin. The tryptic peptides are loaded 
onto a microcapillary HPLC column where they are separated, and eluted directly into 
an ion trap mass spectrometer, through a custom-made electrospray ionization source. 
Throughout the gradient, sequence data is acquired through fragmentation of the four 
most intense ions (peptides) that elute off the column, while dynamically excluding 
10 those that have already been fragmented. In this way, approximately 2000 scans worth 
of sequence data are obtained, corresponding to approximately 50 to 200 different 
proteins in the sample. These data are searched against databases using correlation 
analysis tools, such as MS-Tag, to identify the proteins in the supernatants. 

15 VIII . Summary Of The Data Provided In The Tables 

Table 1 shows 1428 novel nucleotide sequences identified through subtracted 
library experiments. These 1428 novel sequences were determined to be novel through 
various BLAST searches of available databases. The sequences of Table 1 were 
reinterpreted and those sequences are set forth in Tables 2 and 3. Table 4 sets forth 
20 additional sequence (e.g., full-length sequences) for the sequences of Tables 1-3. 

The contents of all references, patents, published patent applications, and 
databases cited throughout this application are hereby incorporated by reference. 

Other Embodiments 

25 Those skilled in the art will recognize, or be able to ascertain using no more than 

routine experimentation, many equivalents to the specific embodiments of the invention 
described herein. Such equivalents are intended to be encompassed by the following 
claims. 
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Claims 

1 . An isolated nucleic acid molecule selected from the group consisting of: 

a) a nucleic acid molecule comprising a nucleotide sequence which 
5 is at least 90% homologous to a nucleotide sequence of Tables 1-4, or a 

complement thereof; 

b) a nucleic acid molecule comprising a fragment of a nucleic acid 
comprising the nucleotide sequence of Tables 1-4, or a complement thereof; and 

c) a nucleic acid molecule comprising the nucleotide sequence of 
Tables 1-4, or a complement thereof. 

2. A vector which contains the nucleic acid molecule of claim 1 . 

3. A host cell which contains the nucleic acid molecule of claim 1 . 

4. An isolated polypeptide which is encoded by a nucleic acid molecule 
comprising a nucleotide sequence which is at least 90% homologous to a nucleic 
acid comprising a nucleotide sequence of Tables 1-4. 

5. An antibody which selectively binds to a polypeptide of claim 4. 

6. A method for producing a polypeptide comprising culturing the host cell 
of claim 3 under conditions in which the nucleic acid molecule is expressed. 

7. A method for detecting the presence of a polypeptide of claim 4 in a 
sample comprising: 

a) contacting the sample with a compound which selectively binds to the 
polypeptide; and 

b) determining whether the compound binds to the polypeptide in the 
sample to thereby detect the presence of a polypeptide of claim 4 in the sample. 
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8. A kit comprising a compound which selectively binds to the polypeptide 
of claim 4. 

5 9. A method for detecting the presence of a nucleic acid molecule of claim 1 

in a sample comprising: 

a) contacting the sample with a nucleic acid probe or primer which 
selectively hybridizes to the nucleic acid molecule; and 

b) determining whether the nucleic acid probe or primer binds to a nucleic 
10 acid molecule in the sample to thereby detect the presence of a nucleic acid molecule of 

claim 1 in the sample. 

10. The method of claim 9, wherein the sample comprises mRNA molecules 
and is contacted with a nucleic acid probe. 

15 

1 1 . The method of claim 9, wherein the sample is isolated from cervical 

tissue. 

12. The method of claim 9, wherein the sample is a tumor sample. 

20 

13. A kit comprising a compound which selectively hybridizes to a nucleic 
acid molecule of claim 1 . 

14. A method of assessing whether a patient is afflicted with cervical cancer 
25 or has a pre-malignant condition, the method comprising comparing: 

a) the level of expression of a marker in a patient sample, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 

cancer sample, 

30 wherein a significant difference between the level of expression of the 

marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer or has a pre-malignant condition. 
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The method of claim 14, wherein the patient has CIN. 



16. The method of claim 14, wherein the patient has SIL. 

5 1 7. The method of claim 14, wherein the marker corresponds to a secreted 

protein. 

1 8. The method of claim 14, wherein the marker corresponds to a transcribed 
polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

10 

1 9. The method of claim 14, wherein the sample comprises cells obtained 
from the patient. 

20. The method of claim 19, wherein the sample is a cervical smear. 

15 

21 . The method of claim 19, wherein the cells are in a fluid selected from the 
group consisting of a fluid collected by peritoneal rinsing, a fluid collected by uterine 
rinsing, a uterine fluid, a uterine exudate, a pleural fluid, a cystic fluid, and an cervical 
exudate. 

20 

22. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a protein 
corresponding to the marker. 

25 23. The method of claim 1 7, wherein the presence of the protein is detected 

using a reagent which specifically binds with the protein. 

24. The method of claim 23, wherein the reagent is selected from the group 
consisting of an antibody, an antibody derivative, and an antibody fragment. 

30 
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25. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide or portion thereof, wherein the transcribed polynucleotide comprises the 
marker. 

5 

26. The method of claim 25, wherein the transcribed polynucleotide is an 
mRNA. 

27. The method of claim 25, wherein the transcribed polynucleotide is a 

10 cDNA. 

28. The method of claim 25, wherein the step of detecting further comprises 
amplifying the transcribed polynucleotide. 

15 29. The method of claim 14, wherein the level of expression of the marker in 

the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide which anneals with the marker or anneals with a portion of a 
polynucleotide wherein the polynucleotide comprises the marker, under stringent 
hybridization conditions. 

20 

30. The method of claim 14, wherein the level of expression of the marker in 
the sample differs from the normal level of expression of the marker in a patient not /. 
afflicted with cervical cancer by a factor of at least about 2. 

25 31. The method of claim 14, wherein the level of expression of the marker in 

the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 5. 
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32. The method of claim 14, comprising comparing: 

a) the level of expression in the sample of each of a plurality of markers 
■ independently selected from the markers listed in Tables 1 -4, and 

b) the normal level of expression of each of the plurality of markers in 
5 samples of the same type obtained from control humans not afflicted with cervical 

cancer, 

wherein the level of expression of more than one of the markers is 
significantly altered, relative to the corresponding normal levels of expression of the 
markers, is an indication that the patient is afflicted with cervical cancer or a pre- 
1 0 malignant condition. 



33. The method of claim 32, wherein the level of expression of each of the 
markers is significantly altered, relative to the corresponding normal levels of 
expression of the markers, is an indication that the patient is afflicted with cervical 

1 5 cancer. 

34. The method of claim 32, wherein the plurality comprises at least three of 
the markers. 



20 35. The method of claim 32, wherein the plurality comprises at least five of 

the markers. 

36. A method for monitoring the progression of cervical cancer or a pre- 
malignant condition in a patient, the method comprising: 
25 a) detecting in a patient sample at a first point in time, the expression of a 

marker, wherein the marker is selected from the group consisting of the markers listed in 
Tables 1-4; 

b) repeating step a) at a subsequent point in time; and 

c) comparing the level of expression detected in steps a) and b), and 

30 therefrom monitoring the progression of cervical cancer or a pre-malignant condition in 
the patient. 
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The method of claim 36, wherein the marker corresponds to a secreted 



38. The method of claim 36, wherein marker corresponds to a transcribed 
5 polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

39. The method of claim 36, wherein the sample comprises cells obtained 
from the patient. 

10 40. The method of claim 39, wherein the patient sample is a cervical smear. 

41. The method of claim 39, wherein between the first point in time and the 
subsequent point in time, the patient has undergone surgery to remove a tumor. 

15 42. A method of assessing the efficacy of a test compound for inhibiting 

cervical cancer in a patient, the method comprising comparing: 

a) expression of a marker in a first sample obtained from the patient and 
exposed to the test compound, wherein the marker is selected from the group consisting 
of the markers listed in Tables 1-4, and 
20 b) expression of the marker in a second sample obtained from the 

patient, wherein the sample is not exposed to the test compound, 

wherein a significantly lower level of expression of the marker in the first 
sample, relative to the second sample, is an indication that the test compound is 
efficacious for inhibiting cervical cancer in the patient. 

25 

43. The method of claim 42, wherein the first and second samples are 
portions of a single sample obtained from the patient. 

44. The method of claim 42, wherein the first and second samples are 
30 portions of pooled samples obtained from the patient. 
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45. A method of assessing the efficacy of a therapy for inhibiting cervical 
cancer in a patient, the method comprising comparing: 

a) expression of a marker in the first sample obtained from the patient 
prior to providing at least a portion of the therapy to the patient, wherein the marker is 

5 selected from the group consisting of the markers listed in Tables 1 -4, and 

b) expression of the marker in a second sample obtained from the patient 
following provision of the portion of the therapy, 

wherein a significantly lower level of expression of the marker in the 
second sample, relative to the first sample, is an indication that the therapy is efficacious 
10 for inhibiting cervical cancer in the patient. 

46. A method of selecting a composition for inhibiting cervical cancer in a 
patient, the method comprising: 

a) obtaining a sample comprising cancer cells from the patient; 

1 5 b) separately exposing aliquots of the sample in the presence of a 

plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

d) selecting one of the test compositions which induces a lower level of 
20 expression of the marker in the aliquot containing that test composition, relative to other 

test compositions. 

47. A method of inhibiting cervical cancer in a patient, the method 
comprising: 

25 a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

30 d) administering to the patient at least one of the test compositions which 

induces a lower level of expression of the marker in the aliquot containing that test 
composition, relative to other test compositions. 
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48. A kit for assessing whether a patient is afflicted with cervical cancer or a 
pre-malignant condition, the kit comprising reagents for assessing expression of a 
marker selected from the group consisting of the markers listed in Tables 1-4. 

5 49. A kit for assessing the presence of cervical cancer cells or pre-malignant 

cervical cells or lesions, the kit comprising a nucleic acid probe wherein the probe 
specifically binds with a transcribed polynucleotide corresponding to a marker selected 
from the group consisting of the markers listed in Tables 1-4. 

10 50. A kit for assessing the suitability of each of a plurality of compounds for 

inhibiting cervical cancer in a patient, the kit comprising: 

a) the plurality of compounds; and 

b) a reagent for assessing expression of a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

15 

51. A method of making an isolated hybridoma which produces an antibody 
useful for assessing whether a patient is afflicted with cervical cancer or a pre-malignant 
condition, the method comprising: 

isolating a protein or protein fragment corresponding to a marker selected 
20 from the group consisting of the markers listed in Tables 1 -4; 

immunizing a mammal using the isolated protein or protein fragment; 
isolating splenocytes from the immunized mammal; 
fusing the isolated splenocytes with an immortalized cell line to form 
hybridomas; and 

25 screening individual hybridomas for production of an antibody which 

specifically binds with the protein or protein fragment to isolate the hybridoma. 

52. An antibody produced by a hybridoma made by the method of claim 5 1 . 
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53. A kit for assessing the presence of human cervical cancer cells or pre- 
malignant cervical cells or lesions, the kit comprising an antibody, wherein the antibody 
specifically binds with a protein corresponding to a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

5 

54. A method of assessing the cervical cell carcinogenic potential of a test 
compound, the method comprising: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
10 b) comparing expression of a marker in each of the aliquots, wherein the 

marker is selected from the group consisting of the markers listed in Tables 1-4, 

wherein a significantly enhanced level of expression of the marker in the 
aliquot maintained in the presence of the test compound, relative to the aliquot 
maintained in the absence of the test compound, is an indication that the test compound 
1 5 possesses human cervical cell carcinogenic potential. 

55. A kit for assessing the cervical cell carcinogenic potential of a test 
compound, the kit comprising cervical cells and a reagent for assessing expression of a 
marker, wherein the marker is selected from the group consisting of the markers listed in 

20 Tables 1-4. 



56. A method of treating a patient afflicted with cervical cancer, the method 
comprising providing to the patient an antisense oligonucleotide complementary to a 
polynucleotide corresponding to a marker selected from the markers listed in Tables 1-4. 

25 

57. A method of inhibiting cervical cancer in a patient at risk for developing 
cervical cancer, the method comprising inhibiting expression of a gene corresponding to 
a marker selected from the markers listed in Tables 1-4. 
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Table 1 



Sequence 1 

GCCGAGGTAC I I I I I I I I I I I I I I 1 1 I I I I I G GACATACTGAGAGAATTTGGAATTATAT 

GTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATGAAAANTTAAATATTTAG 

T 

TTGGGATTTGAGACTTCGATCTAGGCCTCTGNATTTCTTTCTAGI I I I 1 1 CCCTACCAT 
T 

CTTTAATCGGAGTATCCAAGCCCAATCACCCTGTANCCTATGTCCTAAAGCATCTTGAAT 

TGNTTGNTTCANGTTTTTNCTTCATGNAGGAGTGTCTTTTGCNCACNCCTCTTAAGCC 

TA 

TCTGGATCCCCACTTCANNCCTCTGAAGGGTTCTGTTAAAANTTCTAACCCTATCTNT 
AT 

NGAATTTGTCCCC 
Sequence 2 

GCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 

CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCT 

TTTGAGGTCCCACGAGAATATATMGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 

GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAG 

CATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGG 

AATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 3 

CGGAGAGGAGTCCTTACTTAGAGTNAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTA 

TGTTGTGAMTTTAGGCTGTGTTTTAATAATACTGATGATGATANGATGAAATAGTAAT 

T 

TATTGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTCGGAATC 
T 

CATTTGATCCTCATAG I I I I I ATTGGTGTATTATTATCCTCATTTTACAGATACAGAAAC 

TGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGA 

GGACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAA 

TATTAATAAGTTACTCAGATAATCTATTGGAATTTTCTTCATGGCAGGGGGAAGAGGCTA 

GAGTTG 

G 

Sequence 4 

TACTCAGTTTCCTTATCTATAACATGGGGATAATATTANGTATGCtACATCCGTTGTTA 
T 

gaggatcaatatctgtaaagctcttagaacatgcatttttcttntactaaatgggnaagg 

tctggcnggcgcggtggctcacacctggtaatcccagcactgtggaaggctgaggngggg 

gcagttggggagcgaggggttgtactactncaatgtmcttgctttctcagaaattnagg 

cnaaaagtcttactgaccatgtamggaaatccaacaattataaacagtctcntgccttt 

aaggagcttatagtctagttangaaaccagacttaaacatatgaaaagtttaaacattgg 

Sequence 5 

CTCTTTCATTGAAAGGAAATTANGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGA 
GGCTGGCTTNATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATTGC 
CTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAGTCAGCATGTC 
TC 

TAACCCAGAGCCAGGCTGTGC I I I I I I IGTACCT 
Sequence 6 

CGCGGTGGCGGCCGCCCGGGCAGGTACCTATGACCATCTTACATTAI I I I I ATGGGTGGG 

GGGCATTGGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTNNGAGTAACTG 

GTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCCACCTCACACGCTGGTTTG 

TGGGCGGAGGGGCAGGTTGGTGCCGTGGGGTGTCCGGGCACTGGCTGTGCATGCCTTCTT 

CCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCACCAGTGACCAATTCTCCCAGT 
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GT 

TTCTTTGGGACTCMTGCCTTGGGCTTGGCATTGGGTAAAGCCGACTGGCAAGTTTCATT 
CTGACCAAGCTCTATAGTAGTCCGGNGTGGACCTCTTGCCCTCCCTGCTCTGCGGAAAGC 
TTNCTCAGCCTTTGCTTCTTCACTTATTTACTATTTGCGGGGTCCTGGGGGTACCCTC 
GG 

NCGCTCTAGAACTAAGTGGGATCCCCCCCGGGCTGCAAGGAATTCGAATATCAAGCCTTA 

TCGAATCCGTCNAACCTTCGAAGGGGG 

Sequence 7 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 

ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 8 

AGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC 

CAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACC 

ATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAAC 

TCAGCGGAATTGTATCCGTACCTCGGCCGTTCTANACTAGGGGATCCCCCGGCC 

Sequence 9 

GGTGGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGGAGCTGTGGC 

AGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTG 

CACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGA 

AGTGCTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATGATGGCT 

GCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAGGCTGAGGGTGGGAAGA 

TTGCTTGGGGCCAGGAGTTTGAGACCAGTTTTGGGCAAATTGCAAGACCCTGTCTCTGCA 

AAAAAATATAAAATGTAGCTGAGTGTGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGA 

GAGGCTGAGATGGGAGGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATT 

GCACCACTGCACTCCAGCCTNGGTGACAGAACANGACCTGTCTNTAAAAANCATTAAATT 

AAATCAAAAAAAAAAAAAAAAAAAAAG 

Sequence 10 

GGTGGCGGCCGAACATCCTGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCAAA 

ATAAAATTTAGAAAMCAATTTTCTTATAAAATTTTCTGTTTGTATTTGGACTACATAAA 

CTGGCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAAC 

AAAAAGATCACAGCAATTAGGCCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACAT 

TCTTCACAAAGTAAATTACCGCCCTG I I I I I I ATTCTTAAGCACTAGGGTTAGGATTGT 

G 

ATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGAACATTTAGTTTATTTAT 
ACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATAACCCATGTGGACATGCT. 
AGGTCTTCCAAAA 
Sequence 11 

GGTGGGGCCGGGCCCGGACCCGGNCCAAGACCTACCCGCCGGNGNANTTGGCCTNGGGCC 

CTGGGGTTTCCTCCCNAGGGGAAGCCTTGTAGAATCCACCTNGGAAANCCTTGTNGGGTN 

CCGCTTGCCCCGTNGNATGGNTGGNGTAGGGGAAGGGCAAAGTACGCCTTCAAGAATAGG 

NAAAAAAGGGANGGGGGGGGGGNACCACTCAAGGCCTGGCAAAGGCCAAGTGGGACCAAG 

TGGCCCAAGGGGGCTTCTTGGAATGGTGGNTCTCTCACAAGCTTTGTAANAAAGGTGGTG 

GAAGAACCAAGCCTTGNCCCTTTTGTGGGTCGNGNGACCTTGGAATAAAGGGCCAAAAGG 
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AAGTTTTGGTTTCCCTTGGCCCCCN I I 1 1 I CCCTTNTTTGNTTGGAACCTTTTGGGAAA 
A 

GAAAACCCCCCTTGGGACC I I I I I IGGI I I I I I CCTTTGGCNAAAAAAGGGGGCCACCCC 

TTGGCCAMTTGGATGGTTCCTTGNATTGGTTTTTCCGGTCGCTTTANGGGGCCAATT 

NA 

NAANTTGGTTTGTAAAGGGGAAAG 
Sequence 12 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTGTTTTGTATTTTTAGTAG 
AGATGGGGTTTCACCGTGTTGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGT 
CCACCTCAGCCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTTT 
C I I I I I I I I I I I I AAACGAAAAAATG I 1 1 I I A ATTG ACAAATAAAAATGATGTATATTTA 
TGGTGI I I I I ICTCTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATATT 
TTAAMTCTTTCCATTAAAAAAATTTTGCTGATCATTCAACCTCTTCAAATTATTAAGAG 
ATACTTACTTTGTATGAAAAATTTTGTCGAGATGTATAATCCAI I I I I I I CTGGGAAG 
Sequence 13 

TTACTTAGGGCGAATTGCGNCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAC 

GATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAAGGAA 

AGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGG 

GAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAAA 

ACAGTAGAATCGTACCTGCCCG 

Sequence 14 

TGGCGGCCGAGGTACGGTATTCTCTTCAAACAAGAGCAAGCCCATGATGATGCCATTTGG 

TCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTA 

GATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTG 

GAGGGACATCAGCTGGGAGTGGTGTCTGTGGGACATCAGCCACACCCTGCCCATTGCTGC 

ATCCAGCTCTNTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGATAAA 

GTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTN 

TCTGGCCACAGGAACTCATGTCGGGAANGTGAACATTTTTGGTGTGGAAAGNGGGAAAAA 

GGAA 

Sequence 15 

GCCCCTGCCCGGCTGGTTATGTAACAAACAAAGTCTGTGTCTGTGTGGAGTGTTGCAGGA 

CGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGG 

TTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAAAGGGTC 

AGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAG 

TCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGTGATTGAAGGTGGAGATGTGATGGAA 

GAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGGCTTCTTCTGGATG 

GTTTTC AAGG AAATC C AAC A 

Sequence 16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCATGGGA 

CACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGG 

NNGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGG 

GGTGGAGGTGGTTGGATATGGGGAGTT 

Sequence 17 

TTCGCGGTGGCCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGGCA 

TTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACACGCAGGATTCAGA 

GAGCATNAATTGAAAAATACATATGATTGGCTGGGCGTGGAGGCTTATGGCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGTCTG 

ACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCGGGCGTGGTGGCAC 

ATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGAACC 
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Sequence 18 

TNCCGCGGTGGCGGCCGAGGTACGA7TCTACTGTTTTGTCTTCTAGGATCAACTCGGTCA 

TTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGA 

ACACTACCAAACCMCAGCAGTCAMTCAGGTCTTTCCTTCTTTAAGTCTGATACCATT 
A 

ACACAGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACA 

CCTGGTACCTGCCCG 

Sequence 19 

CCGCGGTGGCGGCCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I 1 1 I I I Al 1 1 I I I I I I I 

T 

I I I I 1 1 I I I I I I I NCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATT 
TC 

TACATTGATCCAGACAMCAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGTTTTTCTG 
TGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAGCACTGTGCTCTGNGGGA 
TTCTGGTCAGCCTGGCCCAGTGG I I I I I I I CCCCTGAACACNCCTGAAAGGGGAGCTCAT 
AATGACTGCTGTGCAGGTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGNGGCTGATCAA 
TGCCAGTTACCAATTNTNGGTNGCCCCATTTATACATGGNGGAAAAAAAGTACCT 
Sequence 20 

GAGGTACCCAATTTTTTTAAGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTCAGGGT 
G 

TCCATTAAAAGAGCATCTGCGAATTG I I I I I GCAGGGACTCCTAATCAGTCAGGAGAAGT 
AGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTCCT 
CTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAG 
CAGCAGGCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGI I I I I IGGT 
TAAAAATACAACTTAGGCCAACTGCAAGTGGCTCATGCCTGTAATTAATTCCAAC 
Sequence 21 

GTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCATTACCAC 

AGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTAC 

CAAACCAACAGCAGTCAMTCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACAGA 

TGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGTA 

CCTGCCCG 

Sequence 22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAGACGTT 

GATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAA 

GTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAAT 

TTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGG 

AAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGG 
C 

Sequence 23 

CGCGGTGGCGGCCGAGGTACANAGTAGAGAGAGTTCTGCAGGGATGAACGTGGGAGACGT 

TGATATGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACC 

AAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACA 

ATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAA 

GGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGC 

CCAGGTTGGGGT 

Sequence 24 

CCGCGGTGGCGGCCGAGGTACAAAAAAAGCACANGCCTGGCTCTGGGTTAGAGACATGCT 
GACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTAGTGAAAGGCAATGCGCT 
GTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGA 
CTCTGACGGGCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCAT 
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GGTACCTGCCCG 
Sequence 25 

CCGCGGNGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGT 

TTTGTAMCTGMCTTTGTTTTCAG7TCCGGCTCCAGCCATCCTGGGGTNGCTTGCCA 

AT 

AGATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCC 
C 

ACAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACAC 

Sequence 26 

GCGGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCT 

CCATCACACGCCCCAGAAAGGACAAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATT 

GACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAG 

TTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGG 

ATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCC 

GG 

ATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 27 

ACGCGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCT 

CTCCATCACACGCCCCANAAAGGACAGTAGCCAGCTTNTCTGGATGCTTTGCCAAGCAAT 

TGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCA 

GTTTGGTAGCA7TTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAG 

GATCATAGTTTCTTGGAACTCTCTGTAAGNCNCAAC7TGGTTATCGCCGGACATAATTGG 

ACCCGGTATTTCCGGCTCAGNCATCTTCACCTTTCATCTAAGGNTTGCATNTTCCGGGCC 

CGNTCTAAGAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAATTCCGATAATCAAAGGCT 

TAATCTGAATACCCGGTCGGACCCTTCGGAGGNGGGGGGGCCCCGGNTACCCCAAGCTTT 

TTTGGTTTCCCTT 

Sequence 28 

CGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCTACATCGT 

TGTTATGAGGATCAATATCTGTAAAGCTCTTAGMCATGCATTTTTCTTCTACTAAATTT 

TAAGGNCTGGCAGGCGCGGTGGCTCACACCTGGNATCCCAGCACTGTGGAAGGCTGAGGT 

GGGGGCAGTGGGGAGCGAGGGGNTGTTACTACTCCAATGTAACTGCTTTCTCAGAAATTA 

AGGCAAAAAGTCTTACTGACCATGTNAAGGAAATCCAACAATTATAAACAGTCTCTGCCT 

TTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTG 

GCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGAT 

CACCTGAGGTCANGAGTTCGAGACCAGCCTGACCAGCNTGGAGAAACCCCATCTN 

Sequence 29 

GCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCT 

ACATCGTTGTTATGAGGATCMTATCTGTAAAGCTCTTAGMCATGCATTTTTCTTCTA 

C 

TAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTC 

AGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGGAAATNCAACAATTATAAACAG 

TCTCT 

Sequence 30 

GGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTACGTAGCTACAT 

CGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGMCATGCATTTTTCTTCTACTAA 

A 

TTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTATCCCAGCACTGTGGAAGGCTGA 
GGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTCAGAAA 
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TTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCTG 

CCTrrAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACA 

TTGGCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAG 

GATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTTTA 

CTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCAGCTACTTGAGA 

GGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCGAGCGGCCGCCCGG 

Sequence 31 

CCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTA 
GCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCAI I I I I CTT 
C 

TACTAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGG 

AAGGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGITACTACTCCAATGTAACTGCTTT 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAAC 

AGTCTCTGCCTTTAAGGAGCTTTATAGTCTAGTTAAGAAA 

Sequence 32 

GCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATC 

ATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTC 
CT 

CTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTA 

ACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAA 

CCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAG 

GGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGT 

AGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCGA 

GCGTTTCTTTC 

Sequence 33 

CCGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAG 

TTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 

CT 

TTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 

AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAA 

AAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTG 

GCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCA 

AGTGGGAAGGGGGAGTGGGCTT 

Sequence 34 

GCGGCCGAGGTACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCCI I I I IGCCACTTGC 
AAATTCGGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGG 
GCTAATATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTTCCCCCACCCCCCA 
T 

CATTAAATCATTAAACATTCTATCGAAATAGGATGCCCTTCTGTGGAACTGCATATTTG 
G 

AAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCC 
A 

CAATACTTGCAGTCATATCAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGACCTAC 
CTACAAGGTTATATCAATCCATTGTCCAATTTGAGAGAI I I I I I CTGAATCCAGTTAAA 
A 

TAATTTTTGGCTACACCTGGGGACACTTCCCAGGACAACAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAAGGCCCGGCAAC 

Sequence 35 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 
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ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCMGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 36 

CATNTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTCCCCACTG 

CAATGTAGGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTNC 

ACCGGGGTGAACTTCTGCCTGAGCAAGNTGATGTTGGCTTCCGANNGTATTTGGGACACT 

TTCTTTCAATACATNTNTTATTTAAGCACTTTATTCTGTGNCTGCTGCCCTG 

G 

Sequence 37 

CCGCGGTGGCGGCCGCCCGGGCAGG T ACGCGGGGGCAACATGGCGGCCTTAGCAAGCTAT 

AGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAA 

GAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCG 

AGTAGCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAG 

CTGTTTTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACT 

GTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTG 

Sequence 38 

CCGCCGAGGTACTTAAG I I I I I CTTCAGTTACAGCTACCATGTGAAAATAATTCTCTGC 
T 

TATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACTTATCACACA 

GTCATCTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGAAATCA 

ACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACA 

CAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGG 

CCGGGCATGGTGGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATC 

ACTTGAGACCAGGAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTTTT 

.NAAAANTNAAAAANATNNGGTTCCTGCCCGGGCGGGCGCTTAGAACTAGTGGGATCCCCC 

GGGCTGCANGAATTTCGATATCA 

Sequence 39 

TCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGCCCT 

GAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGA 

ACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGT 

GGGGATGATCTTTCAAATTATCCACAACTTAATTATTTAATATTTTGATAGTCAATTACC 

TAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCA 

GCACTTTGGGAGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGC 

CTACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGTGGGCAC 

CTGTAATCCCAGCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAA 

Sequence 40 

GCCTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGTCCTCGGGG 
CCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTATGGGGATACATTCTCTTA 
GACATTTTGAAGTAATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGC 
A 

TAATCAMTCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATAGAAGCG 
A 

GAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGATGTAGCTGCCATTATAT 
TCATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGATATACAGCA . 
AAAGTCCGAGGCTCATGCATGGCCTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTG 
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TAGACATTGTGATTGTGCACATACTTNCCGGTGAGCATGGAGGACCGTGACGGGCAGCAC 

ATGGGGTGTAGTCACAAAGGCATTGATGAAGGTGGCCCCCCATGTT 

Sequence 41 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATAT 

GTATACATGAGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAACT 

TGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGAAAGAAAAACAG 

CATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGACAGCGAGAATTCTTAAAACAGC 

AATAAAAAGTATAAAGTCACTCTAAAGGAATCCCCGTTAGATTAACAACACATTTCTTAA 

GAGAAATCTAACAGGCCAGGAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGA 

AAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAACA 

TCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGCCTTACCAAAAA 

A 

Sequence 42 

NTTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 
CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 
TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 
T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 
CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 
TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 
T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 44 

GGCGGCCGCCCGGGCAGGTAC I II I I I I I I I I I I I 1 1 I I I II I I I I I CTACTCTGGAAG 
C 

TGAGGNGGAAGGATTGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCTATGATCACAAC 
ACTGCACTCAAGCCTGGGCAACAGAGCMGACCCTGACTGTAAAAAMTTTTTTTACATT 
AAI I I I I AAAAGTGAGG I I I I I ACCTGATGATTGNGTAGGTTTCTCCTAGCTCCAAAGT 

A 

TCCGGCTCCTACGACTCTAAATATMCCTTCAAGGAMGNGGAGCTGGTTTACTCTTTTC 
TGATAATATCAAGCCATTCCTGGCTGGGCGTGGNGGCTCATGCCTATAATCCCAGCACTT 
TGGGAGGCCCCGCGTACCT 
Sequence 45 

GGGNGGCTCCCACCGCGGTAGGCNGGCCGCCCGGGCCAGGTACGCGGGNAATTCAAGGAT 

GGGATTAAAGGATTTAAACCGTTTAGGACCCTAAAAGCATAAAAACCCCTTAGAAAGGAA 

AATCTTAGGGCAATACCCATTGGAGGGACCTTAGGGCCTTGGGACCAAAGGACTTTCATG 

GACTTAAAAACCACCCCAAAAGGCAATTGGGCAANCCAAAANGCCCCAAAATTAGGNCCA 

MTNGGGGATTCTTMCCTTAAMCTTTAMGGAGGCTTTNTTGGCCCCAGGCCAAAANG 

GAAAACTTTCCCCTTCNAGANGGNGGGACCCNGGGCCANCCCTTTCCNGGGAATNGGGGG 

GGGAAAAATTT 

Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCCCTCCAGCCTG 
AGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAAGATGTCAGTGCTATTTATAG 
TAATACAAAAATTTAATGTAA I I I I I GTCAAAATCTCAATGGTATATTTTTGCAGATTTT 
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TCAAATTATATATATATGATTTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCAT 

CTCACCATTACATAATACCAATCTCTCTGGGCCGGGCGCAGTGGCTCACGCCTGTAGTGT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAGACCATCCTGG 

CCAACAAGGTGAAACCCCATCTCTACTAAAAAT 

Sequence 47 

CTMCCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTCGGGGAAACCT 
TGTTCGTGCCAGCNTGCAATTTAATNGAATCGGGCCCAACNGCCGCCGGGGGGAGGAGGG 
CCGGGTTTTTGGCGGTATTGGGGGCGCCTTCTTTCCCGCTTTCCTTTCGCCTCACTT 
GAA 

CTTCGCCTNCCGCCTTCGGGGTCC 
Sequence 48 

CGCGGTGGCGGCCGCCCGGCCNAGGTACAAGNGACAATGCTGGATGCCAAGCAGNTCCCC 

CCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATAAACATCATGACTA 

CAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCA 

AGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 

TCGTTGGGCTCCCAGCAGTGCTTNCCTNCTCCACCCTGCACTTCATTTNGTTCTTTCC 

cc 

CCCNAACTTTT 
Sequence 49 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCAGTGCAACCCA 

AGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTATGACCTACACAGAGGA 

CAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCAGACATCAACTGGCA 

AGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACCTGCCCGGGCGGCC 

GGCTCTAGAACTAGTGGATCCCCGG 

Sequence 50 

GGCGGCCGGANGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCCGGACAATT 

ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTAC 

ATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAG 

TATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGG 

CAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAA 

TTTGGAATCTAACTCAGCGGAATTGTATCCCGTACC 
T 

Sequence 51 

NGGCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCGTG 

CCTTCCAGAACTGAACGCTAGGAGGAGCAGNCAGNGAGGACAGACGTCTATGCAGAAACA 

TGGNGAACCTCTGGAAATGACACACTCTCCGGGCNCAGGGGGCCATTCGTCCATCTTTGA 

GGTGGACTAATCATGGAGATTCTNGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGA 

GAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGC 

AGCAGGCATCCGCGTGGTTTTGTTGAAACTGGACI I I I I ATTGTGCTGAAAGCTGTTT 

GT 

TGTGATGATCTCATACTTTGNAGTTGNTCTATCTGCANCACTGACTTTC 
Sequence 52 

TCGTTNGAAGCCCCCCCGCGGTGGCGGCCGAGGACI I I I > I I 1 1 I I I I I I I I I I I IGG 

CA 

TTCTGAAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAACNG 

GG 

CACCCAACAGGCTCTTAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTT 
TACTAGTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGGACTC . 
C 

AATTGGATCTTGGGCCTCTAAGTATAGGGAAGATCATGTTTCTAAAAAGGTTCTTAGAGG 
GAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGCANAAGGTGCTAACAGGTGGNTTTNT 
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CTTTAGGATGAGCAGGTGG 
Sequence 53 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAG 

AGAGTTCCNNGAMCTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTG 

GATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTC 

CTTTCTGGGGCCGTGTGATGGAGAGGTTAGAAATTTGGAATCTAACTCAAGCCGGAAATT 

GTAATCACGTACCTCGGCCCGCTCTAAGAACTAGTGGGATCCCCCGGNGCTGCAGGGAAA 

TTCCGATATCAAGGCTTTATCGATACCGGTCNACCCTNGAGGGGGGGGCCCCCGGGTACC 

CCAANCI I I I IGG 

Sequence 54 

CCCCCCGCGGGGCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAG 
AGGGACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGATTTAGATG 
ATGCCATTCTAGAGMGTTTGCTTTCTCCAATGCTCTATGCCTTTCTGTAAAACTGGCA 
A 

TTTGGGAAGCATCACTGGATAAATTTTATTGAATCTATTCAAGNCAATTCCTGAGGCTT 
T 

AAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACT 

CTTTGCTCTAAGGCACCGTATAAACTTTGAAGTTCAGGACCTTCCTGATTACTCCTGA 

TT 

TCTTACTGGGGACAGGAGAAAACCNNGGGAAGGGACTTTACCGATAAAAACCGTGGTCAA 
ATTCCTTTAGCCATTTGGCCCCGAAAGANGTTAAGGGTCCAATGAAATTGAAA 
Sequence 55 

TAGCAGGAGCCCCAGGAGTCTGAGCGGNGGGACCCTCATGTCCATGCCTGTTGTCCCTGG 

ACNTGAAGACCTGAACTCCCCCCGCGTACTCTCGGCCCGNTTCTTAGGAACNTAGGTGGG 

ATTCCCCCGGGCCTGCTAGGGGAATTTCCGAATATTCAAAGGCTTAATTCGAATACCCCG 

GTCCGAACNCTTCGNAGGGGGGGGGGGGCCCCCGNNTTACCCCAAGC 

Sequence 56 

GCGGCCGAAGAGCACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTG 

GAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 57 

CAGGGAATGGGNGGNGGCTNCACCTGGGGANNCCTGAGGCCCGTGTTTGTGGAAGATGTA 
GATTCCTTCATGAAACAGNCTGGNAATGACGACTGCNGATACAGTATTAAAGAAGACTGG 
ATGAACAGTACCT 
Sequence 58 

CGGCCGCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTTC 
ACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCNCGTGTCAGNTCCAAAAATCCTA 
AGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTCT 
T 

GAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCAI 1 1 I I I I I I ICA 
A 

GAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATA 
I I I I I ATCCATTTCTTATGGTGGNNNNATTACATGTTTTAGATTTGAGGTCCCCCTCTC 
A 

GGAAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGGTAGAAAAATGAG 

TGGGAAATCAGTTTGGTCCACTATTTTCCCGAGTCTTTCTTGCACTTGCAAATACTTTC 

A 
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TCAAATATTTTACCAAAAATTCTCANGC NCCTGTTTACC AGGATGGTGGTATCAC NATC 
A 

GGGCTCAAACCAAAGNTTACAGGAAATTCTNTTGGNGGG I I I 1 1 I ATCCTGGGACN ATTC 
TAMTTTTAAAAAACCTAAAAAAGGTTATTTATTTCTTCNCNAATTTATTCANNTGNTTT 
TTTAAA 
Sequence 59 

CACGCGGGAMGATCAGTTGNTTTACCTTGGCATTCAAAGACTTTTCTTTGACTCCCATG 

GTTCTCAAAGCGTGATCCTGGTCCACCACCATCAGCATGGNNGGNGGGAACGTGTTAGCA 

CTGCAAATTCTCATTCCTCCCTAATTTTCTGAATCANAAATTACGGAGGTGGAGCCCAGC 

AATCTGTTTTAACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGGAGAACNCGC 

T 

GATCTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGTTAATTG 
A 

CCTTGTCCAGTCATACAGCTAGGGTCTGTTTTCTATTATTTATTTATTTATTTATTTTTA 

TTTTATTCACTTTACCCCCCAGGTATTCATAGNTTTCTTTCTAAATACTCCATATTTGGA 

CTTGACTTTTTACMGTTTGTAATTACCAAATAAAGTCTAAAGATGGGGAAAGGTTGTGG 

GAAMCTTTATAGAGAACATGAGATTTTGACTGAACCAGTNAACATTAAGTAGAGAGNAA 

AAAGAAAGGGGTGTTCTAAAGCAGTAGGGACCACAGTGAATAAAGGGAGAAGATAGGGAA 

GNTTTAAAAAAAA 

Sequence 60 

ACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACG 

AGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGNGATGGAGTCAATTGCTT 

GGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 61 

TCCACTCCCGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCTCT 

GTTCTGCCCTTTGGAACATCTNTTCGGTGTTCCTGTGGGATCTCTCTACTGCATTNTA 

CT 

TTATGTAATAATCTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGAT 

CTGGAGGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAG 

GCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCA 

GAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGC 

TGTCACTGGAAGGGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGT 

AAAGACTCGCCCTGGCTGACAGCTAGTAAGGAAATGGGAACCTCANTGCTGCAGCCTCAA 

AGAATTGACTTTAA 

Sequence 62 

TGGCGGCCGCCCGGGCAGGTACAATGATGGCTGTCAACTTCGTTTGTTTAAAAAAAGACA 
ATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACG 
TAGGCTCGGAGGATGGGTACCT 
Sequence 63 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGCTTTTCCAG 
TT 

CNGGGGAAACNCTGTTCGTTGCCCAGNCTGCATTTAATGGAAATCCGGCCAACGCCGCCG 

GNGGNAGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTCGGCCT 

TCAACTTGACTTCGGCTTGCNCCTTCGGGGTCNGTTTTCTGGCTTGCCGGGTCGAGNCCG 

GGNTATTCMNCCTTCAACTTCNAAAGGGGCCGGGGNAATTACCGGGTTTAATTCeCAAC 

CAGGAAATTNAAGGGGGGGAATAAACCGCCNAGGGAAAAAGGAAAACANTTGTrGGAAGC 

CAAAAAA 

Sequence 64 

GGGCGNTGGGCTGGAGGAGNGGAGCGGCNNCAGNAGGGGGGCGCCGGCCNCCCCAGCAGA 
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NGNCTCCAGCAGCAGNNGNANCTCTGAGGCTCCANCNCCCACAGCACCGAACAGNGGGNN 

CCAGCNNCCACCAGGGGACCCNGGANCCCGGGCGACGGCNGANCCAACNCNGAAGGAGNC 

NNAAACCTNNNCNNTTGAGCGGNGGNNCNCNCCCGCGACCCCGAGCAAAAGGAAGCCCAG 

CNGGAGGGGCGGNGGANNGACGCCCNCGGGGGGCACAAACAACCNNCNAAAGGAAGAANN 

NGCCACCCACCAANCCNNANCAANACAACAAANGAANCAANACAAACANAACCCAAAAAC 

GAGNAAAAAAAAAA 

Sequence 65 

ACC I 1 1 1 I 1 1 1 1 1 I I 1 1 1 1 1 1 I GGAGGAGATGGACAGTGTCAGTCTCCTGATANGGNGG 
T 

GATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTGCCCTG 
T 

CCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACCGAGCNGGTCATGACA 
CTTACTCACGTCATTCACCAN I 1 1 1 1 I IGNACCTGCCCG 
Sequence 66 

GCGGTGGCGGTNTCCCGGGCAGGCCACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCC 

ATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGCA 

CAGTGATGAACTGTAAACATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATG 

ACAATTTCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTNNTNTAGATACTAGTA 

T 

AAMTTCAGATCTTGACTGTTTTCTGGGGATAAAGCANGGCTTTACAATTTAGCAGTNTG 
NAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTA 
AAACATGAACTCAGGGTTTCCAAATTCCTAACAA 
Sequence 67 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 68 

GGATAAGAAATTACTGTGTCAAATTACCCACAAGTTNTTTGCCCATGTTCCAGACCTGTG 
GCTCTTAGTATCAGGCTTGNGATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 69 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCATTTCATCTTGCACCCGCAATAC 

CAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGA 

GGTAAATTACTTAGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAA 

AAAGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCCTCAGGTTT 

GTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTC 

AAATTAACTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTTCCA 

TCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGAT 

ATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTG 

CTAAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGAATGCTCCC 

TCTTNTATGCTAACTGCAGAGACAGAGTTGNCATCTAAATGTAATTCTTCCAGATAGG 

Sequence 70 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGGTTTCTCTG 

ATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAGCCACACAGTCCAGCAGAC 

CTATATAGTTTAAGGTTTCATGTTGAACAGCACTTTCAAGAGCTCGCACTCCACTGAC 

AT 

CTTTCAGAATATGCTGGACACTTTCAATGTMCCAGACTTGAGGAGATTTTCATCTCTC 
T 

CTTTTAAGGTTTCCTGGGGTGAAAGTATGCTTT"CCAAGGCTTCGTGGAACCGTTTCCC 
TT 
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GTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTTCCAGAATCATC 
C 

CGCTGTTTCCACCTCTCCAACAAAGAAAACCTGTTGTnTGGTCATGGTCTGCTGAAGGA 

CTCGGGTCACACTTGGTATCACATTCCTTTGCAAGGGGATTTTCAM 

Sequence 71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 72 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATATATCATTTATTCAAGAGGCAGA 

TTTTAAACGTTTTTGTAAAAAGCTAAATAACACCCAGAGTGACTCAAAAAATTTCTCAA 

C 

TTTGCCCAAGTGAATAGTAAGTCTAGAG I MM IGGGI I I I I I I I 1 1 GTGACAGAGTTT 
C 

TCTCTGCCGCCCAGGCTGGAGTGCAGTGGCGATCTTGGCTCACTGCAACCCCTGCCCG 
Sequence 73 

GGCGGTTNTGGGGGGCAACACCGANCCGCAGAGNCACACTNGCAACAAAAGGNACTTNTT 

TGGGGGGGGGAAAAACCCCGGCCCCNCCNGNCCAGCNGGACCATCNATTTNNTCCNCCNC 

CNCGGAGCNGCNCCCNAAAAAGCNCANAACAGNAGAGANCAGNNGNCNCNGGNNGCAAAN 

CNAACANANANNCANGCAANGGAGGNGNANCNCCATGCTTTTTNGNNGGGGGGGGNNGCG 

C NACGCNCCCN NGAAGAAAAAAACGCCNCAGN AACGGGGGGGGGGN AGGACCCAGCC NGG 

GCGGNCGCNCNAGAACCAAGNGGAACCCCCCGGGCCNGCAGGAAANCCGAAANCAAGNCN 

NANNGAAACCCGNNNAACCNAGANGGGGGGGGNCC 

Sequence 74 

CCGCGGTGGCGGCCGCCGGGCAGGTACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTA 

AGATCAGAGCATAGTAGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAGG 

GGAGGACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTCAACTCT 

ATGTAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTA 

AAAGTAAGACTNGGTGCTTCCTGATTATATATTCAACTGCCTGGAAGCATGCAAGTAAAA 

TTTCCTTGATGGCATTTCTAAGTTrCAAACATATTCTTNCTAACAAATGCATTTACAAAA 

AAATATTAGGGATTGNGGTTTTTTTGGTTNGGACTTTAAAAAAAAATTGTTTTNAAANC 

C 

ATAATTGGGGGCCCTACCCCAAAATGGATTCTTCTCCCCTACAGGTGGAGGGTTTCATTT 
TTTC 

Sequence 75 

GCGGCCGAGGTACGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCT 

GTGCACTGAGCNGGCATCAAACTATTAGTGGATGGCCTTGCGTCTCAATCTGCAGTAAAN 

AGGAAACTAATCTGAAAGGGAANGANAGGACTGTGTGNCTTTTTATTTTTTAAAATACGG 

AGTGTGCANTTTTACTGAATCTTGAATCATGCCC 

Sequence 76 

CTTGGCCCTTGGNTCGGGGGCCNTTTNCCCCCCCAAGGGATGGGGNCCCNTGGNGTANGT 

GTTNGNGGGCCCAAATANGAGCGGANAGGTTAAAANCNAAGTAACNAACGACCGTAATCG 

TTGTAGTTCCAAATGGGGAAATTGGGGTNTTTTCGGGNGGAACCTTAAGAAAGNGGCCTT 

CCAAAATTGGNGGTTNGGGGGGAAAGGAAAGGAATTCCCCCCTTGGCCAANAAAAAACNC 

CCACNCCAAACCCCCAAGGAAMCCGGTTGGGGNTTTTTTGGGCCCCNTNGGAAAGGGGC 

NTNGTTCATACCTTGGGNANGGMGGNAAAAAATGGAATTTTCTTGGGGGGGGGGCTTTG 

GTTCTTTTAATTGNAAAAAAANATTNAATTAACGGACCCATTTTTNCTTCNAACNAAATT 

AAAAGGCCCCCCACGTTNNTTCAATTCCATCCCCCAAI I M I I NTCCCCTNCCCCTTTT 

T 

TTANCCCCI M M M ICTAAAGNATTGGGCCAAAGNNTTNTCTTCCNTTTNTTTTNCCA 
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A 

CCNATTTTNAANGGGGGCCTTGGGGTTTTNGNGTTNTTCAANAANAACNI I I I I 1 1 I I 
GN 

GGGGTAAGTCCCNACCCGNGNTANCNTTGGGTNCAAGNTTTCNNTTTCTTTGGGGGGGGA 
AMGGCTTGGNGGTTTCCAANGTCCNTCCAATTNTCCTTGGGCCAAANGGGGGGCCTTTT 
NCCTTCCCCTTCCCCTTNCTTTGGTNNCTTTTT 
Sequence 77 

AAAAAGNGAATTCCANCNTGGGGGGNCTTGGNGAAAAAGCCTTCTTAAACCANGGGCCAA 

TTTGGCNCAGGCCCCTAAAGCCTTACCCTGGCCAAGTTTTTTGAAGAGCCAAAGGGGGGC 

CAAGNGGGTTCAACCTTTTMCCCCCTTGCTTGGTTCTTGGAAATTGGTCNTCCCCTTGG 

GGGGAACCAAAACAAGGGNAGGGGGCNTGGCCACCTTCAACTTGGGCCTTGGAGGTTCCA 

AGAACCAGGAAAAGGAAGGGGGAATCCATTCCGGGGACCTTGGGAAAAGNCCTCCTTGGG 

CCAAGGGGGTAATTGGGGCTTAGGCCCCNTGGGGTTTNACCCCCGGTTAAGTTGGAAGAA 

AAATTNGGGAAGNAAGGGGGGCCCCAACCCTTGGCCCCCAAGCCNTTAACCACCAAGGAA 

ATGG I I I I I I I CCCCCAAGGGGAACAAMCCAAAGGGGAAGGGGCTTTGGTTGTTTCCCC 

ACCTTTGGNACCAAGG I I I I I CAAGNACCAAGGGAAAAGGTTGGGGGAAAACCCCAACCT 

TGGGGGNACCCCCGGGGAAAAGNCCTTCNTTANNCCAAAGGNTGGGTTTTGGCCCCCCAA 

CCCCTTGGGGGCCTTAANCTTTANAANTTGGGAAGGCCCCTTTTTGGAAANAACCCCCAG 

GCCCGGAAAAAAACCCAAAATTTAAAAATTTCAAAAAAGGGAAAGGCCAAGNTTTTCNTT 

GGTNCCCNAANAAGGN 

Sequence 78 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCATTAGCCTGGN 

TTCCTGTGTGGAAATTGTTANTCNCGCCTCACAAATTTNCAACACCAACCATTACGGAAG 

GCCCGGGAAAGNCATTAAAAGTTGGTAAAAAGCCCTNGGGGGGTGCCTAAATGGAAGNTG 

GAGCCTAANCTTCAACATTTTAAATTTNGCGGTTTGCCGCCTTCACCTGGNACCCGGCTT 

TTXrCCAANTTCCGGGGGAAAACCCCTTGTTCCGGTNGCCCANCCTTGNCCATTTTAAAT 

GGAAAATCGGGCTCCAAACGNCCCCGGGGNGNAGAAGGGCCNGGTTTTTGGCCGGTTATT 

TTGGGGGCCNGCCNTTCTTTTNCCGGCNTT 

Sequence 79 

GAGGTACTTTGGGCCTCTCTGGGATAGAATGTTATTCACGCAGGCACACCAAACAAGAAG 

GGCAAGTTTCCAAGGATTTCAACCTGCTTCAATCAAGAATGGGGCGGGGGGGAAAGAATG 

AAAGAACCAGGAATGGGTGGCCAAGGCCCACCAGGTTTCGTTTTTNGANTCCTCCCACCC 

TTTGGGGTTCCCCTTCCCGGCCCCGAAAAGGTGGAACCCCGNATGGTCCCCTTTCCCATA 

ATTGGTTTTAACAGGGTAAAAATAACAACCTNGCAAGAAAATNCTTTCAAAGGGCCTCCC 

AAGNCCCTTGCNTTGGAATTGGGTTGGAAGAAGGTGGAAAAGGTTCTTGGTTCCCCCAAG 

NACCCCCACCTTGGCCCAACTTGGAAACCCCtTGGTCCTTGGCCGAATTGNTCCAAGGTN 

GGGGCCCCCNTTGGTTTTGGGGAATTGGTAATTCCAAGNAAGGAATTGNAAGNGGGAAGC 

CCCTTTGGGGGGNAANGCCCCTTGGGGCCCCAAGGGGTTTTTTCCTTGGGCNTTGGGGTT 

AACCCTTGGCCCCCCGGGGGCCCGGGGGCCCCGGNCTTTCTTAAGAAAACCCTAAGGTNG 

GGGGAATTCCCCCCCCCGGGGGCCTTTNGCNAGGGGNAANTTTTCNCAATTANTTCCAAA 

AGNCCTTTAATTCNGAATTNCCCCCGGTTTNGAACCCCTTTTGNANNGGGGGGGGGGGGC 

CCCCCGGGGTTNACCCCCAAAGNCNTTTTTTGGGGNTNCCCCCNTTTAAANTNGGAAGGG 

GGGTTTAA 

Sequence 80 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTACGGCCTCTCT 
Sequence 81 

GCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCACGGTGGGC 

ATGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACGGG 

TTCTGTTCGAGGCACTGTTGGGATTAGGAGCCGGAGGGGACCTACTTTTGCAGGAACCTA 
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GCATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCANGCAAGTGGCTCAGTAGTTG 

GCCAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAG 

CAGCAATTGGAGCTTNAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACTGCCC 

AAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGGAGAAAGCTG 

Sequence 82 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGG 
Sequence 83 

CGAGGACCTTGTTGCAGCTCTTTATTTCTTAAGTCCCCTCCCCCGAGGTAACACATTT 

CT 

GCTTTTTTAGCTGTTTCCTCTAGTGTAGGTTCACCTNGCTMTTTTTGATTCAATCACT 

T 

AACCACCGTTACATACTACAAMTATCACTATATTATGACCATGATTATATTTTNTTTTC 

TTTTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTC 

T 

TTTTAAAATTTTCTTAGTATTCTATGTAACTATCACCGATCTTTTCCCCACACACTTCAA 

GAGGCTTTTTTAAANATAATNTTTTACATAGGCCNTTGAGGCACANGATTAACCAAATCC 

CTNTTTT 
Sequence 84 

GTGGCGGCCGANGNACTNNGGCCTATNTGNGANANAAGGTATTNACCNNGNNCACAACAA 

ANGCATNNTCCATATTNNAACNGCTCATCATATGGNGNNAANATNNNGACAGANGGTGCA 

ANCACNNTNCACTNGATATACNCCTTGGTNCCTCCGGCCGCTCTAGAANCTNANTGGGAT 

CCCCCCCGGGGCCTGCAAGGGAAANTTTTCGAATAATCAAAAGCCTTTATTCGGAATAAC 

CCCGNTGCNGACCCCTTNCGAAGTGGGGGGGGGGCNCCCCGGGTAAACCCCCCAAGACCT 

NTTTATGGTTTTCNCCCTTTTTTAAAGATTGNAAGNGGGGTTNTAAAATNTAGGCCNG 

CC 

CGCCTTTTGGGNCNGNTTAAAATTNCAATNNGNGTTACAATTAAAGNCCTTGGGTTTT 

TT 

CCCCTTGGTTGGTTAGGAAAAAAATNTTNGATTTTAATTACCCNGGCCTTTNCNAACNAA 
AAATTTTTCTTCCACCAACCCAAAACCAAATNAAACCTNAANTCCCCCGNGGGGNAAGNC 
CNAATTAAAAAAANGATTTGGTTAAATAAGGCCNCTTGGGGGGGGGGTT 
Sequence 85 

CCGCGGTGGCGGCCGAGGTACTTATATTACATTATGCTCAAATGCAAACACTTATGCTAA 

ATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAA 

T 

TAATGTAGGTGCCGTGGGCAGGAAAGCTAACTTTANCTGAAAGCATCTNNAACGTGCTTA 

TnTTCATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAGGAANGGCTTGGCCAAA 

TATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACGCTGGCAT 

GCCATTCTNTCCTNAGGTTCTTGGCGTGCAGTGAGCGAGGCCNGGATGGCAGTCAAGGAT 

TCATTCCTTTG 

Sequence 86 

CCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAGGCCCAAC 
AGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTGACAGCTATCTCACCAGC 
TGACACTTTACCATATCTGGCAACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCAC 
C 

AGCTTTTACCAGGGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATT 

CACCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCT 

AGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAACTGGAGA 

GACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCACACAGCTGACGCTCATT 

ATTTTTTAAAATTTTAGAAGTCATTGGTGGTTAATGG 

Sequence 87 

CGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGAA 
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GAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACG 

GTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAAGGCCNGAAGAGGGACAGAT 

TCATCTTAGNGTTTGGGAAGTTGNGAGAACGAAGCNNTGACTCAACGTTGGTAGAAAACN 

CNNCATCCCNTACCTATAATAAATACCAGGAAATTACGCCTTGGGGTCGTNGGTTGGNTG 

ACATTGCCCTTATTAAATNCCCCAGCCTTACCTTTGTGAAAGGGCNCTTCCGGNCAGGGA 

AGAAATTNNACCTTTNTATACNCNCGGGGGAGGGGCATGAAGTGTTTTGTTGNGTTTGAA 

GCNCCAAAAAAAATTTGGCCGCCCATTTTGGNCAACNTCCCANGCNCCTNGGGGCCAANC 

AAAGAAGCCGAA 

Sequence 88 

GCCCANAAMCCGTAAAAAAGGCCGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTCCGCC 

CCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAAGAAGGGTTGGGCGG 

AAAACCCCCGACCAGGGAACNTATTAANAGAATACCCAAGGGCCGTTTTTCCCCCCCTGG 

GAAAGGCTTCCCCTCCGTGGCGCCTCTTCCTTGTTTTCCCCGAACCCCNTGGCCGCCTTT 

NACCCGGGNATTAACCCTTGTTCCCGCCCC I I I I I I CTTCCCCCNTTNCCGGGGGGA 

AA 

Sequence 89 

CGGGCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGA 
TCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCT 
TAAGTCGATCCAACATCTGCAGNTGCTGGTTTTCCCCATTCTCCAGTTCACGTGTTAA 
AT 

TCTCTACTTGTGATGCCAAATGTGCTTTCTNCTTGTCTTTTCTTTCCATGCACCGTTTN 
A 

CTTCCTTTAACT 
Sequence 90 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAG 

GAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTA 

TCTGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

A 

AAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACA 

CAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTT 

G 

CTGACATTNCCAGCAGCTGNATATTTAATTCACAGTTAGGGGCTGGACAAACTACAGCCN 
TTGATCAGAATGGAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCAC 
AAAATTTTCATTTATTCAGT 
Sequence 91 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAGGA 

AAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 

TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAA 

A 

AGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACA 

AGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGC 

T 

GACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATT 
GATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTG 
Sequence 92 

CCCCANGAGGNCACCAAGCATCCCANCAGCCTTNNTCCGGGNGGTGNAAANCCCANGGCC 

GCCAGGCAANGGCACANCAAAANCCGGGCTGCGNCNNGAGCACNGGGCANCCCGAGAAAA 

CAAGGNCNCAACNACNGACNGGCNAAGAAGGGGCCNGCCCCNGGCCAACNNCACCANACA 

GNNNAGAGCAATCTTTTTTNGGGGGNGGAGCACCGGGACCACCACCCNGACAACAAAGGA 

CCCCGGCCGGGGGN 

Sequence 93 
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CCCGCGGNGGCGGANATTGGGGGNGAAACCTNANANCANGGAANCTTTGCTTTNNGNCCA 
GATTANATTGGGGGGNCTTAAANCCCCAGCGGCNNNNGACAGNTAATACACCTCACGTTT 
TTNGNAACTGGGGGGGGCAGNACCN 
Sequence 94 

TTTCCCGGGCAGGNACAGCTCCATGAGGTCACCAAGCATCCCATCACCCNTTNCCGGCAG 

TTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTTGAGCACT 

GTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGATGGGGCCTGCCCTTGGC 

CAACTTCACCATACAGTTTAGAGCAATCTTTAAAGTGGNCTGAGCACCTGGACTATCATC 

TTGACTACAAAGTACCT 

Sequence 95 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTATGATAACATTGCAGTCAAACATA 

TCTTGTGACAGGACAG I I I I I IGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTT 

TAGGAACTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAACATGAGATGA 

GGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAATACTGTGTGTAACCTTTTGCA 

TATTTTCAGAAAAGAAACCAGTAAGGTGGGTTCAGTTGTGGGCTCATCCTGACTTAGAAA 

ATTTTAAATAATTTAGCCCATTGAAATGTTGATAATATAAGGCATGCATGAATAATAATT 

TTTGCTTCTT 

Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACCCCACAAAA 
TGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
Sequence 97 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGCGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCGAGAATTGGGCT 

Sequence 98 

GCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAGGACTTG 
GGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTTTT 

T 

ATTCTCTGGCATTTCTCCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTCTTTT 

CTTCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTC 

T 

TACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCGATCTAGATATTTGTG 
A 

TGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCACACTTTCAA 
CT 

GTCCACTAGATAGCCTCACTTGGATGCTCTGCAGGCCTAAATAACCTTTGCGGACAGATT 
AACAGGGAAAAAATATTAATAGGAAAAAATATAGATTTTTATCTGATGGTAAT 
Sequence 99 

TGCGTTGCGCTCACTTGCCCGCTTTCCAGTCGGGGAAACCTNGTCGTGGCCCAGCCTGCA 

TTANATTGAAATCGGCCAAACCGCCGCCGGNGGAAGAGGGCCGGTTTTGCGGTAATTGGG 

GCGCCTCTTTCCGCTTTCCTTCGCTTCACTGGACTCCGCCTTGCGGCTTCGGGTNCNGTT 

TCCGGNCTTGGCCNGGCCGAAGGCCGGGTTANTTCAGGCCTCCACNTCAAAAAGGGCGGG 

GTAAATNAACCGGGTTAATCCCACCANGAAATTCAGGGGGGGAATNAACCGCCAGGGAAA 

AANGAACCATTGTTTGAAGCCAAAAAAGNCCCANCCAAAAA 

Sequence 100 

GAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I AA 
ATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGATTTA 
TCCATTGAATTATTG I I I I I A AAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAAT 
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TTCMGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGNGTCT 

CAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGC 

A 

GCTTAGTTGAAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGNGGGGGCT 
TCCCCAATGGCATGNGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCA 
TNTGTGCCACTGGGAGTTGGGGAGGCGGCCTGCTGGGGTTCCCTGGGT 
Sequence 101 

GGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCT7TAAACTCTTGACCTNTGC 
A 

ATTCANGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCC 
C 

TCCTTGNGTACTGCTAAAACTTGNATGGNCTNTGAAGATACTGCTCTTNACNCCTCTGAA 
GGGGGCTTCCTNAGGGGAAGGTACCTCGGCNCGCTCTAGAACTAGTGGAATCCCCCGNGC 
TGCAGGAAAT 
Sequence 102 

CGGGTCCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTNTATAAGATTAAAA 

AAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAACTGGTGAGAGG 

AAATGACCCCCTGATGAAAGATCTTAAACACCAGGCTGAAGATTTTAGATTTCTACCTAT 

TAGAAATGAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAA 

GATTTGAGAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTA 

GAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGA 

TGTGAGCAG 

Sequence 103 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAACGCCTCACCACTG 

ACCACGGAACGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTACCTCATCCAACCTT 

GTTTTGACTCCTGCAGTGAGCACAGCTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTT 

TGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTNAGACCACCAAANGCAAGGGTT 

N 

Sequence 104 

TGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACACGTCAACACGGGTGGTTGCATGCAT 

TCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATTGCACAT 

GG 

GGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTCCAAAAACC 
Sequence 105 

AGCTNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGGTATATCATGTGCCCTAATG 

TGCTCCTAATATCATAAATGTTTACTTTCCGAAAAGTATTTCTGAAAGGGAGCATATTT 

T 

GGAAAGTGCATAGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACT 
A 

GAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTT 
T 

CTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGATTCAAGTT 
TT 

CTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTTCATGGNCCNNNCTNGCNGG 

NANGGGANTTTTCCCNCNAAAAAAAAAANTCAACGGGGGGGGTTTTTNCCNNTGGGGANN 

CCCAAAAAGCCGNNTNTNGGCCANGTTTTTNNGNNNCTTTTTGTNAGGGGNTTTNGGGCC 

NCCCTGCTTTACCCCNTTTTTTANATAACNNCCCCCCCTTTTGGNNTNGGGGNGGGGNNT 

TATATATNTTTNTGGGGGGGG 

Sequence 106 

GTAGTGGGCAGCGATNAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAAGGTGAGAGATTGT 
GAAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCT 
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CAMGTGMTGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAATTA 

TTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTNTATGTGCAA 

GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAT 

T 

TTAGTTCCTTCCACACAAATTTAAGGCCTTAACTCTTNATTTTTTCCTACANTGGNGGG 

T 

TTTGGAAGTAATATTCATACGGGCATGGGACCT 
Sequence 107 

CAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTGGA 
AGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTTTTCTAGT 

A 

GTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAG 
GA 

AACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAA 

GGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 

GTATTTAGGGATAGTGGCCAAAGTATTGTAATGATGGCTTATGGGAGTGTCAAGCTGGAT 

AAAAGAGTGAAAAATGGAAATAAAAAACTAATGGGATTGGTTCNANTCCGAAATAGGCAG 

CNCNGCCCCAATGGCNCCCATNGCCCCGGTTTNAAATTAGGGGG 

Sequence 108 

NCCGGAATGGAATTCTACATCAAGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTG 

CAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGA 

TTCTATTCTTCATTCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTC 

C 

TAGACTTCCTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTAT 

T 

CCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCAT ATATGA GCTAAACCAG 
NTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTAI I I I I I I I 1 1 1 I I AATTCTTCC 
TAAACGGTTATTTTCTAGCTGTACATTCCCAAAA 
Sequence 109 

GCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTGGATTGCC 

TTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTT 

GAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACGA 

ACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAGAGA 

TGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCAGGTC 

TGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGCTTCTTCCAGCTCT 

T 

TGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCC 
CCAG 

Sequence 110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAG 

ATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAA 

C 

AAAAATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCATTTAAACAAATTNGAT 

TGTTTCTTTGCTATTAAGAMCTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAAT 

ACATCTGGAGACACTTTATAAACTTTTTCTCCTTTAAATTACCTGGTTTATATATTATCT 

CCTGTAGCCTGCATAAACGATAAAGGGTTAAACATA 

Sequence 111 

GCNCGCGGGATTGGCCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAGGGAGCGGGGT 
CCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTC 
TGGGCTCCCGC 
Sequence 112 
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CGTGGCCGAGCGGTTTGCATCGCCGCTCGCGCAAGGCCATGAGGTTGGTCTGGGTGAAGA 

ACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAGACGCT 

CCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCC 

AGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGC 

TTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTNTTGCCAGCGCTTTTCGTGGCGGATTGCCGGGGGCGTTGCTGTGGGCCAGTTCG 

TTCACCAGCACCAGTTTTGGGCTTG 

Sequence 113 

GCGGCCAGCCAGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGCTCATGTGAGGGGG 

CGACTGCCCCTGACATGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGG 

AAGAACGGGAGAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTNCTGGACTGCAAAGTCATTT 

GTNAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGGC 

T 

Sequence 114 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGTGAGATTA 
CTGTGTATGGCCAATCCAGATAAATAAGACGATCAAGTCTTTATGAAAAGGAAAGAAAAA 
TTTGGAATGCACATCTCTGTCCAGCTCAATTCCTCACTCCI I I I I I AAGATGGAGAGCT 
G 

TTAGGTTTGTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTTGA 
CAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGGCTCATGCCTGTA 
ATCCCAACACTTTG 
Sequence 115 

GGCCGGAATCGTTGCACCAGACNAGGCCCCCAGGGCCCAGCTACTCGAAGAACAAGCCAA 

TGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGAT 

CTCACTGGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTT 

AACTCTATCAGGGTACCT 

Sequence 116 

GGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGC 

GGATCTCGCGCATCACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGG 

TCACTTCGGAACGCGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACAT 

CCAGCAGCGGCACGCCGCCGTACGACGCGGTCTTGCCCGATCACGCGGTCAGGCGAATCG 

GCATACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAAGGTCTTCGA 

CCATCGGGCTGTAGCCGAGCAGGGTTCGTTTGGGGCGCCGGGCTTCGGCGGGGGCCGGGC 

GTTTGGTGTCGGGGGNCCCGGTGGGCCGGCGT 

Sequence 117 

GATGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCCTCAGGACTGTCTT 

AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCT 

A 

AATTTGTCTTCTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAA 
T 

CGTGGCCCAGTAAMCCATAGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGG 

AAAATTTTTCTCATAGAAAAACTGTAGGAAAAGCCATGGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTNGGATTAGGAATGTCCTTGGTGCGTGAAA 

CAGGCAGACCAATCCTGAAACATCTTTCTCTGGGGACCGTAAGGCATGGAAAAATTTTCT 

ATTACACTTANGGAGGGCTTCTAGGGAAACAGGAAACCGACCAAAAATGGGAATGGGGCC 

TTAATTCAI I I I I I I 

T . 

Sequence 118 

CTCCCGCGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGATAA 
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TGGCGGATATGGAGGATCTCTTCGGGAGCGACGCC6ACAGCGAAGCTGAGCGTAAAGATT 

CTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCT 

CTGGAAGTGAAAGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAAC 

TGTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACT 

CTGAAAGATCAGACAATAGATCAGAAGCTTTGGAGCGTTCTGACCATGAGGGACAATGAC 

CCCTCAAGATGTTAGATCAGCACAGGTGGGATCAGAAAGCCCCTAATG 

Sequence 119 

GGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCCTGGCCAGTGAAAGGGT 

CTAATATAAAACACACCGAGGCTGAAATAGCCCGCTGCTTGTGAGACCTTCCTCAAGCTC 

AATGACTACCTGCAGATAGAAACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGG 

CTAATGAGNTGCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACT7T 

GCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCTTATTTTGGCAT 

GGGGA 

Sequence 120 

GTGGCGGCCGAGGTACCCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGC I I I I ICGTG 
CTAAGATGCCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGGGCATTGTTTCACA 
Sequence 121 

GCTCCCCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTTTAACA 
GTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCACTATGACTAGATATGA 
TTCCATGTGCTrrTGACTAGATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGT 
A 

ATAGTTACTGCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTCA 

GCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTTTACAATTCAGCTA 

T 

TCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTCTCTC 

T 

CCCTATATTCTGTTGTA I I I I I I ICAAATAACTTATTACTATCTCAAGTAAAATTGTTTT 
ATGTTTTG I I I I I ATCTACCCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTA 
C 

TTTTCCCAAATCATAAAGGTTTTGGG 
Sequence 122 

CCCGCGGTGGCGGCCCGAGGTACACACTGGGATCTCCTTCACTCATTTTTTAACCCTGAC 
TGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 
CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCACTGGCTTTTA 
T 

TATTAAATTGGAATGTTGGCTGGAAACAATTTTAACCC 
Sequence 123 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGTAACCTGCTAT 

GGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGG 

GCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCG 

CACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGCATTT 

T 

TGCATCAAGGGGTAACAGGGACATTAGGC I I I I I I I CTCTTAGACTCCAAACAGTAAGGT 
CAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGGTGGTGGGGGGGAG 
GGACATTTTCCAGCA 
Sequence 124 

GCTCACCGCGGTGGCGGCCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGC 
TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCC 
TCTCCCCGCGTACCT 
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Sequence 125 

ATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGATTCTGGGTGTGC 

AGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGGAGACAGCAAC 

CAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGAT 

TACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAATA 

AACATCCCAGAMTAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGATCAT 

CTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTGC 

AATGGAAACGTTAAAAATAGCCCAGATCACGTAGAGCTCTTAGCCTTTTGGTAGAAAAA 

Sequence 126 

GCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGA 

CAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGC 

TTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGA 

ACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTG 

CTTGGCAAAGCATNCAGAGAAGCTGCTACTGTCCTTTCTGGGGCCGTGTGATGGAGANGT 

TAAAAATTTGGAATCTAACTCAAGNGGNAATGNATTCCGIMACCCTNCGGNCGNTNTTANA 

ACTAGGGGGATCCCCCGGGGCTGNAGGGAATTCGANTAAAGCTTNNTTANTCCCCGCCAC 

CNCNNGGGGGGGGNCCCCCNNCCCA I I I I I I I I I I I NTTTANGGGGGGNTAATNGCCCCC 

GGGGGAAAAAANNNANAAAAATTTrrTTNTNGNGGAAAAATTTTCCCCCAAAANTNTNCA 

NNAAAAAAAAAGGGG 

Sequence 127 

GTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAAT 

AAATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAGCTCTCAACCTGTAAAGAA 

TTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGTGNCAGAAGGTTAGCAGATATAGT 

GTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGTAAATCACAA 

AATAGCACTGGAATTATCTAGTGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATC 

TTGTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGATT 

GAACCCAGNCCTCTTTAGACTAACATATTCTTGGCCATCACCNCCAATATTACAATAAAA 

ATCAAGACCCATGAAGGAGCATACCTTTTTCTGNAAGNAAATATTGNTTACCTCAGCTCT 

ATTGGTATTTGATGCAAAACACCCACATGCAATTTGGATCAATAAGACATGGGAAGGGGC 

CAAAATGNNACTTCATGCTTAAGGAAAAAAAAGGAGNGGGAAGGAGGNCACCAAAGCNGG 

TNCNGNMTGGGTNMCTTGGGGCATTATANGGGGGNGCTTTAAAATACCATTTT 

Sequence 128 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACG 
ACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAG 
CCTGGTAGCTCGGTACCT 
Sequence 129 

CGCGGTGGCGGCCGCCCGGGCAGGTACAGTCAACGGCCGAAAACCACTGAGCTTTTCCCT 

CTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTC 

CTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGC 

CT 

GGCCCAGGGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCA 

TAGTATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAG 

GCAGGAGCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTG 

GGCCAGAGGTAGGTGCTTAATAAAAAATTGTTTGAGGCCGGGGCGTGGTGGCTCACGGCT. 

ATAATCCCAGCACT 

T 

Sequence 130 

GCCCAAGGGGGGGCCAACCCACATTATTTGNNTGGGGCNNNCTGCCCNTTTTTNAAANNA 
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GAAAANCCTTNNCCCCCCTTTTTATNAAATAAACCCCCCCCNNNGGGGNGNGGGGGGGGG 

GGGNGTNATANNNGNANNNNGTCTCNTNTTrrNTCCTTTAATTCCNANAAATAAACTT 

GA 

CNTTCGCTTGNGCTTNGGNNGGTTTCGGGCTGCGGCGAAGCCGGTATTCAANCTCACTCA 
AAGGGCGGNTAATACCN 

Sequence 131 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTATCTGCAGAACGGTCATTAGCAGl I I I iCC 

AAACMGCGACTTTTAGCAAATTAACCGTTMTTTTAATGAGATTCAAAAGTTAATAGC 

C 

ATTCTTAACGTTTTATAATTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGA 

G 

AAACTAATTTGACTGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACI I I I IAGT 

C 

TGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTATATACTT 
A 

GGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTC 

CTGGTAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACC 

TAAAGTCACCACTTCCTCATTCTGGTCCCCAATAACCCTATAAGCCTCTCCCTTGGAGGT 

GACCTCTGCCCTGTGAAGGGTTGGGCTC 

Sequence 132 

CGCGGTGGCGGCCGAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGAAG 

ATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAGC 

CCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATG 

GCGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCG 

CTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCG 

CGCAGCCGCGTGCCGCCGGCMTGAACTGGATATTGCTCAGGCGTTTTTCGTCCTTGTGC 

AGGGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCG 

Sequence 133 

CGGTGGCGGCCGAGGTACGATMTTCATGCCAATTTCTTTGGGAATACTTGTTTCTGATA 

TAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCT 

G 

AATAACATAAATTITAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATA 
CATAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAG 
GACTATAGTmCTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCA 
T 

AGAAACAATTCCATAGTTTTAATTTC 
Sequence 134 

TNGACTCCCGCGGTGGCGGCCGCCAAGTGTTGGGATTACAGGCATGAGCCACCACGACCG 

GCCCTGGGATTCTATTGGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTT 

AT 

TTAATCAGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAG 

TGAGGMTTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGA 

C 

TTGATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGACAGTTGC 
T 

TCCCGCGTACCT 
Sequence 135 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTCAGGGTCT 
TCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGAGTGAACACCCGTCTTGT 
TTAACCACCAGCAGGGGGATTCCTTTCTGGAGAGTCCATGTAGTCATCATCTCTTTGACC 
TCTGCATTTTCCCCCAGAAAGGCGAGCATGTTACTTGTCATCTTGGGATCCGAATGACAA 
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ACTCCACCAGATGTAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCA 

TCATTCTTAGCATTTCTATAGCTGAACTTCTTTAAGTACCTGCC 

CG 

Sequence 136 

AGCTNCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCANGGGCAGTTTCATGCCACGG 
GAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCA 
GGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGTCCTGCCCG 
Sequence 137 

GCCGAGGTACTAAATTTAGCAACTTtATTCATGAGGAACACCAGTCCAATGGTGGTGCTC 

TTGTCCTTCATGCTTACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAG 

AT 

TTTCTGAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTACTAT 
G 

CTTTAGCAATAGTGCATGGAGCGGCTGCTT^ T CTCCCAGACTTCTTGGACTACTTTGC 

TT 

TAATTTCCCCAACACTCCAGTGAAAAATGGGAAATTCTGGGCAAGAAAGATTTTTGAACC 

ACCCCCCATTTTAAATTTTTTNACCTCAGGGGAANNAGGGACNATCCTGGNTNGGGGNCC 
CNCACCGGNGGGGGNTCCNTTTTGGGGGGAAAAAANATNTTTNTTGTGGNNCNNAANAAA 
AAAAAAAAAANNGGGGGNTTTNTTTTTCCCNNCCCNI MINI I NTTNTANAAAAAAAA 

C 

CCNCTTTTTTTNAAAAAATTTT 

Sequence 138 

TNCCGCGGTGGCGGCCGAGGTACTCGGGAGGCTGAGACAGGACAATTGCTTGAACCTAGG 
AGGTAGAGGTTGCAGTAAGCCAAGATCGTGCTACTACACTCCAGCCTGGGTGACAGAGTA 
AGACTCCATCTCAAAAAAAAMGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAG 
TTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTGAT 

A 

tctccatgattagaaccacactgtggttgtgtgtgtagtcaaaggaggagaatttttaat 
gctatataagcataactgataactgctattacaaataaatattccacaaatttggaaag 

T 

TATTAGAGGAAGAA I I I I I I I I CCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCAT 
A 

GTGAAAATTACATGGAGGAAAGAAAATAGGGAAAATAAGTCACAGAAAAAGAAAA 
Sequence 139 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCT 

TTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCT 

C 

TTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATAC 
T 

GCTCTTCACCCCTCTGAAGGGGGCTCCTCANGGGAAGGTACC 
T 

Sequence 140 

TCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTT 
TCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACC 
T 

Sequence 141 

TNCCGCGGTGGCGGCCGAGCCCATTCTTGATTTCTTTCNTCCCAAACTCTTTAAACTC 
TT 

GACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCCCTTCTCTGCAT 

TCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCA 

CC 



Page 24 of 22 1 



WO 01/42467 



25 



PCT/US00/33312 



Table 1 



CCTCTGAAGGGGGCTCCTCAGGGGAAGGTACCT 
Sequence 142 

NGGTTGCGCTCACTGCCCGN I I I I I CCAAGTCAGGGAAAACCTTNGCNGGCCCNNTTTNG 
TTTTAANANAANNTGNGCCNNCCCCNCGGGGGGGGGGGGNNGNTTTTGNATNTNTTGGGG 
CCN NTTTTTCCCTTTTCCNNNAAAAAAAAAAAANCNCN NGGCCCCCNGGN NTTTTTGGGG 
GGG NGGGGGGGG 
Sequence 143 

NNGACCTAACCTNACATTTAAATNGCGGTGGCGGCTTAACTGGCCCGCTTTTCCAAGTCC 
GGGAAAAACCCTNTTCCNNGCCCAANCTTTGTANTAAANGAAATCCGGCCCAACCNCNCC 
GGGGNGAAGGGNGGG I 1 1 I I NGCNATTATTGGGGCNC I I 1 1 I CCCGTTTNTTTGNTTNNN 
NNNANACCCCTTNNGCCNCNGGGGGGATTGGGGGGGGGGGGGGGG 
Sequence 144 

GAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCTCTCATTTGGAACGTGACACGGTAT 
TAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCACTGGGTACTTTCGATT 
ACCCAAACCAGGCACTTTCCTAAACTCCCCACTTCTTTACTTCTGCGGTCTCCTTTCTT 
T 

TATTCCCCCGCGTACCTGCCC 
G 

Sequence 145 

ACTCCCCGCGGTGGCGGCCGAGGTACCGAGCTCCNGGCTGTGGAATGAGACCGTGGAGCT 
TTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTG 
TTTCACA 
Sequence 146 

CTCCCCGCGGTGGCGGCCGTTATGCTTAGCCNGTTTATTCTTTAI I 1 1 I I I ACTGGAG 
TC 

ATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAG 
CATTAGGTGGTATTTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGA 
AGTTATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCTTGATTTCl I I I IAA 
T 

TCATTGI I I I IGACCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTC 
CACCACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGTTAACAGG 
GGATATACTTCCTGCATTTTCTCTGNTCTTTCTTGCC 
Sequence 147 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTGGGCATTTTTTTAAAAA 

ACCCATGGAAATAAATGCTACTTCTTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGC 

AAACAAAACAAAAACCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGC 

CTCTTAAAGGATTGGTAGCTATTTCCCCATCTACAAATACATGACAATTAACTAAGCCCA 

ATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAA I I I M I I CTGATTTAATTAT 

GGATTACCGTMTCCMTAGTTGGCAACATTATAAAACCCTAACTTTACCTCATTGGTT 

T 

GGCTATACCAAGGTCTCATGGAGTCTTGGACATAACCACCATTCTTTCCTNCCAACACCC 
CGGNGTACTTCAGAGTAAAACCCGGGAGCCTTCATGATAACCATGAAGGCCCGGAAGCTT 
CTGGCTTCCAAGGCTTTCTNTNGGCCTNACCTTCCGGTGGTTCCTTTTCT 
Sequence 148 

GGGTGGCGGCCGAGGTACCTNTGTGCGCGGTGGNCGAAAAAGCACCTGGGTCGGGTGCAG 

ACTGCGGAGCNGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACCT 

TAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTG 

AGCCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTNAGGGGCCTTCAGCTNGNGGGAAATCC 

CNAAGA 

Sequence 149 
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AGCTCCCCGCGGTGQCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGTGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

Sequence 150 

CNCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATTGCTCTTGAAACGACAGCGATGTTT 
CCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCG 
GTACCTCGGCCGCTCTAGAACTAGT 
Sequence 151 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 1 I I I I I I I 1 1 1 I I IGTTTTTGTTT 

T 

TTTCTGTCCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAA AATTT TATAAACTAAAG 

AAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTCTTATTC 
CTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGCTCTAG 
TCTTCCAAMGCCTCTAAACTCAMCGAMCCTTmAAAGTAGTTTTGTAAAAGCTCA 
A 

GGTATGCCATTTCCAGAAAGTTGCAGATGAGCACCATTGGGCATTACCCAAATTCTGTCA 

CACATTGAGCAATGAAATTCAGGGAATTGGGACAATGACCTCTTGGGCATATGAAAGAAT 

TAAAAGAGGGCTAGGGCTTAGGGAGGGGGGATCTAATCGGGAGGGGATGTTCTGTCCCNA 

GCCCTTCCTTCCTTTCT 

Sequence 152 

TNCCGCGGTGGCGGCCGAGGTACNCCTAAAAAAGTACTGCAGCAGAGAAGAAAACATTGG 

ACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTG 

CTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTGATTCTCCTGAGAATGATA 

TTCCTATGGAGATCACCACGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTA 

TTTGTGGACAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGCCC 

G 

Sequence 153 

GCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATTTT 
GGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
ACATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTG 
TT 

GCCTTATGGTGCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 
AATTTGGAATGCAGATAA I I I I ICTTATTTCTTGAGAGCTTACTTTAATCAGCATGACA 
C 

TACCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCT 
A 

TGCAAACTATTACTTTGGTTTTTAGGAGTTTGATCAGATGAAGAAGTNATGGTATCACA 

T 

ATATATGTMGAAGGCCAACCCATCATTATTTTTTGNAAGTGNTTTTTATTAAAAACC 

Sequence 1 54 

CNCCGCGGTGGCGTNCGGCCCCCGCCTTTTCTGCGGCTTTCAGCTGCGCGTTTCAGGTCG 

TCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGGCTGATG 

CCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCTGTGGTGCTGGCCGGGTGGAT 

CACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAAT 

GAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

Sequence 1 55 

CGCGGTGGCGGCGCCCGGGCNGGTTATAAAAACGAACATGTATAAACGCTTACGCAAACC 

CTTTTTAATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGACTAGAAAGTATG 

A 

AATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGC 
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TCCCCTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 
GGAMGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAG 
AACTGGAAAATTATTTGGGAAAGTTTATTAAC 
Sequence 156 

CTGGCGGCCGCCCGNNCTGGTNCTTNCATCTNGGCTNCCTATANGCTNTCTTT7TTACAG 
ACGGCCATGAAATGCAATCCAGCTGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACC 
GTCGAAGTCATCCAAAGGATGGGAACCACAATGTTCTTGTTGTTCCTTGGGTTTCTTA 
AT 

GATTTCTGAATCATCATTATTAATTATGGAATTCTCTGGTCGAAAAGTCACATTTGGTT 
T 

TCTCCTCAGTTTCTCACATC I I I I I ICTTGCAGCTCTTTCTCAGCTCTTCTTCCTTGCCT 
I I I I I I ACTGGCCTTTCCTTGTCTTACTTCAGGTGGTTCTATTTTGACCTTTAAGAAGG 
T 

TGAAGGGTGGTNCAAGCATCACCTTGGTTCNAATAAAATTAATGGTGTTAGGTTTCTGGT 
GGCCTTNGTTTAAAACGCAAATGGGGGTTTTTNANGGGGGGANAAGGTTGGGGT 
Sequence 157 

CCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGAC 
AAACACCCCACAAAATGGCGGCATGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCC 
CCGCGTACCT 
Sequence 158 

CCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCA 
CGGCTTTGACCCAGGCTGGGGGTGCACAGGATCTCACTGGNGNTAGTTGGTCGGATGGGA 
AAGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTNTATCAGGGNACCTTGCCCGCTCT 
AGAA 

Sequence 159 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCCATGGAAT 

TTACAAACATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGG 

AGAGGCTGTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACA 

CCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCAT 

ATGACTTTGATATTCGTGTGCC I I I I I I I ATTCGTGGTCCAAGTGTAGAACCAGGATCA 

A 

TAGTCCCACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGC 
TCGACACACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGC 
CAGGTAACAGGTTTCGAACAAACAAGAAGGCC 
Sequence 160 

TGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAA 

CATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGA 

CCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCATATGACTT 

TGATATTCGTGTGCC I I I I I I I ATTCGTGGTCCAAGTGTAGAACCAGGATCAATAGTC 

CC 

ACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACAC 
ACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 
CAGGTTTCGAACAAACAAGAAGGCCAAAA 
Sequence 161 

CGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGAT 
G 

ATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGG 

CTTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAGTATCTATA 

T 

ACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAG 
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G 

TCCCAACACAGGATATAACCCATTGGGCAGTGCATTGATGTGGGGGATGTGCAACTGANT 
ATNCCGGTCACCCGCCAATCACAAGTTTGCTGGTGTTGATGCTGGAAACGGTGGCCTCCA 
ACGCCGCTCCCCCCTCCCGGGAA 
Sequence 162 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATATTTGGGCAAGT 

GATTTGACTGTTGGATATTCTrGCTGGATTCCTCCTTCTTACGTAGAAATTTGCCTCTT 

T 

CCACTAGGMTGTATCACGCCAMTTTTGGCCTTCTTGTTTGTTCGAAACCTGTTACCT 
G 

GCTTTTCTGGGTCCAGAAGTTTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGA 

GCCCAGCAATATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATATCAAAGTCAT 

ATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAATATGGTAACCATGGTCGGCGG 

TGTA 

Sequence 163 

GGGGCCNCGCGTCCGGGTGGCTCTATGTAGTTCTAATTTGCATTTCTCTAATGACTAACG 
ATGTTAAACATA I I I I IATGTACTTGTTTCATGTACTTGTTGATATGTCTATTCAATTCC 
TTTCACC A I I I I IATGGAGCTGI I I I I I I ATTATTGAGTTGTAGGATTTCTTTATATATG 
CTGCATACCAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTTAAAATCTGT 
G 

GCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGCAG I I I I I AATTTTGATGAAGT 
G 

TAACTTATTCAI I I I I I ATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTT 
CTCACAAATCACAAACATTATCCTATGTTTTCCTTCAAAAATTATATGGTTTTATGTATT 
TTCAATCTCAAAATATTCTCTAA I I I I I I I GCTGATTTATTTCTAAAGAAATTTGAGGGA 
TTTGCTATAATGG 
Sequence 164 

CCCCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCTTAGTGTCTCAATTTCCTCC 

TCTATAAAACAGAGATAATAGTATTTAGCCCAGAGGGTTGTGGTGAAGTGTGAATCATTT 

CTCCATGTAAAACACATAGGACAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTA 

CTTGAGAGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCG 

AGATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTCAAAAAAAAA 

AAAAAAAAAAAAAAGTACCT 

Sequence 165 

NCCTGGCATCAGCNATTAGNAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAA 

TTATTCCTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGG 

GTGAGGAAAGAAGATGTCTGAATCCAAGAATCCGAAGGGCCGTCAAGAAATTTTACCTGA 

AAGGCAGGTTAGGCAAGGGAAAAGGGGTCTAAAAAGATCTCCCTTAAAAACCAGGAGGGG 

GGAAGCCAAAAATCCGATGCCAAGTGCTTTCCCAAAGGGGATTGGGGACCACCACCAAGA 

GGGCCTGGCCCTTCTTCCCATCACTTTCCCCTTACCATTGGGGAGGTAATTATTGTCAAA 

GGCCATTAAATTTGGTTTCTTTAAG I I I I I GGCAGGTTTACCGCCTTAAAAAAGGGTG 

GA 

CCCAAATGGATTGGGTCCACCCAAAATCNAGGCTTGCTTACTTACTTCCCTGGTAAGGGA 
A 

Sequence 166 

GTGGCGNCCGTNCGGNCAGGTACTTGCTCAGCCTTTCCAGGCCCCTNTGATGAGCTCTCT 
AATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGA 
AGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAG 
GACTTATCTGTTGTACCT 
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Sequence 167 

GCNGGCCGCCCGGGCAGGTACGCGGGMTGGGCACNNTGNAGCGCAAGTAGGTCTACAAG 

ACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACGCCCTNGGGNATC 

ATTNTCCTTATCTGCTTCCTAGTCCTGGTATGCCCTTTTCCTNAACCACTCACAAACCA 

A 

AAACTTAACTAAATAACTTAACAATCCTNAGAACGCCTCAAGGNAAANTAAGAAAACCCG 

TCNTGAAACTTATTCCTGCCCCGCCCATCATCCCTTAGNTCCCTCAATTCTGGNCCCT 

CN 

CCAANCCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAACNGAA 

TCCCCTCCCCNTTACCCATTCAAAAAATCAAAATTNGGCCCACCCAAATTGGANNACCTT 

GAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAACTAAGGNGGGAATCC 

CCCCCNGGGGCCTGGNAANGGAAATTTCGGATAATCAAAGCCTTAATTCCGAATANCCCG 

GTCCGAACCCTTCGGAGGGGGGGGGGGCCCCCGGGGTACCCCCANGCTTTTTGGGTTTCC 

CTTTTTA 

A 

Sequence 168 

ATNTTCAGGAGACGCTCNGTAGCCCTCGCGCTNTATCCTNCGGNACAGTTCTGCGGAAGA 

AGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGNCGAAAGNGAAGCCCAGAGAGAGGT 

AGGTGTAGGAGGCCTGCAGGTACCTCGGCCGCTCTAAGAACAANGNGGATCCCCCCGGGC 

TGCAAGGGAATTCCCTTANCAAAGCANTANTNAAACCCGTCCGNCCNNNCAGGGGGGGGG 

CCCCGNTACCCNAANCTTTTGNNNCCCNTNATAGAGAAGGGNGAAAAAATNANGCCCNCC 

TNGGGGCAGNAAAAAAATGGGGACAATAAAGCTNTTNNNCNNGGGGGNTNAAAAANTTGT 

TAAATCCCCCNACCANNAATTTTCNCNAAACAAAAAAATAAAAAANCNCCGNGGANNGAN 

AAAAAAAANNGGNATAAAACACCCCNGGGGGNGGGTCCCCNCAAAGNGGGGGGGGGACCN 

CCNCCCNAACAATTAATGTGGGGNGGGNGGANANANAATNGCCCTNNTTTTTNTANNGNG 

ANNAAAAANNCTTGGNGCNGNCCCNNACTTCTANNTAAAAAAAAANACCCCCCCNCCCCN 

CCCGGGGGNNAGNGNGGNNNGNTTNACTTTANNNGGGCNANNTTTTTCCNCCTTATNNAA 

AAAAAAAAAAATACNNGGCACNNGGGAAATTTNGGGGGGGGGGG 

Sequence 169 

TTTTGAAGCCCNCTTNCCGCGGNGGCGGCCGCCCGGGCAGGTACTTCCACTATTATTGAA 
TGTATTCTGTATTATAATTGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACAT 
TTTCATGGGTGAGCCAATGTCTTTTTCACTCTATTTCAGTGCCCTGCACATTTTCTGGC 
A 

CATAGTAAGCATCCCATGAGTATCTGATGAATAAATGTATTTCCAAATTCAGGTTCAGT 

A 

TCCTTAATCTGAAAATACAAAATCCGAAATGCCATAAAATTCAAAGCTTTTTGAGGACTG 

ACCTCGTGCTCAAAGGAMTGCTCATTGGAGCATTTTGGACTTCAGATTTTCAGATTAGG 

GATATTCAACCCGTAAGAATAGTGCCAATATTCCAAAATTCAAAAAAGTCTGAAATCCAA 

AACACTTCTGGTCCCAGGTATTTTGGATAAGGGATACTCAACCTGTACCGTAAAATACAT. 

GCATACTTTCGATAGCACATGTGAAGGTATCTCTCTAAAATTGACCTCATTGGTTTCGT 

T 

CTCAAGCAAACTGACCTGGGGCCACTCAACATGGCTTTTATCGNGCCTGATGTTAATGCA 
TGTCTCI I I I IACAATA 
Sequence 170 

AAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTA 

C 

CATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCA 

GGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACC 

ATCATCCTCACCAACTTTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAA 

ATCTGGGCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTA 

TGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAA 
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ACAATGAGGAACATTTCATTTGACCCAACATCCTTTAGGAGCATAAATGTTGACACTAAG 

TTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATCCACAACTTCTTATTCT 

C 

TGGCTCTATATTGCTTTGGAAACACTT 
Sequence 171 

GGCGGCCGCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAATGGCGTCGTGGC 

ATTGAGGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCG 

GAGAGAGAGGCTCCAAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGT 

TGGGGGGGAGCCCGAGGTTCCGGGAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTG 

TACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACmTATACAACTCAGGAGATTA 

AAAAAAAATCTCCACAAGAAGAAGCAACTCANCAGGCCCTGGCATTAAAACATTTCCCAG 

AATAAACAGATATGCATTGCATTAAAGGTMTTTTCAAATATTTAAGTTACACCAAGATT 

TCCCTCCAATATGTGCCTTTCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGG 

CA 

TGAA I 1 1 I I I G GCAAATGTTTATGGTTTTACTTTCTTCATTAATCAAAAAANT 
Sequence 172 

CGGGTACANATTTAAGGTAGATGGACTCAGGGTAAGGATAGCTACAGCTGTGTGGGGCTG 

AAGGTCTGTGGCACTGAGCTACTGGGGAAGGAGGGCTCTGTTTTCATNGTGACACACTGA 

GTTAATAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAG 

GGCCAAGTCATTGACTGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGC 

CATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTATCATGG 

TGATTAATAAATNCAAACAAAGCTGAATGATAAGNACCCCAGGATGGAATACAGTCTGAG 

AAAGGCCTGGGCAAAG 

Sequence 173 

GGGGCCGGGCCCCCGTAGGGGTTACCCNCCGNGGGTTATTAAGGGGTTGGNAAAAAAAAA 

AAACCACCTGGCNCANTTTCCAACCCAAANGGTNCAAANGGGGAAACCCCCCAANGGGGG 

CCCAGGCCTTGGGGAAAAGTTGTTTGGGGNAAGCCCACCAAACCAATTGGNCTTGGTNGG 

GGAGGCCAACCCACCAATGGNCCTTGTTGNGTAAGAAATNTGGGCNAGGGNGGTTGGTTC 

CTTGNAAAGGGTATTTGGGTGGTTNCGTTMNTTTGGGGAAAAAGGAAATTTTTTTAAGG 

GTTATTTGTTAAGAAAGCCAAAGGGTTTTGGAAAAAAATGGGGAATTTGGGAAGAACCTG 

GCCAATTGGGGTTGGGGCCCATTAAAANAATTGGGGAAGGNAAAAAATTTTGGCCCCTTG 

GGTNAAGNCCANTCCTTAAGGTTCCTTAACCTTTTGGAAAANGGGGAAAAGGTTGGGGGA 

AGGNAACCCANTTAAAAGGGGGNANGGGANGGACCCAAAAAAAAAAACCCAGGGGGGTNT 

TTTGGTTNGGNCCCCCAATTAAAAAAAAGGGTTAAI I I I I I I I I I I I I I CCAAAAAAAG 

G 

GAACCCANCCCCCCAAAAAGGGAAATTGGGTTGGGGGGTTNAAAAAAAATTGGGGAAAAA 
AAAAAAI I I I IAANI I I I IAAGGGI I I I ICCAAACCI I 1 I I I CCCCCCTTGGCCTTGGG 

C 

CCCAANTTGGGAAAAAAANCCTTTTTTTGGGCCCCNTTTTTAAAAAGGNAAAAAGGGGGG 
TNGGGCCCTTGGGGGNAAN I I I I I NCCCCCAAAAAGGGGGG I I I I I I 1 1 GGGTTNAAAAA 
AAGGGGGGNCCAANTTTCNTTTCCGGGGGTTTAAAAAAAGGGAACCCTTGGGCTTTTTTT 
TT 

Sequence 174 

GGCGAGCGGCCGCCGGGCAGGTACCCTAGGGTGTTGTTTAAAGGACTTGATAACCAGCTT 
GAAGAGGTTCCTACTGACCAGAAATGGAATGAAATTTAAGCATCAATAAGGGTAATAACT 
GCMGAGACTGACATCCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATTTT 
T 

CATTATTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTC 

CTCAATGAAATATATCNTAAGAGAACCGAATAGTTAACATAGAGACATGGCCGGGCAAGG 

TGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGCCCGAGGTGGGAAGATTGCTTGAGCC 
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CAAGAGTTCTAGACCAGNCTG6ACAACATGGTGAAACCCTGTGCCTACAAAAAAAAAAAA 

AACAAAAAAAAAGGTCCCC 

Sequence 175 

CAGGACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAA 

GAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATNGTCACCTGAACAAGAAA 

AGTCAAACTGGAGTGAAACCATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCCCGTCA 

TTCATTCCTGGACAGGCACATGAGAGCTTCATGCTGGACACAAACCATCTGAGTGTTGGT 

GGGGAATGGANAGAGGACNCCCCCCGNAAACAGAAACCAACCATGGGGAAAAGCCTTCAT 

TTCCCCCAGTAGTNGGTGCACCGGCTCACCAGTTAACNACCAACTTNGAAAGGAGACCTT 

TATGAATTGCAAGGGTGGTGCGGGGAAAGCCGTTTAAATTCTCCCA 

Sequence 176 

NCNGGNCAGGACGCGGGGGCCGNGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTCG 
TTCCCCGGCCATCTTAGCGGCTGCTGTT^GTTGGGGGCCGTCCCAGCTCCTAAGGCAGGA 
AGATGGCGGCCGGANAGAAGACNAAAAAGTCNCTCGGAGTCGATCAACTCTAGGCTCCAA 
CTCGNNATGAAAAGTGGGAAGTNCCT 

Sequence 177 

CCCCGCGGTGGCGGCCGAGGTAC I I I 1 1 I 1 1 I I 1 1 I I I I I I ATGAATNATTNATTTTCT 
T 

TNTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTCTCTGCATCTC 

CCCACAGACAGGGGTGGTTCTAGA 

Sequence 178 

GGTGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATTCA 

TCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 

CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATA 

TCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGAT 

T 

TTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCC 
ACAGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCT 
Sequence 179 

GGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGG 

CTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGA 

TAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATA AGAAC A 

AGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGG I I I ll C 

CACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCT 

A 

TTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTGAGACAGTCTGATCAGTTTTC 

G 

GCCGCTCTAGAACTAG 
Sequence 180 

GGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTG 

GAAGAAATACGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGT 

GAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATG 

TGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTG 

TTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAAC 

CTGTAAAGCCAAGAAGAAGAAT 

Sequence 181 

GTGGCGGCCGAGGTACTACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTG 
GCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 
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CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATG 

CTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

T 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTT 
Sequence 182 

GCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTTCTCATGAG 

GGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTG 

GTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACG 

AAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTGCCCG 

Sequence 183 

TCCCGCGGTGGCGGCCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAGGA 

GCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATTAGCAGTGTGAAT 

CTTGACAAACTTATAAATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGA 

AAGAACAATATACTGGATATTCAGTTGGAAAAAAGTAATTGCCTATTAAAAGTAATGCAA 

GCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCATAATATAATAAAAGGGCTA 

CAACAGACCATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAATAAGT 

GCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAGAATAATATTGCC 

AAACTTGTAAGTGAAATGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCCAACTT 

TATCAGGGACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCCCAAAGAACTTATANA 

GAAAAAGGNGATGGGAANTTCANAGGTTAATGCCAAGCTTAGAAGTCAAAAAAAAAAAAA 

AAT 

Sequence 184 

CCGCGGTGGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTT 

CTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGA 

TCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCA 

AATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTG 

CCCG 

Sequence 185 

CCGGNCGCCCGGCAGGTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTA 

TAGCTGTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTG 

GTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAA 

TACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGAGTCTGCATT 

AGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTGCAATTCTTGCCAGGTTGTC 

CTGGTGACAGACGGNTGTCTGGCATTGNNAGAGGGCCACTGGGACATTCNNTANCCANTC 

AAAATTMCNAMGTGNGAGCACNNGGTTTCCCTACCTTTTCNTTTCCCATCAANTNT 

AT 

ATACCANGGNNGGGCGAATTTGGNGGGCCCCNCGCCCCCTNTTCTTTGGGACTTTTAAAA 

CNGTTTGTCNTTTCCNCTTTGGGGNGNGGCCATTTTTATNTTGGGGGGNCCCCTTGGGGA 

ANAANAAACCCCCCNCCCCTTTANAAAANNGGNCCCCCCCCCGNGNGGGGGGNAATTAAA 

AAAAAATTTTNCCCCCCCCCCCCCCGGG 

Sequence 186 

TCCCGCGGTGGCGGCCGAGGTACTCACACGTCACCGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 
GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 
AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 
CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 
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C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTG 
A 

GACAGTCTGATCAGTTTTCGGCCGCTCTAGAACTAGGTGGATCCCCC 
Sequence 187 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTC 

CTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACT 

TATCATTACAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATCTGCAGAATCGCTA 

CACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACC 

CTACTACAGCTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGT 

GGGAACCAAAAAGGCTCTCACCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAAC 

Sequence 188 

TTTGAANCCCACTTNCCGCGGTGGCGGCCGCCCGGGCAGGTACI I I I I I I I I I I I I I I 
TT 

TTTTGTAACTACAGGTGTCAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTCTC 

TGTGCCATTCCTTGTCAATTTCATGCTGCCTACAGGAACAGCATAATACTGCAAACAGCC 

ATGATGTCACTCGAAGTGCTCTGTGATTGACAGAGAGGGACAGTCGTAGTCAGAGGTGGC 

TCCTCAGAGAATTCAGAACTCACTCGCTGTCCTCCAGGGGCTCATCCCTTGATTTGAGGG 

AGGGATGAAATATTCTCTGCATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGG 

ATGGTCAAGTTACTCTAAATGTAGTTAGACAGGACAGCCAGAATACCCGAGGTCTTGGTT 

AGGTCCTCTGTAACAAGCCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTTCTT 

AACTCTTACACTTGTTGAAATGAGTAGAAGGNGACATTTGGTTTGGAAATCCCTCCCC 

A 

Sequence 189 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGAAGGAAAGCAGCTGCAAACTTCCCA 

TCTGCAGTGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATGAAT 

TCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTT 

ATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGCGACATTTGGTGC 

CCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTGTCCTCCTGCTCTTTGC 

TCCGTGAGAAAGATCCACCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATC 

TCACCAATTTTTAATCAGGAATATTCTGTGAAAAAGACTAAGATATCAAGAGAAATTAT 

T 

AGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAAGACTCTTGC 

TTTGAGAAAGACACAAAGAAATCACATCATTCTTATTGGGATTACTGGGCTAGCCATATG 

CCAGAAAAATGAAACTGGTCCCTTCTTACACCATATACCAAAAGCNGCCCANGATGGNTT 

ACTTNAATGTNAAANCCAAAACT 

Sequence 190 

CGGCCGCCGGGCAGGTACCATCGGCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCC 

TGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTC 

AGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAACT 

TTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAAATCAAGCTGTA 

CCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGTTGAATGGTGC 

ATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGG 

GAAGGACAGTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAA 

GCAGTCCAGATTATATAAGCGGAAAGCCATGATGAGAGCAATGAGCATTCCCCATGTGAT 

TGATAGTCAGGAACTTTCC 

Sequence 191 

CGCCGGGCAGGTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACT 

GGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGA 
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TCATTCCCTGCTGGGCTCACTCACCGGCTTCGTATAAGGTCCTTTTTGAGGTTTATTA 
TT 

TCCTTGTCCATATACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCT 
CC 

GAGGCATAAAAGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 
GGMCCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATT 
TTTCCAGAATCTTCTACTTCAAGTAGTTACTGGTATGAAGAAGTTTCGGCA 
Sequence 192 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I 1 1 I I II I I I II I IC 
T 

GGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACT 
GNGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCA 
GTGAAGGGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTACCT 
Sequence 193 

NGGCGGCCGAGGTACGCGGGGGGCTGNAGTAGGCTTCGTCTTCGGNTTTTCTCTTCCTTC 

GCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCGGGC 

Sequence 194 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCAAGAGCCAGCT 

TTGAAGCCAAGTGCCCCCGCGTACCT 

Sequence 195 

CTTCCCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCG 
GCAAGTGCTCGACGCGTGGCCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAAC 
ATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAA 
ATACAI I 1 1 I I I I I CAAAAAAAAAAAAAAAAAAAAAAAGTACCT 
Sequence 196 

CGGTGGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATTTTGACT 

GTTTAMCMCTCAAGATATGTTTTGCAAAATTACAAAACATTATACAGGTGACTTAATT 

AATATCTACTCCAATTATACACAACACATCATGCTGMGATTTAGATTTATTTGAAAACA 

CTTAGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAG 

A 

GACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATinrGATATTTAATTAAGGG 
A 

TGATGAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCGCCTCAT 

CGGATCCCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTG 

Sequence 197 

NCGAGGTACCTGCCTNACAGNGCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAG 

TGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCA 

Sequence 198 

TTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAA 
TGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCG 
TCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCT 
Sequence 199 

GGACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTG 
TGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGT 
TCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

Sequence 200 

GANGAGAAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTAC 
GCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGA 
CCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGAC 
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GGAGCAGGGGACTGTCGTA6GGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTC 

AGAGGAGCGTGACTGTGAGTACCT 

Sequence 201 

GCCGAGGTACTCGGGCAAAGAGGGTGACANGTTCAAGCTCAACAAGTCAGAACTAAAGGA 

GCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCA 

NAANCTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGACTTTCCAAGAAGTA 

CCTGCCCGGGCGGCCCGCTCTAGAACTAGT 

Sequence 202 

TGGGGCACAGAGAGGGTTTCAGAGGATCCTTGNGAAACACTAGTTAAAAGATGACCGAGT 

GGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGTCCTGCACCATTG 

ATTCAATGGAGACTGGGCGGGAGGAAATGGAAGACTAGGGTTGGAGATGGGATGGGTGGG 

GCAAGGGATGGAAAGGAAAAGGCAGACAACTAATGCGTTCCATTTATAACAAGTAATATA 

TATCAAAGCACTTTAAAGGAGATTANAAGGACCCAATCAGGAATANATTTGGGCCAACCT 

TTANATTCTTTAGGGAAGGATTCAAAAGTTCCCTCCAAAACCCTAATTTTTGGATGGTT 

T 

TATTNACTAAAAAAGCCAAAAGACCAAGTTNTGGGTACCCTGCCCCGGGGCCGGCCCGCC 
TC7TAAGAACCTAGGTNGGGATCCCCCCGGGGGCCTGCAAGGGAATTTCCGATATTCAAA 
GCCTTTATCGGNTACCCGGTCCGACCCTNCGAGGGGGGGGGGCCCCGGGTACCCC 
C 

Sequence 203 

GCGGCCGCCCGGGCAGGTACGCGGGGAAGTCTNTCCTTTCTCGTTCCCCGGCCATCTTAG 

CGGCTGCTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGA 

AGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGA 

AGTACC 

T 

Sequence 204 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACC 

TGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTG 

ACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAA 

Sequence 205 

CNCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCA 

CAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTG 

ACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAG 

CAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAG 

GAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTG 

CGTGACTGTGAGTACCT 

Sequence 206 

TCNCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 
ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTG 
TGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT. 
TTCCATATGCTGAAGG I I I I ICCACTATTCACACTCTGTGGCGTAACCTTCTTCAAJAT 
A 

ACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGAT 
C 
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TGAGACAGTCTGATCAGTTTT 
Sequence 207 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAATGTGTTTCTTTTTACCCCTTTTCTTCTTCTTCTTCACAGATGNGGCTTCNTCTTCTG 
CCACI I I I ICTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 
T 

AACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGI I I I I I ICTGTCA 
T 

TCTCATCMCTACCCMTGTTTGTTrrGTTTATTTTATAATTGGGAAGGTTCTCCAAGG 
C 

CTACCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATG 

AAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGG 

AAGGAAAGTCAATTATATTANGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCT 

GGGTTTAATCTACCTGCTGCACCCTGAAAAATTGGTATTTACCCTT 

Sequence 208 

CGCGGTGGCGGCCGCCCGGGCCGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCTTAA 
TGTGTTTC I I I I IACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCA 
CTTTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTNAGTGTAAAGGCACAACAAATTAA 
C 

ACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTTTTCTGTCATTCT 

CATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCT 

A 

CCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAG 

TCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAG 

AAAGTCAATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTT 

TAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTCCTATCTAT 

A 

AAACTTAAGAATGTCTTATCTTACTGGACTGGTACTGGATTAAAAAGA 
Sequence 209 

CACCGCGGCGGCGGNCGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGG 

CATGCTGCTTCTTTCTNTCTGCCCCTAGNCCAGGCTCCTTTGCTTCACGNAAGATNNACA 

CTTTCCCATTCCTCTGAAGTTGGTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCACT 

GCCTATAAACTGTAGTCCCAATGTNGGGATAGTCAANNGAACATGAGAATCANAACCAAT 

CTGGGCAAATGGGGNATGGCAAGTAATGGGNGAACACGCACTAACAGGNACAGTATGCCC 

AACCT 

Sequence 210 

GGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCNNTGTGAACT 

TCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCAT 

ATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCC 

A 

AATGTCACCCMTCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTNCTTTGATCTGAG 
A 

CAAGTCTGATCAAGTTTTCGG 
C 

Sequence 211 

gcggtggcggcccgaggtactcacagtcacgctcctctgaaccatccttgggcttcatgg 
ggttggcattgaggatccctacgacagtcccctgctccgtcttccagagcgctttgtgaa 
cttctccaaataagaacAaggacacacattgtgtcaggtcacgaagatcattcagtttcc 
atatgctgaaggtttttccactattcacactctgtggcgtaaccttcttcaatataacc 

C 
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CAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGA 
G 

ACAAGTCTGATCAGTTTT 
Sequence 212 

GGNGGCGGCCGCCCGGGCAGGTACTTTTNAAA I I I I I I 1 1 1 1 I CTGNAGAGACGAGGTCT 

TTCTATGCTGTTCAGGCTGAACTTCATGGGTTTA7TGGGGATGGCTAANGGATGACATTG 

GCTGGTGGTCC7TGATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTT 

GT 

CTTGAGATTGCTCTTGGAATGGAAATTAGGC I 1 1 I I I GAAGGTGTCGACCCT7TTTGG 
TT 

CATTTCTTCAGCAGTTAC I I I I IAI I I I I 1 1 I AAAATGTTTTGACACACAAGTCTTNTGG 
ATAAATGAATCANTTCACCCAANCACCCCGGATTTACTTCTCCTTTGCTCTGGNTNAA 
GT 

NGNTGAACACNTGTCCCCTTTTGAAGAAATCTGGGNCGACAGCTTATGTATCCCCATTCA 

CCCACAACACCCCCAAAAAAAAAAAAAAATTTATTGTCTTGGGGTTCCCCAGGGGAGNTT 

ACCCTTTTTAATGGAAGAAAGGTNCCATTCTTGNGGAAAGAACCCCTNGGGAATGNTTTC 

AANAAGGAAACCTTTCCCTGGGGGAAAAACAACTTGNAAAAGGAAAAAATTAAAAGGAAG 

GGCCCGGGGCCC 

Sequence 213 

GCGGNGGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCT 
TTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCTCGGNG 
Sequence 214 

TCCCCGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTGA 

GGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGC 

AAAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATACCTAACATAT 

TTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAA 

GCTCCTTAAGTAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTG 

TGTGCTTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTT 

G 

CTTGGATGAGAGTGAGGAAAAAGGTATTAAGTATTGGCTTT 
Sequence 215 

GNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTCTTTCT 

TTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCA 

TG 

GAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGTCCT 

TTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCC 

CC 

GGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTG 

CGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCA 

ACCAAGGGGAMTTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAG 

AGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGTG 

GAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAAGC 

Sequence 216 

CCGCGGNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTC 

TTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTT 

TG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACTG 

GGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACT 

TC 

TGCCCCGGTTGTTCACAGGCTGTCTGGTACCGAGATCTCCGACCAGTCTGGGGGCGCTGG 
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CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGA 

GGATGCMCCAAGGGGAMTTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTG 

TTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCA 

TGGAGTGGAGGCGAAAAATTACGA 

Sequence 217 

CCCGCGGTGGCGGCCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGCA 

ACTACTAGTGGTCACCTGAAATCCATTTTCGCCTCCTTCACAGTAAGAGTTTTAGNTG 

AA 

TGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCAT 

GGGACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACACTGGAA 

GAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGC 

AAAAAAAAAAAAAAAAAAAAAAGTACCTGCC 

Sequence 218 

CCCGCGGTGGCGGCCGAGGTACCATCCTGTTCNACAGAGCCATTGCCTATTCCTAAATTG 

AATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGACCTTAATAGTGGAAACATC 

GATGTGCCTCCCAACATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTG 

AAGATAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCAT 

GCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTT 

ACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAATGACAAGC 

ATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACCATGGATATGTCTATTA 

CT 

CGGCTTCTTAGCATTCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTG 
Sequence 219 

GTTATTGGTGGTGAAGACCCGNAGCAACAGTGGGCATGTCTTCTCGCGGTCGATCGGNTT 

CTCTGGCTCCTTNTTAATTTCCTCCTGGGNAACGCGCGACTCCACCGCCATCTTCCTCCT 

ACGGCCTGCGAGAGGCTCCCCCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCC 

GGGCT 

Sequence 220 

GGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTG 

CTGTTTGGCCAATTTATCeTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATCTGG 

TAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGAT 

CAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTG 

TTGATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGGAAAGC 

CAGCTGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTT 

C 

GAGGCGTAGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGTTTT 
CC 

ATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATA 
TCCCAGTCAAAACAGATCTCTCCAATGTCCAAGAGCTGNTACAATTTGTAA 
Sequence 221 

GCNGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCTCCATTTCATTACTCTAACA 
TTCTTCAATGTGGTTCCAGCCACGCATAGTCATATAGATACTACATATNCAAAGATAAC 

T ■ . 

TACTGAAGCTTGTTCACAGAACCAAGCTTTCTCCTGGATAAGCTCTTCTNTCCCCTAC 
CC 

cgcacttcttgggnaaggtattaccccaaMtgctcttcagnggatttaaaataaacaat 

TTTTTAAAMNANGGACACTTAACACTCACAAAAAAATGGGGGAAATTTTGCTCGGGCCA 
TTGGACNGCGGAMCCAMTTACCGGGTTTMCTTCCAAGNATGGCTTGTCATTTCAAAA 
ACCTGGTATTGGGGGTCCCGTTCGGAAAAAAANANATAGGATATTAACCCATNTTTTTCT 
CATAAGGACCAAGCTATTCTTACNTTTTAATCAACCCAAATTTCCTGGGGGGAAAGGNCC 
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TTTCTTCTTATTTTAGGTCTTCGGGGATAGGTCTtNTANTCCCAATAAATAATTGGGGT 

T 

AGGTATTCAATCCATAATCCTCCCAGGACCCTGGGTnTCCCTNGGAAGAAACAAGGGAA 
GAGGTCNTTGCCTGGTATCCTCNAAAAGGTTGGAAACCAAGCTTGGCNACTTTATCTTCT 
TAAACTTTCTTTTGGGAAGGAACCCCAGGTTTCAAGATA I I I I 1 1 I I IGGGGAA 
Sequence 222 

ATGGCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGC 

AGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGG 

ATTTTATATCTTACTATGTTTCTCANCAGATGTAGGGTTTTCTGTAGATGATGATGTCC 

A 

TATGGCCATATCTCCAAAAGANATGAATCCGACAGCNGATACAAAGTTTTTTGGGCTGGG 

TTTATTGCNTCATATAGNNCTTTGGCCCAAATGGNANGCTTCACCCTATATNTTGGGT 

TT 

ATGGNCTAAATTATTANGACCCANAGGA/ *tAAGGAGCCTCNTTAATTGGTCTCCCATCTT 

gatttttcccgtggnaagcacaacctgccctctatgcatatcttccaccatccccaagct 
ttctcataaantaaaaataacctaccaatggcctgggttgcntccgtngggaatttgnnt 
ggggaaatttgggaagccang i him i caagaccttnggnntttacaattccctttggg 

AGAAA 
Sequence 223 

GGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGG 
TCAGCCCATTATCTTTAATCCTGAC I I I I I I GTGGAGAAACTCCGACATGAGAAACCT 
GA 

GATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGA 

GTTGGCTCANCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATC 

AGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTC 

CCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAA 

CTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 224 

CCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCT 

GAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTG 

GTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTCCTCATTCT 

GGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTA 

GCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGAT 

GTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGA 

TGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTG 

TTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAAAAGATTT 

T 

GAAAGCAGGTGCTGTGGGCATCTGTATGGGGGAATCGCACTCATAGMTTATTTTCATTT 

GTAAATATTTGGTATCAGGCCCAGCAAGGGAAA 

Sequence 225 

CTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 

GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 

C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCT 
G 

AGACAGTCTGATCAGTTTT 
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Sequence 226 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATAGCCGCTTGCA 

GGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGA 

AAGTGCCGACAGCATTGGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGA 

AACAAGAGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTA 

TCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATTTTCCTGAGAG 

AACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGCTAATATCACTGACTGAT 

G 

AAAAT 
Sequence 227 

CNCCGCGGTGGCGGCCGCCCGGGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCA 

CAGGCGCTGTAGCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACA 

CAAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGCTC 

TGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAAACAGAAATCAGA 

GGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCATTATTAAGAAGTTCAGGGAGTCT 

TGGGCACAGACCAAGCCAGGAGATGGATAA^ATGTTAAAAAATCAAGCAACTTCTGCTAC 

TTCTGAAAAGGATAATGATGATGACCAAAGTGACAAGGGTACCTCGGCCGCTCTAGAACT 

AGTG 

Sequence 228 

GAGCTCCCTCCTACCCCCTAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTG 
GCAAAGTTCCTGCATATGCTGCGCAGTATGNGCCTTGAATAAAAATCCTGAAGATTAGAT 
GGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGGGCG 
GCCGAGGTAC I I I I I I 1 1 I I I I 1 1 I I I I I I I CAGTANGNAGCTTTAAAACAGTTACATAT 

Sequence 229 

TGGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAGGCANGGGCC 

ATGGAGTTGGGGAGAGAATGTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATT 

TGGGTGAAGACAAATCAACTGCAACGCATCATTCGGACAGGCCGTACCTGCCCGGGCGGT 

CGAGCGGCCGCCCGGGC AGGTACTTN N I 1 1 I I I I I I I I I I I I I I 1 1 I I I I Al I I I I I I I I 

I I I I I I I I I I I I I I I I I I I I GGGAACCNGNTACATTGNTCAG I I I I I ACTTGNAAAAAGT 

NTTATAGAANAGTTTTA1TGGAATGTTATTTTATTAAGCCNTTTTCATGGGTTATTTTTT 

TTTAAAGTTTAAAAAGTTTTTACAACANGCTGGGNGGGGGGGNTTNCACCTGGCATCCCA 

GCACTTTTGGAGGNCCCGGCGGGCANAAACCTGANGGCGGGGAGGTTTAAAAAANCNACC 

CTGNCCANATTGGNAAACCCNTN I I I I I I CTTAAAATTCCCAAATTAAATTC 

C 

Sequence 230 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAGCATGG 
Sequence 231 

CCACCGCGGTGGCGGNCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGAT 

GTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCT 

TCACCTTTCTCTATAGAGCTTGAGGACCCTCAGCCTCCCCCAGACCACATTCCTTGGATT 

ACAGCTGTACCTGCCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGGCTTGCAGGT 

AATNTCGGATATCAAGCCTTATNCGATACCCGTCGACCCTTCGGAGGGGGNGGGCCCCCG 

GGTACCCCAGCCTTNTTGTTTCCCCTTTTAGGTGGAGGGGGTTTAAATTTGCCGCCGCNT 

TGNGCGGTAAATTCAATGGGTTCATTAGGCTTGTCTTCCCCTGTGGTGNAAAATTNGTTA 

ATCNCGGCTCACCAANTTTCCCACCACAAACCAATANCGNAGNCCCGGGGGAGGCCATTA 

AAAAGGTNGTAAAAAGCCCTTGGGGGGTTGGCCCTAATGAAGTGGAGCCTAAACTTCACA 

ATTAAATTTGCCGTTTGGCGCTTCACTTGCCCCGC I I I I I CCAAGTCCGGGGA 
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Sequence 232 

CGGTGGCGGCCGCCCGGGCAGGTACTTTA I I 1 1 I I I I 1 1 I I I 1 1 II 1 1 I I I 1 NCTTTNA 

A 

AAAAAAAAAANGATATTTTAATATATTCAGATCCNCAAATATGAAATAAAACTAAGNNGA 

GCTGGTATTCAT7TACACATAATTATCTTATACCGTTNGGAATAAGAATTTGGGGCNC 
GT 

TAGCAAACCAAAAGGCTCAAAAAGACGTCGNGATATTTAGTTCTTGTCTCCCTCTACAAA 

NGGGAAGCACTNTrrTATCCGGCATTCCTAGGGGNGTTCCTATTTTCAA 

Sequence 233 

CGGTGGCGGCCGNCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACG 

GAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGT 

T 

AACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGT 

CGGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACANGATTTTGGGCACCAAAAAGAAAT 

ACTTCAGCCACTTGTAAGAAACTGGGTATAAAANAAGTCCATCTGTGGGACAGNAAAAAC 

CGACTGTGGNTATTATGGAANTGTTCGCCCTGGGTTATTATGGAGGAATNGGGAAAGGGA 

AATGGAAAAGGGCTGCCCAAGNCANTTTTTTAGCCCATTTGACCCANTGGTTTTATTGGG 

CACCTTCTGGGGCCATCCGGTNGGGGGAGGCNCACCCCACCAAACCGGNAAGCCGCCTTA 

TTTCCTTGGACCGNCCCTNAAANAAACCTTGAAGGGGGAAGGGGNGGAATCCGGAGGGGG 

AAAAGGGGGGA 

Sequence 234 

CGCGGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTTT 
ATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATA 
TGAAACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAAT 
T 

AATTCCTGTTATCGGNATATGGGTATCNAAATTTGNTTTGCCCTAGTTTTTGCCTTCTC 
A 

TTGCTTTCTGAATTGGGGGCAGCTTTGCCCCTCAAGGGGAAATTTAGCAATGTCTGGAGA 
CAI I I 1 1 1 1 I ATTTTCATAATTTNGGGAGGGGACATGGGGGGAGGTTTGGTGGCTACAGG 
AACCTTAATTAAGGTTCGAGGGACAGGGGTTAGGTGCTTGAACGGTTNCCACANGTAACA 
CTTCGGGCNCGCTTNTAAGAAACCTAGGTGGGATTCCCCCCCNGGGTCTGGCNANGGAAA 
ATTCCGANTATTNCNAAGCCTTANTCGANTACCCCGGNCGACCCTTNGANNGGGGGGGGG 

Sequence 235 

CGCGGTGGCGGCCGAGGAC I I I I I I I I I I I I I I I I I I I I I I I I I I I I AT AATAATTTTGT 

CATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCTGGTCTCAAACTCCTAGGCTCA 

ACTGATCCTCCTACCTCCACCTNTGCCTCCCAATTATCCCCAATTGAGAGATGAAAATTC 

TGACAAGCTCTCAAACGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGG 

CCTAGNAACNTTGAATCCAGGTNCTGTTAGNAAATTCTAGGGTTTGAGAAATCCCATATT 

TCTNTCCACTTCCCGCGGTACCCTGCCCCCGGGGCCGGGCCGCCTTCTAGGAACNTAGGT 

GGGATCCCCCCCGGGGCTTGCAGGGAATTCCGATATTCAAGCCTTATTCGGATAACCCGT 

CCGACCCTCGAAGGGGGGGGGGGCCCCGGGTACCCAAGCI I I 1 1 I GTTCCCTTTTAGTGG 

AGGGGGTTTAAATT 

Sequence 236 

GCGGCCGNCCGGGCAGGNACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGC 

AGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTGGC 

AGCC ATTGCAG CTC C AAACTGC AN NAGGC AAGGC C AATTTTAACTTTTCAATTTAC AGTC 

GATTTTGAAGAGCTTTCTACATATCCGGTTATGTAAANTTCATATATGTAI I I I I I GGAA 

ATCAGTTCTTATANAACCAGCCTCCGATTCAAGTCTTTAGGCTAAAATTTTATAGGTCC 

T 
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AAGGGTAGGTATGGTTAACAATTTTGGAACCTTTTTGGTCCTTAAAGAAAAAGGTTGGAC 

TTGTTTCAANATANTTTCTNTCTTACCTNGTGAAAAGGAAAATCNTTACTTTTTTCCTAA 

TTAAAAAGGAATTCTTGTTACCCTTCGGGCTCCGCTTCTTAGGAAACTTAGGTGGGGATC 

NCCCCCCGGGGTCTTGNGMGGNAMTTTTCGAATATTCCAMGGCTTTTATTCGAATAC 

CCCGGCTCGGAACCTCGGNAGGGGGGGGGGGGCCCCGGGGTACCCCCMGC7TTTTTNGT 

Sequence 237 

GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCT 

G 

ACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCA 

GCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAG 

TGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGT 

CTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA 

GAGTACCT 

Sequence 238 

CCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGGA 

TCCTGAI I I I ICAGGAGTTCAAGCGACAATGGCAGCCCAATACGGNAGTATGAGCTTCAA 

CCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATT 

GAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCT 

TGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCCGTAGTTGACACACCAGGCATTTTCG 

ACACAGAGGTGCCCAATGC 

Sequence 239 

CCGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAAC 

ACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTAG 

AG 

GCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTCA 

GTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATTAATACACTG 

T 

CTTGCTGAAGAGTCTGACCCTGCCCAGGAACCCCCGTTATGGCCTAGCCCCAGNGGGAAG 

NCAGTAAAACCTGCCAANAGCCAGGAGAAAAAAGGGGGGCCAGTCTTAAGAATGAAGGCC 

TAGGTGCTTGGCCTGGAGCTCCCAGTTTTAGGGTCCTGGTTACTGTTTCTGGTTTCCAAC 

TTATTAAAATCCAGGGGATGGACCTGGTTACCTCAGATTTCAGGTTGCCTTATGGTAGGA 

AAMTAGGAATGCCACAGGCCAAAAAACATTAATTTTGGGGGGGATGGACTTGGGCAGNC 

ACCCI I I I I I I I I ICCCTTTTC 

TT 

Sequence 240 

GNGGNGGGCCGGCCCGAGGTAC I I I I I I I I I I N I I I I I I I GGTATGACTATAGATGGC 
TA 

GTGNGTCTTTTTATTAGCTATCANCGTTCATTTAACAGACAAAAAATTCAAGTTCAATG 
N 

NNGGNCATTAAAATACGGAAGAATTAACAATAAGTTCATTAATCAATCTTTCANCTGTT 
C 

; CTATTTTATCACAAATNACTTTTCCTANAATTGGAANAAGGATNCATGGGAAGGGGACAA 
GTCTTGGAAAMCGCAAACCGTAATTGTGTTCTTTCAAATTCCATAAAAGACACTTCAGG 
NNCAAAAAAATAAATAAACAAGGNAAGGGCCGCNTCATTACCTNTTAGTTTNGGGGNGTN 
GGAAATTGAATCATGGCCAAGTGCCTAAGNGCNTTTTTGCTGNTNAGTTAACCCNCCGTG 
CCCGCGTCNTAGGAAACCTATGNTGNGGATCCCCCCCGGGGCCTTGCCANGNGGAAATTT 
CGAATAATCCAAANGCCTTTATCCGGAATACCCCGTCCGGACCCNCCGAAGGGGGGGGGG 
GGG 
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Sequence 241 

GCGGTGGCGGCCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAAGATCGGCAA 
GTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGAC 
GAGAGTGTTGTAAAGTGTGGAMTGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTAC 
A I 1 1 1 I I I I CCAAAAAAAAAAAAAAAAAGTACCT 
Sequence 242 

TGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACAT 
TTGGGGTTATATTGAAGAAGGTTACGCNACAGAGTGTGAATAGTGGAAAAACCTTCAGCA 
TATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGA 
G 

AAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCA 

ACCCCATGAAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGTACCT 

Sequence 243 

GTACGCGGGGTGCTGGGATTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTT 

TATTAAGCTGTTCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCC 

ACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTNCTGTGCCACCCCATC 

AATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATCTTG 

GCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCC 

ATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGC 

CACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAA 

TGAAGTAATAAATTC7TCCAAAGGGAAAAAACGCAAGGNAGAACATCAAACAGCTTGTGC 

TTGTAGTTCTCAATGCACGCAAGGGTCTGAAAAGTGTNCTCAGAAGACTCTNNAAGAGAC 

GAAACGAACCCTGTGCCTGTAACTTTTGAGGNGAAAAGAACAAAAATGGCTCTTAGGNGG 

TCCCGAAAAAAN 

Sequence 244 

TCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCACCCGGCC 

CTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGAAC 
AT 

CTTTCATTAAAACATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTT 

G 

GGGCATTCTTTTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTT 
T 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGG 
GCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGA 
ACCCTC 
Sequence 245 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTGCTTGAGTGAGTTCATGGTCCGTAGG 

AGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGNCAGCAAGTTTGGA 

GTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGG 

GTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAAAGGGGTCG 

TCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCTGCAGCTGTCGCA 

T 

Sequence 246 

GCGGCCGTGGGGATCAGCGTAGGTGAGCTGNGGCCTTTTGCGAGGTGCTGCAGCCATAGC 

TACGTGCGTTCGCTACCGAGGATTGAGCGTCTCCACCCATCTTCTGCGCNGNCACCATCT 

ACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAAGAAGAATATAAAGAA 

ATAGTTCTTGTCCCAAAGGAAGGAMCTCTTGAAGGATTGAATTTCAGCCCTTCTTGCAT 

CTTGGGATCTCTTGGTTGGGAAACGGAAGGAAANAAATNGGAAGCCTTGTCCCGCAAGNG 

CTTTGTCCANANAAAGGGGAAAACCATTCTGGGGAATGGACCCACCTTTAAACCATCTAC 

CAAACCTTCCAAGCCCCTTGGGGGGGTNTATTTGGTCCCCAACACAAAAAAATAGAAGTA 



Page 43 of 22 1 



WO 01/42467 



44 



PCT/US00/33312 



Table 1 



TAAAGAAATANAGGTTANCCTTCGGGCCCGCTTCTTANGGAACCTAGNNGGGGAATCCCC 
CCGGGGCCTTGCCAGGGGAAATTCNGGAATNTTCAAAAGCCTTTATCGGAATACCCCGTC 
CGGACCCTTCGGAGGGGGGGGGGGGCCCCGG 
Sequence 247 

GGCTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTT 

TGTCTGAAGAANGGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTACTCAA 

GNCCCAAGGGACTTCTCCAAGTAGCCGACAAACTCTGCCGGGCCGCCCGCCATCTTCCGG 

GCCCGCTCTAGAAACTAAGTTGGGGATCCCCCCGGGGGCTTGCAAGGGGAAATTTCCGAA 

TATCAAAAGCTTATCAGAATAACCCGTCCGAACCTTCGGAAGGGGGGGGGGGGGCNCCGG 

GGTACCCCAAGC I I 1 1 I I GTNTCCCCTTTTAAGTGGAAGGGGGTTTAAATTNGCCGCCGC 

NTTGGGCGGTAAANTCANTGGGTCATTAGGCTTGTTTTCCCTGGTNGTCGGAAAAATTTG 

NNTTATTCCCGCTCACCAAATTCNCACAACAAACAATAACCGAAGCCCGGGGGGAGGCCA 

TTAAAAAGGTTGGTAAAAAGNCNCTTGGGGGGTGGCNCTAAATGGGAAGTNGAGCCTAAA 

CTTCACAATTAAATTTGCCGTTTGGCCGCTTCACTGGNCCCGCI I I I ICCAAGT 

Sequence 248 

ccnctcccgcggtggcggccgaggtactttn i 1 1 1 1 1 i i i i 1 1 1 1 1 1 i 1 1 1 1 1 c i i 1 1 1 i 

i i i i 1 1 i i 1 1 i i i i i i i i incagagacnaggaatttaattagggntgtaacaaatggtta 

attntagnaagaaaaaccaaattgaataattttctaactcacttggcagggggggnctcg 

canccntaatgaacatcacataatgaagttnctcctttccanatctataaacaggctqat 

gtaactaactgatnctcagtaaAanggnncataatccaaatntntntaacaaanggggct 

tgctataaaatctcttacattttaanacttactcttaanaaatcatctattcttccctc 

Sequence 249 

AGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAAGCTGGAAGAAATAAGATTGGG 
TGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTGAATAGTGGAAAAACCT 
TCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 
AT 

TTGGAGAAGTTCACAAAGCCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTC 
AATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCAT 
CCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAG 
AAGAATGGAGAGCCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 
Sequence 250 

CGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCA 

GCCCATTATCTTTAATCCGGAC I I I I I I GTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGG 

ATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCC 

ACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAACTT 

GCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 251 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCG 

TCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCAGCAGGG 

Sequence 252 

AGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTCTGTGTGTGTGTGTG 
C . 

GTGCACATGCACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 
CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTGCTGGCTCATG 
GAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTAAGAACCACCTATGACCTGT . 
G 

CTGI I I I I ICTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAACATGT 
T 
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TGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACC 
A 

CAGGTATATCATMCAAAAAGAACATGAGTTACCATTTTTCACAAAGTTCAGATATATT 

T 

AAATTAGCCTATTTAATC I I 1 1 I I I IGGGT 
T 

Sequence 253 

GGGNGGCCGGGCCCGCCCGGNCAGGGTAC I I I I I I I I I I I I I 1 1 I I I ICTACCAGTAG 
CC 

TATTTCAGATTTATTAAAAAACACATAGGTAACCGAGTCANAGCTTTGGCTAGGAATGAN 

TTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCACAGTTAGTGTGCTAGAAGACA 

NGAGAGGGAAGCAGGGAAAAGTGTTTTTAAGAAAGCATTTGCGGGCCGGGACAAATGGGA 

AAGGGCCCGGGCTTTCATCGAAATTCCCTTGTTTTGCCTTGGATCCCACAATCTTGCTTG 

GGAAAAGGGTGGGGACAAGAAGGAAGNGCCCAAGGGATGGGGAGCCACCCGATCCCAAGA 

CCAAGGAAGTANTTTTGCCGCTCCCGGGANGGGGGGGCAAATTGGATCCTTTGGAATCCT 

TCAATGGGTGGCCTNGGGGGTAGCTTAAGGGGGCCCGGTGGAATCCTCCTTTCTNGCATT 

TCCGGGGGCCGGGCNAAATNGCCCAAGGGGGGTACCCTTCGGGCCCGCTTCTAAGAAACC 

TAGGGNGGGGGATTCCCCCCGGGGCTTGCANNGGAAATTTCGGAATATCAAAA GCCTTA A 

TCGGATACCCGGCGNACCTTCGAGGGGGGGGGGGGGCCCCCGGTACCCAAGCl I 1 1 iGGG 

T 

Sequence 254 

CTCACCGCGGTGGCGGNCGAGGTACTCATGGNTGCTGNAAATCATGGCACGCCCGTTCTG 
CAGGGNTNTGCTTAGCCAGGCTCCTNTGAGATCTGGCTATTNTGNCTTGTGGATNNTCAG 
TCCCCGNGTACCTGCCCGGG 
Sequence 255 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAA 

AGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCA 

ATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCAT 

CCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGA 

GAAACGCAGCAGCTCATGGMGGAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTT 

Sequence 256 

ANCGCACACCACCACNTCTGATTAATNTTTTGNATTTAAANNTTTAGGTGGGGCTNCACC 
ATGTTGCCCAGACTGGTNTTGAACTCCTGAGCTTAAGCAATCCACCTGCCTCGGCCTCCC 
AAAGNGTTGGGATCACAGGCGTGAGCCACCGCATCCGGCCTCATGTTCTTTTTCATTAAA 
GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTCATTTCTGTTCCG 
CACAGGCCTGCTGAACTGGGTGCTTTATATAGGGNANAGGGGGCCTCAI I I I INGTTCCC 
CTG NCCCNC AAGC NTTANGGGGC AAAAANAAAACC ATNCC AAN AATTTGGN AAAGGG N NT 
I I I I I I I I I I NAAAATNNGGNNNGGGGGGGGGCCCCCCTCNCTTGNGGTCGGGNGGNTTT 
TNC NGGNGN NAAAAAAAAAAAAAAAAA 
Sequence 257 

AGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCCAAGACCGGCCTTGCGA 

GCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAA 

TTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGA 

ATATTCTCTATCTTCTTCACCAACGAGTAAGACCGTTTTG 

Sequence 258 

GGCCACGTGACCGACGCCAACATNGCGGCGCCCAGTGGCGTCCACCTGNTTTTCCGCAGA 

GGTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTNACACAAGCAGTCAAG 

C 



Page 45 ot"22l 



WO 01/42467 



46 



PCT/US00/33312 



Table 1 



AGTCAACAAAGAAGAMTTTCTTTTTTCGGAGACAAAGAGATATTTCACACAGTATAGTT 

TTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTAT 

GTGACGACAGGCATTGTACCTGCCCGGGCGGCCG 

G 

Sequence 259 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGGAAGAGAAAAA 

CCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

Sequence 260 

GGAGCATAAAGNTGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTA 

ATTGCGTTGCGCTCACTTGNACCGCTTTCCAGTCGGGGNAAACCCTGTCCGTGCCCAGNC 

TGGNATTAAATGGAAATCNGGCTCAAACGNCGCCGGGGAGAGGAGGGCCGGGTTTTGCCG 

GTATTGNGGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTGC 

GC 

TTCGGGGTNCGGTTTCNGGGCTTGNCGGGGCGNAGGCCGGGTAATNCAGCCTTCAACTTC 
AAAAGGGCNGGGGTAAANTAACNGGGTTTATTCCCCACCAGGAAATTCAAGGGGGGAATA 
NACCGCCANGGGGAAAANGAAACCATGNTGGAGCCAAAAAAGG 
Sequence 261 

TGTGTTGAAAAATTGTTATCNNNCTTCACAAATTCCACACAACATACCGANGCCCGGNNA 
GTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCTCACATTAATTG 
CGTTGNGCTCACATGCCCGCTTTTCCAAGTTCCGG 
Sequence 262 

GGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAG 

ATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTG 

CTCACGGAGGCACCCCTGAACCCNAAGGCCAACCGGGAGAAAATGACTTCAAATTATTGT 

TTGAGACTTTTCAAATGTCCCANGCCCATGTATGTGGCTTATCCAGGCCGGTCGCCTGTC 

TTCTCTTATGCCTCTGGNACGCACATCCTGGCATCTGAGCCTGGACTCTTGGAGATNGGG 

TGTTCACTCCACAAA1TGTTCCCCCATTCTTATNGAGGGGGGCTATTGCNCTTGGCCCCC 

ATGNCCNATCATTGNCNTTCTNGGATTCTGGCCTGGCCCGANGAATCTTCACTTGAACTA 

CNCTTCATTGGAAANNATCCCNTGGACCTGGAANGCGTGGGGCCTAATTTCCCTTTCGGT 

TTACCTAACCTGGCTTGNAAGCCGNTGGAGGAATTGGTTCNCGGGGGACCAATTCAAAAG 

GGAAGAAAANCTGG 

Sequence 263 

CTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I GCAGCCGTTTTT 
C 

TTACTAGAAGCTAGGCNGAAAGAGTTGTTACTCANATTTCTTGAACTTGAGACGTCAAAG 

GTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 

Sequence 264 

CGTGCGGATCTTCTTCTTTTTGNGGCTTCCTTCANGGGGTCAANAAAACCCTTCTNGGCC 
TTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTTCCNCCTTCGANNTC 
GGCGCCATCTTGNGAAAAGCCCCGCGNACCT 
Sequence 265 

AGCNNCCCGCGGTGGCGNTNGCCNGGGCANCCCGCGGGGGTGGAAACCTCTTCAGCATTN 

GCTTNNNNTCAGGGGGCTAAAAAACCCANCAACCGGGACCCCAGCTTTTCAGAACTGCAG 

GG N AAC AGCCATC ATG AG N G AGGGCACC AAGAATTCCCTGG AG AAAATCCTTCC AC AGCT 

GAAATGCCATTTCACCNGGAACTTATTCAAGGAAGACAGNGGCTNNTNGGGANCGNGGGG 

ATAGAGNGCGCAACCAGGGNGAAANNTTAAACACNGAGNNCAAAGNGGNCGNGGGNCCCN 

CGGCCGCTCTAGAACCAGGGGACCCCCGGGCCCGCAGGGAANNCCGANANCAAAGCCNAA 

NCGAAACCCGGCNACCNNCGAGGGGGGGGCCCCGGACCCCAGCNNNNNGGNCCCCCNNAA 

GGGNGGGGNAAANGNGCCGCCNNGGCGGAAANCAAGGGGCAAAGGCNGGNNCCCNGGGGG 

NAAANGGGNANNCCGNNCACAANNNCCNCACAACAACCAAGCCCGGGAGGCANAAAAGGG 
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GAAAAGCCCN 

Sequence 266 

AGGTACTTTTCTAGGTATTGCTGGGCAAGATCCTTGTTGGA6TCCTCCTCTTTTGCTG 

CC 

CCACTCAGAGGATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGC 

ATCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTGCCC 

GG 

GCGGNCGNTCGAGCCGCCGGGCAGGTACTACCTGNACCAACTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGNTTATATGAAAGNCAGAAG7TTAGC 

GAAAATTCGGCCTAAACAGNAATAAATGAAAATGGANTGGAAATCAAAGNNCTTAAATAG 

AACANGAAGGCNGGGCACCGGNGGNTCACGCCTNGNANNCCCAGCACT 

T 

Sequence 267 

GCGATTGGAGCTCCCCGCGGTGGCGGCCoAGGTACTTTACCTCATTTCCTACCAATCATT 

TTMGAGMTTTGGTTGTATTTCAAAGAACAAMCAACACAATTTCTGTCCTGCTGTTT 

A 

TTTTAGCGGTGGTCGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTC 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCA 

AGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTC 

GTTCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATG 

TA 

AAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACAT.W 

TGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

Sequence 268 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTATATGAAAGTCCTCACTTTCAGA 
AGCAGAAAAGGAGTAACTAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACA 
ACGTCTACTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTG 
C 

AAGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAATGAAGAACTT 

CACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCCATGGTCTTTTCTGAACCCA 

GAAGGTGTCAATGACAAAATATAATACTAGAATGATAACTGTGATGGCAGGCATCAACAG 

ACCTTTCAGAATAGAAATGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTT 

GACAGATATAAATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCT 

C 

TGAGAMTTACTTCTTTCTTGCACCTTATMCTTGACATTGTCAGATTTAATTTTT 

Sequence 269 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACTGAAAGACCA 

GCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTT 

GAACCAACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGTTTAG 

GCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCC 

AGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAG 

CAACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTT 

TCATTCTGCAAAGCTGGGGCAGAAAGTTCTTNTTTGAATCCCGCGTACCTCGGCCCGNTC 

TAGAACTANTGGATTCCCCCGGGCTGGAGGAATTC 

Sequence 270 

GTCTTCGGNTTTTCTCTTCTTTTTCCAGGGCCTCCAANCCCTCGTCAGCCTCCCGC 
Sequence 271 

GGGAGGCGNNAGCGAAGGAAGAGANTNTTCGANGACGAAGAAAACCCAGCGCCCCCCACG 

NACCT 

Sequence 272 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAACGCAGGCTGC 



Page 47 of 22 1 



WO 01/42467 



48 



PCT/US00/33312 



Table 1 



CTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAATGTCCCACCCGTCCCAGGTA 

ACATTTTGCCCCCTGAGGTCCGGGGTAATTTAATGGCTGCTGGACAAAACCTCCAAAGTT 

CTTGAAAGATCAGAAATGATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGC 

CGCTTCCCTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCC 

ATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAATCATGTTGAAGCTAAACC 

CATATTGCAAAGACCATGCGCCGGAACACCATTCTTCGCCAGGCCAGGAATCACAAGCTC 

CGGGTGGATAAGGCAGCTGCTGCANCANCGGCACTACAAGCCCAATCAATGAGAAGGCCG 

GCGGTTGCAGGCAAGAAGCCCTGTGGTAGGTAANAAGGG 

Sequence 273 

TNTTAGGGNCAAACACGGCCCCAGCCCGCGNCCCAGNCNGNGCGAANGATTTTTTCAGGG 

NGACAAAAACCCAGGNCACCCACCTGCCCG 

Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATGCGCTCAGTTC 

TAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCACCAAGGCAGAATTCAAG 

CCCTCATCTGCCAAAACTACCACCAAAGACTTACAAACGGGAGCTTTCGCACCCCCCATT 

GTACGCGGGGGAGGAGCCTGAGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCC 

CGGTGACAGGATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCAAAAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCAC 

AGGAAACCTTTGCA 

Sequence 275 

CAGCGAGCACGCGTNTTCCGCAACCCGAAACCNCCTTACAGGAGGTTTAANACNCANCCC 
AACGGGGAGAGNGGGGGAAACATGANGACAGANNNNGGGGGAANGAAAATGGNACCTCGG 
CCGCTCTAGAACTA 
Sequence 276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGCACCGGCCCTCGGTCGATT 

ACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCANCCGCGTCGATCTTTATG 

TTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTACTCCCCCTGGTTCTA 

CCCGGCTCCAGAGCCTCTCCCGGCCCACTAATTTATTCCCAAATTCTAGGCCCGGCCCCA 

TCAAGCCCTCCCCGCGTACCTGCCCG 

Sequence 277 

GACTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCAGAAA 
GTGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCANCT 
GTTCGNTGCTTCAGGGCCTGCTGA i I I I I GGAAATGTGATTATTGGTTGTTGCGGCAT 
TG 

CCTGCTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCCACTGCTTGAA 

GCCACCGACAACGATGACATCTATGGGG 

Sequence 278 

TTCGCCCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCTTGCAG 

TTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCT 

G 

GTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTTC 

CACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATCTCTTTAGCCT 

C 

CTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTAT 

GTATTCCTTCATCTCAGCCACAGATGCTTCCAAAGAAAAATCTGATGCTTTTCCATTTG 

A 

ATCTTCAAAACAI I I I IGNAGAGTTCCATCAGTTTCCAGGCCGTCTGCAAAATGTTTCA 
A 

TTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTAGTGGC 
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CCTTANGAAAGGGT 
Sequence 279 

CACTGTTCTTTCT7TCTAATAAAACTTTCTTTTTGGAACCTATACTGTCTTCTGTAAATT 
CTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCT 
CACCTGGCATAATATAAAGTG I 1 1 I I I 1 1 I I I ATACCCTTCCACTTGGAAAGACTACAG 
A 

GGAATCTTGCNCTGCATAGTTCAAACTAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAG 
AGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATT 
TTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATG 
G 

AGACATGCTTATTTTATTTAACTCCCCCAAAATTAAAAANNAAAAAAANAAAAAAAAAAA 

AGTCCCTGCCCGGGCGGCCGCTCGAGATAAC 

Sequence 280 

CCGCGGTGGCGGCCGGAGTNATGCCATCTGCAGGTTTTGTGATCTGCAATGATTCTTCCC 
TTCGAGGTCAGCCCATTATCTTTAATCCTGACI I I I I I GTGGAGAAACTCCGACATGA 
GA 

AACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATAC 

TTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTAC 

ACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 281 

GGGGGGAGACATGTGGAGGTCCCAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGA 

AGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAG 

ACTAGGGTGAAATCCATACAATGGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 

GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGAG 

ATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAGCTGC 

AAGCCGTTTTCCAGACAAGCNGNGATGTGGGGATGCCACAAGAATTCAGGACTGGAGGGG 

Sequence 282 

CGCGGTGGCGGCCGAGGTACTTNTNACTGCCAGAGGCTGTGACGNTGTGTATTCNGAGAG 
CAGCCTTNCCTGCANTGATNCCATCCCGCAGGAATCNAANTTCTCCCTNGATACNGNGCA 
CTCTGCCTGTCTTTCCAC NTTTCCCTTTCNCATTTTGCANTAC AC NGTTCACCAC NCT 
GC 

CCTTAAGGCTTGGAAACTCACNCCACCTTCAAGCNTCCCATGGTTCTCTGCCACTCATGG 

GTCNGGGNAACCAGGGTGGACAAGGGGGCCAGAATCAAAGNCGTTCTTTCACCCCCACCC 

ATGGGCCAAGGGGAATGGGGGCCCCAGNNNGGGGTTCCCCAAAGGCANCAAGNAAAANNA 

ACTTGGANACTTGGAAGTGGANGGGCCATTGGNAGGCAAGNCCTNGAAAANGCCANAAAA 

AGGGGAGGGGNCNGNAACCACCNCAAAAAAGGTTTGGANGGCCAGNAAAAGGGANANNGG 

GCCCCAGGGGAAAAAACCTTTTGGGCCCCA I I I I I I I I CCAATTTTCCAATTGGGCCT 

TG 

GGCCANTAATTTCAAAGGGGAAGGAATTANCCTTGGGNNAAAGGGGNTNGGGGGGGG 
Sequence 283 

TGGCNGCCGAGGTACAGNATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATT 

CTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTAATGGAACTG 

CAAGACTGTGTCCTTCCCCTCCTGAAAAGATGTCATCGCCNACCAGATATAAGAAAGACG 

GTTTGCCCTTTTCAAAAAGACCCTGGGAATGGTGGGCCCATTTCTTTGGTNGGGNCTTCC 

CAATGGCNCAAAGNAAAGGGGAAANGGGCNATTGTGAAGAAGGAANANAGTATTTTTACC 

TNGAAAAAGGCCATAAATGGTGNANANAAATTCTTTCCANAAATTCCNCAAGNGNGGTGG 

CANGCCCCTNTAGTANTAAAANTANCGNCCCAAAGGAAAGGNTCANGTTTAAAAGGGGTT 

TATTTTGTTTGTTNGGGGTAAAATCNCAAGCCCCAAATACCCCAAACTTGNCCCCTGGAA 
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CTTGGCTTTTCNCAAAGGTTCNAGGCTTTCCNATTCTCAATTCCCCCCCAAAAGGGGAGG 

AAACCNTTTCC 

Sequence 284 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGT 

GAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTTAAGAGTCT 

GCACTGGAGGAACTCCTGCCATTACCAGCCTNCCCTTTCTTTGCCAGAAAGGGGAGGGGG 

GGAAAAACAATNACAATTTTATTTCCATTGGCCCAAGTNCTTGTNTNGCCAATTGNCAAG 

TGC I 1 1 I I I I IGGGCCNTTTNTCTTACCCCTTTGCCAAACCAAGAAAACTNAAATNTTG 

N 

CNACNCAAANCTTCCCTTTAGTTAGNCGCGGAATNTCNCCGCCCCCACAAGTAAGAAAGT 
TCNCNTGGNNAAGNCCCACCAAGANCC I I I I I I I 1 1 GGCTTTTTTGCCAATTTGGTGA 
AG 

GGAAG 
Sequence 285 

TGGCGGCCGAGGTACTAGGTCCCAMTGTTTCAACCGATTTTACCCTATGTTTTCAAGGG 

TATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATCTTGGAGTTATGGGTCG 

AGTTCTACTACAAAACACTAGTTTTTTTCTTCACTTACTTAATGAGATGGCCCATAAATT 

TAATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGC 

CATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAA 

G 

GCCTGCATGATGTCATGACGGGAAGATCCTGAAACAGGAAACTTATAAAGACTGTATGTT 
GGATGGTCTCATCTTGAGGGAACCCAAAAGTAACCAGGAAGATGAATGAAACCACCCAC 
Sequence 286 

GCGGCCGAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAGATC 
TGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTC 
ACGGAGGCACCCCTGAACCCCAANGGCCCAACCCGGGANGAAAAATGAACTTCAAAATTA 
TTGI I 1 1 I GGAGAACTTTTCAAATTGGTCCCCAGGCCCATGGTATTGTGGGCCTTATC 
CC 

AAGGCCGGGTNGCCTGGTCTTCTCTTATTGCCCTTNCTGGGGACCGCCACAAACNTGGGG 

CAATTNGNTGGCCNTGGGAACTTCTTGGGAAAGAATTNGGGTNGGTCCAACCCCCAACAA 

AATGGNTCCCCCCCAATTCTTATTGGAAGGGGGGCCTTAATTGGCCCCTTTTGGCCCCCC 

CAAATGGCCCCANTCAATTGGNCCGTTCNTTGGGGAATNCCTTGGGCCTTGGGGCCCGGG 

AAGNMTTCTTCAACCTTGGAACTTAACCCCTTCAATNGGAAAAGAATTCCCTTGGACCT 

TGGAAGGCCGGTGGGGCCTMTTTCCCCTTTTCGGNTTTAACNTAACCTTGGCTTGGNAA 

GCCGGTTGGMNGNAAATTTGGTNCCCGGGGGAACCATTTCAAAGGGGGAGGAAAAAANC 

TNGGNGGTTTTAATTGTTAAAGCCCTTCTTGGGGNACI I I I I IGAAAAAAA 

Sequence 287 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCNAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGNGACC 

TGACACANTGTGTGTCCTTGNTCTTATTTGGAGAAGTTCACANAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTATCGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCA 

GAGGAGGTGTGTNTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTT 

GACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAAGCCGTGCACGCAGACTGTGAA 

TTTTGCGTGACTGTTGAGTACCTCCGGCCGCTCTAGAACTANTTGGATCCCCCG 

Sequence 288 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATG 

ATGCA 

Sequence 289 
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GGACAGACTGGCTCATNGAAGACATTNACTNTGATGGGACCATTTNAANCNGATAATTTT 

TCTCATAACCTGAGAGGAGTNATCCCACGMGTTTNGAATNTTTGTTTTCCTTAATTGA 

T 

CGTGAAAAAGAAMGGCTGGAGCTGGAAAGAGTTTCCTTTGTAAGTGTTCCTTTATTGAA 

ATCTATAACGAGCAGATATATGATCTACTGGACTCTGCATCGGCTGGA 

Sequence 290 

TGGCGGCCGCCCGGGCAGGTACGCGGGGCCCGTAGGAGCCTCTCTCCCTACTGCTGCTAC 

ACAAAGACCCTGAGACTGACCTGCAGGAACTNAAACCATGAAGAGCCTGATCCTTCTTGC 

CNTCCTGGCCGCCTTANCGGAAGTAACTTTGTGTTATGAAATCACATGAAAAGCCATTGG 

GAAATCTTTATGGAAACTTMTTCCNCTTTTNATTTAAANCCAGGGNAAGNNAATATGT 

N 

AAAAATTCCNCTTTTTTATTANNTCCCCCTCTNCAATCCAAGNANGNATGGGGGAAGCNA 
GCNTAAAACCNCTNCNNATNANANAGNTNGGGTTTCTAAATAAGNAANCCTTTCTTTCTA 
AANANGNNCNTNGNGTTCCCACCGATATCTTTTATATATTNNGGGATTNANCCCCCCNTN 
TGNNAGNTTTATNTACTTTNACNNANGCA I 1 1 1 I I I I I NNGTGNAAAAAACCCCGCNNT 
T 

AACCNACCCCAANTNGGGGTTTTTATATTGGGGGNANTNACCAAAAATGGCCTNGGCCCT 
TNTATNANAAATCNGCGCTTTNNCNTTTATAACNAGGGAAAAAAAGCCCCCCCCCANNGG 
GGGNNANNCCCNAAATATNTNTAANATNNTTGGNNGGGGGAAAAAAAAAAAA 
Sequence 291 

GAGCCCGGGTGGCGGCCGCCGGGCAGGTAC I I I I I I I I I I I 1 1 1 1 I I I I I GGGGGAGTTA 

AATAAAATMGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTANCA 

ACTGACAGAMTTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGGTCAAAAT 

T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCI I I I I AGTTTGAAC 

TATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTT 

TATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTC 

ATAGGNGTAGTAAGAAGAATTTACCGAAGACAGTATTNGGTTCCGAAAAAGAAAGTTTTA 

T 

Sequence 292 

CGGTGGCGGCGAGGAC I I I I I I I I I I I I I I I I I I I I I I I I I I NGCTTGTTTTTATCTTTT 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAATCCCACT 

CT 

GACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTNCCGCTC 
TTTTCCTCAGGTCGAANGTTTNCTTTAAGATCACGCTGACGTCGGACCCACGGCTGCCGT 
ACCTGCCCG 
Sequence 293 

GTGGCGGCCGCCCGGGCCGGACGCGGGGACATTCGAGTGGGGATTAAGAGAAGGAAGGCT 

GCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGAGAGTCGCAGGCAATAGAACTACTTTG 

CTTTTGGAGGAAAAGGAGGAATTCATTTTNAGCAAGACACAAAGAAAAGCAGI I I I I I I I 

CANGTGCTGACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAN 

GTTCTTCAAGGCANAATAATTGCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTG 

AATACCTCTGAGAATAGAGATTGATTATTCNACCAGGATACCTAATTCAAGAACTCCAGA 

AATCAGGAGACGGAGACATTTTGGTCANGNTTTGCAACATTGGACCAAATACA 

Sequence 294 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTTN 
TGTAAACTG AACTTTGTTTTC AG N NCCGGCTCC AGCC ATCCTCGGGTAGCTTGC CAATAG 
ATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTGCATNNCTCCCTCTTTCCCC 
AC 

AGCAGNGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTNATACTT . 
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CTTTCCTTACACTCATTTTCCTGTCTTTATTATGATAGTCTMCTT7TTCTCCTCAAAGG 
TATAGCTGCCTTGCTTTCATGAAAACACAClTTCCTATTGTGATTTATCAGAGGCCTTT 

C 

CATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATA 

Sequence 295 

CNCGCGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCC 

GGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCA 

ATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTA 

GAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGACCCT 

Sequence 296 

CCGCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAMGAAAAAGTGGGCCA 

CCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGAC 

TCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGGCCGGAGCAGCAGCTTACAATG 

AAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAANTCCCATTAACCACA 

ATGACTTCAAAATTTTAAAAA 

Sequence 297 

GCGGCCGCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGGGCGGGAATTG 

AAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGAC 

CATGGTGCGGCCTGTGAGACATAAGAAAGCCAGTCAAATTCTCACAGTTTGACCACTCTG 

ACAGTGATGATGATTTTGTTTCTGCAACTTGTACCTCGGCCGTTCTAGAAACTTANTG 

GA 

TCCCCCGGGCTNGNAGGGAATTTCCANATTTTNAANCCTTTTTNCGGANCCC CCNCN CCN 

CCCCTNAANGGGGGGGGGGNCNCNNGCCCCNCNNTTTTTNNNTGGCCCCNTTTTTTGNNG 

GGGGGGNGAATTTANCNNCCCCNCNGNCGGGGNAAANAAAATAGGGGGGNAAAANTNTTT 

TTNTTNNGNGGGGGNAANAAAATTTTTTTNTCTCCCCCCCAAAAATAAAAAACNCGNCCC 

NCTTTCTNTCCCCGNTGGNNGNAAANNANTATNGNGGTCCCCCCNNGNGGGGGGGGGGAN 

AN I I I I I I I I I I NNNNAAI 1 1 I I I I I I 

Sequence 298 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACTAGATGAGCT 

GCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGTCTGAAGAACTGGAATCT 

GT 

CGCTCGCCCTGAGCACTGTATTTATTTCCCCTTACTCANTCCCCAGGGGACTTCTTCCAA 

GTAAGCCGACANACTTCTTGCNGGCCCCGCNCGCNCANTCTTTTCCCGGNCCGGCTTCTT 

AGTAAACTTAGGTTGGGAATCNCCCCNCGTGGGCCTGGCNAGGGGAAATTTTCGGAATTA 

TTCAAMGGCCTTTATTCNGAATAACCCGGTTCNNACCCCTTTCNCAAGNGGGGGGGGGG 

CACCCCGNGTTMCCCCCAAGGACNTNTNTTTGGTGTNCCCCCTTTTTAAGTTGGAAGGG 

GGGTTTTAAAAATATTGGCCGACCGNCCTTTTGGGTCCGNTTANAAATTCCAATTGGGGG 

GNTCAATTAAGGNCCTTGNTTTATTCCCCTTNGTNGTTGGAAAAAATTTNGTTNTAAAT 

T 

CNCCGNCNTTTCAACNAAAATTTTTCCCNANNCAACCAAAACCNAATTAACCNGAAGNCC 
CCCGNGGGGAAGNCCAATTAATAAAAANNTTGGTTAAAAAANGGCCCCTTGNGGGG . 
Sequence 299 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATCTTCTCCAA 
AT 

TGTTTNATCCTACCACTCCCAATTMTCTTTCCATTTTCGTCTGCGTTTAGTAAATGCG 

T 

TAACTAGGCrrTAAATGACGCAATTCTCCCTGCGTCATGGGATTTTCAAAGGGTCTTT 

TT 

AATTCACCCTTCCGGGTTTTAAATCCTCTTTTTTTAAAAAGAATCCGTCCTTTCAAAAAT 
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TATNTTTAAATTCACCCTTACCAACC I I I I I AAAACCTAAAAACCTTTAAAGGCTTGTTT 
TAAAGGTCCACCCTTTCA I I I I I I AAATCTAAAAAAGGCCATTTGGCCCCTTTCTAATT 

T 

GGGNTAATTNAAATTCCGGGGGCCTCTTGTTAGGTACCCTNTTCTCTTCAAATTTTTAT 
C 

CTTTTTTTAAAAATTACCA I I I I I I I I I I ACCTTCCCATTGAAAGGAAAGGCCTTTNCAT 
TCTTTCAAACCCCTTCCCGGTTCAATTGGTTTTTTTAAGGAAAAAACCCCTTTTTTTNAT 
TTCI I I I I I ICCCCTTTTCCCCTTCCAATGGCCCTTMNCTTTCTTTTCCTTNAAAGGGT 
GCCTTTCCAATTAA I I I I 1 1 I I CCTTCTTTTAAAAAAAAATTCCTTTTA 
Sequence 300 

CGCGGTGGCGGCCGAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTTAT 

CACACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGGCGTGGTGGTAAC 

ATACTTTTAAACCAGCGATTGCACAGCAAACCACAATGCAAGGTATTTCTGACTCCCAAG 

ATTGCCCGTTTCCTAAAGAGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGC 

TAACTGCTTTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCA 

C 

CCTTCTTTTTCATTGTAGCAATGATCTCAACACGTG 
GA 

Sequence 301 

TCCCCGCGGTGGCGGCCGGAGTGATGCCTCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCACGCCCATTATCTTTAATCCTGACTTTTTTGTGGAGAAACTCCGACAT 

GA 

GAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTTCATCNGATTTA 

CCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTG 

ATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTAT 

CTACACAAAAACTTGCGAGTAGAGGGTTTGT7TAGAGTACCTCGGCCCGCTCTAGAACTA 

GGTGGATCCC 

Sequence 302 

TTGGAGCACCCCGCGGNGGCGTTTTGGGACGCNCGGAACNGCAATGCTTCAGGACCCACA 
GGAGCGACTCTTTAAAGGGACCACAAAANCCGCACAGAGCTGCAAACAACTATACATGAT 
ATAATATTAGAATGTGTGNACCTGCCCG 
Sequence 303 

GNGGCGTTTTAGGGCGNAACGGCCCCCCATCATGGCGGACCCTAGAGAAAGGCTCTTAGG 

GGGACCNAAACCCGNNGCCCGAACACAAGGAGANCGACGGCCGCTCTTNAACCAGNGGAG 

C 

Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTG 

TCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGT 

AGCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCA 

GGAATCCCCGCGTACCTGCCCG 

Sequence 305 

NTTAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGC 

TTTATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCC 

AC 

CCTTAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCCAAA 
GTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTAT 
TMTGTCAGGTTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGT 
G 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATTTTGTT 
Sequence 306 
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NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCAGCGGAAAGCTCAGCCC 

ATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAAGAA 

TTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTG 

TGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGA 

CMCTCMCTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGT 

TG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTA 
CCCACTGGTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATAT 
Sequence 307 

CACCGCGGTGGCGGTTTAGCCCGGCGCNAAATCACCATTATTCCCCTTTAGTCACCTCAG 

AGGCTTGTTAATGCTTTCTTTGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCA 

G 

TTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 
GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTNGACCCCCTCTTCGG 
TTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTCCCCCGCGTACCT 
Sequence 308 

TGGGGNAACCCGCGGNGGCGGTCTTGGGGNCAACACGGAAACCAAACGAACCGCGGCTGC 
ACCAGCNGNCTTTTTTNGGGGNGCCAAAAACCCGAGCAGCCGAAANCNGGAACNGCCNCA 
GNNGTGTNCCNGCNGAAGAANGNCNANCCCAGAGAGGCCAAAGNACCC 
Sequence 309 

CCCGCGGGGGCTTTNGGGGGCAANCGAACACCNCTTAAAGGGNNCNCCNTCTAAAAATNT 

TTACNGGNAGAANAAAACCCACCAACCGCTTTTTANTATCGAGNGTCAGAAACCNTTCAC 

AAGATGGNAAAAAAAAAAAAAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACT 

TTACAACCACAGCTAANGCAANNNNNNCCANGGNTCCCAGTCAGCTCCAANNCCAAGGGG 

NGCAAAGCCCANNNNNNNCCAAGCATCCAAANGANAGAGACAGGCCAGGAAANNCTNTAT 

NCTATNGGGAGCAGCNNANGCAGGGGCAGCCAAACACAAAGCNNCAGGACAAAANGGACC 

NGCCCGGG 

Sequence 310 

CACCGNGGACAAGAGCAGGNGGTNCTTGGGGGGNGNAAAACCCGCNCCGCGANGCAAGAG 

GCTCNGCACAACCACTACTNTNCAGAAGAGCCGGGNCCNGNCCCCGGGAAAAAGAGNGCG 

A 

Sequence 311 

CCTGAGGAAAAGCTCGCACCAGGNGGACGCGGATNNGGTANGGGGGGTAAAANACCCNCC 
CCAACAAGCCGCGGGGCAAAANGNCCNCGTACNTCGGCCGCTCGAGAACTAGCGNACCCN 
A 

Sequence 312 

CCCGCGGTGGCGTTTCCNGGCCAGGCACTTGGAGAAAGTATAGCAGCAAACAATGCCTAT 
TTTTNACAGGAAACAGAACANATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGT 
TTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAA 
T 

ATTGAAGAATTAATAGAGAAACTTCAGTCTGGAATGGTGGTAANGGATCAGATTTGNGAT 

GNGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAA 

GAAAGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGA 

CTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

Sequence 313 

CCGGGCAGGCCCTTAGCATTAGATTGAGTTATGTTGCTAGGAGATNTTTATTCATCAGCT 

GATCATTMGCATATGGGGCTTACTTGGCCCCCCTATCMTTTGCGTCAAAATAAATTAA 

TTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATCTTTCTA 

AACAAGACACAAGTTTACACATTACCCAGCACAGTAACCCCTCTTGGTATTGTTTACCTA 

AAAGGAAGAAGTGTAGGAAAAACTGATATAAGTAGAGAGNTTATTTGGG 
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Sequence 314 

GNTTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAAAGAAT 

TGCAGGAGGGTAGNAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGT 

GCGCAGAAAGAGGAGGCGCTCAGGAATGCATGAATTGATTMTTAAATGTCGAGAGCTGT 

AGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTA 

CCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAA 

GATGGCCAAAGACMCTCMCTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGT 

GATTATTGGTTGTTGCGGCATTGCCCT 

Sequence 315 

CTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCNGTCAAAATAAATTAATT 
GT 

, AGACCTGTCTTGTTTTATGAAAAAGCAATGNGATAGTCTTTAAATTTATCTTTCTAAACA 
AGACACAAGTTTACACATTACCCANTTACAGNAACCCCTCTTGGTATTGTTTACCTAAA 
A 

GGAAGAAGTGTAGGAAAAACNGATATAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGT 
TACAACCCAACTGTATGGAGACAAGTTGGCCTGAACAATACACATTCTTATTAGCAACAG 
NTATAAGTAGG NTTTCAAAGAAAAAGAAGAGGCAGNTCCTAA 
Sequence 316 

TCGNCCGGGCAGGTACAGAGACCTNCTTACTTACCCCCCTTNTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGN 

AACAACNCAGAGTAACGCGGGAATGAAGAATNTTAGGCGGGTGCACCCAGTTTNCACCAT 

GATTAAGGGTNTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTG 

GG 

ACAGAATGGAATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTT 

GAAGAAGAGTGCAGATNCACTTTGGGGGATCCAAAAGGA 

Sequence 317 

TTTCGCCCGGGCAGGTACTTGGAGAAAGTATAGCAGCAAACAATGCCTATAGACAACAGG 
AAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACAT 
CAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAA 
T 

TAATAGAGAAACTTCAGTCTGGAATGGTGNTNAAGGATCAGATTTGTGATGTGAGAATAT 

CTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGC 

TACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGATTGCTC 

AGCATCGCTGTCAAAGAACTCAAGCTGAAACAGA 

Sequence 318 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGATGAGAAATCT 

CCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGAAGGTAGTTGTCACAGTGAT 

CAGATGAGCAACGATTTCTCCAATGATGATGGTGTTGATGAAGGAATCTGTCTTGAAACC 

AATAGTGGAACTGAAAAGATCTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAA 

CTTTTCTCTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTAT 

A 

AAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTTCATCTAGCC 

TTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCTTCACTGTTAT 

AT 

Sequence 319 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACI I I I I I I I I I I I I I I I I I I I 1 1 ICAAN 
G 

TTCAGTTTCCTTTAATGACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATG 
GCAAGAGATGTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 
GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTCAGCCAAAGAA 
AGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCTGGGCATAGAAGCAACACAGC 
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CCCAGATTGTTAAAAAGCTGGCCGTTATAAATGCCCATCTGCAGCAGCCGCCTGTAAAAC 

CGGAGAGCTATTTCTGGCTGATCAGAATAGAAGTGGTTG 

Sequence 320 

ACCCNCAGGAGACGCTCGNAGCCCCCGCGCTNNTCCGGGGNCAGAAAAACCCAAGAAGCG 
GCTCACGCCTTCCAGAGCCACATCATNTNTGGNCGAAANAGAAGCCCAGACNAGAGGAAG 
GNGNAGGAGGCCNGCAGGNACC 
Sequence 321 

CAAGCGGAGNNAACCGAAGAGGGGNACTTGGGGGGCCAAAAAACCCGGACCCAGGAGNNN 

CCNGNGNCCAGCGCNGCCGGTTCCGCCNGAGGGGGGCACNCCCCCGCCAAGGCNGGAGNG 

CAGCGGCACAANCCCNGCNCACNGCAGCCNNGANANNCNGGNCNCAGGNGACCAGCACCC 

NTGCTNTTTNTACNGGGAAGNNGCNAAGCNACCNGNCAANANAGCANACAAANNGAAACN 

GGGGGNGGNGAAGGANCNNAGAAGNNGGANGCCAGGAAANGGGANGAAGACCAAANGGGC 

CANGNNNCAGAACAGAGAAGACCCCNGGNAA 

Sequence 322 

CTCCCGNGACGAAAACACAANNGNTTCTTNCGGGGGACAGAAAACCCAGACCCAGCTNCA 

GGGACAGCCTGGACTACTTTNTTTTCACACAAACAAACCTCCCCGCGNANNCTCCTGGGC 

CA 

Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAAATAGTCTTCC 
ACAAAAATACTTTATTTCTGATCTATACAAATTTTCAGAAGGTTATTTTCTTTATCATTG 
CTAAACTGATGACTTACCATGGGATGGGGTCCAGTCCCATGACCTTGGGGTACTTTTTTT 
I I ! I I I H I I I 1 1 I I IG GAAAGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACC 
T 

GCCACACTCGCACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 
AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCCCG 
Sequence 324 

GGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I 1 1 I I I I I I I I I 1 1 I I AANGGGGACGT 
TA 

AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACA 
ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAAT 

T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC I I I I I 
Sequence 325 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAGATGCTTCTG 
GTAGAGAGCATTTAATCACTCTCAAGtTGAAGGCAAAGTATCCTGCAGAATCACCAGATT 
ATTTTGTGGATTTTCCTGTTCCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCT 
C 

AGAGCTCCTTAATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 

TCTGGGATGTTATGGATGAAATCGATGNGAAGACCTGG 

Sequence 326 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I AAGGGGA 
GT 

TAAATAAAATAACGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTA 

ACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAA 

ATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTNI I I I IAGTTTG 

AACTATGCAGTGCAAGATTCCTNTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACA 

CTTTATATTATGCCAGGTGAGGNGTCAGAACCCTGGCATCGGAAA 

Sequence 327 

GCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 
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AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 328 

CGCGTCCGCCCATCTCAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG7TCTCT 
GT 

CTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAA 

GGAAAAAGAGGCTCTGTCTTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCC 

TCCTGGCCCGGCCTTGGCACATGTTCGTNTTTGTGGTTGTTGCCTGGACAGGCAACTCTG 

CAGGGCTGCTTCTCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGC 

TTTTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCT 

GGTGGGGCT 

Sequence 329 

NAACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGCTTTTTATTT 

GTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCANCAACACTGAAGAGATCA 

GTAGTAAGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCATAACTA 

TATTTCTMGCCTGCATTTTCACTGATGCATMTTTTTCTTATTAMTATTTAAAGAGAC 

AGTNTTTTCTATGGGCCATCNTCCAAAAACCTGCTATGNACCATNCAACTTAGGTTCT 

TA 

CNTTTCCTGCCTTAAATTTNTAATGGAGNAANGGGTATTTCTTTTCAAI I F 1 1 AAAATTT 

GCATTTTTTGGGGGAATTATACCTTCCCACCAATCTTTTTGANTNTATTTTTCCTTTGG 
A 

CCTTAAATCATGAATTTTTTTCAAAA7TAANAAGGTTNNAAAGNTTTAAA 
Sequence 330 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATNGTTCACTCACTTTCAAAGCCAGCT 
GAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGACTTTTACGGACT 
TGGCTTGTTAGAAGGCTGAAAGATCGAGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 I I I I I I 
I I I I I I IGGCTTTCTTTGCTCCTTTCTTATGATCAGCCACATTTCTTCGACCTCCTTCTC 
CTTCATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCG 
AA 

TAGAAATTCTCTTGTCTGGATCTTCTCCATCTTCATCTCCACTGTCTTCATGAACAGCA 

T 

CTTCTGGAATAGCCTGCATCTGGACACCCAGGTGCATGAGGTAACATGCGCAAATTTTCA 

AACAAACCGCTGGTTTATCTTTTC 
Sequence 331 

CTNCCGCGGTGGCGGCCGAGGTACTAGCAGTTGCCAATGAAGGAGGCTTTGTTCGATTGT 

ATAACACACGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGG 

AATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGT 

GATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGT 

CATCAATGCAGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTA 

CC 

TGCCCG 
Sequence 332 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATGACACACACGT 
TAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAG 
TCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAG 
TAGAAC ATGGTACCT 

Sequence 333 , 
CGCGGTGGCGGCCGNTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGGGAAGGG 
AGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTTGATTTCCAGTGGCT 
G 

CTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAA 
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TCCAGGCANGAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 
Sequence 334 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGC 

CTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTTTCMGAGAACCTTTTT 

C 

GATATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCA 
CT 

TMGGCTGCCTGAMGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 
AC 

CTCGGCCGCTCTAGAACTAG 
Sequence 335 

GCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCtCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGGTACCTCGGCCGCTCTAGAACTAGGTGGAT 
C 

Sequence 336 

CTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGGAGATGGCCCCTTTGGGAGC 

AACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTCAGCCAGAGGAACCGACTTT 

TAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGT 

GGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGTATCCCTCTG 

TCAGCAAGAATGGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCTACAGGGGGTGCCACC 

CAGAGGAAGGGACAGTCACGTCTCGCTGGCAACAGGGTGTTGCCCTGGGGCTATTGAAGA 

GACCAAGACGCTCCTGGCTATTTTTTAAGTAGTTCTCAATTTTTATGGGNAAAACTNCA 

A 

GACCTTNTTCAGCCAGNAACAGCCCCAGATTCTTACAGGGGCCATTGGGCGGAAGGGACT 
CTTGGGAGCCAANGGG I I I I I 1 1 
Sequence 337 

CCGCGGTGGCGGCCGAGGTACGCGGGATAATGAAGGTGTACATCCCGGTGGCTGGACATG 

CCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACTCCGCCTGGTGGAATCTG 

AGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTT 

TGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCA 

TTAGCAGTGACTCCACAGGGCAGCTCCACGTCCTGATGGTGAATGAGACGAGGCCCAGGC 

TGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCTTTCAATT 

ACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCTTTCTGAGGGGCTGGGAC 

ACCCAGGGTACCTGCCCCGGGCGGGC 

Sequence 338 

NAAAACNCCCCCCGGGATAGAAGNNATTTTTTNTCAGGGCACANANTTAGAANCCAGNNG 

GNTTNTANACCCAACTGGCAACATCAAGAANGAGCGGGGGGGGGAAAAAANTGACAGGGA 

CGGGGAGCGGGCNCACAAGNGGCAGGGAAGGGAGACNCCACCNGNGGGGGGNCCTGGGGG 

CCCNGAAACCGNACAAAGGGGNGGNACACTGGCCGCCGGGNGCCGGGACGGAANNGAAGN 

AANNTAAGAAGGGGGANCNCCCCCGGGGGGTGNAAGGGAAAANGGCGAANAANNCAANGC 

NCAAAANCNGAAANNCCCGGGNNNAACCCCNCGAAGGGGGNGGGGGGNCCCGGGGGAACC 

CCAAGGNGGGGNTGGAATCCCCAAANAAGAGGAGGGGGGCGGAAAATNCCGGCNGCCGCC 
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AAGGGGGNGGNAAAACNAANGGGGGCAAAAAAGGGCCNGGGNNNNCCCCGGGGGGGAAAA 

AAAAAGGGGGGNAAAANCCCGGCCCAGGAACAAAAAAAAGGCAAAAAACAAAACCAATNA 

ACNGGGANNCCNNGGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGG 

GGGGCNCNNAAAAAAGGAAGGGGGGGGGGCCGAAAAACNGCCAAAAAAAATANAANNNNG 

GGCGNNTNGGGNNGGCTANCNAAAANGGGGNACNGGGGGNNCTTTCCAAANNAAAGGGGG 

AAAA 

Sequence 339 

CGCGGTNGCGGCCNTCNTTTTTG I I I 1 1 I 1 1 I I I I 1 1 AATAGCTGAAGATTTAGATTTAT 

TTGAAAACACTTAGTCTAATTTATATTAGGTGCAGAAAAATCACATTCAATAAACCACA 

A 

TTGTAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATNTT 
T 

AATTAAGGGATGATGAATCNCAACCCCTTGTTAATAAATGATTTNTTCTCTCAGTAANT 
A 

GCAAGAATCTNTTTTGNGGTTNCCGGGNCCTCNNGGGGTTTATTCNNANACNGGGNGCCG 
TTTTANAAATTTTAAGGGAA I I I 1 1 I I NI I I 1 1 1 A AAGNCCCNNTNCCCTTCCCCTTTTT 
TGGGCNATTTCCCCCNGNAANAAAAAAAATTTTTNCCCCGGGGGNATAACCCCCCCCNAG 
GGGGTAAAAAAACCCCCCNTCTNNGACNNAAATTTTTTGGGGGGGCNNGGI I I I I I I ING 
NAANAAN I I I I I I I I NCNNNGNNAAAACCCCNCCTTNTAGNGGGGGGGGGGGGGGGNGNT 
TT 

Sequence 340 

CACCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCA 
GAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTC 
AACTGTTCGTTGCTTCCAGGGCCTGCTGA I I I I I GGAAATGTGATTATT 
Sequence 341 

GCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTAAAATACTGCCAGTTTTC 

CAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACC 

A 

CACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCT 

CAAGCTTTATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTA7TTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 

ACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGTTTGGTTTCTCACTG 

N 

TATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCT 
TCAATATTTTACAAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACI I I I I ICC 
ATTTTTCAAAATGTTTGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCT 
Sequence 342 

CCGCGGTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAAACTTT 

CATTATAATACTGTTTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACAT 

G 

TCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAAC 
T 

GAGTAGCACATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCA 

ATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGT 

ATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCA 

CTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATTAAGTTGAAGTACCT 

G 

CCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGG 
Sequence 343 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCAGAGATGCTCACACCATTCTTTGAGTA 
GTTTAAAAACTCATTTTAACCACTTTTTATTCTTTGTATTCAAACCAATCACTGGCAATA 
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GCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 
C 

TTCTTCCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATCTCAAAAGGCA 

TGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCAGGAAGATTTGGGAGCCAGAT 

GATACTCTTTTCCTCTTAGAGAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAA 

TTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCA 

AA 

ATGTGCTTCAAATATAGTTTAAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAA 
C 

TACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTTAGAATCTAGTAG 
TAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGGTAAATATT 
TTACATAGATTACCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAA 
Sequence 344 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACI I I I I I I I I I 1 1 I I I I I I I I I I I 
GG 

GGGAGTTAAATAAAATAAGCATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACA 
A 

ATGTAACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGAT7TCCCTTGG 

T 

TCAAAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTA 

GTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGC 

TCACGGGTCATAGGGTAGTAAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

Sequence 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAGAAGCTC 

CTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGGCAGTCTCTTATGCTGTGGCT 

CTTCTCAAGGATGTCTCAAGGGCTCCGGTGGTGCTCTCCTGCTCTATCCGCTGCTGTGGC 

AMTCCTCTAAAAACAGCGTTTTGCACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCC 

GATACGTGAGCTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCTGTTGCCCTCA 

CCCTTGACACATGCGGACCCTCCCCAGGC 

Sequence 346 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGGGGTACAAGAGAAGAAAGACCAGTCCTTGCT 

GAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAA 

C 

TTCMTGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATT 
CTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTAC 
AATATCACCTTTCTTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTC 
T 

AAAAGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATT 
TT 

GGCGAATTACTGGAAGATG 
Sequence 347 

AGCTCNCCGCGGTGGCGGCCGCCCGGGCNGGTACCACNGCCCAGCTAATTTTTTTATGTT 

TGTAGTAGAGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGT 

GATCTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCATACCTGG 

CTCTTTTGCTTCATCCATCCCTTAATTTCtTTGCTGGAGCATTTTAAAGCAAATATCAG 

A 

CATACCCTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCACTCCA 
GCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCTAACGCAAGCGTTAT 
CTTCAGAGCTACCACCAGGNTTCCGAAAC I I I I I CGGNGGGAGGCGCTTTNGCCACCACC 
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TNGCCGGGNNAACGGNTNGCGTNAAACCAAACCTTTGAACGGCCAGNCCCCCCGNGGTAC 
CTTNGGGCCGGTTTAAAAACTAAGNNGGGGATNCCCCCCGGGCTGGCAGGGAATTTCGAT 
ATTCAAGCTTAATCGATACCCGGCGACCTTCGAGGGG 
Sequence 348 

ACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 

CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 
T 

CAACATCTGAAGCAAATGTTGGGTGGGGGGTACCTCGGCCGCTCTAGAACTAG 
Sequence 349 

CCCGCGGTGGCGGCCGGAAGGAGGACGACGGTGCTGTGCTGTGTATGAAGAGGCAGTGAA 

GACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTAC 

TAAGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAAAACCATGACTGTATT 

CAGGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTC 

GTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATT 

GTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAG 

CCCTGACATAGCCATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCC 

Sequence 350 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAAGACTTTTAGTTCGGCTCT 
CCCAGTGI 1 1 I 1 1 1 I ICGTCGATTTGGGCACAGAGTTTCCTGGTTCACGTGGATGTGA 
GG 

ATCCTTTACTCCAGATCGCCAGCCAG I I I I IGI I I I I I I I CCTGCGTTGCTGAGAGTCT 
G 

GGTTTATTCATCACACCAGGTGGATCTTAATTCCATATCCCTGAGGCCACTGCAATGAGG 
CAGAGGAGTGTGCTCCCTCATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATC 
CATGTACCT 
Sequence 351 

CCCCGCGGTGGCGGCCGCCCGNNCTGGTACTTATAATGCCNNNNNTTNCNGGNTGTGAAT 
GGATTACANTGTATCTTTTCAGGGAAACCTATTATTATCAATGTGACTCCACNGGGGGAG 
TCCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAAC 
AAGTTTAAGACTTTATGAGAGAAGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAA 
TCATAACTATCCTGTGTTCA I I I I I I I I I I I ATAAAC AATAAGAAAAAGTTGTTGG ATTT 

TTTTTTAATGATTTC I I 1 1 I I GGGGGAGGGAA I I I I I GTTGCAGTTTTATGGTGGAAAA 
T 

GCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATATCCCTGGAGCAGGACTG 

ANCCT 

Sequence 352 

NCCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGT 

AACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAA 

CAACGCAGAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAA 

TAGAATGAGAACCATATTATGTACCT 

Sequence 353 

CTCCCGCGGTGGCGGCCGAGGTACACCCAGCtTTGTCTCCTGGCCCCAAATCTCCTTTTC 

CTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGA 

AT 

GGCATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTC 



Page 6 1 of 22 1 



WO 01/42467 



62 



PCT/US00/33312 



Table 1 



AAACCCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTA 

AAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCC 

ATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGG 

GTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGGTTCTCCCAGCTC 

AC 

TTCCATAATGTCCTCCTAGGCTGCATTGGAATTTGTGTGTTGTCTAGACCCATGGCCAAN 

ACTGTCATTGCCTGTGAGGGAGACCAAGCTTACCCACCCAAGGGCTTTTG 

C 

Sequence 354 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I 1 1 1 1 1 I M 1 1 I I I 1 1 1 1 
GC 

CTTTAGAAGGTTAAAATGCCAATATAAAGCTAAAACAGTAATCATCAGAGACAGCTCTAA 
TMGGCTTTGCTACTGTTTTTACTATATAAATCTTTACGTGTTAATGGAAAGAAAATTAA 
TTCATTCTGTTACTCCAI I I I I I ICTCTCCATATTGTATGCCTGAAGTGAGCTGATGAG 
G 

GGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACAGATATTT 

AACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATTCTGGGAATTTC 

T 

CCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAATGCTTCCAGG 

ATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCAC 

Sequence 355 

GCTCCCGCGGTGGCGGCCGGAACCGCCATCTTCNAGTAATTCGCCAAAATGACGAACACA 

AAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTTTTAGAAAACATGGAGTT 

GGTCCTTTGGCCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGA 

ATGGGTACTCCAAAGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAAT 

TTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTTACTGAA 

G 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCT 

TTCTATCTCTTGTACCT 

Sequence 356 

GTTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTA 

CAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAACTTTATGTACTGAGTAACA 

T 

TTGAAGGTTGTCTTTTAATGGTGGGGGGTG I I I I I ICC I I I I I AAACTACAGTGCTTGC 
A 

CAAGAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGG 

GATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCA 

AA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTC 

AGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTT 

Sequence 357 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAACGACACACA 

CGTTACGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCC 

AGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCT 

CCAGTAGAACATGGTACCACCATTCTTCCAAGTTCAAAMTTATCTTTGATTCATTTTG 

T 

TCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTCCATC 
T 

ATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGAGTATTCCA 
C 

GTGCTGAAAAGACAGAGGATTAAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAAT 



Page 62 of 22 1 



WO 01/42467 



63 



PCT/US00/33312 



Table 1 



ACACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATAGC 
TGTACCT 
' Sequence 358 

TTGACTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGCAGTCTGTGGCCACTCCATACTC 

AGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTC 

TTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGC 

TGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCCCTC 

TGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCA 

Sequence 359 

CGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTC 

TCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTAGAGAATAAAGATTTGT 

AGGAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATC 

CTTACTACATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCC 

CTGGAGAAAGACACTGAAATTTGGCCATGCAGGTCTACTTCCCGTAGGGGGGATTTTTTT 

TTANNAANTGTTTNNGCCCCNTTTGAAAAAAGGGNTTTTAAAANCNAAAANAAAANTTT 

T 

NTTCCCCCCGGGGGGGNNGGNN I I I I I I lAGGGGGGAAAANGGNGGTTTTANTCCCCCCN 
NNGGNAAANCCCCCCCNN I I I I I NTTTTTTGGGGNNGGGAAANA I I 1 1 I I NGGGGGTGCN 
CNGGNGNNTTTNNNNANAANNNAAAACCCCCCNTTTTNNTTTTTTTAANANACCCNCNNN 
AANNGGGGGG I I I I I I I I I I I I I IAA 
Sequence 360 

TGGCGGCCGAGGTACCTACTGAAAACTAAACACGCCAGAGGAAATTTGGCCAGTTATCCA 

ATTGATGAACTANTAGGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATATG 

GTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAATCTNCCCACACT 

CCTGTGGAAACTGGTTGAAGTGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAA 

TCCGCCCTATATTTTAGAGCATCTGGAGGAAATGGCANAAATCCTTAATCACCCCAGAGT 

CTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGCGTACCTGCCC 

Sequence 361 

GATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGA 

ATTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACC 

AGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCCGTCTACCCGGGAATCC 

GGGGTCCCTGACCGA 

Sequence 362 

GAGCTCCCCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCTATAAATGTATG 

TGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACTTGATAATGATTGGATCAGGCA 

GACAACACCTGATCAGTCCTAATATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTG 

AGGTGAGGCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGT 

AACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCCA 

CAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCATGAAAGACACACCACACACACACA 

CTGCACATCATACACAAACACCACCCCACCACCCACCACTCAGACACACACAAAAGGGCA 

ACTCTAATCAATTAAAGGAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTG 

ATTGGATCCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 

Sequence 363 

GCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 

AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 364 

TNCGGCGGTGGCGGCGGAGGTAGAACGCATGAGTCCCGGGAAAGCATGTGGTAACAACGC 
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AGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGGAGTGGTAACAACGCAG 

AGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGA 

CTGAAAACTCCTTCACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGAT 

GAAAGCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAA 

AAAAAAANGTNCCTGCCCG 

Sequence 365 

TGACTCCCCGCGGTGGCGGCCGAGGTACCAAGCACTGGGTAAGGCACTTTTGTGGAGCAT 
TAGACAGTAACCCTCAAGGAGCTAGAGAACCGGATGGGAGACATGAGCGGTAATTAACTC 
ACTTGTTCCCCAGAGTTTCTATTTGTTTTNTTTTC I I I I I CTGTGACTTATTTTCCTATT 
TTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAAATTACA 
A 

GGAAAAAAMTTCTTCCTCTAATAACTTTCCAMTTTGTGGAATATTTATTTGTAATAGC 
AGTTATCAAGTTATGCTTATATAAGCATTAAAAATTCTCCTCCTTTGACTACACACACA 

A 

CCACAGTGTGGTTCTAATCNATGGGAGATATCAAGTAATTTTTTAGTAACCTGAATTTT 
G 

AGGGACATTTCTCTGTTTAAGCATGTATGCAAACTGATATGTAATCCTGANGGTCCCAAG 
TCAAI I I I I I ICTT 
Sequence 366 

CTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTGACACTCAG 

TATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAA 

ATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAA 

CTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGATA 

AGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 

AGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAG 

G 

CAAAAGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCA 

GTGGCTCACACCTTTAACACCAGCATGTTGGGAG 

Sequence 367 

CTCCCCGCGGTGGCGGCCGAGGTACATTGTGATTCAAGAGAAAAGTCACATGCAGGTCTG 

AGCTCCTCCAGCAGGCCTTATGTAATGCTAAGA I I I I I GGGGAAGATGAAGTTGAACTGA 

TGAACTGGCTGAATGAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCAC 

TGAGGGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAG 

GAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGG 

TGATGAAGTTTTAATAATTCAAGATAAATTGGAAGCCATTAAAGCAAGGTACTGCCAGAT 

ACCGAATTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCCCATNCCATTCTCCT 

C 

ACTAACCAAAG 
Sequence 368 

CTCCCGCGGTGGCGGCCGCCGGGCTGGTACAATGTGCCTGGCACCTTACAAGACACAAAT 

ATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCA 

AAGMTTACCTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCA 

TCGCCCACAAAC 

Sequence 369 

CTCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGGGTTTCCGGTTTGGGTGTGGCCG 

CATGGCGTGCTGGGGTGCAGGTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCA 

TCCGGCAGATGTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTAAAAGA 

GTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAAGCCTTTCAGCCTGAAG 

CCAGGAACAATTGTTCAAAGTTTCTTTGGAACATCAAGGAAGGAAATCCAGATTTTACTT 
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TAAGTGCAATGGGGGAGTCATTAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCT 

TCAAGCCACAATGGCCCTCACCAGAACCCAGC 

Sequence 370 

CCCGCGGTGGCGGCCGAGGTACTTAAMCCMTAAAAAGTGACATTTGMTTTCTTTTAA 

AAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCAGAAACCA 

GGACAGCCTCCTAAGCTGCTCATTTACTGGGCATCTACCCGGGAATCCGGGGTCCCTGAC 

CGATTCAGTGGCAGCGGGTCTGG 

Sequence 371 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACGATTATTTTCAAACAAGCCTACGTCCCTGA 
CTAACCGAGTGGAAGGTGTGAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGAT 
AATCAAAGGAGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTC 
GTTTTCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGTCTTTA 

T 

I I I I I I CATCCCAACTTCTTTCTTGCACA I I I I I CTTCTAGCTATATTTAATATCTGTTC 
TCCCCACACACTTGCTAATCTACATTTCAGAATCTTCTTCACTTTCACTTTGTCTGCAA 
A 

GGAAATCTACCCTGGGACAGAANAAGCATCTC I I I 1 1 1 I I I CCCCCTGACCCTTGGCA 
TT 

TTCCTCTCCCTTCAACTT 
Sequence 372 

GATTGAGCTCCCGNNCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGTCTCTTGTC 

AGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTCCGTGGGCATCATGTTGACCGAGCTGGA 

GAAAGCCTTGAACTCTATCATCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTC 

CTTGCTGAAAGACAAGTCTGAATGCTCCAC I I I I I CAATTCTCTCTCCATTCTTCAGTA 

A 

GTCAACTTCAATGTCGGATGGATGAAACCCANACACATAGCAATTCAGGAAATTTGACTT 

TCCATTC 

Sequence 373 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAATGGAAACGCCTGGAGAAAGAG 

GATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCC 

TCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACG 

AACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGG 

ACACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

Sequence 374 

TCCCGCGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTCCTCAC 

GGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAAGGACCAATCTGGGGC 

CGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAG 

ACAAACCAGACATGGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTG 

TAAAATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGG 

AGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATTGGGAG 

GTGGGAAGGACAGTGACATGGATGATCCCGGACCCTTTGTAGGTCTAGGCTAACGTGGTG 

TGNTTTGNGTCNTTAGCTTTTTAACCAAAAAAAAGTTTAAAAAAAGGTTAAANNANCNT 

N 

TNNNNNNNNNNNNTNNAAANNNNGGGGTNCCTTGCCCGGG 
Sequence 375 

TCCCGCGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTA 

CTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCA 

AACAGTTCTGCTATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATT 

CCAGCCTATCACCTAAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGA 

ATTCCTGCTGAAATGGCATTGTGCAGCCCATTGTTTAGCATTCCTTTTGCCCCTCATAT 
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T ..... 

GAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGAT 
TATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTrAGAAGATGTAAAAGAGGGAGGTG 
TCAAAAATATGGACCAGGTGGTATCTCTACTTTGTTCCAAAG 
Sequence 376 

GGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGAGGGGAGCACCGC 
AGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGTGTTCTTCCTACCTAGCCTAGT 

TTTTTTCTACCAACCTAGTTCACCTAGTTTCCTGCCTAACCTCGTTAGATATCACTCTT 
C 

GCTGCTTCAAGAATACTAMGCAACACTCCTGATATTAACCTACTACTCAGTTTTTGTG 
T 

GGCAAAAACAGNAGATCACATCCCATTTGTCTTTTGNGTTCTCTTGGCTGNTTAAGCANC 

AANAGTTTAGCACTTTAATTCATTGCTCTACCAAATGGTTTAGTTTGGAAATAGGGGTG 

G 

ANGTGGACAAGAAGNTTTTGNTTTAATCCCTTCAAAGCCAATTNAACTTGGTTTTTGGT 
T 

TTAGGTNGAGGAAGGGCCANGNANTNGTTCAAAGGTAGGCCTCAATGNAACCGTTTACCC 
CCCN 

Sequence 377 

GCGGTGGCGGCCGGACGGAGGAGACGGTGCTGTGCTGTGTATGAAGACGGCAGTGAATGA 

CTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTA 

AGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCA 

GGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAAC 

T 

Sequence 378 

TCCGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTCCTGT 

ATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCCGCTGNTGTGTGCGCCCAGTTGC 

CCGCTTNGTAGGACACCACCTCACACTCACTTCCCGNCTCTCTTTAGTTGGCNCTTTAGA 

GAGAAACTCTTTCTCCCTTTGCAAAAATGGGCTAGAATGAAAAGGAGTATGCCNTTGGGG 

TTCGTGCACAACACAGCTTCCTGATTGACTCTAACTTTCCAAATCAAAATTCATTTGGT 

T 

GAAACANGACTTGTTTGCTTGGATTTTAGNAAAATACACAAAAACCCCATAATTNCTGAA 

ACAAATTGCTTGANTCCTGGAGATNAAGGAAAGNTGGGATTTNGATTCCCCAAGTCCTCA 

TrGCTTAAGTAGGAATAAAATCCTTGCACCCATGCNAACAACCAACTTNGTAAATTTNGG 

TGAAAAANTGAAAATTTTAANTCTTNTCCTTTAAAAAAAAGAAAAA 

Sequence 379 

GAGGGACTGCTAGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAAGTG 

TGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTNTAGAACAANCTACTCTCATTTTT 

T 

ATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAANAGGCAAGACCTTCT 

GAAAGTTAACATCTTAATGATTAAAAACAGTAAGTAGGCACAACCGAAGCCGTAGAGTCA 

CACTTGCAACAAAAGGTTACAANTATTGCTAATGGGGCTCTGTCCGGTNCTGCTTGTCCA 

GCTGGACCATCTATTTCATCCCTCCTCCTCTTGAGCTGTCATTTTAATTGC 

Sequence 380 

NCCGAGGTACGTTAGCTCATT7TCCCTTAAGCGGGTTGTGACGTACGNTGAAATTGCAAA 
CGCTCAAACTTCCAACACTTGCGTATACACTTGTAAACCCAGCTTTGNNAAGTGAGACAC 
GCATCAAAATCATGATGAACAATTGACCGGCTGCNTNGCAGTCAAGCAGTTGGGTTA 
Sequence 381 

CCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACAGCTACACCACCAGA 
AGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTGGAGGTAGCCTGGCCCGGNGGGCAC 
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TGTGATCTCAGACTTCCAGCCTTCAGAACTGTGAGACAATATTTTATTGTTTAAGCCAC 
T 

TAl I 1 1 I I GGTACCTGCCCG 
Sequence 382 

NGGCGGCCGAGGTAC I I I I I I I I I NTNTNI I I I 1 1 I 1 1 I GAGACGGAGTTTCACTCTTG 
T 

GGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACTGCAGGGCTNTGCCTCCTAGGT 

TCAAGCTATTCTCCCTCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCATGCACCACCAC 

CNCCCNGGCAAATG I I I I I 1 1 IGGATGTTTAAGNCNGACGTGGAGTTTCTCCATGTTGGC 

CAAGGCTGGTCTCAAACTCCCTGACCTCAAGGGNGATCCACCNTGTCTCAGCCTTCCAAA 

GNGCNTGGGGATTTATAGGCNATGGAACCAATNAACGCCCGGGCCGGCAATAAATTTGTT 

ATACANNACTACCATGNAGTTAAATCTGCNANTANNATTGGGACCGAATGGTNTAATCCC 

TTCNTACTTCTTTAAATTNTTCCCAANNGGACCTTCAATTAATAATAATAAAAATTNGGA 

TCCTNI I I I I I IAAAATGA 

Sequence 383 

CTGCCGAGGTACTCACAGTCACNCAAATTCNGNGGGTGGNTACACGGCTCTCCATTCTTC 

TTCTTGGCTTTACAGGTTCCCAGGNCAAGAGCTTTACCCATAATTAAGNGNNTTCTGAGG 

ATNATCCGNTACATAAACNACACCTCCTCTNGAACCATCCTTGGGGCCTTCATGGGGGTT 

GGGCATTTNAGGNATCCCTTACNAACAAGNCCCCCNTGGTGNCGGNCTTTCCCAGAAGCG 

GCCTTTGGTGNAACCTTCNTCCCCAAAATAAANAAACCAAGGGACAACAACATTTGNGGT 

CANNNGGTNACCGAAANGAATCAATTTCAATTTTCCAATATGCNTCGAAAGGGG I I I I IC 

CCACTTATTNCACACCTTCTTGNGGGCCNNGAACCCTTTCTTTCAAATATTAANCCCC 

NC 

AAAATTGGTCACCCCAAATCCTAATTTCCTTTCCAAACCTTTCTTCTTCTTGGCCCATT 

C 

TTTTTCCCTTTTGAANCCTGGAAGAACAAGGTCTTGGAATCCMNTTTTTTCCGGGGN 

CN 

NCTCCTAAAAAACTAANNNNGGAATNCCCCCCCCGGGCCTGCAAGGGGAAATTTCCNNTA 

NTCAAAAGCTTTAATCTNATTACCCCNTCCAACCCTTCCAAAGG 

Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCA 

AGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATT 

TTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTC 

AGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAG 

ACATCATTTATATGCAATTTCATCAGCACCAGAMGTTTGGGATGTTTTTCAGATGAGT 

A 

AAGGACCAGGTGAAGATGTTTGACCTTTTTGATATGAAACAATTTAAAA 
Sequence 385 

GTACTCCGTCTCAGAGGANGGGATGCAAATCTTCGTGAAGACACTCACTGGCAAGACCAT 

CACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACGTCAAAGCAAAGATCCAAGACAA 

GGAAGGCATTCCTCCTGACCAGCANGAGNGTTGATCTTTGCCGNGAAAAGCACGCTGNGA 

AAGATGGGNGCCGCCACCCTGTGCTTGNACNTANCAACAATCCCATGAAAGGAGGTCTAC 

NCCTGGCACCCTTGG 

Sequence 386 

CTTTTGAAGGCCCCGNTCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCG 

TCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAA 

AGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCA 

GGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACTCT 

CAGAATGTTTGTCATATGCTTCTTGCAATGCATATTTTTTAATCTCAAACGTTTCAATAA 
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AACCATTTTTCAGATATAAAGAGAATTACTTCAAATTNGAGTAATTCAGAAAAAACTCA 

A 

GMTTTAAGTTAAAAAGTGGTTTGGACTTGGGAACAGGACTTTTATACCTCTTTTACTG 

T 

AACAAGTACCTCGGCCCGCTCTAGAACTAGTG 
Sequence 387 

TCCTGTATTGCCTTTTTAATCTTGCTTGTTTAAGNACNTTTCAGGGATTGTCATCATTG 
A 

TCATCTGTAAAATTGTCAAGNACTAAGGTCCTAAACCTTAATC 
Sequence 388 

CCTTCCCNCCCNGCGAGNCCGCNGGGGAGATAAAAATATCACCAACATAATATANCACGG 
ACTAACCCCTAAACCTTCTGCNTAATGAATTAACNAGAAATANGGGGGGCAAGGAGNGCC 
ANAGCTAANACCCCCTNAACCAGACGAGCTACNTAAGAACAGGTA 
Sequence 389 

CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAAGCNGGGCCGGATCACGAGGTCAGGAG 

TTTCAGACCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAAATACAAAANNGG 

GTGTGGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGNGAAGAATCGTTTG 

AACCTGGAGGCAGAGGTTGCAGCGAGCCAAGATCACGCCATTGCACTCCAGCCTGGGTGA 

CAGGGCAAGACTCTGTCTCCAAAAAAAAAGAAAAAAGGAAAAAAGCCTTTCTTGATGCTG 

TTCCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCACACCGAACCAACCTGA 

AA 

TATTTTGGC N AGAATGC C AAC AAGAATTG AAAG AAAAG ATGC TTTAC AAAAATAAC AAT A 
TAAAAAGCAMTTATATTATCCCTTTTATGTCCATTCTTACATTAAAAAAAAAAAAATCG 
GCCGCTCTAGAACTAGTGGGATCCCCCCGGGCTGCAGGGAATTTCGATATCAAAGCTTAT 
CGATACCCGTCCGACCTCGAGGGGGGGCCCCGGTACCCCAGCTTTTTGGTCC 
Sequence 390 

AGTACNCGGGGCTTTTCTCAGGCGGNGGCATGGCGGGACAGGAGGATCCGGTGCANCGGN 

AGATTCACCAGGACTGGGCTAACCGGGAGTCGGCCGCTCTAGGGGN 

Sequence 391 

CGCCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAAATAGGTCT 
AATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCCATTGTTCCAGGCTGGGCA 
GTTCATAATGGGGGCAGACAATAGTGCAAAAAAATTTTACATTTTATCTTTAGAGTGTC 
A 

GGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGT 

GGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCAT 

TAGGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAGTCTGTCAG 

ACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAG 

GACCTGACTTAMGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTAG 

G 

C AATAATAAATTCCTTTTCATGAATTCCCTTC A 
Sequence 392 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTCGCTCACTTGA 

CTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAGNCGGTNATTCAGCTTCACTCAAAA 

GGGCGGTAATTACCGGTTTATTCCACCAGGAATCAAGGNNGGATAAACGCAGGGAAAAGA 

ACATGTNTAGTCAAAANAGGCCAAGCNNAAAGGCCAAGGNAACCCGTTAAAAAAGGCCCG 

CGTTGCTTGGCGG I I I I I I CCATAAGGGCTCC 

Sequence 393 

NATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGGACACAGGCACTGCTTTG 

TCTGGTAGAGAGGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGG 

GATGCATAAGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGC 
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TTGGGGAGCTAGGTATCAGA^CCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTCTA 
TAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATC 
AAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGG 
CAGGCAGGTGGACATGAGGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCA 

TGCCTG 
C 

Sequence 394 

GTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAA 

AACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACTTCCACATTCCCTGGCCCAC 

TTGCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTNCCAACCCCAACCCC 

AGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATGGCAATCAAA GGAAAC AGTT 

AMCACCAAACAATTNCTTAAAGCCAAAAAATATTTTTCATGGAGTTGAACATTTTTCG 

A 

GTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGG 

AATTCTGGCACTTGGGGTTCTAAGGGGGTTACAGGTATGCCATCATGGATTCTTCTCC 

C 

Sequence 395 

NGGGGCCGGGCCCCCGGNGGGGTTANCCTTTCCATTTTTNANCAACCTTTTAAAAGCCCT 
TGGGGAGGGNGGGGTTTAANGGGGAATCCCTTTNAAAATTTTTTAAATNTTNAAAAAGGG 
CCCCCATTAAGNAATTTCCCAAGGTTITTNMGCCTTTTTTAAACCCCTNAAGNACCAGG 
GNAAAAAGGTNGGAAAAAAGGGCCAN I I I I I I I I ACCAAAGGGNGGGGGGAGNGGAAGGG 
CCAAANTGGGAAGGAAAAATTAAAANGGGCAAAACCAAGGAATTANATTACCGTTCCAAA 
AAAGCNTGGGGAAACCAAGGGGGGCAGGAAAATTCAAGNAAACCGTTGGTCCTTGGGCCT 
TATTCAAGCC I I I I I IGG I I I I I I I I IGGACCTTACCTTAAAAGGGCCCCAAACCCCTT 
T 

TTTTTAATTTCCCTCCTTGGGAATNGGGGTTCCTGGCCAAGNACCCCAAAAGGTTTCCAA 

GGGAAAATTTTTTAAGGGCCCAAAAAAAGGGGAATTTTTCCCCCAAAAAATNGGGGNATT 

CCCCCCTTAATTAACCAATTCTTTCNAMGGAAAAGGGAATTANCCAAGGGGGTTTTGGG 

AAGGNAAAAGGGAAAANGGCCCCCNNCCAAGNAAAGGGGNCCTTTTGGGTGGGAATTGGG 

AAAACCCCCAAAAAAAAGGAAAAATTCCNTTTTTTAAAAAAAGGGAAAAANGGGGGGTTN 

TTNCCTTTCNAAAAAAATTGGCCCAATTTNGGTTCCCAAGGGTNAAGGNAAI I I I I I IG 

G 

GGGTTNAAAACCTTTGGGGGCCAANGGGGGGGAAAAAAAACCCTTTTGGGTTCCTTTGGG 

GGGGNAAG 
Sequence 396 

TGGGGGCCGGGCCCCCGAANGGTTACCCCCGCGGGGGGGGAGGCCTTTTNTTNCCCTTTG 

GGCCCAGGGTNTTNCNTTTCCCCAAGNCAANGGAMCCCCCTTTCTTTTNCTTTGGGTTT 

TTTGGAAAAMNGGAATGGGGTTCCCGGGCTTGGCNTTTTTTGGGGTTANGGGCCACCGC 

TTCAAGTTCCTTGAAATGGTTCCCGGCNCATGCTTTCCCCGGGGCCCGGCTTCNTAAGNA 

AACCTAAGTGGGGAATCCCCCGGGGGCCTTGCAAGGGAAATTCCGATAATCAAAAGCTTA 

ATCCGGATAACCCCGGTCCGAACCCCTCGGAAAGGGGGGGGGGGGGGCCCCCNGGGGTAC 

CCCCAAGCTTTTTTTGGTTTTTCCCCTTTTTAAAGTNGGAN^ 

T 

GGCCCGGCCCGCCTTTTGGGGCCGGTTAAAATCCAATTGGGGGTTCAANTAAGGGCCTTG 

GGTTNTTTCCCCTTGGTGGGTGGGNAAAAAATTTGGGTNTTAANTTCCCCGGCNTTCCAA 

CCAAAANTTTNCNCCAACCAACCAAAACCCAATTTANCCGGAAAGGCCCCNGGGGGGNAA 

GGCCCAANTTAAAAAAAAGGGTTGGGTTAAAAAAAGGGCCCCCTTGGGGGGGGGGGTTGG 

GCCCCCNTNAAAAATTGGGAAAGGGTTGGGAAAGGNCCCTTTAAAAAACCCTTTCCAAAC 

CAAATTTTTAAAAAANTTTTNGGCCCGGGTTTTTTGGACCCGGCCCNTTTCNAACCCT 

TT 

GGGGCCCCCCCCGGGCC I I I I I I I I I CCCCCAAAAGGGTTTNCCGGGGGGGGGGNAAAAA 
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AA 

Sequence 397 

GTGGGGGGCCGGGGCCCGGGAGGGGTACCCCGGCGGGGGNGGCCTTTNTTTCCTTTGGCC 

AGGTTNTCTTCCCNAACMGGGGAACCCCTTNTTTCNTTGGGTA7TTTGGAAAAAGGAAT 

GGGTTCNGGGCCTGGCTTTNTTGGGGTTAGGGGCACCGCCTCAAGTCCTGGAAATGGGTC 

CCCGCCAATGGNGTGGCCNGGCCCCGCATCTTANGGAAACCTANGTGGGGAATCCCCCCC 

GGGGGCTTGCAAAGGGAAATTTCNGAATATTCAAAAGC7TAATCGGAATNACCCCGGTCC 

GNACCCCTCNGGAGGGGGGGGGGGGCCCCCGGGGTAACCCCAANCN 1 1 1 1 I 1 1 IGGTTTC 

CCCCI I I I lAAAGTNGGAAGGGGGGTTTTAAAATTTGGGCCNGCCCGCCTTTTGGGGCCG 

GTTAAAATTCAATTNGGGGTTCCAATAAAGGCCTTGGI Mil I CCCCTTGGGTGGGTTGG 

AAAAAAATTTNGGNGTNATTNCCCGGCNTTTCAACCAAAANTTTGCCCCAACCCAACCAA 

AANCNCAATTTAACCCGGNAANGNCCCCCGGGGGGGGAAAGGCCCAATTTAAAAAAANGG 

TTGGGTNNAAAAAAANGGNCCCCTTGGGGGGGGGGGGTNGGCCCCCTTNAAAAATNGGGA 

AAGGGTTGGGGAANGGCCCTTTAAAAACCTTTCCAAACCCAANTTTTTAAAANTTTTTGG 

GCCCGGI I I I I GGNCCCGGNCCNTTTCNAACCCTTTGGGCCCCCCCCGGGCNTnTrNTT 

NCCCCAAAANGTTTCCTGGGGGGGGGGAAAAAAA 

Sequence 398 

GCGGCCGGGTACAAAATTTAGAGGTTTCCCCTTTATCAACAAGAGACCCAGGTGCCAGCA 

TGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCA 

GACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAGTTGTCAAGATAATTTCTTATCTC 

TGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTATGGGACTTTT 

CTGTGAACTACCTGAGGGCAAGAACCATGTNCCACTCCCTGCTTGCTCCTCAAATATTTT 

A 

Sequence 399 

CNGCCGAGGTACNCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGATTTTTC 

TTTTTAGGTCCAGGAGTAAGATATATCATACNGAAAATGAAAATTATAATTCTTCTTGG 

A 

ttcctgggagccacattgtcagccccacttatcccacagcgtctcatgtctgccagcaat . 

agcaattgagcttacttcttMtctttaataatgggtcmcttttgccactacaaactt 

c 

aggggcccacttaattcatggantccacctttctctgggaattttacaacagcagcagca 

ggctcaaattccaggactctcccagttctctttatcagctctagaccagtttgcctggaa 

ctgctcccaaaatcagaatacccttaaccagggaagaggccagttttggncccaaaggga 

gccccaaggcaagggccaaggttngaatcccnttaacngnntttaaaaacaacccgcctt 

taagaacacaaacccaggncccccangacaccgttgaatgccccttattgttatttcttc 

CC 

Sequence 400 

GACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTCTGCATTCAACA 

ATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTGGTCGCTTCATAAACAACAACG 

CGGTTACCAAGATGGCCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTG 

ACTCCTTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAAGAACTAGAAGACACACTC 

AATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCNCGCCCGGGCAG 

GTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGTGTGTGAAGC 

TGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACCTATGCGCCTGCAGAGGTTC 

CTAAAAAG 

Sequence 401 

CGGTGGCGGCCGGTTGCCTTGTATGTCACGAGCAATTAGGAGAGTCAGGAGGATGAAATA 
GATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCCAGACGGGATGAACCA . 
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CAGCGTCACACAATACAGTGTTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTA 

GAAGCCTCACGGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCTCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGAT 

GGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCC 

GCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGCCAGAAAAACG 

TTTAAAAATTTGGAAAACCTTACTTTTTTTAATGAGCATTTTTGCATCAAGGGGGTTAC 

A 

GGGACATTAGGC 1 1 1 I 1 1 1 1 I I 
Sequence 402 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCCTCTGTGGGAAAAA 

CTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTGGAAAAAGTATCTCA 

ATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAAT 

CCACACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTC 

CAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCAATG 

TGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCATACCGGGGA 

AAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTTCAGTGC 

TCACCGGC 

Sequence 403 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATGAGGATTGAA 

CTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAA 

CTACTGTTCCTCAAGATTAGAAGATGTNCACACTCTTTGCATTACCTCCCTAAAGGAGGA 

AACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGAT 

GTTTTAGAAAGCAGGACANATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGC 

CCACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAA 

GACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAA 

A 

Sequence 404 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGCANCCTACCCA 

ACAGTCTACACAGCNCGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGATNGGGG 

AGCTCAACCCTGTTNAGTAGCTCTGCTCATCAAGTGTCTGGAGAAGGAGGTTGCGGCATT 

GTGCAGATACACACCCCGNAGGAACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGA 

AGAAGAGTTGGATTGACCAGGAAAATTNAGGTGACTTCTCCANGGCTTTCCAGCTTGGTC 

I I I I I 

Sequence 405 

CCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCAGGGCGTCC 

GCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCA 

ACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAGAAAATCCCTGGGCCCC 

TTTTCTTTTGTTCTTTGCCAAAGTCGTCGTTGTAGTC I I I I I GCCCAAGGCTGTTGTGT 

T 

TTTAGAGGTGCTATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAG 

CAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGACCAGGGCGG 

GAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCGACTACCTGACCTCTGCAA 

AATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGGATGTGGCACTT 

TG 

CGGGGTNTGTGTTTCTTGGTAAGAACTCNATGGAAACAGGCCTCCTT 
Sequence 406 

TCCCCGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGTTATTTT 
ACTGGTTCATGTATTTACTATATCATAC I I I I I I I CATTAGAGTGTGCTCCTTCTACTTA 
TGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCATTGT 
TATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAG 
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GATGTGGAGGTGGAAAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGT 

GTGTTTGTGTCTTAGCTTTCMCAAAAAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAA 

A 

Sequence 407 

GTGGCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTTTAGCGCC 

AAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGTACCT 

Sequence 408 

GTACCTCCCTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAAGGCATCCAACT 
CTTTTACCAAACTTAAAG I I I I I I I CCGATTCAGTCGCCTCATCTTCAGGAAAACCTTC 
C 

TCTTCCTTCATATAGTCATGCTTGTGTTATGGTCCCAGCCTACCGCCATGTTTTACAGA 
A 

GCCCGGGTCGCCGGGGCTCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAA 

TGACACATTACCTCCACACTCTCCCGGACTAGG. NGTCAACAGGGCCACAGGGTTGCTTT 

CTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAATTAAGCATGGAA 

TGACAAGAAAACANGGGAAAGAGTTACCCTGTCACATAGTAGGTTAACTTTTTTAAGGGT 

TTGCAAGTAAGAGGNNTTTCGACCCTTTCNCTTGGCTGAGCCANATCNCGGGAACTTGAG 

AGCTTTTACTGGGATTTTCAATNNAAAAAATTAACAACAATGTCAAACTNGGGTTTGGA 

T • 

NATTGGNTTAAAGCCTTTTTAAGATTCTTTTTTAAATAACATTTTTCCCCGAAAAAAAAA 

AAAAA 
Sequence 409 

TTTTNGGGGGGAGTTAAATAAAATAAGCATGTCTNCATCCTTTATTCCTAAACATTTAC 
T 

TATGACAAATGTAANNACTGACAGAAATTTGAAAAATACCANGACACTTCTTAAATGATT 

TCCCTTGGTTCAAMTTTACCCCTTCTTGGGTTTCTNTTGCTTTTCAAGGGTAATNTAA 

A 

CTCTTCTC I I I I l ANGTTTGAACTATGCAAGTGCCAAAGGATTCCNCTGTAGTCTTTCC 
A 

AAGGGGGGGAAAGGGGGTNTATANAAAAAAAAAAAACACCTT 
Sequence 410 

GGGCAGGTACTGTGCAGTAGTAACCCATAATTCTAAATGAGGATTATGGATTTTTCTGGA 
AGATTCI I I I I ICCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTT 
TTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTA 
TATATGTATAT 
Sequence 411 

GGTACGCGGGGTGCTGGGATNCAGGCACGAGCCAGTGCGCCCAGCTGCCTNTGTTTNTTT 

TATTAGCTGNTCTGGACTGNGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCCA 

CACACTTTNTGAACTGGCCCGGTCAGGGGGGACATANCCATTTCCTGTGCCCCCCATCAA 

NACCCACCTATTCTGAGNGTNNGCTCCTCCCCTGCTTGAGTNATGGCCACANATCTTGGC 

TCGGNNCTCCTAAGCTGCATGNTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCCAT 

TCTCCAGATCCTTGGGT 

Sequence 412 

GCCGGGCAGGTACTTAGAGTTTTCCAAGTATGTTCTAAGCACAGAAGTRCTAAATGGGG 

CCAAMTTCAGACTTGAGTATGTTCTTTGAATACCTTAAGAAGTTACAATTAGCCGGGCA 

TGGTGGCCCGTGCCCGTAGTCCCAGCfACTTGAGAGGCTGAGGCAGGAGAATCACTTCAA 

CCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTGAC 

AAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCACAAAGGAG 

TGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATAAAACCGTGGTTTTTA 

G 

GCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCC 
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A 

AATTAAGTGCCTGGCCAGCTGTCATAAATTACATATTCCTTTTGGG 
Sequence 413 

GCGAGGTACCTAGTCTANATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAATATTCA 

GGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTGTCTAGAGATAATAAAA 

GGAAGGTGMTTTTTAAAAAGACAAAAATAANGCTAGAAAAGACTGAGTGGAGAAAGCCT 

ACAGAATTTCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGGAG 

GACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAA 

AGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAAACCCAGAG 

Sequence 414 

GGTGGCGGCAGGTACGCGGGATCCAAGATGAATGTGCAGAGAAAATAAAGAATCCAAAGT 

CATAGTCATGAGGACAGAATAAAGACATTTTATGCC I I I I I GTTTTGTTTTGTTTTCCTT 

TTTGTGGAGAACAGGGTCTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATA 

CTGTCCTCCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGCCCG 

GCCAGAATAAAGACATTTTAAAACTAAAAAAAAAAAAAAAAAGAGTTTGCTTTGCATTAA 

TC M I I I I M C I 1 1 I II I I CG I I n I AI I I I I I AGTTTTTA I I I I I I I I GAGACGGAGTC 

TCACTCTGTCACCCAGGCTGGAGAGCAATGGCATGGTCTCGGCTCACCGCAACCTCTGCC 

TCCTGGGTTCAAGTGATTATCCTGCCTCAGCCTCCTAAAGTAGCTGGGATTACANGTGTG 

AGCCACCACGCCTGGCCAGAATAAAAGACATTTTAAAACTTANGGAAAANAAAANAAAAN 

NNTNGNNNCNNCCCCCCNNNAAAAAAAAAAAAAAAA 

Sequence 415 

ACCGAAGACGAANGCCACTACATGCCCCCGCGTACCTGCCCGGGCGGGCCAAAGGCCAAC 
AAGGGNAGTGGGGNCGGGCTGCANGAATTTCGATATCAAGCTTATNGATACANGTTGACC 
TCNAG 
Sequence 416 

CCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCACGCCAGGGTCGG 

TGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCTT 

TTGCAGAGATCATACCCCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATG 

AGACCCTCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTT 

ACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCCCGAAGAAAAA 

GAAGATGTGAAATCTTGTGCTGAGTGGGGTGTCTCTCTCAAAGGCCAGGATTGTAGAATA 

TGAGAAAGAGATGGGGAAAGATGAAGAACTTAATTCCATTTTGATCAGATGACCATTGAG 

GGACTTGAATGMGCTTTCCCAGAAACCCAATTAGACAAGAAAAAAGTNTTCCTATTGGG 

CCTANCCACCCATTGAGAATTATTAAATTTGAGTNCAGGANGGAACTTCTGGCCCTTTGT 

ATTACCCATrCTGGGCCTTTAAAATATTATTTTTCCAAAAAAGGAAAAAAAAAAAAAAAA 

AAG 

Sequence 417 

GGCGGNCC I I I I I I I I I I I I I I I I I I I I I I I I I I GAGAGGGAGTTTTGCTC I I II IGCCC 
GGGCTGGAGTGCAATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGT 
GATTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACCATGCCTGC 
CCAATTTTGTA I I I I I AGTAGAGATGTGGTTTCACCATGTTGGTCAGACTGGTCTNGAA 
C 

TCCTGACCTCAAGTGATCCACCCNCCTTGGCCTCCCAAAGTGTTGGGATTACAGGTGTAA 

GCCACCGTGCCCGGCCATCAGTTGTATTTNTATATAGTAGCANATGAACAATCAAAATGN , . 

GATTAMNAAAATGCCNTTTTTAATAGCCTTAAAAAAAAAAMNTTNTTANTGAATAAAN 

TTTAANCCAAAGGAGGGGNCAAACCTTTTCCNTGGGAAATTCCAAAACNCNTNTTTGGNA 

NGAATTCAAAGNAGGNTGAAANCCCNNCCCCTTTTTNCGGNGTTNANAAAAAANANATTT 

TTTANNGGGGGGNCCCCNCCCAAANNATANTTCCNCNGTGGGGGGCCCTCTAAAAAANAN 
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I I I I I I I I I I I I I I NTAAAAAAAAAANNTTNTTTTTTTGGGNG 
Sequence 418 

CGCGGTGGCGGCCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCTAGCC 

ACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATTTTATNGNGAGGGAG 

GTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATTAGAAGTCCTGA 

TGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTAGCCAGAGG 

TCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGG 

ATAAGAACAGAGGAGGCAGCAGCATTGCACAAGCCCCAGGCACAGTGGCAG TTAGG ATGG 

CTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTTCAT GTTTTC TC 

TGACTCATGGATCTGGTAGAGACCATAGACATGATATAGGACTAACTTGCCCAI I I I ICA 

CANAGAGGAMCCATCCTTATGACTTACCTTAAAGTTTTTTGTTCTGTTTTGAAAGGAA 

A 

CCATGTGCTTCATGAAACCTACAGTTGGCCAGAAGAATGNTCCTGCCCCGGCCGGCCGCT 
CTAAAACTAGGGGGATCCCCCGGCTGCAAGGAATTCGATTTCAAAGCTTATNGATTCCCG 
NCACCTCGAGGGGG 
Sequence 41 9 

CCGCGGTGGCGGCCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGA 

AATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGG GAAG AAGCAGC 

CACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTGGGCTTTTCGGGGAG 

CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTN 

C 

TNTGAGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTACCTGCCCGGGCGGCCGCT 

CGAGGTACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATG 

AGGTCCCTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTT 

TTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAG 

CAAAGAACTCCAAGGCTCCAAGAGATCCACCTTCTCATCATGCATCCACCTTCAATCATT 

TCANGGGGCANGGAGTCCAAGGTGCCACAAAGAGNGGTCCTTCTGGGAAGATGGAGCATG 

TACCTCGGGCCCTCTAGNACTAGTGGAT 

Sequence 420 

GAGGTACGCGGGGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCCGTAGCTCCATCGCA 
TTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
Sequence 421 

GGGGCGGCCGCCGCCTNCCCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCT 

TCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACA 

CTTTCAACAAACAGCAGNGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTG 

CTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGA 

GCAGAGAGCTACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACNAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACT 

CTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACCGTCTGACAGAAAGCATGTGCACTT 

CNGGAAGCAGGCCTGCATCTTACCTGTACCTGCCC 

N 

Sequence 422 

ACTTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTAC 

GTGCATTCACAGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTTAATAT 

ATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAAACCCTATA 

AGGTCCTGGATAATTTTTGTTTGATTATTCATTGMGAAACATTTATTTTCCAATTGTGT 

GAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAAAAAAAAAAAAAAAAAAAA 

AGTACC 
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T 

Sequence 423 

NCCCGCGGTGGCGGCCCGAGGTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTA 

TGTGAAAAGCCCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGMGMGACAAGGAGGCTTGGTTTTGTGGC7TCTATTTAACATGGTAATGGGA 

AGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAATTAGACAGGGGGAAGTAAAA 

TTATC I I 1 1 IGCAGATGATATGACTTATATGTATTATAGAAAACCCTGGGCCAGGTGCA 

A 

TGGCTCTTGGCTGTAATCCTAGCACTTTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTC 

ANAAGTTTGAGACCAGCCTGGGCAACACGGTGAAACCCCCCTCTACTAAAATCCAAAAAA 

AAAAAAAAAAAATTAGCeCGGGCGTGGCGCATGCTAANGCANGGAGAATTGCGTGGAATC 

TGGGANGGTGGANGNTGGANTGAGCTTGAAGATCTCCCCCTGNACTTCCAGCCTNGGGGG 

ACAGANCCAAGACTNTTTTNTTCCAAAAAAAAAAAAACCGGGGGGNGGACCCCTCAAGAA 

TTCNCCCCNCCCCCCCCCGAANCCCTGGTTTGAAATTAATAAATGGGGTTCCGCCAAANA 

AAGTNCCNGCTTNTTCAATCAACAGGCCAAAAATTCCTTGTTTTTAAANCCCTGCCCTT 

T 

AAAANTTTTAAAAAGGAAACTTNGNATTCCCGT7TCTTTTTTATTGCCTCCAAAAAAAAA 

AAAAAAA 

Sequence 424 

CCGCGGTGGCGGCCGAGGTACTGCCGAGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGT 

CCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGC 

TG 

GTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAG 

TGTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACCAAGTTT 

GAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTG 

GGTACCTGCCCG 

Sequence 425 

CCTCCCGCGGTGGCGGCCGAGGTACTAAGTGGTTAAGGATGGAAAAGAGCTAACAAGTGA 

CAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGATCATCAATGTAGC 

GCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAAAGACAGCTG 

CACAGCTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCATTAT 

A 

ATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAAC 
ATGAGTCCGACATCTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCCACC 
Sequence 426 

CTNCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAAA 

CCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAA 

TGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGG 

GAGAAGCCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACT 

GTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACC 

TTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTAT 

GGGATGTAATCAATGTGGAAAATCTTCTGTGTGAAGTCAAAACTCATTGCACATCATAGA 

ACACACACAGGGGAGAAACCCTATGA 

Sequence 427 

CCCGNGGTGGCGGCCGGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTTATTA 

GCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGG 

CTCCAGTTATATTCACTGGAGAGCATAATCCCACACGGGTTATTTATAAATACAGAGCCT 

CTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCTTCAGAAGG 

TAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTACTTTTAATTGGGCCAAAC 

AGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTACATTT 
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CCTCCTCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAA 
GAAAGAGTGAGCTGCTGGTACCTGCCCGGGCGGGCCGTCTAAAACTAGGNGGGAT 
Sequence 428 

GGCCAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCAGCTTG 

CGGGGCANTNNGCAGAGAAATNCCAGGGATGTTCCTGAAGGCCTNGATGATACCANTATC 

CTCATTATAAGATGAATGCACGGGGCCCNTTGCGCTGGATACCGGCNAACCGGNTTCTNA 

TTNTGCCTNTGNCAGCTCTCATTCGCTGAGAGGCATAGACCTTTTTGANGATCATTCCAA 

NGCTATAAGTCNTCTTAAGGAGCAAAAACCAGCTTCCTTGGTCTNTCTTGAAGNCCTTCA 

ACTTTATCTTTCAACTACCAAAGGGAAGGTNCAGGAAACTTTCCTCAATAACCGANGGAC 

CTTTAGGACATGAACCAGGTGNCTGGNTAGGGGCTGGAGGCCAGCCCAGGGCAAGAAACA 

NAATGGCCGATANCCGTTTTTGGGGTTCCCGCGGTACCNTTGNCCCGGGNCGGGCCGGCT 

TCTAANAMCCAAAGTGGGAANCCC 

Sequence 429 

CGCGGTGGCGGCCGAGGTAC I I I I I I I I I I 1 1 I I I I I I I I I GTGATCTCAACTGCTTTT 
A 

GCAAGTTGTGAATATACTTGGGCTTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTT 
T 

CCTCCI I I I I I I ICTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTT 
CTGCMGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTAGCAGC 
TT 

CCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACA 
CTGATGGTTTTTGCAAAACAGGGTGCAACTGCTGTGTTTTCTTTGGCAAAATAAGCCCAT 
ACTACCTGCCCG 
Sequence 430 

GTGGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTT 
GAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAA 
TAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTC 
AATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGTTGGGAAAACACC 
TCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCC 
AGAGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACA 
CTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTT 
; CAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATTCG 
CAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGAC 
Sequence 431 

GGTGGCGGCCGAGGTACCAAAACAACAGCCCTCCAAACAATGATGACCAGTGGAAAAACA 

ATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTGTGGCGTAAATG 

GTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACT 

ATCCCTGGCCTCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATT 

GCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGCT 

ATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAGCGTATTTTGCT 

TGTGAGMGMTGAGAATTTGGCTGCCMTTTTCTTCTACAGCAGAACTTTGATGAAGAT 

TGA 

Sequence 432 

GCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTC 

TGCGTTGTTACCACTGCTTACTGCGTTCCCAGGATTTCT7TTCTCTTCTCGTTTCCTGT 

A 

GATTCCGGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGAGTCTCTT 
CC 
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TGAAGGGGGAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGAC 

TGCCCGGTAAATCCCGCGTACCTGCCGG 

Sequence 433 

GNGGTGGCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGC 

CAAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I 1 1 1 1 1 1 1 1 1 1 IGAGACAC 

G 

GTTTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCACAGCTTGA 
ACCCCCAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGC 
ACACCATCAAGCCCCGGGTAATTTTTGAAAT7TTTATAGAGACAGGATTTTACCATGTT 
T 

CCCAGGCTGGTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTG 

CTGGGATTACAGGCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAG 

CTCTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGA 

CTCCCTTTATCTTTTCCATAGCACCCCAAGC 

Sequence 434 

NCGCGGTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTAGATATCCA 

ATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGG 

AG 

TCTCCCAGAAGAATTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTC 
AAGGCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCAC 

C 

CCCTATGAAAMTATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGATTTTCA 

TATTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATACATCTTTG 
ATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGG 
AGAAGTAAATGATTTTTTAGATACTATTTTAAA 
Sequence 435 

CCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGTTGCTCAAACCGAGTTCTGGAGAAC 
GCCATCAGCTCGCTGCTTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGA 
AAGTCATCATCCTGA 
Sequence 436 

GTGGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCCAAGCACTG 

TCAGGAATCCTGGGAAGCACCTCCAAGTGACTGCAGATCTGGAATAATAAGTGNGGGGTA 

GATCTGCCCATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAGGAATTGNGGTAGGG 

ATCTTNTACTCATCCTTGGCACAATAAGAATGGCCAATGCCCTTTCTAGTTGTTTGGGGG 

AAGGTCTTTGAAGGCACCATTTNCCCCCATCCCCCTGGGGGAAGAAATGGGGTCCCTAAG 

GTAACGCCANGGTTTTTTGGGGGTTNAATTTGCAAAAATCCCCTTTTTNGNGGGNTANNA 

CACAAATGGGCTNGGCAATTTNTTTNTTTNCCCCAATTNGNTCAAAANGCCCAANAAAAT 

TTTTTAACCGGGGTTGGGGGGGGGGCAAAATTTTTTGGGCCANNTTGGCAATTCNCNGGG 

ANAAAAAATTTCCCAANGGGGCCNGNNGTTCAANTTTCCTTNTAACCCCGTTTNAAACCT 

TCNCCCCCCNGTTTNTTTTTTTGGANCCCTTAAAAAAAACCATTTTTTTGG 

GG 

Sequence 437 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTTATTTTGCTT 
T 

ACAGAAAAAMTGGTTTCGTAAATMTTTGCCTATTTTGGTTAACATAGCACATGGAGAT 
AATCATCTGAAAGTTATAGGGCACTGCCACTGCTGAATCAAGAGCATGCCCAATATTTGA 
GGTGGCTCTGATTTCCTGGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCG 
CG 

Sequence 438 

CGGGCAGGTACGCGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCC 
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AGACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCTGAGGAGGA 

GGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAAGTGAGAGAGCAATGCGAGC 

AGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCCGTGTATCC 

TCTCCGATCACATACAGAAGAGGATTGCACCGGAGGGAGCTCTTTGGACTTCCTTGGCAT 

GCCGAGGGGACCCATTTGCGTGGGCCCACAAACNTCTTTAAACAACCTTGGAAATAAAAT 

GTGTGGGACTTTAMTTTCACCCCAANGTTCTTTCANTNAATTCCTGGGGGGCATTCAAG 

AAATAATTTTCTCTTTTATTGGGGTTNTTTGGGGAATNNTAACCCCTTCGGGGCCCGG 

CT . 

TCTTMGAAACCTTGNTGGGGGANTCCCCCNCGGGGNCTTGNCAAGGGAAATTTTTGGAT 

ATTCTAAGGCCTTTAATTCNGATTACCCCGNTTCTAANCCTTNGAANGGGGGGGGGGNC 

Sequence 439 

CGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTNT 

TTGATCCCATACCATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAA 

AGAAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGGAGGCCGAG 

GTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGGCCATCATGGTTGAAACCC 

CGCCCCACCAAAAATACAAAAAATTAGTGGGGCGTGGATGGTGTATGCCCTGTAATCCCA 

GTCTACTTTGGGAGGCTGAGGCCAGGGAGAAATCNGCTTTGAACCCAAGTAGGCAGNAGG 

GGTNGNCATGTTGAGCACGAGTATCGTTGCCCACTTGCACTCCAACCTGGGCCGACAGNA 

GTCAAGTACTCTGGGNNAAANAAAAANATAAACCAGGAAAAAAAAGNGAAGGNAAGGGAA 

GGGGGGAAAAGAAA 

Sequence 440 

GGGGCGGCCGAGGTACGCGGGATGTCTAAAATATCTTGTAAAAAGTGTTAAAATAAACAA 

ACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAG 

ATCTATAAAGGTCTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGC 

TCACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGAGTCCAGGA 

GTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTACAAAAAATTAGCCAGGTG 

TGGTGGGACACGCCT 

Sequence 441 

GCGGTGGCGGCCGAGGTACATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTT 

ACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAANAAGNNCCAGGTGAA 

ATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACCTCACTCATGAC 

TGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAA 

GTCTTCCTGTCTGCCCCCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCC 

ACAGCTTGCACATAGTTTTCAGATTCAACACfAACTTCTCCGAGTTTAAGATGTGCCTGG 

GCAGCATAAAGCTGTGCTTCTTTTGTTTCTTGCCTTTTAAAAATGATCTTTGCTAAATC 

C 

AGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCTCATTTTCTTGAAGAGAC 

TTGGTTTCAAGGACTGAATCATTTGGCAT 
T 

Sequence 442 

TGGCGGCCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGGAATCAAAAGAACGTAGT 

CTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTNGNGCNNGTACTCCCCCA 

GCTTCTTGCTCNNNACCCTGCACTGTAAGTTGCCCTTCTATTAGCAGCCAAGGAAAAGGG 

AAACATGAGCTTATCCAGAACGGTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTAT 

GAAATATGCCTCACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAAGTGN 

GGCAAGACATGATTAATGAATCAGAATCCTGTTTCATTGGGTGACTTGGATAAAAGACTT 

TTTACTTTTANAAAAAAAAANTGTCAANAAANANGTTCCCTNGGCNCGGCTCTAAGAACT 

AGTGGGATCCCCCGGGGCTGCAGGGAAATTCCGNATATTCAAAGCTTATCCGATACCCGG 

NNGAACCCTCCGAGGGGGGGGGCCCCGGGNAN 

Sequence 443 
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CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAGGAATAGAGTG 

AGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATTCCTACTGCGTTTAACTATT 

T 

TATTGGTTTCTAACTACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTGAC 
A 

GCGTTGTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCG 

CGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGAAAACTCCTCCTTTCT 

CCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAAACCCGTAGCTCCTGCCCTACTAGGC 

CACTCTACCCCATT 

Sequence 444 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTC 
GTAAGTGAGACAAGCCAGTGCAAG I I I I I I I I I I I CCTTTNNTTTTGNGCTTACCTTCT 

T 

GCTTAATGGAATTGTTATGGCTAAGCACATA oAAGGCCAAAAAAGGAG 1 1 1 1 ICAAACCC 

AGCAAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGT 

AAAACCGAAATGAGTTTTCTTAGGTAAATGTATTCATCAAGCCCAGNATATAGAAAATAA 

AACCCAGGTTANTGGTGNAGCCGTTTAGGTCACCTGCATCATTTTCCAGGGAAAGATTCA 

AACCAAAAATACCAGTNCCCAGNCCAGGACTCACAATGTGTTGGANTAATATTATTATTA 

AAAGCAAAAGGAGGCCCCNCCCCCACCAAAGCCCAAGCAGCTGGGNTGGAAAATAATCAA 

GGCCTGGTCCCACNCCCGTNGGGTAATGCCCAAATTCCGGGGGGAAAAATATACCTNCCC 

TTTGGNAAAAAAACCTTGGGAAAGAAATTCTTACCCTTNGCCTTGGGGAAAAAAAA 

Sequence 445 

TCCCCGCGGTGGCGGCCGCCGGGCAGGTACTTTACTAAAATGACTGCATTCTTTGGATTC 

CTTCAGTCTATGGTTCAAGTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACA 

G 

' NAGTATGAATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGTA 
TGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGGTTGAAGGTTCA 
ATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGAATCTTTGCTCGGTATATGCC 
A 

CCCAGTGGGTCAAGTCTGGGACCTAGGTGGTGAGCTATCCCATAAGTTCATTCTCAAACC 
GTCTTTACTGCACTGTTTAGGGTCAGATACNCATTATATATACNACTTTGGGTGAGCT 

CA 

GGAGTTTATMGCTTTATGGGCTTTGGTGTTTTGATTTATAAACAGGAGTTTATNGAAC 
T 

TTATGGGGTTTGCTTCCTCTTTCTGCCCAGGTTCCTTGGG 
Sequence 446 

GGTGGCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAGAATATC 

ACAACTAAACTCTTAAAAATTTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCA 

GCACTTTGGGAGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGCTTGGTGATGT 

GTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTAGAACCCATGAGG 

TGTAGGCTGCAGTGAGTCATGTTTGCACCACTGCAGTCCAGCCTGGGTGACAGTGTGTAT 

TAGTTTGTTTTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTA 

ATTGGNCTTACAG ' 

Sequence 447 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGAC 

TTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTGNGCTGGNCGA 

AAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATTCTAATAGNA 

GAGCCCGGGCTTCACCNGTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCC 

TCCCAATTGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATGT 

CT 
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GGTGTTCTCAAGGCAATTAATAATGATTGTTTTAACACCAACAANAAAGAAAACTATTA 
T 

CACNAAAANTAAGGTNCCCTGCCCCGNGGCNGGNCCGCTTNCTANGAACTTAGGTGGGAT 

CCNCCCCGGGNCTGCAAGGGAAATTANGNATTATCCAAAGCCTTATTCGAATAACCCGTC 

CGAACCCTCANAAGGGGGGNGGCCCCCGGTATACNCCAAGCTTTTTTGGTTCCCCTTTTA 

AGTGGAGGGGTTAAANTGGCCGCCGCTTGGGCGTAAAATAAATGGGACNAATAAGCCTGG 

TTTTCCCTGNGGNGGANAAATTGGTTNTTCCCGCCTCACCAAATTCCCACCACNAAACAT 

TACCGAAGCCCGGGGGAGCCAATAAAAAGTTGGTANAAAGCCCTGGGG 

Sequence 448 

CGGNGGCGGCCGAGGTAC I I I I I I II I I I I I 1 1 I I 1 1 GTTAGTGTTTTCTGATGTCTTTT 

CTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTA 

G 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGGC 

A 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 

GTCACTGG 

Sequence 449 

CGGCGGCCGAGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAGTATTTA 

GAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAAT 

CAGCTTCTGGAGGAATGCATGTCACAGGCGGGACTTTTTCANAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGCCGCCCGAAGG 

AGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCTTGTGTTCAAGCAACTTCTTG 

CGGTAGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGTACCTGC 

CCG 

Sequence 450 

NGGTGGCGGCCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTCTGTGCT 
GGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGCTGGGATGTAGCCAGGA 
CTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGA 
ATGCTCCAC I I I I I CAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCGGATG 
G 

ATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACG 

TGAGTAAACCTGAATCTTTGGAGTACCTGCCCG 

Sequence 451 

CGAGCGGCCCGCCCGGGCNGGTACAAATGCGTTTANGAAATGTTAGTATAAGGCTGATCT 

GGACCCAAACTAAAACAACGTTAATCCTCTTCAAATCTAATTTAATATAGGGAATAAGAT 

TATTGAAAAAAAA I I I I I I I CCTGATTTTC I I I I I CCTGAAGG I I I I I I I GTAGAAACCA 

TGGTAAAAAGGGAAAAGAAACCTrTGACTGGCGGGGGCAGGGGGAATACAAAAAAAAAAT 

CCCTTGATTTTTAAAATATACTTGAATATCAAACTCAGAAAGAGTTATTTTTGTGAAAGA 

GGCAAMTTGGTCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGG 

TC 

CAGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTG 
AGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAATGAGGGCCTGAATTGCTTCT 
TCCACAGATCCCAATTGAATGAGCGCCATTTTGCGATCTTTCTGAAAGAATTTAAAA 
Sequence 452 

GGGGCGGCCGCTAATGTNAGAAGTTAAGTNAGAACCTATATTGTACGAGGAACAAAAGCC 
AATCAGTGTCCTTTTTGTC I I I I I I I ACATAAACTTTTACTACAAAAATTNATATATGGA 
TTTTGAATTTCCAGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTAT 
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ACATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGATTTAATTT 
CCTTTNGGNACCCCCATATNTAGAAGNNTCTTCATAANTTAATAAATAATCTAGGGCCAG 
CATTATGTTTGCTAGACCTGGNTTTGGCTCMTACTTAAAGTTAAMGTTTCTGTCTTT 
T 

TTCTTGGACTTGAAACTGCCTANAGCGTCAGCCTCTCTGTTATTTNTNTCTATTTNCTT 
T 

TTCCCCCATCAGTCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTNGA 
T 

AAGAGTAAAAGGGGAAGGAG 
Sequence 453 

ACGGATACCCTGTTCCGCCTTTCTCCCTTCGGGAAAGCCGTGGCGCNTTTCTCATAGGCT 

CACGGCTGNAAGGTAATCTCAGNTTCCGGTGTAAGGTTCGTTCGGCTCCAAGNCTGGGCC 

TGTTGTGGCACCGAACCCCCCCGGTTTCAAGCNCCGAACCCGGCNTGCGGCCCTTATCCC 

GGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 

Sequence 454 

NGAAGGCGGACGCCCGGNCAGGTACGCGGGGACCTTTNACGGGCGGGGGGAGCTGAGGCT 

CCTGNCGNTATCTNTGATCCTTGCACCCTGGCAGGAAGNTGGTAGGGGGNACTNTAACGG 

GAGGNCTNCACATATTGCAGAAAAGAAACCACTTTGGNGNGTAAGACTTGGAAGAAAGTA 

ACCGGTCACTTTGGAAAACAGGGGTGGGGAAGAAGCTGCCTCTCTTTTGAACCTNTTCCN 

AGGGACCAANTCTAACCCAGGTGAGGNNAACCNTGGTNGATGTAAAGCCGGTGGCTTTGG 

AGGACAGAATCATCTAAGTGGGAANAAGATACACTAGGAAGGGNGCTGGGGGGANTACCA 

TCAAGAGGGAGGNGGGGATNACCTTCAGGCCGGGGGCTTNCGGNGGGGATGAAAGAAGGA 

ATGGGNCCGGACAGGTTTGNGGGTNGGAGGGTATGAAGGCTTGGCNAAATGGTGGGGAAT 

TTTGGTAACNTTCGGGCCGGG I I I I lAGAANCTNAGGGGGGANTCCCCCGGGGCin'NGGA 

AGGGGAAATTTTCGANTAATGCAAGGCTTAATANGAATTACNCGGGGGGACACTTCGGAG 

GGGGGGGG 

Sequence 455 

CCCGCGGTGGCGGCCGCCCGGGCAGGTNCGCGGGGAGGATCTCTGTCTTTTGTTCCCTCA 

CCTGTCTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGT 

CCAGTTCCTCTGCATTTGAACAGCTGTNCCCCCACCCCTCAATACCGTTTAGAGCAGAAG 

CCAGCAAATACTAATCGGTCAGGGACACGATAGAAACTATTTTCGGCTTCATGGGCCACA 

CAGGNCTTCATTGCAAGCTCCTCAAATNTGCTGTTTGTAGCTAAGGAAAGAANCCATTAT 

ACCNTGTGTNAANCAAAAATGAAATATTGGCNTGTGTGCCAATAAAAAACCTTATTNACA 

AACATTAATNGAGTNGGGCNTGGATATGACTTCACNANTACTGGTTAGTTTTGACAACCC 

CCCTGGNTNCTAGNAGTTAAAAATCCCAAAAACTNCTTATTAGTCCCTCCC 

Sequence 456 

CGGCCGAGNACAACATGACATTTTTAACCAATCCAATCTAAAAATGTTGCCAGAATCCAC 

CTGTGGCCCNGAATCGNGTNTTGGTTCCTCTTTCTACTCCNCTGCAGANGACCAAACCTG 

TCCCGCTGCCACTTTCCTCACTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCAC 

TAAAAATGCCCCAGGAGAATAGGCACCNGGCTGGCTTGCCAAAGGGTTTNGGGTTTTATT 

GCTTTCTG I I I I I ICTTTTCCCCGACAGCACAAAGAANGTAAAGGGGCAGTTAATTGGAC 

AGAGTGTTATTTTAAAACATCTCTAATTGTAAATGNAATGTGGTTGGTTTGGGTTTCTA 

C 

TGCAATTGGTGNGAAGCCATGCCGGNGGGGAAAGAAGAAACNTGACCCCAAGGNTAATTG 

AAAATNGGGAGNCCCCCTTTC 

Sequence 457 

NCGATATTACTGTGCGAGAGGTAAAGGATATAGTGGCTACGATTACNGCCTCTCT 
Sequence 458 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGACAAAACTACAGACTTAGTCTGGTGGA 
CTGGACTAATTACTTGAAGGATTTAGATAGAGtATTTGCACTGCTGAAGAGTCACTATGA 
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GCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGC 

TGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGACCCAAGGCATAA 

GGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCG 

ACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACCGACATTCCAGAAGTTAATC 

ATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATC 

ATCTGGAAACCGATTTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAG 

Sequence 459 

GGCGGCCGCCGGGCNGGTACGCGGGTCGTGNGCTGGTTAGTGAAGGCTTTGTAGCTGAGC 

AGTTTCTAAATAACACAGCCACTCAACTGACATACCATGGATTATGTGAACTAACTTCAA 

CGGTTCAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACCA 

AATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAG 

TTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATTTC 

ATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAGATCAGATAGATC 

AGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGG 

AACAAATCCCGGAAGGAATCAAGTGATTTGGAACTAGCAAAGAAACT 

Sequence 460 

GGCGGCCGGGTACGAATGTGGAAATTAAAGCATGGTAAACTGATATTTACATAAATATCA 

AACCAACAATTAGTTTATACATTGTCAATGACCTTCTAAGATATGTCATGAGTGGATCC 

A 

AGAATATCTTTCCCCCAATGGAGAAGGTATTCAGAGGCTAAATTCCGACACTTTAAAATG 

ACACACATCATAGGCTTTACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGATTT 

TA 

TGATCCCGCGTACCTGCCCGGGCGGCCGCTCGAATAGACTTCAGGGAAACAACACGTCCT 

GAAAGAAACATGATTCCCCTCAAGCCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCT 

GCATTAGATTTGGACACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAG 

TCTCTTCCTCTAGTTACTMTTTTTAATTTAAAAATACAATTAACTGATCTAGCTGATAA 

AAGTCACAAGACAGAAATAAGCTAAGTTCTCTCTTNCTTTAGGGAACGCTGGTGGCAATT 

CACCA 

Sequence 461 

GAGTTTGAGAAAGCTGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAG 

ATGCTGTTCATCTATGGCCACTACAAACAAGCTACTGNGGGCGACNATAAAAACAAGAAC 

GGCCCCGGGGATGTTGGACNTCACGGGGCAANGGCCAAGANTTGGANGCCTGGGAANGAG 

CTGAAAGGGACTTCCAAGGAAAGNANGCCATGGAAAAGGCTNTACATCAACCAAAGTATG 

NAAGAAGCCTAAAAGAAAAAAAATACNGGGANTAATGAGAGCACNTGGATTTTGGGNTAC 

NTGTGCCCCATGTGTTTTATTCCTAAACTGGAGNACAATTGCCTNGNNTTTTTTCTAAN 

N 

ACCCGNTGGAATGGTTGGGGAAATCTCTGGGGAAAAATAANCCAGNTAAAACCAGCTACC 

TCAAGGGCNTGCTCACCCATACCG 

Sequence 462 

AGCCCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGATGTG 

TGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTACAATACAGGTCAGA 

GACAATGGCTTATAAAGGTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACC 

TTTCTGCACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAGAGG 

GCGTGGAMGTTATCACATTAAAAGATGGAGGATTTAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGTACCTGCCCG 

Sequence 463 

GCGATNCCCCCTGGGAAGCTCCCTCGTGCGCTCNTCCTGNNCCGACCCTGCCGCTTACCC 
GGATACCTGTCCGCCTATTCTCCCTTCGGGAAAGCCGTGGGCGCTTTCTTCATAAGCCTC 
ACCGCTGTAGGNATCCTCAAGNTCGGGTGTAAGGNNCGTTCGCTCCAAGGCNGGGGCTGG 
NGGNGCACNGAACCCCCCCGNNCAAGACCCGACCCGGTGGCGCCTTAAACCCGGAAAACT 
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AATNCGNCNTGGAGGTCCCAAACCCCGGGGNAGGACACCGACTTATCCGGCCACCTGGGC 

AGGCAGCCAACTGGGGTAAACAAGGGATTAAGCAG 

Sequence 464 

CCCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I 1 1 I I 1 1 I I I I I I IGGTTT 
T 

I I I I 1 1 I 1 1 I I I I II 1 1 I I 1 1 I I I I I I I I I 1 1 NAACNGCNGCCNCCNCCATGAAAGAGGG 

GCCNCCACATNTTTATTGCATACNCAGGGGAATAACTTATTNTACAANGAACNCTCCTCC 

ATTNGGAGACCATGCCCACTTACAGAATGCANCCGNAAATGCGGTAAATNTATTTACAGA 

GGNTGGGGNGCAAGATGAGANAAGTTTCANCCCCAGGAATTTGAAGNGAGAATGATCTAC 

AAATTNTCCTGACAAGGNGCAACCGGGCTTGNGCTAGNGNGGNCTGAAANAATTCCTGGC 

AAANCGTAGGGGGAGATTAAATCTCGGAATTGACAGCAAGTTTGGGGACAGNGCAAAAAN 

AGAGGGGTGACCCTGTGAAATTTGGTGCCTGGGGGAACTTCTTGANGCCCCAATGNGGGG 

GCACCNCTTNGAGANGATNGGGNTAAATTTANGGGGGGATNTTTTAACCCCTNTCCNNCC 

CCAACCAAAAAAGGG 

Sequence 465 

GGCGGCCGAACGCAGAGAAGGTNGANGATTGCACCATGCCGATTCGTCGAACTGTGAATT 

CTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAAC 

CAGACATAAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCAC 

CTGCTACTTCNAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAG 

AAAATAAGTCTTCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGAANAAAAN 

TTTTATNNNATTAAAAGTACCTCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCT 

Sequence 466 

TGGCGGCCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAACGGGCGGC 

AGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

Sequence 467 

GCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I 1 1 I I I I I I I I I I I I I I I GAGACAG 
AG 

TCTTGCTCCATCACCCATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCG 
CCTTCTGGGTTCAAGCTATTCTCCTGCCTCAGCCTTCCAAGTAACTGGGATTACAGGCAC 
ATGCCACCACGCCCAACTAATTTTGTATTTTTAATANAGACAGGGTTTGACCATGTTAG 
C 

CAGGCTGGTCTTGAACTTCPATCAGGNGATCTGCCCTCCTCAGCCTCCCAAGTGCTGAGA 

TTACAGGCATGAGCCACCGCGCCTGGCTGATTGNGTTCCTTTCTCACAGATTTTGTTT 

CT 

GTTTTTGTTTTCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAA 
GT 

CACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGGAAGGTAAGCAGAAGTGAATGTGTA 

TCACTTCTMTGGTGTGGGNCTCCCNAMCCTTCTAAAGGGGTATGTTCCCCCTTTTT 

TT 

T 

Sequence 468 

TTGGAGCTCCCCGCGGTGGCGNTCGGTGTGCTGNGCTCAGCTGCCTTCCNANGGAGGANC 
NGATCGGCNAGTGCTCTGACTGCGTGGCCGACAANNGCTGNCGNAGAAAGAAATNAAANC 
CCTGAAACATGACAGNGAGTGNTGNAAAGTGTGGAAATGCCTTCTTAAAGTTNATNAANG 
TNAANTCAAANNACA I I I I I I I I I CAAAAANATAAATTTAGAACTAANTGNACCTT 
Sequence 469 

CGGAGGAGAATGGTATCACTCAGGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGG 

TAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGA 

CTGCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCTGTT 

ATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACATTTCAACACCAT 

C 
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AAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACTTCCTTGAATGACCTAGTTAGTA 
A 

ACTAGTCACTAGTAATTCGGTCACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATAT 

TCAAAATGCCATGTTACCATCTAAACC 

Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTCTCTGGACTTG 

CTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAG 

TTGACAACCTTCTGGTTTCAGATGCCACCCCAGACGGTTTCCAGTCTGTCCTGGACAGCT 

GATGAAGGGGTCTTCGACAATTTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAG 

CCACTGGAAATAACCCTACTTGCCCCCGAACGTACCTGCCCG 

Sequence 471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 GGGAAGA 
CA 

CAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTG 

AGTCCACGCAGGCCTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCA 

CAAAGGGCTTCAGTAAACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCA 

GAGGACAAGAGGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCC 

G 

Sequence 472 

GCCGGGCAGGTACTATGGGTGTAGTGNTACTATTACAGTTAATNCNTCCTTTGTAGTGCG 

CTGNTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGC 

Sequence 473 

CAAAATAATTATAATGTATTAACTCATACTGCCTGTCTnTATAGGGGAAAAAAATAAC 
C 

TNTTTTATTTTAAAGTTATAAGGGGGNTTACCTTNTAGNGTGCTTGGATGACAGGGAA 
AT 

TAGCCTACCCCATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGNCCAAGTGTC 
TTNACTANTTAAGGCAAGATCATGCTTNTGTCAGTTNACCCCANTGNTTGGAATACCGTG 
NACACCGATCGTGGCTCGNCTACAGCCTCCATGTNCCCAGGCTTCGAGCAGGT 
Sequence 474 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAAGCGGCGGCCACGG 

CATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTC 

TTATGTGCCTGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACC 

GTGTACTTCTAAAATTGCACTTTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTT 

T 

TTTCGTTACAAAATTCAACAACAGAATCAATACTTTGCATAAACATTATGGATGC mil 

CTGTTTGTACCTCGGCCGCTCTAAAACTAAGTGGATCCCCCNGGCTTGCAGGAATTT CGA 

TATTAAAGCNTTATCGATACCGGCGAACTCGAAGGGGGGGGGNCCCGGGACCCANCTTTT 

GGT 

Sequence 475 

TTGANGCCCTCCCCGCGGTGGCGACAGGGTTACATTGGTAAGGGTGACAGTTAGAAGGGG 
AAGTCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACCTTTTTCATGGAAG 
TCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGTACCT 
Sequence 476 

NGGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAGGCCACC 

ACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCACCTGGATTCCCTTT 

TC 

: CAGTTTCTTATGTCCACAAGTCACTGTGCACAGATAAGAGTGTTCGTTCTCAAAACTCAC 
AGGGCTCAGGGTCATGCGTGGAAATTGGGTCCCCTTCACTCCTCACCTTTCCCCGCTTCA 
GAGGGCTGTCTATCTGGGTTCTCCAGGGAGAAAGATGGGGAATTCACAGCCCATGGACAC 
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TACCATGTCAACAATGACTGAAGTCTTCCAATCTGAGCCAGGCAAATTCCNGGNGGGTCC 
AGGGGGGAGAATCTCAAACAGNTAAMTGGGTTTTCTCTTGGAACAAATTAAATTTCCCA 
CCTCI I I I I I NTTGN I I I I I ICCCC 
Sequence 477 

NGGNGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 IGGCAAAA 
A 

TATTTATTAAAATGA I I I I I I I AAGTTTGAACTTTATf GGAAGGAGTCCCTCTAATTCAC 
ACTTTCATCCTAGATAAATGGGTMGAACCACATATGGAATATAAAGCATTGATTTTTT 
A 

AAAACCACATAGTAGCACAGTTGAAAGAAATGCAATTCTCCAGGGTCTTAGAGAA TTCAA 

AGGNGGCATCTTAGGGNGGGTCCTAAGGAAACCCAAATTACCAGGTCTCATGGGTTTTCC 

TTTTGGGTTCAAGGATTAGAAAGGAGTCAGNGGTTACCCACCTACCCTGGTTTTTTAGGA 

GGGGTAGGAATATTGAAACCTTTCCTACTTAGTCCANCAGGTTTTACCTGGTTCAAGGGT 

GGGNCCCCCAACCAAGGTTC I I I 1 1 1 1 ATCTTTCAAGCCCCCATTCTTTGGCCCTCTT 

AA 

GNGGGGGGTGG 
Sequence 478 

TCCCCGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTCCCTTGT 
TCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTTGTATAGAAGTAAAATT 
GCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
Sequence 479 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGCCGCCA 

TCAGNGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGT 

T 

NAATATTTGTAGNTGAAGTATCTGCTTTCATTTTTTTCACGTTATAAATAAAAATACTAT 

GCTGGNCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGT 

GGATCATGAGGTNAGGAGTTCAAGACCAGCCTAGCCAAGATGGTGAAACCCCGTCTCTAG 

TAAAGATAAACAAAAAATTAGCTGGGC 

Sequence 480 

GCGGTGGCGGCCGCCCGGNCAGGTACAGATGCAAACGGAGGTGTAGACTGNGCAGCTGCC 

AAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTG 

AATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACA 

CCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAAAACGTAC 

CTN 

Sequence 481 

ATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATCANAATAA 

AGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCT 

AGGTGGTAGTTACAAGGGTATTTTATTTTGCCTTATAATAATTCACTAAACTATGTTATT 

TGAGTNAGATTTTTATGTNGTGNGNCNTTTTAATTTACACAAAATTAAANCAAAAAGNA 

A 

CNAAANGTTGCNCTCNGNCTCGGNTTNTAAGTAAACCTAAGGTGGGA 
Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTA 

GTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAA 

CTTCCATGCCTAAGCGAACTGTTGAGAGTACGTTTCGATTTCTGACTGTGTTAGCCTGGA 

AGTGCTTGTCCCAACCTTGTTTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAA 

GCATCAGGGCGATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGGACTTTTCAAGTCTCGGAAGGTTTCTTCAATCTGCATT 

CGCTTCGAA 

Sequence 483 
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GCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGA 

AGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCNGGGCAC 

GGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATCA 

TCTTAGGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCCCATCCCTACTAAA 

AATACAGAATTAGCTGGGTGTGGTGGTGCATGCCTATAATCCCAGCTACTTGGAAGGCCT 

CGGCAGGAGAATCACTTGAACCCGGGAGGCANAAGGNTTGTGGTGAGCCAAAATTGCGCC 

ATTGCACTCCAGCCTGGGCAACAAGAAGCCGAAATTTCTGTCTCAAANAATAAANAACAA 

AAAAAATAAGTACCTGCCCGGACCGGCCCGCTTCTANAACTAGTGGGATCCCCCCGGGCC 

TGCAGGGAATTTCGATATTCAAGCTTATCGGATTCCGTNCGACCTTCGANGGGGGGGGCC 

CGGNTCCCCAAGCI I I I IGGTTC 

Sequence 484 

GATGTGAACAAATGTGTCATTGCTCTCCAAGAGAAAGGATGTGGATGGCCTGGACCGCAC 

AGCTGGNGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGA 

CATCGAGCGGCCGCCCGGGCAGGTCACAAGCTTTATTGGGCAACAGCAACGAGCCACGCT 

GGCAAACAATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAG 

CATCGAGAATTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCNNAGCT 

CCCCTCTAATCAAAAAACGCTTGTCCTGGNGAAAAATTTGCATGNGGGNTTACAGAGAGA 

GAGATCAACCAGGTGAGGAAATCACAAGACTCTTACATGAGTTTACAGTTAACCCCCCTG 

CACCAAAAAAATAAATTAGCCATAATTTGGTT 

Sequence 485 

TCCCGNGGTGGCGGCCGAGGTAC 1 1 I I I I I I 1 1 I I I I I I 1 1 I I I I I I GGGGAGGATACT 
T 

TCAI 1 1 1 I ATTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATTTCTT 
TTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGGATTA 
TCATCCGGGCTGGGAAATTCATGTTGGGATGGCAAGGTTTTTATTGATAACAAGGTTATT 
TTTTGGGGTTTATTATTGCAAAAAAAAAATTGTTCATTGGGAATTGCCCTCCTATTTGG 

G 

CTTGGGCACCTTGCCCTAAGGGCCACTTTTCACCAAGGGTATTTTCATCCCTTAAATCCC 
TCACCAAACCAGGCCCTATTGGMGGGGTAAATCAATTGGGGTCCCCAAGGTTTTACCAA 
GGAMGCCCTTTTGGGGGGNGGGGGGMGMTTATTTGGGCTTTGGGATTATTACTTTCT 
AATTTTGGCCCACCACCA I I I I I I I I GGTTGGGGCAAAGGACCGGTTTCCGGTAATCCGG 
GCTTGGGTGGATTTCACCTTGGGTCAAAAGGAAGCTTCTCATTGGGGCCAAGGGAGGTTT 
CCCTAATTTGGTTGGCTTG G N AAAGG G AATTTC AAAATAATTC AAAAAATACTTAAGAAA 
I I I I I I NCCCCCCA 
Sequence 486 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATNGAACAGAAAATTGGAAATCATAG 

TCAMGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTMCTTGACTGGGGTTTTTTCT 

G 

CTTAAAAATTTCAATTCTCGTGGTAACAACCGCAGAGTAGAAGGAGAGGGTGACTTTACC 

GAACTGACAGCCATTGGGGAGGCAGATGCNGGTGTGGAGGTGTGGGCTGAAGGTAGNNGA 

CTGTTTGATTTTAAAMGtGTGACTGTCAAGNTTGTATCTGTTGCTTn'NTCAATGATT 

C 

AANGNGATACAAAATGGGGCTTCTNTCANTCATTTAAAAAGGAAAAACGCCGACCATCCT 
TTCTAAGGATTCTCTGTGGGAAAAATGGACTGTCAATTAAAATGGCGGGGTTTT 
Sequence 487 

CCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 
GNCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTTGAGGAGTCTT 
TGTGTGCATTGCTGTGAANTAGGTCACTTGGTGATATGTCCTATATTGGCTAAATTGA . 
AA 

CCTGGAATTGTGGGGGCAATCTATTAATAAGCTGCCTTAAAGTTCAGTAACTTACCCTTA 
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GGGAGGGCCTGGGGGGAAAAGGGTTAGAATTTTGTATTCAGGGGTTTTTTTGGTGTACCC 
TGCCCGGGGCCGGCCCGCTCTAAGAACTAGTGGGATCNCCCNCGGGCTGCAGGGAATTCG 
ATNTCNAAGGCTTAATCGATACCCGTTCCGACCTCGAAGGGGGGGGGCCCGGTACCCCAA 
NCI 1 1 I I GGTTCCCCTTTTAAGTGGAGGGGTTA 
Sequence 488 

CNCGNGGTGGCGGCCGAGGNACTTTG I 1 1 1 1 1 1 I INI 1 1 1 1 1 1 1 GAGGGTGGCTTTAT 
TT 

TCAATATTTGTCTTATTAATA I I I I I CTTATTTTATAATGCAATTACAACNGNTTTAGGA 
GACAAAACAATATAAACAAAAGAATGTTAAATAGG I 1 1 I I I I I AAAAAATAAGCTTGGTT 
GGCTTTGCAANGGAAAGTCCATAATAANTCTTATTCCCCCCCAAATATTAAGTTTTATT 
A 

CTTTNGCCACNTAGAGACCCAAAAAATAGCTTATTGGGGAAAAAAATTANGTTATTTAAA 
AATANGCCTTAAAAACCACCAAGGAAAAACCCTTACCAGGGCNTATTAAAAATTAAACCA 
ATTAAAAAATTACCMGGGTTTAAMCTTTTTAAATGGGNGGGATNGGCCTTTAAAAACC 
AAA 

Sequence 489 

NGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCCGTGAA 
AGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATCTTNACATTCCTGGAA 
CCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGGTAAATGAAGAGCCTTTCGAAAAAAC 
T7TCTTGCCCTCAAAGTATTTACCATAAATTCTCTTTAAAAGTGGACATGGTTCAAGAA 

T 

CAAGNGGGCTCAAGAAGTTTNGAAAGTAAAAGNAGGTCATTTTCCTTAAGTTTCAAGCTT 
TTCAAGTTTTGNTATAACTTTTCAAGCCCTCTGGCCCCTTTTTCAAAAAGAATTTTCTT 

G 

GGAGGAGGTCCAAA I I I I I I I I CTTTTNGTTTNCCAATACNTTTCTTTTTTT 

Sequence 490 

NCCGCGGTGGCGGCCGAGGTACCTGATTTTATTTCNAGTTTTCATCCGAATCCACTGGGG 

AATGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTG 

TG 

AGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGGCGGAGAAAGGAAGAGGA 

GGCCCCGCGTCCTGCCCG 

Sequence 491 

ACTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAAAATAAAAAGGAGGCTGGTGGGAG 

AACTGCTTGAGCCCCAGAGTTTGAGGTTACAGTGAGCTATGATCACATCACTGCATCCCA 

GGCCTGGGCGATGGAGCGAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGC 

AGGTGCAGTGGCTCATGTCTGTAATNCCAATACCTCTGGGAGGCCCAGATGGGAGGGATC 

ACTTTGAGCCCCAGGAGTTTGAGACCNGCCCTGGGTTACACAGGGAGACCCCCGCTNAAA 

ATTTTTAAAAAANTAGTCATTNCTTAGTGGGTGCNTTCCCTGTNGTNCCCCACTTCTTT 

G 

GANGGTTTNNGGNCCAAGGATTTCTTTTNGCCCCTGGANGGACAAAGGCTTTCANTGAGC 

CTTTTTNATTTTTACCCCTTGGCTTTTAAACCTTGGGCCATATNAATTAGAANCCCTTN 

T 

CTTTTAAAAAAAAAAAAAAAANGGGGGGNGGGGCNCNCCCCCTN I I I I I I I I I IGGCCCA 

ANCNCCCCNNAI I I I I I I I I I I 
N 

Sequence 492 

tCCCGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTTTCTGCAA 

CATTAAGTATGGGTCAAAAAAAGAAGAAATGGGCCAGGCGCGGTGGCTCATCCCTTTGGG 

AGGCTGAGGCAGGTGTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGTGA 

AAACCCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACGCCTGTA 

ATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTG 
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CAGTGAGCCCGAGATCACGCCACTGCATTCCA6CCTGGGCAACAGAGCAAGACTCCATCT 
CCCAAAAAACAAAGAAATGACTTTAGACAAATGGCTTGAATGAAATTACAAAGAGGAGGT 
GCATTAAAAAATCCCAGCAGTAAAANCTTTTGAAGAATTAAAATGACAGGCTAAAAATAA 
ATAATAAATGTTC 1 1 I I I 
Sequence 493 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCT 

TTTTGGMGTTTGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATC 

TCTAGCAGCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGCCTGGGGAA 

TGCI I I I I IATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGCTTTTG 

A 

AGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAAT 
ACATGAAGAGCTTCAGCTTAAAGATGAGGAAATGATTGGGCCCATTATAGATAANCTAGA 
AAAGGTGNCTGTGAGAGGAGGAGATAAAAAACTA \ 
Sequence 494 

CGCGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAAGGCAGCCGTTCTGCAGGGTT 

TTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCC 

GC 

GTACCTGCCCGGGCGGTTCG 
Sequence 495 

AGATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCCGTGAGGNTNACTTATGTCTG 
TA 

AAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGAT 

TATCATTTTAGMTGGTTAAGTCCTTACTGAGCAACGATTTAAAACTTAATTTAAAAATG 

AGAGAAGAGTATGACAAAATTCAGATTGCTGNCTTGATGGAAGAAAAGTTCCGAGGTGAT 

NCTGNTTTGGGCCAANCTAATAAAAAATTTTCGAAGAATNNCCCCCCNCTNGNAANCNCC 

CNGNCTTGAAANCNTTTTAAAAAAAAAAGAAAANGGTTTAAAANNGTAAAAGGGGNCCCC 

CNCCCTTTTTTTAAAAAAAGNNGAAAAAAAGGGGNGGGGGGG 

T 

Sequence 496 

CGCGGTGGCGGGCCGGCCGGGCAGGTACCGTGAAAAGGGCACTTCTCCTTGAGAAGGCCT 

GACAGTGTCGTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCAC 

CCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTC 

AT 

TTGCATAATAGGCAGTTTCAATAACTGGGGAC 
Sequence 497 

CCGCGGGTGGGGCCGGCCGAGGGTACNNNGGAGGCCTCATAANGGCNGGGNATCNTCGAG 

GNTGGTATNGNACTGNTNANAAAGCCNNCATGGTGGTANCNCACCAAAANCTCACAAGAA 

CAATTGNNGCNGCGAAACAGGCAACAGANTCTGNCATTATATAATAAGGGCGTGGTACGG 

TTGGGGAACCCCGNANGANTCNNTATGGTCCTTGNTTNGCAAGCNNTGCATTTTAAATCA 

GACGACCGTNAATTTGTTANCCCCAANCCTTNTTANAATAAATCGGCAATCGCGCAATAT 

CTCATCATTNANCNACTGTGGACGACTTGAGAATCTTAGTGGCTTNATGGACTTATTGCA 

AAACTCGAGAAAGAACAAACCTAGGGGTGCGCCCTGACCTTCGGAATAATTCGTAAGCTA 

TATGTGAGAAACTAGCAACAGGGCGTTTCATTTATGNGNAANGGGACGCGAANTGGANGA 

TAATTATGTAANAAGNGGGCCCCTACGANTTTGGCCCCTAGACGCCCAGGGAAACCGCGG 

GGCNCCATGCATNACNCANACTTANGGNAGGGGTANTTCTCCNCACACNCNTCNTTTTCG 

ATTTGGANAATANGCTGGGAATNAATCCTACATGACCTGTCATTTTCGGAGTTATGGCNG 

GCCGGTACNGNNCCCCCCCGGGGGGGGGGGGGGGNCCCCCCGGGNTTANCCCCCCAAGCT 

I I I I I I IGGTTTCCCCCTTTTTNAGGTTGGAAGGGGGGGTTTNAAATTTTGNCCGGCC 

GC 

CTTTTGGGGCCCGGTTAAAAT 



Page 88 of 22 1 



WO 01/42467 



89 



PO7US00/33312 



Table 1 



Sequence 498 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGGGCCTTCCACTTCAGCTGACT 
GAATTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACCCAGGCCTCCTGACCCATGGTATC 
TACGATGAGATCC 
Sequence 499 

GTGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTT 
CACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACT 
CATTTTCCCATCACTGGACTTCCAGGTTGTTTTCMTTTTTCACTGTTACAAACAAGGT 
G 

GCMCATTTATCTACAAACCTCTTGGATATTACACCGTAGGNAAGCTTTCTGGGTTATT 
T 

CCACCTAGTGAAACCTTGCTCAAGTTTGAAGGGGGTANTGTTGGGATNCTTTCATCTT 
TT 

TAATTAAAATTATTTACCAACCATGTTGAAAAAGCCCCGACCAATGGTCAAGGGACTGNG 

CAAAGGAGGTGCCCACCAATGTTGAATGGGGGNTGGTGGGAAATGGGCAANGCTTCACTG 

NTANACAAGGGTGGCTTGGGGGGACCTCMGTTTTGGGGGTTCTTTGGGAGNAAAGCCAC 

TTTAGNTTTATTAGCCAAGGAANTGTTCTTCATAAAAATTGGGTNTTCTTGGATTTAGG 

A 

AGACCAANGAAGTTAGGTTNGGGGGGAAAT 
Sequence 500 

CGAGCCGGGAGCCATTNANAGTTGTTAAAAGCCTNGGGGGTGCCCTAAATGAGTGAGCCT 

AACCTCACATTTAATTTGCCGTTTGCGCCTCAACTTGCGCCCGCTTTTCCAGNTCGGGGA 

AAAACCTTGTCCNTTGCNCAGCTTGCATTAAATGGAATCGGNCCCAACNGCCGCCGGGGG 

GAGGAGNGCTGGATTTTGCCGTTATTTGGGGCGGCTTNTTTCCCGGCTNTCCTTCCGCTT 

CAACTTGNACTT 

Sequence 501 

ACATACTAGCNNGGGTAGCATAAAAGNTGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGC 

TTAAACTTCACAATTAAATTGCCGNTTGCTGCTCCACCTGCACCTGCTTTNCCAAGAT 

CT 

GGGGAIMAACACNTGNCGTGCCCAGGCCTGNNATTAAATGCAATTCNANNNCAACCGCCGC 
NGGTGGGAGNAGGGACGGTNATTGCCGTTAATATGGGGGCCGCTACTTTTTCCCGC 
Sequence 502 

NACAAACATTACGAGCCGGGTAGTCATAANAGCTGTAAAGCCTGGGGGTGCCNTAATGAG 
Sequence 503 

GCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I ATGAATTATTTATTTTCTT 
TCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGNTTNTGNATCTG 
CCCACAGACGGGGTGGTTCTAGACGGCCGCTCTNNAAC 
Sequence 504 

ACATACTTANCCCGGNAGCATTAAAGTGTAAAGCTCTGGGNNTGCCTAATGAGGTGAGCT 
AACTCACATTAATTTGCGTTGCTGCTCACTGCCCCGCTTTCCAGTCGGGAAAACNCTTGG 
TCNGTGCCCANGCATGCATNTAAATGNANATCGGCCCAA 
Sequence 505 

CACAACATACGAGCCCGGGAGCATAAAGTGTATAAGCNCTGGGGTGCCTAAN 
Sequence 506 

CGGTGGCGGCCGCCCGGGCAGGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGG 

GAGTCTGCGCTAGGCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCA 

CCCGCGGTTGATGCGTGCTTTTCGCAAGAACAAGACTTTCGGCTATGGAAGTCCCCATGT 

TGATGGATCCTGAGGCTTGAAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTTCGGA 

ATTATTGAG AAAAATC AAAN ACTCCC N AGTTTTG ATG ACCTGN G AAGGAATATTTC N GAG 

GGACNCCANGCCCTTTGGGGNAAGGANTCCTTGACTCTATCTTTTCAAAGGGAATGNAAA 
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ATTCCTAGTAACAGGCCCTNTAAAGACTNAANACCAAACTTTGGACTTCTTGCTTGGATT 
TTCNTTTTTATTCCC I I I I I II I I I ATTN I I I 1 1 I I AAAAATAAANAAAATAATTTAATT 
TTAAACTTGGNACCTTTTCCTTAAATAATATTACCTTTCTNATTCAAAAGGTGGGAAAA 
N 

GGGAAAATTTCC 
Sequence 507 

GGCGGCGCCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCCATNCCATA 

TTTAGGTTAGATNGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCNGCACAGTNGA 

TGAACTGTAAACATAAATTGAAGATATTGGAAAANTACATNAANTTATGGACCAACATGA 

CAATTTTCATTAGGACTTGCTATTCANAGAGTATCAGTTTNACANNTTGGGTATTAGNT 

A 

CTAGTATNAAACATTTCAGATACTrGCACTGATTTTCTGGTGGANTAAAAGCAANGGCTT 

NTACAAGTTNTAAGCATGTCTTNTANGNCTATGCTTTGGAATACCAGCTAATAACCAAT 

C 

AACAAGNCCAGNAGCCTTAANGTGGTA I I I I I I I GGTTGACCCTAAAAAACATGGAACCT 
NAANGGGTTTCTNCAAAAANTTGCCTTAACCAAATGGAAANTAGGTGGGGGGAAG 
Sequence 508 

TATCCGCTTCACAATTCCACACAACNATACGAAGCNCNGTTAGCATTAAAGTGTAANAGC 

CCTGGGGTTGCCCTAATGAGTTGAGGCTAACCTCACATTAATTTGCNTTTGCCGCTTNAC 

NTGGCCCCGCATTTTCCAGTTCGGGGGAAAACCNTGATCGTTGGCNCAGGCNTGCCATTT 

ANATNGGMTTCGNGCCCAACCNCNCCGGTTGTAGGAGGGNCGGGTTTTGCGGNAATTTG 

GGNGCGCTTCTTTCCCGCTT 

Sequence 509 

CCNANGTACACTCCCACCACCACCNCATGGTCTCTTTCATATNNCTCAANNNTCAACNTG 

NTCCTGNGGCTTCATAATTNTCCTNTTNCATCTTTTTCACTTCNNANGCAAACACCGC 

CT 

CNNCTNANGCTNTNNANTCAATNCANTTNNCCTTAATNNAAATCACAAANTNTCCTCC 
AT 

TACNCANNAANNTNTNNNCATTCANNNCCACAATCCNGGTNNTGGTCTNNCTNNNCCACA 
TCANCAAAAATCACATCCACCATTNCNATCCCNCNTACCTTCCCNNNCCNCCCCTCTAAA 
ACTANTNNATCCCCCNNNCTNCAANAATTCNATATCAANCTTATCNATACCCTCNACC 
TC 

NAANNNNNNCCCNTACCCAACTTTTNTTCCCTT 
Sequence 510 

CGGCCGCCCGGGCAGGTACTCTCTGAGCCAAGGACATTCTCATTTAAACAGTTTAAANAG 

GCTGGGNGCNGGATCGGGAAAAAAAAGAAATATACCCTGGCAGCCGCCTGCCCGGCCGGA 

AAGCGGANAGGGACNCTAANATCAGCAAATTCNCCAGTTTGGATCCTTGTCCTTTTCCGC 

CCTTTTCCCCCCATTAAATCCANAACCCGTCACATGATAATTAANAAAANGGTTCAGTTC 

CTCCTCCTCAAACCACTTCCNGTAAGAGGATCCCCCNCNTACCTCNGCCCCTCTAAAACT 

AGTGGATCCCCCCGGCCTGCANGAATTCNATATCAACCTTATCCATACCCNTCACCCTCA 

AGGGGGGGCCCCGGTACCCAAC I I I I I IGTTC 

Sequence 51 1 

GGGGGAGGGCAGNAAANCAAACCACAGCNCACNGCANGGGCACACANCACAATCCCCAGC 

AAAAAAAAAAAATNNNTNNTNCCAAACANAAAGAGCCTGGCCAGGGGGCCCANACGGGCC 

NNAMGCCCNGGAACCAATTTTTTNTGGGGGCGGGGGCCCCCCAAAGGGCGGGAAAAACA 

GCCACGACCCACGGCNCCAAGCNCGAACAGAGAGCNGGGGGAGACGCNGCCAAAAGCAAA 

ACGGCGGCCAAANCNNAGGGAGCAANNNGGGGCGAAAAGNNNAACGGAACCANNANGAAA 

NAAAANCAAAANAAAACCGGACCANA 

Sequence 512 

AGCANCACCGCGGNGGCGTTTGCGGGAGAAACNGNGGACCCCCCGGGCTGCAGGAANNCG 
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ANANNCNATTTAGGGNGACNNAAACCCC 
Sequence 513 

NAGNCACCGACGAGACCAGATTANACNTNGGGGGCNGNAAAACCCCAGCCCCCCCCGGNC 

ACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCNNGGGGANGCAAACNGAAAAANAGCNG 

GAAAAAGNAGGAGNNGAAGCCAAACAGCCAAANNCNGCCANNAGGAAGNGNGNAAGGGTT 

TTGCNANTTTTTTNANGGGGGGGGNANCACACCCCCNGAANAAAGNCCGGGCNGNCGNCC 

CNGAACGAGGGGGGGGGGGGGGGGGCNGCAAGAANNGGGNGANCAAAGCNNNANCGANAC 

CGGNG ACC N NG N AGGGGG 

Sequence 514 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAATCTTACCTTCAGT 

CTTCTCTGCCACCCAGTCATTTATATGCTTCCTGCACTCTTCAGTGTCTTCAGCAAAG 

GA 

CAACTCCTCCAGCTCTGCCTGATAGAACTTCTGACAGTATTCTTTAAAGTCTGGAAGGAA 

ATCACACGTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTAAGC 

AGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAAGAG 

GCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATCGAGACACATTCTA 

CGACAACTTTGAAAACGAACCCATCCTCTATGGTCGGAGCTACACTTGGCTGTGCTATGA 

AGTGAAAATAAAGAGGGGCCGCTCAAATCTCCTTTGGGACACAGGGGGTCTTTTCGAGGC 

CAGGTGTATTTTCGAGCCTCAGTACCTCGGGCCGGTTCTAGAACTAGGGGGATCCCCCC 

Sequence 515 

TTCGCCCACCGGAATGATCACCAAGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAA 
AAAGAAGAAGAAAGTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGA 
TTACTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 
GG 

GCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

GGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTGCAGTAAGAGGGACGGTTAATTC 

ACAGCTTCCAGCTCTTGGCGCCAGAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCA 

TTTCCGGGAGAACCTCTTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCC 

CTTGGCGGGCTTT 

Sequence 516 

ATTGGAGCTCCCCGCGGTGGCGTTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGG 
ATCTCAGATCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTT 

cc 

CAGGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTMTTTTGTATTTTTAGTAG 

AGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCCGACCTCAGGTGATCCGCC 

CGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCTATACTG 

TATATTTTAAGGAAGTTCCAGCATGTTGCATCTTCTGCATTTATCCCTATATCATTAAAA 

GAACATAAAGTTATCATGGTGTTGGGTAAATTAGCGAAATTCAACCCCTTCCTAAGGTTT 

AAGGGGAAAAGGTATTTTTAAAAAACMCTTAATNAAAACTTTACCCTTCTTATACAAGA 

GTGGATTTCCCCCTTAATTAGGGATGCATGGTTGATTAAACCTCNAGATACAGCTTTT 

TT 

GCAGTAATGGGGGGGNTGGGT 
Sequence 517 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGTGTTGATCCAGTTCTTGCTT 

TTCAACGAGAAGGATTTGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAG 

ATGCCAGTCAATTGGATTTCGTTAAAACACCGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGAGATGTG 

GGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCTGCAGACCGCAGTTGCC 

GAGGTGACTTTGAATGGGGATATTCCTTTCCATCGTCCA 

Sequence 518 
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AAACCCCACCCCCCAGGGGGAAGGGNNGAAGGGAGGGGCTTGGAGGGCNGAGGGGGAAGC 

CCCCGGAAAANGACNNCCCCCAACCAGGGGANAANAGACCCGGNAGGGACAGGCNAAGGA 

GAGGGAACAGGGGAACCANCACTTTTNTNTTTTTGGGGGGCACNNGGGCNGGGACCCCCC 

NACAAAAAAAANANCCCCCCGCCAGGANGGGGGGGGGGGNNAAAGGGNAAAAAAAAAACA 

AGACCCAAAGAAAAAAAAC 

Sequence 519 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTTGTCAGCAATTTTGACAGTCAT 
TMTGTTTGTCATMTTTTAMTAMGTGTCTGGGTTTCAGAATAAAAAAAAAAAAAAAA 
AAAAANCAAAAAAAAAAGTACCT 
Sequence 520 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAATGI I I I I I ICC 

CTTTTAATTTTTCTGCTTCCCTAGTGCATAGAATTGAACTGCTTAGGGAGTTTGAGGCT 

G 

CAGTGAGCTATGGTCATGTTACTGCGCTCCAGCCTGAGTGATGGAGTGAGAACCTGCCTC 

AATTAAAAAAAAAAAAAAGAAAGAAAAAACAGTGCAGTGGGCTCATGCCTGTCATCCCAN 

CAGTTTTTGGAAGCCAAGGCAAGAGGATTCCCAGGAGTTCAAGACCAGCCTAGGCAACCT 

TAGCAAGACCTTGGTATCTTCCCAAAAACCTTTAAAAATTAGGTTGTGTGTGGTGNTGCC 

TGGCTGAGATGAGAGGATTTGCTNGAATCCAGGAANGTGGAGGCTGNAGTTGAGCTATGA 

TTNGGGCCNCAGCANTTCCAGGCCTGGGGNACNCCAGGGGATACCCTGGTCTTTAAAAAA 

AAAAAAAAAAA 

Sequence 521 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGTCGATGAAGAA 

CGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACATTGATCATCGACACTTCGAA 

CGCACTTGCGGCCCCGGGTTCCTCCCGGGGCTACCGCCTGTCTGAGCCGTCGCTTCCAAA 

AAAAAAAAANAAAAAAAAAAAGGTCCCT 

Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCC 
CCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTC 
CTGTGCAGCCTGCAGAACTGTAAGTCAATTAMCCTCTTTTCTTTATAAATTACCCAGT 
C 

TCAGGTAGTTCTTCACAGCAATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAA 

CACAAAAAAAATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTTCTTTATTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCTCATATCTTTC 

TCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTC 

Sequence 523 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGTGAGAGGGAACGA 

GAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAATAAATTTCAAAGTGCCTCCG 

AGGGATGCAACGGGGCAAAAACTGAACTGTTCAGGCTTCAGATTGTAACTGACGATCTGA 

GGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTT 

AGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTCCTGT 

GAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGACATTTTACTGGCTCAAATGT 

AGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGACATCCAAGCCCGTCCAGGA 

Sequence 524. 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTGAGACTG 

CAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGA 

CCATCTTGAAAATCCCCATGAATGMCTGACMCAATCCTGAAGGCCTGGGATTTTTTGT, 

CTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACT 

TGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCA 

TTTGTAAGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTGCCTCCTGGA 
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TTCAAGTGATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCC 

ATATATGCAATTTC 
A 

Sequence 525 

AATTGGGGGGNAACNACNGGCCCCCACGGNCCCNCNGGCCAGNGCACCCAl I I I I I iNGN 

GGGNGAGAANNCNGGCCACCCNGACCCGGAGAGGAAGGAGACNGTTTTTNAAGNNGCCNC 

GGGCCACACNCNAAAAANCGACCCGCAANNNGCACCGACAAACANCGGNGNGCNAAAACA 

NAACNNGAACANCCCGAGGAAACCGCCCNA I I I I I I I I I I GGGGGGGNCCAANGAGGGGC 

CCGNCGCCACAAAAAAAAAACCAAGGCCCCNGGGGGGGGGGGGGGAGCCCAANANNGGGG 

NGGGGGCNN 

Sequence 526 

AACTTAATGTCTTCC I I I I I I 1 1 1 1 ICACTGGCI I I I I CATANATCGAGACATGTAAGCA 

GCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTTTTTGTTTCACTGNCCTGAGGAC 

TATTTATAGACAGCTCTAACATGATAACCCTCACTATGTGGAGAACATTGACAGAGTAAC 

ATTTTTTNGGGGNAAGAAGAATCCTACAGGGTCATGNTCCCTTCTCCTGTGGAGTGGGGG 

GGNAGAAGGGGTATGGCCCCAGGGNNGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGNATTGCAGGATAAAGGCAG 

Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGG 

ATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAG 

AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTT 

TTTCCACTATTCACACTCTGTGGCGTAACCTTCTTGAATATAACCCCAAATGTCACCCA 

A 

TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
T 

TTT 

Sequence 528 

AAGGANAATTTTTTGGGGGGNCAAAAAAACCCCANCCCCCCCACAACCANGCCNAACTNA 
ATCTTNGGNAAAAGAGGGAAANAGGCCCCAAAAAGGACAAAAGGGNNCANNCANAAAAAC 
AAANNNCC AAAAANCCGGCCAAN AAN AN N NC AAAAN NN NCCCCC AATTTTN I I I I I I IGG 
GGGGGGGAAANGGGAAGNNACCCCAANGNACGCAAAAACNACCCAAACAGGGGGGGG 
Sequence 529 

CCGCGGTGGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGG 
ACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGGAATGGCAAC 
CGTGACCAATTTTTGGCTCAAGTTAAAATACCAAAAAC 
Sequence 530 

CGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATTAATTAGA 

GGTCTGTCTGAAGGAGTTGMGCTTTATTCTATGAACCCTTCCAGGGTGCTGTTCAAGGC 

CCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAGTA 

GGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCA 

ATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

GGGCGGCCCGNTCTAGAACTAGTGGATCCCCCCG 

Sequence 531 

ACATTACNAAAAGGAGAGGNGGCCCAGNNNAAACACNCNGAANCCANCCNNGCCCNGAGN 

AACAAANCACNGGAGAACAAAAACGAAAAACAGCAGGNCCCNCNNNNAAANCCAANNCAN 

ACAAAAANGNCAAAGNAGAACCAAAAGCCANGNGNCCCGCCAANAAAGCCNCCCCAAAAG 

CAACAAAGAGGNCNGCCCAAACCNCCNAAAAAAACAAACCCCCAAGANGAAAAAAAACCA 

AAACCCCNAANGNAAANGAAACAANCAACCGGGGGCCCCCCAA 

Sequence 532 

TTTTTTATTCAATTTGCGATNGACAGNNNTAGNTTNAAATGTTNGTAACACTCTTAGAN 
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N 

NNCTGGTTTGTTCATTTGACATNGGGGCTGCACCAATTTTTATTACAAAAATCAAAAAA 
G 

TAAAMTTCTTACAATATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATT 
T 

CTACAAMTCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAAC 
T 

GGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGAAA 
AAAGAAMTACATGTCAACAGTCAGGTAAATATTTTGACCTGACAGGTTCTACAAATAGG 
GGATTTTCACTACATATAAAGGAATCTGTTACATGGGGGTAAAACTTCCAGAGACCAAGT 
AGGAAGNGGTGGAATAAAAAACCAATAAATNCAAACGCCACCCCAGGCTGG 
Sequence 533 

CCAGCTGCTNGCCTGCAAAGANGAGCCTCCTNNGGGGGGGGGNAAAACCCCNCCCNANCC 

NGGANCTTGGCCTTCACANTNNCGATGGGGGGCACTGGGCGCCACCTCANGGGAGAAGGG 

CTTGCCGGGAAGGGNTNNCACGAAGAACTGCATTNNGACCTGGNAGCGGAAACCAGGATC 

CTGCCAATNTNTNNACCACGGGGCACCCACAGGGACACAAACAAGCNCACCCAACAAAGC 

CAACCGCCCCNNCCCGNGGACCNGCCCG 

Sequence 534 

CCCGCGGTGGCTCTTGGGGCTAACCTCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTTTT 

TGGCGNCACCAATAACCCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACNTGAAA 

GAAGCAGAAGCCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCG 

TGGTGAAATGAGGGATCTCTTTGAGAAATTAMGATCACNTTTGGGATTACNTCATTC 

TT 

CCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTCAGNGAAATTCAGGGACTAACAG 

ATCAGGCAGACAAATTGATAGGACAGAAAAATCTCCTGACTCGAAAACGGAATATTCTGA 

TACGGAAAGGATCGNCTCTTTCAGGTAAGACAGAAGAAGTGGGCCTGAAGAAGCTAGAGG 

ATATTTATGCAAAACAGCAAGCACTAGAGGCCCCNNNNNNNNNNNNNNNNNNNNNAAAGN 

ACCTGCCCGGGCCGGCCGCTCTAAAACCAGGGGGATCCCCCGGGCTGNAGGAATCNAAAT 

CAAGCCTAATCGAAACCGNNACCCNCGANGGGG 

Sequence 535 

NGGGCAAAGGGAAGNAACAGACACACNCTNNTGGGGGNGGATNAAACCCGGGACCAGAGG 

CTCAGNGGNGGGAGAGANCCCTGCTTACCCACCAACCAGAACGNGGCCCGCCNAGAGGCT 

GGAACNGAGAGAAAGAANCNGGGGCTGGCNNAAGAAAANANAGACANNCNCACAAAAGCC 

NAGTNCATNTTTNNTTNCCGNNGGGACCGNNCACCCGCAGAAANANNNCACAANAGGCCG 

CCGGNCAAACGGGGGGGAGCACGGACNGTCAGGNCNCNGGGAAGGGGGCAGCGCAACCCG 

CAGGGCNNCNCCCCCCCNGGCCNNNGGAGAACCAGGGCCCNNCNCAGGGGCCCNAGGGAC 

CGCCAGGCNGGNNCAGCCAGGAAGGCCAAAANCAAGAGGGAGAAGGAGAAAGGNGNAAAA 

AAGAAAAAGGGGAGGNGG 

Sequence 536 

GGGGANCCCGCGGNGGCANATTGGGGGGGAACACACAGCAAAGANACGNNACAGCCTGAG 
AGCTTTCCTTGGGGGGGCTTAAAACCCCCCGNCCGNCCATCTATCCATCCATCTGCTCAT 
CCNTNCCTCCATCTGCGCAACAAACGCNAGAGAANCAATCCTTGGGGCAGATACTGGGGC 
TGCCCTCAAGGAGCTNNNATAGAGGNCAGGGGACCTTTGNCGCTNTTTNNCTAGGGGANC 
Sequence 537 

GGNCCCCCCGGGCTGGAGGAANNCGANATNTNCTTTAGGGNGACCAAAACCCCC 
Sequence 538 

GGCACCCCGCGGNGGCCCTNGGGGGGACAACNCCGCGCCCGCCAGNAACAGGCCACAGCC 
CAGAGCTCNNTCGGGGGCNNAAAAACCCGGACAAGCNGCANGCGGGGGGACAGGNCTGCG 
GGNCNTGGAAACACTGGACNGGATGGCACANGAACCAGAACTCCGCTCCGNTTGGCTGCC 
CAAGGANCCCACCAACNCATNCTAANCAGCGANCACNGAGGAAACGCNTTTTANNCCGAG 
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GNACNANNNCANAGAACAGGCCNACCGCAAGGGCANACCAAGAAAGGGGGGCGNAAGGAN 

AGNNAGGGGGNAACAANGNACCANAGGNCNNCAAANGNCNGACANNCANCNNNACCCNAC 

CNCNAAANGCCCNNCCNTNNCACAANANCNNNCCNGANNGCNGNGNAANAGAAAAACAAA 

CAAAGACANGGAANNACCGGGCANANNAGCAGAACCAAACCGGAAAANGCANGGAGGGNN 

CAAAAACACCACCNACAGGAAGGAANAACCCAGAGGAAAAAGGCCGAAAGAAAGAAACCG 

AAANANAAGACCNGGGCCGAAAAAGCNNACCCAGGAGGAACCCACNNNCACGAAANCAGA 

ANNNCCCCCNNCCAACCANNAAACAGGGGGAAAAAAAAAAAANCNG 

Sequence 539 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTTTTTTATAGTTTT 
TTTGTTTTTGTGA I I I I I I I I I I I I GGTTTTTGTTGTTTTGTG 1 1 I I I I I I CCI I U I I I 
TTTGGTTCTTAGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCI I I I I I I I I GAGTTTATTCT 
G 

ATTGAI I I I I I I ICTTGGTTTCTGGATAAACCACCCTCTGGGGACAGGATAATAAAACA 
T 

GTAATATTTTTAAGAAGGAAAAAAAAAAAAAAAAAAA 
Sequence 540 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTATTTGCTAAAAAAATGCT 

AATGATATCCAMCCATCAGCTACTTGTAATCTTTTTGCTGGTGGAGGGTTTTGTCTCA 

A 

TTTTGGTGGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGGCAA 

TTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTAAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGAGAATCTTTTGAGGCCAGGAGTTTAAGACCGGCCTGGGCAACA 

TGGTGAGACCGTGTGTCTGCAGAAAAATGAAAAGAAATTGGCTGAGTGTGGGGGTGCATG 

CCTATACTACCATCTACTAGGGAGGGTAGGATGGAAGGGTTGCTTGAGCCCAGGAATTCA 

AGGNTGGGCCACTGCACTCCACCCTGGATGGCAGAGTGAGATCCTGCCCTCAAATTTTAA 

ATNA 

Sequence 541 

I I I I I I I I I I I I I I I I I I GTTAAAAGACACAAGTAGTGATATATCAACATCTGTTTAACT 
CGTGACCGTTTC I I I I I I I CAACTTCI I I I I I CTTTTCAGTGCTTTCTTCTTCCATTACC 
TTTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACAGCTC' 
A 

GCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTTCTCTCGGCCCCCGCG 

CGGCCCCGGGAGTACCTGCCCGGGCGGCCGCT 

Sequence 542 

GCCGCCCGGGCNGGNACAAAATGTTAAAGACGTTGTTTGTATNTGTAAGGCTGGTGTATT 

CAGAGAGCATNATCTCTTATTCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGAT 

C 

AATGTTTNTACTTTTTGTNTAATGGGGTGGGGTGGAGTGGGGGCTATCTGAGAGTCANCC 

TGAGGTCTTTAGAGGACCANCTATTGTATCACCTTGGATACTTGAAGTTT 

Sequence 543 

CAAANACTTTGGCCANANTAAAATNGNTGGMCTANAGGTTTCTTTTTAAAAAAAGGAAG 

GGTTAAAGAAGCCAAACGGTNGCTTTTNGGGGGAANGCCANGAAAGAAAANAAGGGGGGA 

GNAAAAAAGGGCATGNCCATTCNTNTGCCCCTTGGNAATGGAAGCCCCANGGGGGGGNAC 

ACCAAGCNAAANNAAGAAAAGGCCCCACCTTNATTCTTCAATTTTTAAAATTCCTTTTA 

A 

CCAGAACATTCTTCTTTTGGCAACAAGNGGTCTTCCCCTTNGGGATTGGTCGGAAANAAA 
TCACCCATTGGAAGANTGAGAGAGTNCACTGGGAAAAGCGGCCCACCTTATTCAGTCCCC 
TCCCCTTTCTTGGCGTNTGGCAACCAAAAGNTTNTTCCTGGCGGGGCGTTGGGGACCCCG 
TNTTTCAAACCAAGTAAGGAAGGGGCCTTTTAA I I I I I GGGGACCTTTATTAATGGCTT 
N 
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AGAAAAANGCAATNGGTAAGNGGCCTTTCNTTGNGGGNGAATNAAGGGGCCCCACGGAAA 
AGCTTTTTCCCCTTGGAATTGTACCCCGGCCGGNACC I I I I I CCNAANGCCCCCCTTNNC 
CCTTTANAAGGACCCCCCAAAGGTTGGNTNGGGCCCCCCC 
Sequence 544 

TCCGCGGTGGCGGCCGAGGTACCAATACTTACTTACAAATTTAATACTGCTTCAAGGTAT 
TTAATCTAAMTTTTACCAACTTTGATTTGTCTGGTTAGGATATTTTGTTTTAGTGGATA 
TGCTTTAATTCGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCA 
A 

CAAATACCCAGTTCCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAG 
TGACCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGA 
AGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACATC 
TT 

GCTGAGAGCAGATAACCTCAATACCTGGGAACTAGAAAAT 
Sequence 545 

AGTGAGGGGTTAATTGCCGCCGCCTTGGGCGTAATTCATGGTCATAAGCNTGTTTCCTGT 

GTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATTACNGAAGCCCGGGAAGCCAT 

AAAAAGTTGTNAAAAAGCCCTGGGGGGGNGCCCCTAAATGGAGGTGGAGGCTTAAACCTT 

CAACCATTTT 

Sequence 546 

GCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAACCCAATAGG 

ATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGCCCCCTT 

TCACTCTCCAAAGAGTNCCTTGTNCAAACAGNTTAATTGTGGAA.GTCGCCTTCAAGATGA 

CTGGGCGGGTAAAGGAAAGTGGGAGTGAGGGAAGCAGGGTAGGTGGAGGGTGTGAAAGGG 

AGAGGGCCTCATCTCAGGGTGGCTTGGACCTGCACCAGCATCGGCCTGCATGAAATGTGC 

TCCTACTCTTGCCCAGGCTGAGTATCAAAGAGAAGCAAGAAATCTAGATAAAAATNCAAA 

TCCAGAAACA 

Sequence 547 

GCGGCCGAGGTACAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCC 
TTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCAT 
TCAAAATAAAACAAAATNACAAAAAGTTATTTAAAGGGCGAAANGATTTTAAAAAAAAAA 
ATTTTTTGGCMTTTACCAATAAATTTTTTACCACCGAAAAAGCCAAANTGGCCTTANT 

,A 

CACCCCTTCNCCCCNTGNTGGTGGGGACCTTTTGGGGGAAGGAAGGGNACCTTGGGGGNC 
CCMTTTTCCTTCCCTTTTAAGAAAGAAGGAAAAGTTGGGGGGGGTNGGGGCC I I I I I I I 
TAAGTGGAATNGGGGCTAAAGGGGGGMCCTTTTCCCCTTGTTAAAACCAAAACCGCCAA 
TTTC NTCC AATTAATTTTTTGGG AAAATTG GMCCTT AATTTAAAAAAAAAAAAAAC C AA 
ACCCAAAATTGGGTTGGCNAAATTCCAAAAAAGGTTCCCNTCNGGGCCCCCACCCAATTT 
. TGGTGGAAAAACCTTTTTTGGGGGGGGGGAATNGCCTTTCCGGCCTTCCCCAAAACNCNG 
NAACTTGGCCTGGTTCCAACCCTTTTCNACCCCGGTTTNNCCAAGG I I I I I I I I lAAAA 
T 

TCCCCCTGGGAGGTTCCAAAAGGCCCCAAAAAAAAAAAAAAAAAAAA 
Sequence 548 

GGCGCCGGGCAGGTCCCTTTGTAATATCCTTTATAATAAACCAGTAAATGCTGTTTCCCT 

GAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTGTGGGAACCCC 

MTTTATAGCTATTCAGTCAGAAAAAAACAAGGTAAGACAATCTTGGGGCTTGCGACTGG 

cattggaagtgggggacagttgtgcggggctgagccttcaacctgtgggatctgacgcta 

tctctgggtagatgaagtagaattgaactgggggacacccagcttggtgtccactgcaga 

atgaattgcttgcttgatgtctagggaggccgcagaattatagcagggaggtgaaaagca. 

CTTCTTATATAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTGATAA 
ACCAATCAAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCATGGGAAAGACTGG 
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NACCCTCTCA6CCNCCCTGTAATTGCGCNAACTNTGGAAACGCTGCAACGATTGTCGAGT 

CGTATAGCGTCTATGTACATATAGCATNTTCNATAGTCATTGGTGTAGAGATAGAAAATG 

CTTCGTACATGTCAATGGGAGAATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCC 

ATCCGCCTGGGGCGAAAGGAAGGAAAAAAAGA 

Sequence 550 

NTATCTTGTTGCCTCATGNGGGCTACACCNACGCTAGNNAGCCCAATGAGACGTTACGAG 

CGCGCAAGTNAGAAACNAGATTTCATAGAGCGCTTGTTGGGAGAGGGACATTCGCAAACC 

GCGCGTTTAAGTTACTCGTAGATATTGAGTANNTAAGGNCGTTGGGGAAACGCAACCAAA 

TACTCCTAGAGCCTTTGCCGNAACAAGNTACTACANTTGTTCNGGGGGAACGAAGGTGCC 

CCGGNTCAACCCNTTGGCCCCCAAANAGCCCCAAGNCTTCCNTTGTTNGGGTATGGCAAA 

NNNCTTAACNGAACCACATTGGGCCAANGGNNCGCNANTGGNCCCCNTGGTTTTTATCNN 

NCANTAACCCNANCNAAATGGGCGNCNTCCATAGGNAAACCTTGTTCCCNTAGCCCCTTT 

NGATATTTCCTCGGCATTTTNTGGCCCCNTTTTCGCTTTNTNTAANCGCCANTTACCT 

NT 

AGCNCCCTTTTAGGCAACATCCTTTAAAAACGGNGCGGAGCGGTGTCCCCCCAAGGGCCT 

TNCCCCCCCAAANGCCCCTTTTGGTGTCGAATTTGGCAAGCCCTTTTTGGNAGGGAACNA 

AAAGGGGGGGGTTGGGGANAACTCCGGCCCCNACCGCCCCTTTGGNCCCTTGGGTAAAAC 

TCCAAATNGGGGGGANGGCAACNAAAGGCCCCCTTCNTTGTNGNGNCANTNTTTGGGGNA 

AAGAAGNACCCCAAGGNAAGTGNNCCCACCGGGGGGTTNANAAANAAAACCCCCCAAAGC 

CACCCAAGNGGAACTTACCCCTTANAAACTTTTTGGNATTANGTTNTAACNAAANNNACC 

CGNCCAAAATTTAAANAAAANANAAGGGCGGATTTAATTTTTTAAAATTCCNTTGNCCCA 

TTNGGGGGTGGAAACATNTAAAACAAATNTTAAAA 

Sequence 551 

AGTGGACTNTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGTC 
T 

CTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGNTACTNGGATGTGA 
AA 

CTCTCCNTTTGGAGATGAAACCATGGCGTAAGTAATATAAAGACTTTTCCCTGTAGTT 
AT 

CTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAATGCCCATCTCTTGGAAA 

TATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAAT 

GGAGAATATCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAATAT 

CCCTCTCCNTGTGAATGCCAGAATGAGATTCATTTACAA 

Sequence 552 

GGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTCAGACAGATAC 
AGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTA 
AATGCCTTGTCTTTGCAAATG I I I I I ATNTTAAAATCATTAAGGGAAGGGAACTACTTT 
G 

CCTTTAAATGNTTATCAAAAGAGTTTTCTAACCAAGGNGTAATACCCTTANTTCTTAAC 

A 

TTTN I I I I I CTTTATGTGNTAGTTGTTTTCATGCTACCTTGTGTAGGGGAAAACCTTTAT 
TTACAAGACNCATATTTANAAAAGGGCTANATTTTTAAAATACTCAANATTAATATTAAA 
AAGGTTGGCTCCTNGAATTANNAGCCAAGNAAAATTANTATTTTACCAGTTTTTCAATT 
T 

CCCAACNANGAAAATAGGCCATTTCCCATAAACCCCAACCTCCCNANAAATGNAACCCCA 
AAGGGGCCAATTATTTATTACGTTAI I I I I I GGGGAAGGGGGAAANTCCAANNGGGGGGT 
T 

Sequence 553 

CGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGACCTATTG 
GAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAAACCCAAAGGCCAGTTA 
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CCAGATTACACATCCCCAGTGGTGCTTCCTTACTTCGAGCGGGCCGCCCCGGGCAGGGTA 

CTTCACACCAAACACTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATA 

TCCACATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAA 

AGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAACAG 

GGGAACTTTTCGTTCTCTTCCTGGGATGTCTACTTAAAAATCCCATGTGGGTACCT 

Sequence 554 

NCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATT7TGTATTGAAACAACAATAC 

ATTTTGCACTGTAGTMTGGGAGCACTAACTCTTACAACAGTTAGTGAATCGTTTTAAA 

G 

AATCAGTTCAGTGTAGACATTTTGAAAAGATTGTTTCCTGTGCTCTACGATAGCTTAGT 
G 

CAATGTGCACTTCTGTTTTACTTGCCATTTTCCTGCTCTGTTTTCTCTGTGACATGAAG 

C 

AACAGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCT 

G 

TGTACATTTACATTCMGTTTGATMCACTGGTGGTTTCATTTCAATACAAATTATGCTA 
GAGAACTGACATTTTCANACATGGTCATATATATGCTATTTGAATTCCTTTATCTTGATA 
CCAGATCTTGGATTGTGAATCTCTTGATGATAGATGTGCAGCTAATTTTGTCCCGAAA 
CT 

Sequence 555 

GGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACCGCCCAAAACACTTCCTGCAGA 

TGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCT 

TGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAGAACCCCCATTGGGGGATAC 

AGGGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGT 

GTTACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGA 

AGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGG 

GATTCTCTGTCAGGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGTTGAAGA 

CCTATGAAACTAATTTTGGAAATCAAGAAACTTTTTGANNGNAAGTGAAAGGAAAA 

Sequence 556 

GAGAGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAA 
TCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTCTCTATAGCACACCTT 

T 

TATTTCTTTTCTTC I I I I I I I AAGCCTCACGAAAGATTTTACTTGTAGATCAACTTTCAA 

AATGTAGGAAGTCAGAATGGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAA 

GTGAAGAACCCAGAGCACNGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGT 

CTGGGCTTCAGAGGAGCCAGCCGCCTCCGAGTTGTCTTGGAAGTGAGGCTCTGCTGTAGT 

CCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTNTTTCCTGGA 

GG 

GTAACCCCAGTTTGGTCCACAAGGGCTT 
G 

Sequence 557 

GAGCCCGCGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAGATTTTGA 

CCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTGTCTACTGTGGGGACAAC 

TGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGTGGGAAAATCAGTGACCAGTTCATCAGA 

TTCATCAGAATGGTGAGACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACATTCGA 

GCGGCCGCCCGGGCAGGTACCGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCtTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGGTTC 

GTTGCTTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

Sequence 558 

CCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I GTTTTTGAGACGGAG 
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• T 

CTCCCTCTGTTGCCCAGTCTGGAGTGCACGTGGCATGATCTTGGCTCACTGCAACCTCCA 
TCTCCTGGGCTCAAGCGATTCTCCTGACTCAGCCTCCCAAGTAGCCTGGGATTACAGGNT 
GCCTGCCACCATGTCCCGGCTAATTTTTGTATTTTTAGTNAAANACGGGGTTTCACCA 
TA 

TTGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCCTCCCAAAGT 

GCTGGGATTACAGGCCCGAGCCACCGNACCTGGCCTGTATTCCCGCGTACCTGCCCGGGC 

NGGCCNCTNTTAGAACTAGGNGGATCCCCCGGGCTGCAAAGAATTTCGATATTAAAGCTT 

AATNCNANTNCCGTCGACCTCTAGGGGGGGCCCCGG 

Sequence 559 

CGGGTGGCGGCGCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTGGTT 

CTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCGG 

TTTTCCTGGCTCCTCGGCCCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCCGCGA 

AGCTGGGA I I 1 1 I I ACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAAT 

CATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCC 

CTATATGCCCTGTTTTCTCAGTTTGGTCATGTGGTGGACATTGTGGCTTTA 

AA 

Sequence 560 

GCTCCCCGCGGTGGCGGCCGAGGTAC I I 1 1 1 I I I I I 1 1 I 1 1 I I I 1 1 I I I I I GATCGGCA 
A 

GCGACGCTCATACANGGCNTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGT 

GTCNATGATCAATGTGTCCTGCAAT 

Sequence 561 

CATGTGGGAAGCGCTGTGAAGAGTTGTTGCCTTNCAAGATATACTCCAAATTCCCAGTTC 

CAGCCCGTGTCATTAAAACTCCGCTGGCGTGAAAGATGACATCCTTAGCCCAGCAGCTGC 

AACGACTCCGCCCTCCCTNAAAAGGGGGATNCCAGCCTTTTAATNTANAGATGAANTTTG 

CCTTCCTTTGNTATTTT 

Sequence 562 

NNNAGCCGGGTATTCANCCTCTACTTCAAAGGCGGGTAATNACCGGTTTATCCACAGAAA 
TCANGGGGGAATTAACCGNCAGGAAAAAAGANACCATTGTTGTATGCCAAAATAGGGCNC 
ATGCTAAAAATTGCNCATGTGGAAACCGCGTTTAAAAAAAAAG 
Sequence 563 

CGATAAGCTTGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCACTTAAGTTTTC 

TTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACCCCCCGGGGGGGGGCCCGGGN 

AAAAGTTTGGGAAAAAAAAAAAAAAAGGG I I I I I I I I I I I AAGGTNGGGGCNTTTTGGNA 

AGGGGTNTTTTTCCCCCCCCCAAAAGGGAAANACNCGGGGNNNCCCCNGNCCANAACCCG 

GGGGGGG 

Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACACACACAC 
ACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAAAAGCAAAAAAAAAAAA 
AAAAAAAAAAAAAAGTCCCTGCC 
Sequence 565 

NGACCTCGGCACTNAGCANCGNCACTACTTAGGGGGNGTTAAAACCCCCCCCCCCCCCCN 

GNAGAAACCNCNGCGCCATGAGNTNTCAAGNGGAGGAAGAAGCGACCCGCGCANGCTGAA 

GCGCAAAAGAAGAAAGANGAGGCAGAGGGCCAAGNAAACCGNNAGCNNGNNGCACCGNGG 

AGGCNTTNTNGNNTTTGNNGGGNGGAANGCNNGACGCCCNNGGAAGNANGAACNAAGAAG 

CG 

Sequence 566 . , 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGGACTGGAGGACCTGTCTGG 
TTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTG 
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CTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGCT 

GCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTTGTGTGG 

GA 

GTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATACT 
GGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGC 
AGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTG 

CTACTCCTGCTGAC 
T 

Sequence 567 

GTTTTGGGGGAACACCGCGGNGGCGNTTTNGGGGTANACCGGGCCACNCACCANCNNCAA 
GGNCGAGGNNNNTNNNTTNGGGGGGTTTAAAACCCCNCCCCCCNCGGGCNNNGNAGGCCG 
NCANNANTTTTTTAGNNNGGGGGGGGGGNNGCCCNCCGAAAANCCCGGACCTGNCCGGGC 
GGGCGTTNNAGAACNAGNGGANNCNNNGGGCNGGAGGAANNNGNNANNAAGI I I I I I 1 1 I 
TTTTNGGGGGGNNNGGGGGGGGGCCCCNTAAAAAAAAAAAAGGNCCCCNAGNGGGG 
Sequence 568 

GCGGNGGCGGTTTTCGGNCGAGCCCTCTCTTGNCCATCTTCTCCCGCTGCTGAAATTTCT 
NTTGCGGGCGCTGNAANCCCAGGACCCCNCCCCCCGCGTACGCTGGATAGCCTCNTGGCC 
AGAAAGAGAGAGTAGCCGCCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGA 
ATGCTGGCAGCTTCAGGAATCCCCGCGNACCTGCCCNNTGCGGTCTGTTCGN 
Sequence 569 

ACAAAAACCCAAACCCCAGACAGCAGNAATGNCAGAAGANCCANGGAGAACAGCAGAANC 

TNACACCGCNGCNCTCTGAAGGCTGAGAACACAAGNCAAANACATNNAACTNAAAAACAA 

CCGCTGAGAGAACACGGGGAAAAATNTNCANTTTAGAGANGNCCACAAAAAAGGACACGC 

AAAGGGGAAGGGCAAGGCGGNGAGACAACGACGNNANNCNNGGGAAGACNGGGGAGGGGG 

NGGAGAAGAGCCNNGGNNGCCAGAANNCCGGNCGGAGGNCACGAGGCGGNGACCCACAAG 

GGACCNGCCCGGGCGGNCGGNCNAGAACNAGGGGAACCCC 

Sequence 570 

GCGGGNGGGCCGGGTTTTTTNGGGGGGGGCAAACCCGCCNGGGANGGAAGGAAGGAAAAA 

ANGGGGAAGGCCAAGGGNCCGA I I I I I I I I NGGGGGGGGGGNNNAAAAACCCCCGGGGNG 

GGGGGGAAACGGGGGGNNNNAAAAAAANGGGGGGGGGNAAATTTGTTAAAGGGGCNNAAA 

AAANGGGGGGNAAANCCNCAAGGGGGNGGGGGGNNCNNNGGGGGGGGGGGGGAAAAAACC 

NNAAAAANNNNGGGGGGGGGGGNANAANNNNNNGGGNNNCCCCCNGGGGGAAAAAAAAAC 

CCCCCCCCCCCCNGGGGNGGNAANTTTTTTTGGGGGGGGGGGGGGNNNNAAAAAAAAAAA 

CCGGGGGGGGGGGGGGGGGGAAAAANCCCCCCNAAAAAAAAAAAAAAAAACNACNCCCCC 

CCCCCCNNGGNGGGGGGGGGGGGGN 

Sequence 571 

CGGTGGCGTTTAGGGACCAAACGATAGCNGTTCTGTTTAAGTAGGGACCTCTCATGGTNT 

NCAGGCTNTGACAACCGAGAATCAAACTGGAGAACATTCCGAAGCCGTTCTTATAAGNGT 

CTCCATCTCTACCTGGGCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGT 

GTTGCCAGTTGATTGATGACTGGGAGCCAAAGTGGCATTTNCTTNGACCTAAACGGGCGA 

TGATGAAATAAATCGAGCGGCCGCCCGGGCAGGNACATCTGTGAATGTGAATGCCAAAGC 

GAAGGCATCCCTGAAAGTCCGAAGTGTCATGAAGGAAATGGGACATTTGAGTGTGGCGCG 

TGCAGGTGCAATGAAGGGCG 
T 

Sequence 572 

tgnaanncccccgccacggaaaaggnggccccngagccagagctccagcagcccngggag 

ggcggggcccgaggcangganaagngggaaggaaaacgaagaacaggagcagaanngaag 

aaanacaaagngaaanggggccagncagcatgtcagagacngaccacaaagcccccacnn 

ccacngaaaaaaaaggngggaaaacaccggaannaaaggaagacccaagcaacnnggnnn 

cnggcaangaaagcagcaaaanagaaaangaggccaaaccaanggcaanaaacaccg 
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Sequence 573 

GCCGGCGGCCGCCCGGGCAGGAACANAGCACTNAGGNGNGNCGGAAACNCGGCANGGGAC 
AGGACANAAAGGAAAACANAAAAGANGCAAGGGGACACGACACANANGAAAGGNGAAGGG 
CAACGNCGACCAAACGGGGGNAGAAGACAAAAAACCAAAA 
Sequence 574 

NGGGNGGGGTTNTTTGGGGGGGGNAAACCCACAAANAATACNGGGAAGGGNGGNGGNNGG 

GGNNGGAATTNTTTTNGGGGGGGNGGTAAAAANCCCAAANCCCNAAAAGGGGGGGGGGGG 

GNAAAGGGGNAAAAAMTTTTTTNGAAAGGGGGGGGGGGGGGGGGGAANNCCCCGGGGAA 

AANNAANGGGGGGNGNGGGGGGGGGGNNNNNNAANNANNNNANGGGGGGGGGGGGGGGNN 

NNAAANGGGGGGGGNNNNNNNNNNNAAANTTTTTTAAAN I 1 1 I I I I 1 1 I GGGGGGGGGGG 

GGGGGGAAAAAANCCCCNNNGGGGGGNGGGGGGNNNNNGGGGGGNNNNCNNNCNNNNNNG 

GGGGGGGGGGGG 

Sequence 575 

GGAAAANCACACGCCAGGAACCNNGCAGCNNACAGNGACAGAAATTNGGGGGGNCGANAA 

ACCCCACNCACCCCGANNNCNGGANCNCNAGGGAANGAGT7TNAGCNCCACCGGGNGGCC 

CTCCCCCCAGAAACNNANGNCCACAAGNCACTGGGCACAGANAAGAGNGNNCGGNCNCAA 

AACNCACAGGGCNCAGGGTTNGCGTGNTTTTGGGGGGGGGGANGGGNNACCCCCCCCGAA 

AAGAGGGCNGGNNANCCGGGNNCNNCNGGAGAAAGANGGGGANNCACAGNCCANGACACN 

ACANGGNAACANAACNGAGNNNNCAANNNGAGCAGNAANNCGGGGGNC 

Sequence 576 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCTCCCTAC 
TGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCT 
TCTTGCCATCC 
Sequence 577 

CAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGAGCGAG 

AGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGTAACAACGCAG 

AGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGT 

CTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGA 

ATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGT 

GCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATAT 

CATTTCACTGTCTAGGCTACAAC 

Sequence 578 

GCGATTGGAGCTCCCCGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCAG 
TAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATA 

AT 

CTGGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGA 

ACCAGTGGACAGAGGTATCATTAAACATGTCCATGTATTGNGAAGTCTGAGGAAACTCAA 

GCTCCTCCAGTCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTT 

G 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGG 
CATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAGA 
Sequence 579 

ATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATCCCAA 

TTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTGCCAGGAGGAAGAATGAGT 

CTACTTTNGANACAATTAAGTCATGGNCCTCTCTTTTTTTN I I I I I I I I I I I I I I IGGCT 

ACNTAGACNTCTTTCTCATGTATTGTTACTAGMCMCTTNTATAGGGTTTTATGGTTN 

G 

GGGAAAACATTNNTAAAAAATGGACTNATCTCTATTATACAGANNTATAATATAAAAATG 
ATTTAAAGGCTATAI I I I I CAGCATGTAGGTAGCTNCNCTGTCANCCTGTTGAAGAAN 
CT 
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TTCCTATTTAAGCTTATAGGATGAAAATATATAA7TAAAG 
Sequence 580 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCCAAATGCTTCCCTGGTCTTGATGAT 

CTCTTCCAGAGTCGATCTGAGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAA 

TG 

GAATTAAACCCMTTTGGAMCMCATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 
T 

TCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCATGGCCATAGCT 
C 

CTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTATCAAAGCACAAATACTTTGGA 

GGGGAATGCGTTGAACTGGGGCAAGTACCTGCCC 

G 

Sequence 581 

CGTTGCGCTCACTGCCCGCCTTTCCAAGTCGNGGNAAACCTGGTCCGTGCCAGGNTGCAT 
TAAATGAAATCGGCCCAACCGCCGCCGGGGNAGNAGGGCCGGTTTTGCCGTTATTGGGGG 
CGCCTCTTTTCGCTTTTCTCGCTTCACTTGACTTCGCTGGCGCNTCGGGTTNCGGTTT 
CG 

GGCTTNGCNGGTCGNAGGCCGGGTANTTCAAGTCNTNAACTTCAAAAA 
Sequence 582 

NTNGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTGTTAAATACTCGNAGGCCTTTAG 
GAACCTGTGACTGANTNCATAAATANCAGANCCTATATTGTGATGNTGGTNAAAGGACAN 
GTGCTCANCTTCCAATTACA 
Sequence 583 

ACCCTCCTGGAACCGNAATAAGTTNNTGGGGGGGGTNAAACCCNGGNCCACNGAATNNNC 

GGACCACANGANCNAAACTNAAGGNCTAGCTCANAGAAAGCAAGNGNCAAGCNGGGCANT 

AGCTGCTGCTTCCCCTGGNGGAACATNGCCTGCTNCCTCATAANCCATNNCCAGACAAGC 

AAACATTNGTTNGGCAAAGCCGACANCNACNCCAACNACAAGAGACACTAAAGNGCNNGC 

NGGGGGGGCTNCCAGGGGAGANGAAANGGGAAGNCGGGCNGCAGCAACNCNGGNCAAAAA 

AAACACCAANNNCNGGGGCNCAANGGCACNAANCAGAACGGCNCGCCCNNNGGGANCCAC 

AGCNAAGAACCGGCC 

Sequence 584 

TTGGTTATACAACATTTGTTTAATAAATGCANTTTNCAAAGCTACACANGACTTAGATA 
T 

TGAAGCAGAAAAGGTGGTTTTACAQTCCCTGCATTAACCTCTAATTCTTACTACCCTGGC 

CAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTT 

CT 

TCTCAGGCTTTNTNATTCTGATGCTGAGATAGTTCTGTTCACTTAGCAACTTGGGACA 
GT 

GACACAGGGTTTGTTCTGTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTC 
CTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACT 
TCTTTGCAGCGGACAAATACTGGA 
Sequence 585 

AGGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAAGTGTCCTCAG 
TTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGATTCTGGTAGTCCAAGCTGTC 
TCCGTCTGGTGGCACCCCAATTTCCCCTGCCTAGACCCACCTCCTTTCCTCAGCCCCCTT 
CGCCTGCCGCTGAAAAGTGAGAGCGGGCTCTTGCGTCCCCCGCGTACCTGCCCG 
Sequence 586 

GGGGGGNNAAACCCNGMGANGCGGNNNACGCCNNNCAGAGCCACANNATTTTTGGNCGA 
AANAGGGGNCCAGNNCCGAGGAAGGNGGAGGAGGNCNGNAGGNACCNNGGGCGGNNNAGA 
ACNAGGGGANCCCCCGGGCNGGAGGAATTTTNNAI 111 I I I I AGGGGGGNGGGGGNNCCC 
CCGGGGGGGACCGGGACCCAGNNNCCNGNNNNGGGGGGGG 
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Sequence 587 

ATTGGAGCTCCCCGCGGTGGCGGTCGGGTCAGCTTTAAAGCATCATAATGACTAATTATA 

GGTGAATAATTTTACAGACAGTCTATATTCTAGGAGGCAGCTGTAGGCGTTTTAATTGGA 

AATAAGCATTCTGAGATAATGATAATAGCAGTGTAGAAAAATGAAGCTAAAAAAATTCAA 

AGTGTTGAGAATCCTCCTGTCCTTCTGGGATTTTTATTTTAATCATCtCCTCCACAGAG 

A 

ACAAGCAGNACI I I I II I I I I I I I I 1 1 I 1 1 I I I I GGGGGTTATTTTATGCACAAAGAGCC 
ATCGTGGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACTTAGT 
C 

CAACTTAATGAAACCAATATCCTTCGCATAC 
Sequence 588 

GAACACCGAAGAGCCAGANTNTTTAAGGNCAGAGAAANCCCCAGANNGCCGAGGNACGGG 

ANAAGAACCGGGAAGGGAANGAAGGACAGGGAAGAGACCAANGACCGGAACCCNCCCNCA 

GACTANGAACAAGCAGAGGCAGAAGCCAGGCACCNGGNCNANGAANCAGACCAAAACAAG 

GATGNNAAGCNGNCNAAGGAGGAGAACCGCCGACAAGNANGACANAAAAGACGGCAGCCA 

GGNNACAGAANNNGGGGAGGCCNNAGNACCCCGGCCGNNCCAGAACCAGAGGAACCCCCG 

GGCNGGAGGAANNCGANANCAAGCNNAANGAAACCGGCGACCCCGAGGG 

Sequence 589 

GCAGAACAGACTTGCAGCCGACCAATTTTTGGGGGGATNAAAACCNAAANCCCGGANTNC 

ACCTTTCCACTTTTTGAGGACANTGGCCAGGGGCNGTGGGCTACCCGATGACAAAGCAAA 

NCAGCACAGCATCCCGAANCAGGGGAAGAGAGGGGGCGGACANTGGCANAGGAAGGAGAA 

CCCGAAGTGTNCCACAGGCNCAACNCTANNCCCNGGGGGGCGAANNCAAAACCGGCCGGG 

NAANNCGNAAACACTGGAGGAACGNAAANCNCGGGGAAGCAGNCCCNGGCGAAG 

Sequence 590 

GCGGNGGTTTTTGGGGGGCMCACGCGGGACNGCANGCCACNGNCNAGAGCNNGTTTTTT 

TGGGGGGAGAAAAACCCCGCCCCCCGAACGCCGANCACCNCNGAGACCCACCTTGNCTCA 

NAAACAAAAGGCCCANGCCCGGACCACNGCCCCGGACCNGGGACAANCNGGACNANNNCN 

GGGNNNAANNGNGGCCGAGNGGAACAACCATATAANAAATTNCCNCGGGNGGGGGGGAGC 

CGAAGAANNAACNAAAAAAAAAAANCCCNNANANGGGGGGGGGGGANGNACCCNGCCCGG 

GCGGCCGNNCNAGAACNAGGGGANCCCCCGGGCGGCAGGAANNCGANANCAAGCCNANCG 

AN ACCGNCG ACC NCG AGGGGG 

Sequence 591 

CGCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAANGATAAGAGCA 

AAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGC 

AGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGCAGG 

AGTTGGGGAGGTA I I I I lA ACAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTAT 

TGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAG 

G 

I I I I I GAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGA 

CAAAGA 

A 

Sequence 592 

TTGAGCTCCCGCGGTGGCGGCCGAGGAC I I I I I I I I I I I I I I I I I I I I I I I IGCCCACG 
C 

AATTAAAAAAAI I I I I I I I I I GTAAAGACTGGATTTTGCCATGTTGTCCAGGCTGGTCT 

GGATTCCTGGCCTCAAGCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGC 

ATGAGCCACCATACCTGGCCACTTCTTGATTCTTGTTGGCTTTGCGTNCCCGATTTAA 

AA 

TTGGNGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGNGGTCATGGGTGGATCTCATGGAG 
AGAGGGCNAGGACAG 
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Sequence 593 

GTGNATTGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACATAACTCCCGCAGGATCT 

CAGGGCCTGCCGCCCCATTATGATGATGTCGAGGTTTTCATCCTGCAGCTGGAGGGAGAG 

AAACACTGGCGCCTCTACCACCCCACTGTGCCCCTGGCACGAGAGTACC 

T 

Sequence 594 

CGAGGTACAGGTGCGATTCTGGATGACAAAAGAAGATGCTTACTTCACAGAAATTCGAAA 
TTTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAA 
TGGCAGTCATTTTAAAGATGAAAAGGCTTTGTCGAGCGGCCGCCCGGGCAGGTACTTTNT 
I I I I I I 1 1 I I I I I I I 1 1 I I I MGGAGCTTTTATTGTTTTAGTAATCTTAACATAACTTAA 
AATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTGGCCCATTGCAATTGAGCAC 
ATTTCTTGGGTCTGTTTCTCTATCTCTAAGGGCAGTCTCAAAACCCCAGC 
Sequence 595 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGTTGGTGACAAC 

GACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGACAAATAGAAAGAATAAAGGA 

TCAAAATTGAAGGCANGCTATAANAGTATCAAAGAAATTTCTTAAAAACCAAANAGTGAT 

TTTGGAAGCACAAAAACTTACNGTTAACTGCTTNCCCAAATGTTCAATGATTGTGGCCCA 

AAGAACANTTTGNGGCATTNCTAAANTTTAGAAAAAATTGCNNATNTGCNAAAAAATTTT 

TANAATNGGGANACACNACCTACCA I I I I I I I I I I CTAAATCCNAAATTTCTCCCCCCC 

C 

TCCTTCCCAGAAANAGAGAAATTTTGNTNAAACCTTCAATNT 
Sequence 596 

TGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAAC 

TAACTAAAAGCAGGAACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCAT 

T 

AAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAAGTTGCTAAAATTCCAATATAAA 

TGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAAGTGGGGCAAAA 

TGTTCAAAAGAAAAATCATCCAGTGCACGTAAGATGGGGCACCCAAGAAGGCTAAGCCTT 

CCTTGNGCCGCGTACCCTCGGGCCGCTCTAGAACTAGTG 

Sequence 597 

CCGCGGTGGCGGCCGCCCGGGCAGGACTTTN I I I I I I I I I I I 1 1 I I I I I I I GAGTTAC 
TC 

TGATGTTTATTrrAATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAA 
G 

CAAAAACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTG 

GNGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCCAGACCCAGC 

CAAGCTCTAGGAACTTCACGGGTCCCAAGGGGTNTAGACCNCTTGTTCTNGATGCTCCGA 

ACCCGTAAAAAAAAATGTGGGGAAGTTGATGAAGGCTTTTATGATTTACTCATTATCCCC 

GCGTACCTNTGGC 

Sequence 598 

TCACGCGTCCGGGGAGGTAGTAGAAAGGCGCTGGGTGTTCTAAAATAAGGCTCTCCTGGC 
CCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTGGACCGTGACTCTGGACCCAGACACG 
G NCTACCCCAGCCTG ATCCTCTCTGATAATCTGCGGCAAGTGCGGTAC AGTTACCTCCAA 
CAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCA. 
TGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACC 
ATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAAT 
GGATTCTGGGCAGTGTCTTTTGTGGTATGGGAAAGAATATTTGGGC I I I I IACCTTCC 
CA 

ATGACTGGCCTACCCCCCCGNGGNCCCCCGGTTCCACCGGGGTGGGGGGAT 
Sequence 599 
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ATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTT 

GGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGANACTTCTGAAGAGAAGGCC 

AGAAGATACAAAGACAGNCCATNCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATG 

ATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 

TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATGTTGGAGAACTAC 

AGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCANACCCGGATGCACTCTTTNAGTTGGA 

ACAAGGNGAA 

Sequence 600 

AGGTGACACAATGGCCGAAGGCTCCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACC 

GCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCT 

CCCTGGCTCCCAAGCCCCTCCTNCCTGGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGC 

ATCCGAGCATGGGCGGNCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGG 

GGCCCCAGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGNCCAGGCC 

TGCCTGCCATGAACATGGGCCCAAGGAGTTCGTGGCCCGTGGG 

Sequence 601 

AGCNCTNAGCTCGACGCGAAAAAAAATAAATAAAAATTAAAAAAATCTGTGCAATAATTT 

TAAAATGTGCTCCCAGGAATAGACACAAATGTTTTGAGTATCTTTTAAGCTGCATTTTC 

C 

TTTAGTGATGCATTTGTCAATTGCACTGAATTTAAATCTGAAAGTCAGAGGTGATTATT 

G . 

ATAGTACTTTTGTATTTTGATATGGACAGTTTATTCATTTGCATACAGTTATTGACTTTT 
TCCCAGCTGATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCT 
AC AI 1 1 » I A TGATATTGTCATCTTTTCTGN I I I I I I I I IC I 1 1 I I I I I CTTTAGCTATTT 
TACTTAAGCATAATAGCCACAATAGGACATATAAAAGATTATAAATACAGA 
Sequence 602 

CAAGATCGGNGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGTAGGGACCA 

CCTCTAGATGCCTACTCGATTCAAGGACAACACACCATNTCTNCGCTCGANCTGGCCAAG 

CTGAACCAGGTGGCAAGACAACAGTCTCACTTTTGCCATGANTGCACGGNGGGACNCGGA 

TTCGCCGGAATNTGNACTCCAGCTCTCCAGAGGATGNAAAAGGCTANTGGGCAAAGTTTT 

TGGGATGCCATTCTANCTCATAACCCACCCCANTGAAACTNCAACCCNATTTCNCAAANA 

NAACNTTAAAATTGGGCTTGTNAATAAANTCCNNGNGCCGGCACAAAGGGCCGGCCCAAA 

CCAT 

Sequence 603 

GTCCGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCATCATCTTAAGTATTGTAAG 
CT 

GCTATGTATGGATTTAAACCGTAATCATATC I I I I I CCTATCTATCTGAGGCACTGGTG 
G 

MTAAAAAACCTGTATATTTTACTTTGTTGNAGATAGTCTTGCCGCATCTTGGCAAGTT 

T 

GCAGAGATGTGTGGGAGNCTAGGAAAAAAAAAAAAAAAAAGCCCTTTTCAGTTTTGTTGC 

GACTNGTGNTATTGGGACCCGTGTTAGNATTTGTATGCCAAGAATTTTTCTTGAAAAT 

GG 

AAMTGNTTTTGNTTTTAGNACCGNAGNATTCAATACNCCGGTTAAAAGGCANGGNAAAT 
TNGACCAAAAAGTCTTTGGC I I I I I I I I CTTGGGTAATTGNTTTCCTAAANGNTGGTTA 
T 

NTTGGTGGANC I I I I I I I AACCTGGTTTAATAANTTTAAAATNTGGCCCCAAATTAATT 
A 

NAGGTTTAAAAAATNATTAAGGNAATTTA 
A 

Sequence 604 

CCCGCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAAGAAGACA 
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GGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCACAGGATATTTAGACATG 
T 

GTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGAGGGTGAAAGTTGAAACTGA 
CACATTTTCAAATTTAAGATTATGCTTATTTTGTACAGAAAACAATGTTTAAACACCANA 
GGCAGNATCTTGTTGTANTGTATATAAACGCTAACACCAGGAGTTTTTTAAAAACCANAA 
ATTTAM7TTATTTTTANGCTTTTAATTGGAAAGGNTTTGG I I I I I I N 1 1 I I I CCTTTCC 
GAAACCCTGGGAGTTATTCAATTMTTTMTTAAAAACAGGGTNAGTTTTTTNAANACC 

C 

NAAGAAANTTAAGGCCAAGTTNGCCCCCCTTTTTC I I I I I I I I I GNTAACCATTACCTT 
G 

GNATTTTGGGGAACC 
Sequence 605 

CTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCTGGCCAGATCACC 

TGAATCCAAATGTTCTATTAATTCAATACACGTTATCAAGTCAAATCCAAGCAAACGAGA 

GTCTCTCTCCACAACGGAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTT 

CAGAAAATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATT 

AATATCTACTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGCAGCCTTAAGAGTGA 

AGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATCCACTAAATTTT 

T 

AACGAACTGGTACCTGCCCG 
Sequence 606 

CTNCCGCGGTGGCGGCCGAGGTACTTACAAATAATTACTGGCAGTAGGTTATAATTGGTG 

GTTTAAAAATAACATTGGAATACAGGACTTGTTGCCAATTGGGTAATTTTCATTAGTTG 

T 

TTTGTTTGTTTTGATTTGAAACCTGGAAATACAGTAAAATTTGACTGTTTAAAATGTTGG 
CCAAAAAAAAAAAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTG 
CCACCGGTGCAGGTCTNTCCGNTCATCAAGCT 
Sequence 607 

CGGCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAA 

TTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAA 

CAGTGGATAATTTTGTGGCCTTAGCTACAGGAGNAGAAAGGATTTGGCTACAAAAACAGN 

AAATTNCATCGTGTAATCAAGGACTTNATGATCCAGGGCGGAGACTTCACCAGGGGAGAT 

GGCACAGGAGGAAAAAAAAAAAAATAAAAAAAAAAAACGAANGGTACCCTCNGGCNCGTT 

TTTAGNAACTAGTGGGATCCCCCGGGGCTGCAGGGMTTTCCNATATTNAAAGCTTTTAT 

TCTGGANTACNCCGTCCGGACCCTTCGAAGGGGGGGGGGGCCCCCGGGTNACCNCAAGCC 

TTTNTTTGGTNTCCC NTTTTAGTNGGAGGGGGGTTT 

Sequence 608 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACACAGACCTG 
TCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGACTTCCGCCTCGGGCAGT 
CAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAG 
CCGGACACGCCAACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGG 
CAAAGTGGAAAAATGTGCGATGATTTCAAGC I I I I I AGATCAGCAAGCCATCCTGTTTGT 
GGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCACGCCTGCC 
TAGTTTTGCCATCCCATATGCCATTGATGTACGTGCCCGGGCGGCCGCTCTAGAACTAG 
Sequence 609 

CGCGGTGGCGGCCGCCCGGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAACGTGC 

TTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGTTGC 

CATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGA 

GTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTA 

TGAMCCCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGA 
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AAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCA 
Sequence 610 

CCGCGGTGGCGGCCGAGGTACTGCG I I I I I I I I CCTATTATAAAAGTGATACTGAAATAT 

GCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCATACCTCTTACTTGAAGG 

TTTTTAATATGTTTTGATAACTTTAATAACTTCAGGGTGATGTCTGTATMTTTTTAAAG 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACCGGCGTCTTGAAGGTT 

CAAAAAAAAAAAAAAAAAAAAAAANGTACCTGCCCG 

Sequence 611 

GTGGCGGTCGAGGTACTTANGAGAAATTGGCATGCTTTGCTAATNTTTATGCAGAGGTAA 

CCATGTTGANNACATATGTANTGTTGAGAGGNATGTCTAATTTTATGGTCNTAGGAAAAA 

TTAAAAGAAAACTGCTGCTTTCCTGAAGTCTGAAATANAAATGTTTACAACTTGACNAGG 

ATCCATTTGGTGGCTAGNCTCGCCTTCCAGGGNGGNAAAGAGAATATGCCAGTTCTGTNG 

TATGGACTNTTCACANAAGCTAAGGNAGGGGNAGTTCCTTTCTTGGTGGNGACAAGTTCC 

TGCNCACTTAATTTTTCCCNTCCTGNCTTCNAAACCTGGGAAA 

A 

Sequence 612 

GAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTG 

CCAGTTTTCCAAGAMTTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACT 

T 

TTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGA 
ATCCACTCTCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCC 
TCTAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTT 
ATAGTATACCAACTTAGTATA I I I I I CAAGGAGAGCTAAACCACCTTTTGTAATGNTTG 
G 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAG 
GGCTAAAAGCTTCAATATTTTACAAAATATTAATTAATGNAAATTGGTCCCAATTATTAA 
GAAAC I I I I I I I NCATTT 
Sequence 61 3 

AGGAAGNCCACTTTTGANGAGGCCATTNAAAANCNAACGGNNATGANCCCCCCACANNNC 

ACTCNGAGGGGGAGGTANGAGNANNNCACCNGGGGGCCCCGNCNGGGGAAAGGAAAGGCN 

AACNCCACGNCNGGGGCCAANGGCCNCNGCNGGGNANNNACNNNACGAGAGGCCCACCNN 

AACCAAAGAGCGANANGCCCCGGGGGGNCCAAGAAGGGCNGCACACAGNACCTGCCCGGG 

CGGGCCGCNCAAGAACNAAGGGGGAACCCCCCGGGCCNGGCANGGGAAANNCGAAAAAAC 

AAGGCCNNAACCGAAAACCCGGGNCGGACCCCCGGAGGGGGGGGGGGCCCCGGGGGAACC 

CCCAAGCCNNNNNGGGGNCCCCCNNNAANGGGAAGGGGGGGAAAAAAANAGGGNNCCGCC 

CANGGGGCGGNNAAAACAAAGGGGGGNAAAAAAANGGCCCGGGGANACCCCCGGGGGGGG 

GAAAAAANAGGGGGNAAAANCCCGGNNNCAAANAAAANNCCCCCACCCAAACCANNAACC 

GNAGNCCCGGGGNGGCAAAAAAAAAAAGGGGGGAAAAAAGNCCCCGGGGGGGGG 

Sequence 614 

CCAGAGNTAACGAAACATTCTTTATAAAGGTTTGAACCCNCNGTTTNAAAGCCAANACCA 

TAATTTAATTACAAANGGATAAATATGGTAACGGGTATTTACAGAAGGAAGGGNGTTATT 

ACGGAAAAAGCTAACGGCACGACGTTTATTTTTCCCCCACAATCTTTCATACAGGAACTA 

ACAAANTGAACTTGCAAAAGCACTAAAACATCACATGTAAACCCAGCTAACAGAAAAATA 

CATTCACAAGCGTTGNTGGTGGGGGTGNGNATNGTGTGNGCTAAGGGNCAATGGGCNGAA 

GAAACAGAAGGGAGACTNTGGCACGGCTCAATTCTTTCCAGNCNANAGNTACATGGAAGG 

TTACAANCAGGGTGCCCCANAAAAAAGGNACACCACTANTCAATACCCNCCAATACAAAA 

AGAAAACCAATNTTCTTCCNCCANTACCTAAAAAAGGAAACCCGGGGTAAAC 

Sequence 61 5 

CGGTGGCGGCCGCCGGNCAGGTACTTTN I I I I I I I I I I I I I I I I I AATTTTCC ATGTAT 
T 
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NGCCTTNATCAAACTATAAGCTGNGGAGTGGCCAATATACTCCATTGNGATTATACACTG 
ATTTCCATCACCTGCC I 1 1 1 1 ACTATCAACTCTTATTAGA 
Sequence 616 

CGGCCGAGGTACTGTGCCCTCTTTCTTACTAGGTGACCGAGAGTGGTTTTGACTCCTGTG 

GGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCTGCAGTTCACTCT 

AG 

TTTCTTCTATTTCATCATCCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 

G 

TNTCTACTTTCACATCMGTTTGAAGAATGCATTTCTCTTGNGGTATTCTGTTTTTTGAA 
CTTACTTCATTGGAGMGCCCCTTGATTTTTCTTCCTTTATACCAGATCTGGCTTCACG 
A 

AAGCTGCATTTAGGTACCTGCCCGGGCCGGNCG 
Sequence 617 

GTGGACGAGGGCAACCCNACTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCA 

CGCTTGCACCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGGCA 

CCCAACCGTGCAANTTGATGGTACCCCAAGCCCAAGCGACTGGNAAGATGTCTTTGGNAA 

AAATGAACCGTGGAANCTTGGCTTGGAGCCCGANGTTCCGCGTGCCGGCCAATTCAAGCA 

AGGTGGCAACCGGGACTTGGGCCGTTCAANACCCGTGGACCGTTCAANATTCCCCAACCA 

CCANTAGCACTNAGTATTTGGCCATTGGCANAAAAAGGGGAATTGGAAAAACAAAACGNT 

NCCCCGNNTTGCTTTGGNGGGNGCAAAATTCCCNCGGNGCAAGGTCGGCCCTNTAACTAT 

NTTTTTAANAAAAAAA 

Sequence 618 

CCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGA 

GCCCGGGGGAAGCTGGCCTTGGGTGTTTTACCTCAATCATATATCCACACAAGTGCTTCT 

CTTGACATTTCTCGAAAATGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCT 

GGAGAACCTCNGCCAGCAGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGAC 

AAGATGTGGTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTCAG 

TTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTTTTAGAAGCACAA 

GATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTCCAATTTATATATAGCTTGAGTC 

CACCTCGGGACCGAGGCCAGTGCCTGAAACGCATTCCGCTCCATGGCAGAGGTCGCTTTG 

GGGATCATGGAGAAGGTTTATTGGCATTATTTTGTGAAAGTTGGTGGGAAGGGCCCCCAC 

CTTCACCTGAGCCCACAAAAGACGGCAGTTTGCCCATGCCAAAGAGTATNTTCAGCAGCT 

TCGCAGCCGGACCATCGGTCACACTNTTATGATGAGGGAGAATTNAAGACCTCCACAGNG 

NATTATATTTTGGCATTTATTTTCTAAAAATAAACCAAAAATTGGAAGCCAAAAAAAAAA 

AAAAAAAA 

Sequence 619 

TGGCGGCCCGAGGTACCTACTATGTGTCAGCCATGGGGGGATACAAAGATCTATAAGGCA 

CAAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGG 

ACAATGGTGGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGACA 

TCNGAAGAAAACAGATATTTACCTTAACACGGACTTGGAGGACCTTCAAAAAACAGTGAT 

GGGAGGAAATCCAGTTTTAAAAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATA 

AAGATAGGCTGCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAAACACACA 

CAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTA 

T 

TTAGTATCTGAGTGGAAGTACCTGCCCGGGCGGNCGCTCTAGAACTAGTGGGATCCCC 
Sequence 620 

GCCGCCGGGCAGGTACATTCTAATTTTTATGAGACATAGATATGTATTTATAAAAAGATA 
GATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAA 
ACACCAAAATTAACAGCCAGTTTTCTTGATTTTCTTCTTGAAGAAGAGATTGGTGTTGC 
T 
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ATGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGATGCAGGTTG 
AGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAAT 
GTTGGAAGAATCTGGCTGGCTAGTCTGAACTGGAGTGGCTTGAGAACTCTGGGCTTCCTT 
ATTCTCAAAGTTCTTTTTGGTTTGCAACCC I I I I I I I AGTAACCTGCAG AGGTATAAAC 
T 

GATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTAT 

GATGGAAGGGCTTCCAGG 

Sequence 621 

GGTGGCGGCCGAGGTTAAGGACGCCTGCCCATGACAGAGCCTCAGGAAATCGCGATGACA 
GTTTACAGCAGGAAAATCCGTGGAGACAGCAGATCCCGAGAAGCGGCGATGTTTGCGTAG 
AACCCTGTACCTGCCCG 
Sequence 622 

CCCGCGGTGGCGGCCGAGGTACATTTATTTAACATAAAAGGACAATAAGTTTACTTTGTA 

TCTGAACTCAAAACAAAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATG 

T 

GACACATCATGAATGCAAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATC 
TGTGTATAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAAT 
CMTGAACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATATCTG 
NTATTTTACCTTTA I I I I I I I I I I I AAATAAAAAAGGGGTTT 
Sequence 623 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGGTCTGGCTAGC 
AAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTTAAAAAAAGTT 
TTTTAAGCTGGCTGTTTTCCTACCACTTCAGAGTCCTTGACCCCGTAATTTAGGGTCC 
CC 

TTCAGATTTGCAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACA 

CAAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAA 

ACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCTTGTTGGGAGCAAG 

TAAAACTCCAAAAAAAGAGGTGTTGTACCT 

Sequence 624 

CCGCGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAATAATNG 
GAATANGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAAGAGGGA 

Sequence 625 

CTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTTTGATCTTCTTTGAAATGTGGTT 

GTCCACTNGCTTTTCTGTTTCTGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCT 

T 

ATCTAAATTTCTGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGC 
T 

CACTGGAGTCTCCTCNATCATAGAGCTCATCCCGCGTACCTCGGC 
Sequence 626 

NCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGAGTCCTAGGAGGCGCTGG 

CTCTTTGGCGGCTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTG 

CAGATGTATTGCTGTCCTTGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCAT 

CAGTATGTCAGTACCTCGGC 

Sequence 627 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAA 
AAATGTCCAAGATMGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTC 
TGTTTGTGACCTGTTTTAAATGAACCAAACCAMTCATACTTTTTCTTTGAATTTAGCAA : 
CCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTTCTAAA 
TTTTGNGATTCTATAAAACACATCATCAATAAAATAGNGGGCAAAAAAAAAAANNAAAAA 
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NNNNGGGGTNCTCCCTGATAAAGGGGGAATTTCCNTGCCCGTCCACGGGGGGTTGNCCCT 
GGAAAAANTTTGTTTANACCCCCGGGNTCCCCTTNtTTTTTTAAAAAAAAGGGGGGGGCA 
ACCCI I I I I I 1 1 IA AAANGGGGGGNNTNNNCCCCCCGGGGGGGGGGGGGANTTNCCCGGG 



Sequence 628 

GGNCGCCGGCAGGTACGCGGNGGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTC 

AGGGAAGTGTTTATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTC 

ACATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGCCATGGCGGT 

ACCTNGGCCCGNTCTAAAACTAAGTGGATTCCCCCGGGCTGGAAGGAATNCGNATTAAAG 

CNTATNGATAC 

Sequence 629 

CCGCGGTGGCGGCCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGGCCAGTGGA 

GGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGA 

TAAAGTTCTGGGTAACACGTGCCATCAGTGTCGACAAAAGACCATCGACACCAAGACAGT 

GTGTCGGAACCAGTTGCTGTGGTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACC 

GCTATGGGGAGGATGTCAGATCGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTC 

GTGGGATCTGCAATTGCAGCTACTGTCGGAAGC 

Sequence 630 

CGCGGTGGCGGCCCGCCCGGGCAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGAT 
AGATCCAGTGGTTTAAACGGCACGTTTTTGGTTATAAAAAAAGTGCAAAAAAGATGTGGT 
TTACAAGTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCT 
G 

GCAGAGCAGATTCGTTTAAAACTTTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTAATT 
C 

TCCTCCCC I I I I lA CAAGACGGGGGCCGGAGGGtGGACACTGGTGGCAGGTTAAGGGATA 
CTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGAGAAATTAGGGGCTGATTT 
TTTAAACTGTGTGAGATATTAACCAGCCCGCCCTGTTATAAAATCAGGAAATCCAAACAG 
CGATTTACACCGATTAACACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAAATA 
ATCAAACGTTTTCATCTCTCTTGTC I I I I I I IGI I I I I I AAAAGTGTCAAAAGTCTAC AT 
TTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGGAGACGTAAAATGG 
CGTGGGTAACMCAACTACCAAAAAAAAAGAAAAAAAAAAGAAAAAAAGGAAAAGGAAGG 
AATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGG 
. Sequence 631 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATCAGCTTGCCTCAAGTCTGGAAAGAAA 
TTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACT 

catgtggcccctaggatgcaccgactggtagtgatgagccaggtttacaagcagacactg 
gctaagagctcagacactctggcgggggcacatgtaaagattcatcgttgcaacgaatct 
tttatatatctgctctctcccttacgatctgtgacaattgagaagtgcaggaatagcat 

C 

TTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGTTGTGACAATGTTAAAGTC 

ATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACAACAGGTTGCATCTTT 

Sequence 632 

AGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGTAAATCTACACAACTTT 

CACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAAGGAGGGGTTCCGATATTTGG 

TGGTCTTACACCGAGGGCAACCCTGATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCG 

CAGGCGCCTGTTTCAGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGT 

CCCAAATTACCTCTTCATTACCCAAATCAAAGMTCTTTCTGTTTTCCCAATCCTCAAA 

A 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAAACCTCAAATG 
TGGCTTAACAAGTACCTGCCCGGGCGG 
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Sequence 633 

GCCCATTGNTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTGATTCCC 
AGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCCCTCTCCCCCGCGTACC 
TGCCCGGGCT 
Sequence 634 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAG 
CAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCA 
CAAGGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTC 
A 

TAGGAGTATTAATGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCA 
G 

TTTTCI I I I I C TGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGT 

ATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATAT 

A 

TTTATTCTAACTCAGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTTAGTTTGCCT 

CATCTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATTTTACAGG 

CACAATTTTCTGGCTGTAGTCCCTGGGGCATTTCATTTGCTGGCCTCCA 

Sequence 635 

NCTCCCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGTCTCTTA 
GACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCAAGACACACACTTGCAAG 
TAATCTTTCTATAGAAATGGCCACAGCATTATAATATTCAAAATATGGAAGATTGCAGT 
C 

TGAGGATTTTTANGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGAT 
ATGACAATCTACAGGACAAAAAGACAACATGTCACCAAATATTGTTCATACAACAGCGTT 
AATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGTTAAGTCTTTTAGTAAGATTA 
T 

CTGTAATGAGGTTTGAAAGTAAATCACTTAGTAGACAAAGTAAACCACCACAGAACCAGG 

AATAGCACCCATCACTGCTGCTTTGTCACTCCAGAAAGCTGAAAGTCAACCCGAACAATG 

AAAAAAAGTCAAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATA 

ATTAATTTCAAAATAAGTATCTTACMGTGTTTCATGAAACATTGGTTTT 

Sequence 636 

gtggcggncgaggtctaaagggcaaggttcaccactacaaaaaggaagttgtctaaaagc 

aagaattcaattaacngctgggtaagaaaagtcaaaacactaatgagttgtccatgaagc 

caactgctaagaacgcgctcaactataccgccgacattgaagacactacgcacgaagcct 

tActtggcgagtctgaatttctattaactaagggcagagtgagggagaacaaagagccta 

cttccgtaacattttagtatccagatagtacctgcccgggccggccgctctagaacctag 

tgggatcccccgggctgcagggaatttcntatatcaaagcnttatcgatacccgtccgac 

cttngagggggggggccccggtaccccagctttttgtttccctnttaagngaggggttaa 

atntgccgccgcttgggcntaatcattgggncataggcttgtnttccctgnggtgaaaaa 

ttgnttaatnccgcttcacaantttcaccaccaaaccaatacggaagnccggggaagcaa 

taaaaggtnntaaaaggccttggg 

Sequence 637 

AGCTCCCCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGAACAACAGCAG 

AGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGAGATAGTGAAAGTGAAAGCAA 

TTGGAAGACAAAGGTTCAAAGTCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAG 

CTAAAGTGCAAATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTA 

G 

AATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 
CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAATCTAACTTCAT 
GGCCTCGCTGGGCTGTATTCCTTATATGATGCTGAGACCTTAATGGACAGAATCAAGAAA 
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CAGCTACGTGAATGGGGATGAAAATCTAAAAGATGATTCTCTTCCTTCAAATCCAATAGA 

TTTTTCTTACCAGAGTAGCTGGCTTGNCTTCCTAATGATGATGNATTGAGAATTCAGCT 

T 

CTTT 

Sequence 638 

CGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAACCTTCATTTACTGTGAACA 

TCTTCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAACCACACAGCAAGACCAAGCT 

TATGCTGAGTTGACGGAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCT 

GAAATTGTTCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAAATAATGAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 639 

CCCCGCGGTGGCGGCCGCCCCGCNCNGGTACATGGCCCTTAATNCCATNAGATTTGTAGA 
TCTTAACCACGGCAGGTCACCGAGGCCTCGGAANTCCCTTTNAGCTCCAGCTTTACCCAC 
ATCAGCTGCTAGACGGGTACCT 
Sequence 640 

AGACGATTGAGCTNCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGCTGTCTCACCGG 
TGAGACCTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGTCCCTGGCCTTCCGC 
CACCATGGAGTACCT 
Sequence 641 

CCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGG 

AACATTGCTGTGGATTCCCAGCTTTCAGACAACACATGACTAAGACAGAATGAGACCACT 

CTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCTTTG 

GAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTCCGCTAGA 

AGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAAAGATCTATGCAGTTAGA 

TCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCTCCAACAGTTTTGATT 

T 

TAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGA 
A 

Sequence 642 

TCCCGCGGTGGCGGCCGAGGTACTTGGAGAATATTTCCACAATAGCCGATGACTTGTTCT 
TGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAGGTCCATTGCCGTC 
TATTAAATGGAGATGATTCCATCTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGC 
CTTTCCTCTGCGCTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTAC 

CTGCCC 
G 

Sequence 643 

CCCGCGGTGGCGGCCGAGGNACNAGAAGCTCACTGGCTGTGCTAAACCAAATGAATGGAA 

AGCGCCAAAAGTGATTTTATACCAAGGGNCCATNCATACAAATAAACAAAATCCTATCCT 

CTTCTTTCTATATNNTNTTTCTTACATTTCTTATACAAATAACAGAATGCTTCATTTTAT 

TC ACTTCAATAGG AC AAAGTCCTTAAAGAAAGACTGAAAAG AGCTGATAATC AAAATCCC 

AAATTTTATGCTTA I I I I IGGGTTAGNCGCTATCAATTTTCTGACATATTAACATAGGCA 

GGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCTTGAAGCACTCTGGCA 

AGTTACATGTATCCCATGTTGCTTTTGGNTTCCCATCTCTTCTTTGCTTCAAACCCCCA 

T ' 

GCAAGNTTTTTN I I I I I I CGGGCAGNCTGTGAATTTTCAACCTCCTTTTT 

Sequence 644 

GAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTCCCAAGCAAGCAGTGAGGT 
GTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCAGGACATCCTGTC 
CGCAAGCAGCTGCTACTTCTTGGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCAT 
CTCTCTGGACTCATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCeTCGAACCTTCTC 
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CATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTC 

TATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGC TGCAAA 

TTCAGCAACACCTGGTAATTGTTCTGGCCAAAGATCTGGTGAGGCACGGTCAAGTTTTTC 

AAAACTTAGCAAAGATGCTTCCAGATCTGTCCCCGTCTGTGGGAGACGCCATCTTTCAAC 

CCATGTCACGTCCCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAAG 

Sequence 645 

CCGCGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTATATATTGGCACCCAAGG 

AATGCCAGGACTGCCACCTGCTGCTCCAGCGTTAGCCTCACTCGTGTGCTTACTCACTTT 

GACTGCCTTTTTGTCTATTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAG 

CAGATGGCCTGTCCACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACA 

AGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGGCCCTCC 

TACTCTATCCTTTAGACCAGAAACTTTTTCTTCTAAGCACTTGCCTACCGGGAAGGTT 

GA 

GGAGTCTTGTTTTACCGTACC 
T 

Sequence 646 

TCNCGCGGTGGCGGCCGAGGTACCGGCCAAGCCTGGTCCCCTTCTTGTTGGGCACTGTGT 

ATGGGCGGAGAAAATCCANCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGG 

AGCCCAGGTTCACTGAAGATTGCCANNTGCCGATGGCTTCGCTCACCANGATTCTNGGCT 

TNCTNCTCCTCCATTGTCTGGCCTAAACTTTATCTTCAAATACAGACCATTGCTTGCTC 

A 

AN NGAG ACCAAG AAACCCATNNGGTGACCACTAAGGGCAACTTATCAG NTTTGATTNCAT 

GAAGGGATAGGATGTCTTGTATTAGGGTNGGAGAGTCCCAGGTAAATCTATGCTACTNCC 

CCCCTTAANAACCTNAGNNTCTNGCAACCCAATTNTAAACNNTTTGNATACNCTTGAAAA 

AAGGCATTCTGNCTTTTNAGCNATCCGATTTGGCCTGTNCACAAACTCTGGGGGAAAGAC 

TGGTCCAGTTGNNAGAAGGGGAGTTGGGAGCNTCCAGGTTTGGAAAAGNAAA 

Sequence 647 

CTCCCGCGGTGGCGGCCGCCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I GAGACACGCC 
TGGGTGACAGAGCGAGAGAGACTCTAAAAAAAAAAAAAANGAAAAAGAACTGTTGAGGGA 

- TACACAATATGTC AAAATATTAAAGC I I I I I I I I AAATTGGGAACNCTCAGGATAtTGG 
G 

ATAATTAATTAGGCAATGATNCAAAGATGTTTTGTTTTAAAATTCANAACCCNCCAAAG 
G 

TNNAAACCNTNGNAANAATTTTTTGGGTTTCCCCCGCCCCCNNI I I I I I I I I NTNNNCC 
C 

CNTNAAAAAAAAGGGGGGCCNNCCCCCCNTTGGGAAAANNN I I I I I I I I I I I INNNNGCC 
CCCCCCNNTNTTTTTTTNCNGGGGGGGTTTTTAANAAANGGGGGGNAAAAAAAANNGNGN 
GTCCCCCCCCTCNNNNAAAAAAAAAAAAANANGGGGGGGGGGG 
Sequence 648 

TGGCGGCCGCCCGGGCAGGACTTTNTTTN I I I I I I I I I I I I I I I I I I I I I Al I I I I I I I I 

NA I I I I I I I I I I I I I I I I I I I I I 1 1 I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 

TTT 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I CCCNGGGGAANNCCCCNTTNTNNGGNNTTT 

CCCCCNNNGGCNCCNANANGTNAANCCNNCNNANCCNNGGGGNNGGGGNCCNCNNNNCCC 

NNNNGNGNNNNAANNNGGNTNNGNGGGNGGGGNAAAAAAGGGGGGGCCNANGGGGNCCCC 

NCCCCNTTTNNCTGGGGGGNNAAAAAANGGGNCCCCCCCCCCCGNNAAATTNGGGGNNNT 

NAAAAAANANGGGGNCCCCCCCNGGGGGGGGGGNNAATNTAANANAAAANTTTTNNTNCC 

CCCCCCCCCCCCNGGGGGGG 

Sequence 649 

TTGACTCCCGCGGTGGCGGCCGAGGTACACGATAGGAAGAATGTATATTCTGTGGTTGTT 
GGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTTTCATTCAGGAACACAGATTCAGAG 



Page 11 3 of 22 1 



WO 01/42467 



114 



PCT/US00/33312 



Table 1 



CTTCTGCTGTGCAGTAGGGGGCATCAATAGTTCATTTTCTTTTTATTGTCTGCTACCAT 
T 

CCATTGTATGGATTCAACCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCC 
AT 

CTCTTTCACTTCGGGGGCACCTTTCCCAGGGAGATGAAGAGACACAGGTTGGCCTCTGCT 

GGGACTCCACATGTCTCCCCGCGTACCTGCCCG 

Sequence 650 

TTGACTCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAAGGTAAGAAACACGTTGAT 
TAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTT 
CAAGGATGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCAT 
GTTCTCCAAGATGMTCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCT 

c 

CTCCAAGGGMGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGA 

taagcagcacaatgaggaacagagtggtgacgagctattggatgttgtcactgtgccatc 
aggtgaacttcgtcatgtggaaggcaccattattctacacattgtgtttgccatcaaa 

TT 

ggactatgaactaggcagagaactcgtgaaacacttaaaggtaggacagcaaggagattc 
caataataacttaagtccctt 

Sequence 651 

GACTCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCAGCCCCCTTCCTCT 

TCCTGGAAATTAACATTGGCTCCACCTTCCAGCAATTGCTGGACCAGGTCAACATCTTCG 

TTTTGAACAGCTTTAATCAGCAAGTGATTGTCTTCCACTGCAGCCCTTCTACCGCTGGAG 

GACGTGGGTCCCTCCTGGGGGTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACC 

TGCTACCACTTTTAGCCTTTTCCTTGAGAAMTGCAMTTTATCTCCTAGCACTTAATC 

A 

AAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAGTATGAAGAAGGAA 

CAATGTTCTCAGTCTTCTGACATTCCACCTGCTCAACTCAAGACGTCTCAATTATTCCT 

T 

TGGCAGCCGCAAAGCCTGGAAGACTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCCCC 

GCGTACCAGTGAGGAAGGA 

Sequence 652 

TTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGGCCAGGTCTCAGGG 

CTCCTGGAGCTGCAGGCGGCGGGAGGGGCTACAAATGCTTGACTCAGTGATGCAGAACCT 

TTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGT 

GAAGAGGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCTTTGCAAAA 

CTCTACATCAGGGATATCCTGGACATGAAGGAGTGCCGCCAGGTGCCAGGTGTATTTTTG 

TACCT 

Sequence 653 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCTT 
AGGTCAAATCATTTCGCAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGACA 
GAGAGCTTTGTCCTAG I I I I I GTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
G 

CAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAA 

TTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTT 

A 

TAGCTCCCAAGGAGACCCCAAATCC I I I I I I I CTTTTGAGATGGAGTCTTGCTCTTGTT 
G 

CCCAGGCTGGAGAGCAGTAGCGCGATCTCAGCf CACTGCAACCCCCACCTCCTGGGTTCA 
AGGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTG 
. Sequence 654 

GACTCCCCGCGGTGGCGGCCGAGGTACCTGTTACCCTTTCAAAAGTAAGTTCTCCATCCC 



Page 1 1 4 of 22 1 



WO 01/42467 



115 



PCT/USOO/33312 



Table 1 



ATAAAGCCATTTAAATTCATTAGAAAAATGTCCTTAGCTCTTAAAATGTGAATTCATCTG 

TTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCA 

GAATACTCCTTGGTCAATTGTAGGTATTCTTTTTGGT7TMTTTTTGCCAATGTAATTAA 

AAMTGGTATGTCATTTTTAAAATTTGTATTTCTTTCATTACAAATAAGATTGTTATGTC 

AGTATTGTTATTGGCTTTTCGTATTCCTCTTMCGTGAACCGTCTGTTCATTGTrrTTAC 

CTGTTTTCGTTTTAGCAAGTAAGTACCTGCCCGGGCCGGCCGCTCTAGAACTAGTGGGAT 

CCCCCGGGCTGCAGGAAATTTCGATATCAAAGCTTAATCGATACCCGTCGACCTCGAGGG 

GGGGGCCCGGTA 

Sequence 655 

TNCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCATGGACTGGAAAGAAGTTCTT 

CGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTA 

AAAGATGAAGAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAA 

AACACAAATGAATTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGAT 

GAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGC 

AGAGAACTGTTAGATAATGAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAG 

ACACCACCTATGATTGGAGANGGAAGCCGATGATCAATTACCAAAA 

Sequence 656 

CGGTGGCGGCCGCCCGCCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACAGGGCTGT 

TTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGC 

ACAAAGTTTGGTCTGTTGCATAATTGAATTTTTAACACTCTTATCCACAACAAACACTTT 

TTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCAT 

NCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

Sequence 657 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTCCAATGAAGAATTTCTTCATTCTGA 
TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAGCCTCGAA 
Sequence 658 

CACGGGTGGCGGCCGAGTACCTTGTGGGCATTAGGTCANTNTTGTTATACACTTTCACAA 

AAGATTTTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACTTTG 

C 

GGGGGTAGCGGTCAATTCCAGCCACCANAGCATGGCTTGTAGGGGCNATCTGAGGTGCCA 

TCATCAATGTTCTTAACGATNACAGCTTTGCGTCCGGAGTAGCGTCCAGCCAGGACAAGC 

ACCACNCTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGCNCTA 

CAGCAAAAAAGGCCCCCCGCTGTACTCTGCCCCGGGGCGGGNCCGCTTCTAAGAAACTAG 

GTGGGANTCCCCCCGGGGCTGGCAAGGNAATTTCCGAATATTCAAAGCTTTATTNCGATA 

ACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGCTTTTTT 

Sequence 659 

CTCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACA 

GGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGA 

AAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTCTTATCCACAACA 

A 

ACACTTTTTCGTGTCCTGCTGTGTCAAAGACATCAGATATATTACAGATTTTCAAACAG 

G 

TGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAG 

ATTTGGTTGAATGAACGCTAAGATGGCCAGACNCACCTCTTNGATCTCAACTCTGCAGCC 
TGGG 

Sequence 660 

CCGCGGTGGCGGCCGCCGGGCAGGTACTATGACCTGAAGAGGGCAGAGGCCATCACTGTT 
GGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTGTGGTGACGAGCAGGG 
CTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAG 
CAACAGGTGAGACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 
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CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGG 

GACTCCAGGATACCAGGCATCTGGGTAAGCTACAATGCTTAACCACTTAACACAATCAGG 

AAGCAACAGCCATGCATTCGGGGAAAGGAACTTCAGTGTTGTGTGGCTTAGTCTCCAGAC 

CTAACTTTTCTTTGGTACCTCGGGCCGNTCTA 

Sequence 661 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGACGACTTTTTTCTCACCATGAA 
TGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAGCAGCTGCTAMGCA 
TGGATGGACTCAAGGCAAAGGCCT 
Sequence 662 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCNGGTAC I 1 1 I I 1 1 I I I 1 1 I I I I I I I I J I I 

TT 

TTTTAI I I I I I IAI I I I I I I I I I I I I I I I I 1 1 1 1 1 1 I I I I I I I I I I I I M I I 1 1 I I I 
TTT 

TTTTTGGNCNANANAAACNAGTTTTTTNAATTNATTNAGGGGGAANGNGGGGNGNCTTTG 

GANAANCCNCNNNGAGGGCTNTNGGGGNGTNTCCNGNGGCNNGGGGGNNAGGGGTNGGGG 

NCTNGGGGNGGGTTTNAGGGGCCCNNGNCCCNNGGCCNCTNTAAAACNAGGGGANCCCCC 

GGGCNGGNGGAATTCGATNTCAAGCTTNTNGANCCCNCCCCCCCCGGGG 

Sequence 663 

TCCCCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCNGCGCCTGC 
TCCAGAGAACTGCACATCATGGATCTGTGGCAGACCAGGTGGCAGAGACAGACCCAGGAA 
GGAGAGCAAGGCCCCCGCGTACCTGCCCG 
Sequence 664 

TNCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCNTACTGG 

CTTNANGNGCNNNATTCCCTTCCNNGNCCCCCCCNGGGGGNCCNCAANTAAGGGTTTNGG 

ANCCNCTNTTTTTTNATCNCGNCAGCANCTTAAAATGCCTGGGAAGATGGTCGTGATCCT 

TGGAGCCTCAAATNTACTTTGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGA 

C 

CACCCCAGAATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCAC 

CACAGGCTGGGGAGTCCCCATTTTTCTCTTTGGAGAACCCAGATAGGATAGTCCACTTGN 

ATGGGGAAAGGTGACCNAATGGAGGGGGACCACATNTTACGCTTGACAATGNATCCTTGG 

TTAGG I I I I I GGGGACCGAACCACTCTTAACCTGGTGCCCAAGCAACCTTGGNGGAATCT 

ANGGNAAATTG 

Sequence 665 

TCCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATG 

TGGTTGGAAGATGCAAACTGTGGATGATCATCACCTCCATTTTCCTAGGTGTCATTACAG 

TGATCATCATAGGCTTATGTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAA 

TACTTGAATTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTG 

TTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGTACCT 

Sequence 666 

GGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTCATACACTTCTCAGCCTCA 

GCACCTAACCCTCACACAACACTCCAGTATTGATGCAGTCAATCTTGTATAACATTTTT 

T 

GAATGTCCAATGTGCAAAGCACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAAC 
TCTTGCTCTCAAAGATGTCAGTC I I I I ICTTTGCAAGGATAACACATGTAGAGTAAAAT 

G 

CATAAAGGGGACTAATTTTAAATGTACCT 

Sequence 667 

GGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGC 

GGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTG 

AGGCCTGGGGCTGAAGCCAGCGCTGACGGAT 
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Sequence 668 

GGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I II I I CTGGTCGAAAATTT . 

TT . 

GTTGGAATTTTAMGAAAAGAMGGCAMGTAGCACTCAGATGGCCTTTrTTTGTAAAGT 
GAAGTCMCCTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

G ' 

TGTTAACAATACAQTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCA 
GCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCT 
GCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAACAATTTTACTTGAGATAGTAAT 
AAGTTATTTGAAA 
Sequence 669 

GGATCAATAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCAGCC 

ATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGA 

AGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACCATTCCTGTCT 

AGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATT 

TCTCCATATCGTTTNCTAGTTACCCTAATCTCTGCACAAATTTTGTGTGTTACAGAAGC 

A 

GATCCAGAGCTTGAATA 
Sequence 670 

TNCGGGTGGCGGCGCCCGGGCAGGTACATTC I I I I I I I I I I I I I I AAACTTTTAGGGT 
CT 

TGCCTATTTGCATCCTMGGGCAAMGGCTTAGAGATATCMNGGGGCTAAJNtTTTATN 

GNCAGACCATGGCGdATGTAAAATTAGCTGCTTTGGTGTGGGCTGCAAAAATAACAGCTA 

CCATTGCAAMCGAAMTCTTTCATTGGCACCCCTTACTGGATGGCCCCAGAAGTTGCAA 

GCAGTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGGAATAACA 

GCAATTGAACTTGGAGAACTTCAGCCACCTATGTTTTGATCTCCACCCAATGAGGGCTCT 

CTTCTTAATGGCAAAAAAGTAATTTTCAGCCTCAAAACTAAAGGGCAAAACAAAATGGGC 

ATCAACATTCATAATTTTTGTCAAAATAGCACTTATCNAAAAAAAAAAAAAAA 

Sequence 671 

GCTCCCGpGGTGGCGGCCGAGGTACGCGGGGTCTTCTCATGCTCCGTGATGCATGAGGCT 
CTGCAC^ACCACTACACGCAGAAGAGCCTCTCCCTGTCTCCGGGTAAATGAGTGCGA 
Sequence 672 

AGCTCCCGCGGTGGCGGCCGAGGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTT 
TCI I I I I CGAACCTATACT GTCTTCTGTAAATtCTTCTTACTACCCTATGACCCGTGAG . 
C . 

CAACCACTTTCCGATGCCAGGGTTCJGACACCTCACCTGGCATAATATAAAGTGTTTT 
TT 

TTTTATACCCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAffiTTCAAACTA 

A^AAGAGAAGAGTT/^TTACeTGAA^GCAAGAGAAA^CA^AAGfeGGTAAATTT^ 

CAAgGG^AATpATTT(AAGAAGTQTClGGTATTTTTCAAATTJCTC 

GTGATAApTAAATGTTTAGGAATAAAGGATGGAGACATGQTrATTTTATTTAACTCCCC 
C 

CNAAAAAAA. 
Sequence 673 

ggattgaggtccgcgcggtggcggccgtgcctcttaatcatggcctcagttccgaaaacc 
•aacaaaatacgmccgcg6tcctattccattattcctagctg*cggtatccaggcggctcg 
ggcctsctttgaacactctaai i i i i^caaagtaaacgcttcgggcgccgcgggacactc 
agctccgcgtacc 

T 
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Sequence 674 

A6CTCCCGCGGTGGCGGCCGAGGTACTGAAGCCCACCAGTGTCCGGATGGAAGTCTGCAT 
CTGAGGTTGCTCAGTGTCCCGGTCATTCATTTACACATTTTMCTTGCATTAAAGAGCT 

G 

TTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAATAAACTGG I Mill iCAAAA 

AAAAAAAACAAAAACAAAAAAAAACACAAAAGCTGCATGTCTAAAATTAC ATGGAGTT AG 

TGTCTATTCTTTTTCCCCTTTTGCAGCAACTTACACAGCATTTTTAACACC^ I M I I I IC 

TAG I I I I 1 I IGTTCGGTTTTGTTTTCCATCAGGAATTTGAGTrCTCTCTAACCCAGCTTA 

CTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGGATCTTAAACTCA 

Sequence 675 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGTAGTGGCTTCGTCTTCGGT 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 

Sequence 676 

NCCGCGGTGGCGGCCGCGAGAGCACATGATGACCACGCCATCGTCCAGTATGAGTGGGCA 
CTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTAACGCATGTTGTCACTGCTGGCAGC 
TAGGTCTGCTGGGGCACACCGAGCTGTGAGGGAGGGAGGCCAGCATGCGGTGCTCCTGCC 
CG 

Sequence 677 

TCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGGATTCTGTAAGTATGTAGCAGTG 

TTTCTTAGGTAAAAGTCTCTTTTTGCTACTGAAAGGGAAATGGTCTCTAAACACTGGTC 

A 

CTGTAGCAGGTAAACACTACTCTAACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTT 

GCCTTANAGCTGTTNTTNNTNCTGNANAAANCNAAANGGGTTTGNNTCCCNGNTANNNTN 

NAATTTNNTNTTTGNCCTAAAGTTTTCNTNTCCCNCNNGCCCNANNTTCCCCGGGGNAGN 

TTTCCCCTTTTCCCGGGTTTTNAAAAANNGGNGGGNGGNTTTAACCNGGNCCCCCCGGGN 

CCCCCCCANNTTnTTGNAATTTCCCGGGNCGGGCCGTTTTTNAANNAANANGGGGGTCC 

CCCCCCCCNCNCGGGNNNAAATTNTNTTNAAANACATTTTTTTCCCCCCCCCCNCCCCCC 

TCCNGGGGGGGGGGGNNGGCCCCCCCCCCCTN 

Sequence 678 

GCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCATGACGTCGATGATCGAGTTCANGGCT 
NTCTCCANCTNGGNCNACATGATGCCCACGGNCTNGCCCCACCAGGTCTTNTGAAAGACA 
GNTGACANGAGACATCCNCGCGTACCTGNCCG 
Sequence 679 

NCCGCGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCT 

CTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTCTGAGGGGGAAAA 

CCAATGTGTTTAGCGTGCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACC 

TGCCCCTCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACA CTGCCA CC 

GCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAAAGGCAGAACAACTTAI I I I I I AG 

GATTTAACGACAACCGGTTGAAAAAAACCGGTAGGGGTGTCNTGCTCACAGAGAATAAAG 

ATTTGTAGAAAAGGNGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCG 

TGTATCC1TACTACATCACTGAACGACACCAAAGCACCCCATGCACTTTTTGGGTCCAAC 

CT 

Sequence 680 

NATTGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGGGGAGGTAATGATGGGAGCTCCACT 
CCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTTGAACGTAAGGAGG 
AAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGATGTGGGGCCACTTCCATTCCC^ 
CC 

CGGCACAGGTAGGCACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATG 
CATGTCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTC 
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AGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAA 

MCCMTTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGGAGAAAAGTGAT 

CT 

GGTAAGACGCTGCGGCTATCCACACACATGGAAAAGATGC 
Sequence 681 

GCGGCCGAGGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATTTTAACACT 

TCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCTTCCTGCTTCACCTTCTGCT 

GCTTTTGGGACTTTTTATGAAGCCTAGGTAGNCTNAGGACANGACCCTGAACCCATTTTT 

TCACTGGGAGAGGAAAACCACCAGGCTTCTCAGCTATTGGCTTGGCAACTCTTGGAGTTC 

CTATGGCTTCCATCAGGGGCTCCAGGCCCTGATAAGTGGCCTCAGGCCAGGNAGGGAGGA 

TTCGGNGTAGCCGGGATTGGGGAGCAGCTAGGTNCAGGGAAGGNTGGGAAAATAGGGGAC 

CCANTCCCCCAAAACCACCGTTTGGCCGCNATGGATGGAATTTGGAGGGGAACTGGGACC 

GNTAAGTTTCTGGCATTGCCTGGCCGGNTTGGGATGCCTTCTTCGGGACTGGCTCCCAGG 

GCCGAATNTTTTTCAGGGTCTTGCAAGCCCGGCT 

Sequence 682 

TTGACTCNCCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCTGGGCTCTTATGGCCAACC 
GCTCGGCTTGCGCCCGCCGGGTTTCCGGAGATATGTTGTATTCGGCTGGGTCGAGGGTCT 
CAGGCAGAGTGCGCAGGCTCGACGGCTTATACTTTGGGAACGACATCTTGGCGAACCAGG 
GCACAATTGCGCCTGCGCGATTCTGAGGCCCTTTGTCTCCCCGCGTACCTGCCCG 
Sequence 683 

GCGGTGGCGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGCGCAAGTAGGGTCTAC 

AAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACNGCCCTCAT 

AATCATTTTCCTTATCTGCTTCCTAGTCCTGTATGCCCTTTTCCTAACACTCACAACAA 

A 

ACTAACTAATACTAACATCTCAGACGCTCAGGAAATAGAAACCCGTNTGGACTATCCTGG 
CCGGCCTTATCCTAGGCCCTMTGGGCCTCCATCCTTACNNATTTTTTAAANAANANAAA 
.NGGGGGAANGGACCCNTCNTTTANAAAAAAAAAAATNGGGCCCNAANGGTTTTNGCCCCC 
NGNGGGCCCTNGGGCN I I I I I A AAAAAN NGGGGGANCCCCCGGGG NGGGGGGGANTNTTT 
TTAAAGN I I 1 1 I ICCCCCCCCCCCCCCGGGGGGGGGGGGGNCCCCCCCCNTTTTTT 
Sequence 684 

CCGCGGTGGCGGCCGAGGTACCCCATGCAATATANTGGCTCTACAATCCTCAGCATGTTA 

ATCGAAGCCTTGTTGAGCTTCACAAAGGTTCCATTGAAGATTTGACNGAAGGCGAAGAAG 

CTGCAACACCTTTGGAACCTTTGGGCTCACTCCATTGATACCTCTGATTCTGATGACAAA 

CGCCAATTTGGGTTCTGCAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTCCT 

TTACCCATGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTG 

CGAGCTTTTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG 

Sequence 685 

CGGTGGCGGCGAGGAC I I I I I I I 1 1 I I I I I I I I I I I I I I I I I I I GAGATGGAGGTTTCC 
G 

NTCTTGTTGCCCAGGCTGGAGTGCAATAGAGCGATCCCAGNTCACTACAACCTNCGCCTN 

CCAGGTTCAAGCAATTNTNCTGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGC 

AACCATGCCCAGCTAATTTTGTATTTTAGNANGAGATGGGGGTTTTTCNATTNTNGGNAA 

GGNGGGTTTTGAACCNCCCCCCNNNGGGGGNCNCCCCCCCTGGGCTCAAAAAAANGGGGN 

GGTTAANTANGNGGGGGGGNGGNCNNATATTCCNCCCCTTGTATAAAAAAAAAANANCNC 

CCCCCNCCCGGNGGTGTGGATATANATATTTNTACATTNTATNTTTTNTCCNCCCCCC 

NC 

GGG 

Sequence 686 

CCGCGGTGGCGGCCGCCCGGGCAGGAC I I I I I I I I I I I I I I I I I I I I I I TTTGGTTTTT . 

T 
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I I I I I I I I I I I I I 1 I 1 1 I I I I I I I I I 1 1 I I I I I I 1 1 I I I I I I I 1 1 A AAACNGAAAT 
TCTT 

CANNCTTTATNAAAAAAGGNCNTAANGGGCCTNTTATTAAAAAANGNNTAAAANCCCCAN 

AAATTCNGGGCCCCNGGGCNGGGCAGGGNTGANANCCCTTAAAGGG 

Sequence 687 

GCCGAGGTCGCGGGGGCTTACGATGGCNACAAGTATGGCGGCTGCTAGTGGTACGATTTG 

AAACGTGCTGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGCCGAGGT 

GTTGCGCCAGGCTAAAGCCMTTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACT 

TCGGGGTGAGGATACATGGATGCTACCTGATGTGAAT 

Sequence 688 

CTCCCCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTATACCGGA 

ACAAAGGAGACANGGCTCATTTATAATCTGACGCGGCCACCCTCCTGCTGCGTTCGGTTT 

CCATTGGCTGGGACGGGACCTCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAAC 

TTTTTAAAAGAGGCAAA 

Sequence 689 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTGGGCACTGGATAGGTAGTTCCTTT 

GGTGGTCAAGGTGGCTCTACCTGTCCTTGAGCTCTCGTGTCACTCGCTTGGTGATCCGTC 

CACACATCAGGCCAATCAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGT 

AGTTCTTAGATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCTGGGG 

CCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAGAGCACTGGGCTGGTGGCAGTG 

CTAGGTCTAACTTATCCCTCTCAGTTCCTAGTTTAATTTATGTCTTTTCTTTTGGAGAG 

G 

GAGGGGCAGGAGATAAGAAAAATCAACACAGAGCTACAACTCTTTTTCCTGGATCATAAA 

ACTATACCCCACGTCTACTGCACCAAAATTAGGAA 

Sequence 690 

CCCGCGGTGGCGGCCGCGTTTGTTTCTTGCCGTCCTGAGCGATGGAGCCCGGGGGTGCCT 
GGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGI I I \ I CAAGAGAACCTTTTTCG 
A 

TATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTT 
A 

AGGCTGCCTGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGNTTTGAAGGTTGTACCT 
Sequence 691 

GCGGTGGCGGCCGAGGTACTACAGGAAGAAACTAGAGGAAACGGGAATTTCATCCATGTC 

CTGTGTATCTGCTGGCAACAGGTCAGAACCGGCCAGTATGTTATTCCCTGCAGGCTGCCT 

AGGGTGCTCTCCTCAAACAGATCACCTGAGCCTCCTGCATCTATGAAAGTTATGACACAG 

CAACCAGTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTAC 

TGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTTGAATTCTACCCTGGGGGAAG 

AACTTTGATGCTAACCCAACAAGGTACCCTGCCCGGGCGGGCCGCTCTAGAACTAGGNGG 

GATCCCCCCGGGCTGCAAGGAATTTCGATATCAAGCCTTATCGATACCCGTCCACCTCGA 

GGGGGGGGGCCCCGGGTACCCCAACTTTT 

Sequence 692 

GAGTGACTCCCCGCGGTGGCGGCCGAGGTACACCAAATGTGACATCCTTTCCCAATATAG 
ATTACTTCATACCACATTGTCAAGGAMGGACTAGAAGAATTTTTTGATGACCCAAAAAA 
CTGGGGGCAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAACAA 
MGTMTGMGATTTACACAMCTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCT 

aaccctagagcaggaggccaagcggcagagattgccaatgccaagtccagagcggttaga 

taaggtagtagattccatggatgcattagataaagttgtccaggaaagagaagatgccct 

taaggcttcttcagactggtcaaggaaagagctagacctggtgcttggagaagagacatt 

ntttnggaagaatcattttggcccaaggttcaagcnntggggttattcctttggccccct 

taaattaaaaaggatncccatt 
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Sequence 693 

TCCCGCGGTGGCGGCCGCCCGGGCNGGTACCTCAGGGACATTTAAGAGTTGGACGGTGCA 

AATATATTCCAAAAGGGTGCAACATGACACAGTGTATCCCCCTGCTTCTGTTTTTGTAT 

A 

TTTTTGCTACT 
Sequence 694 

GGTCTCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATTCTTGGG 

GGTTTTGTTGTTGTTTTGTTGGCATNNTTTCTGTGCCTGTTGGTGATTCCAGCACAGN 

CC 

AGNGANCCGNGTACCTGCCC 
G 

Sequence 695 

GTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGTATAATGGAGGCTGACCAGAGC 

AGTTTAGGAGATTGTAMGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGTTTGAAGGTC 

GGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATCTAAGTGGCATTTAAAACAGTA 

AAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

Sequence 696 

nccgcggtggcgggcggccgaggtacagcagggtgcctcatgcaagagaggactgagtgg 
attttccttagggatatttatgaaccttaaagcaGgagcttaaagggaatttgggccata 
ttaacc acttaggtc atg ataaatgattac a i i i i i ggacattttggtgtcttaatgtc 

A 

GCAAGGGTTGCACGATAAGTTTTGACATGCATGCATGGGAGACATGTAGAAATTCTAGTT 
ACTTACAAGTTTTTGGGGAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAG 
TCTAATTACTTCTAAATTCCTCACATAAGGAGTTTTTGCCTCTGGATGGCCTGCTTGAT 
G 

GNCCTAGGGNGATCTTTGCCCCTTTTATACTAANAAGCCCTTGCCCTGGAAAGGGNTNTT 
TGGGCNNTNAAAAAATTGNGGGCCGGGGGAAANGGGGGAAACCANTTTTGGGCCCCCCNT 
NNNGAATTANAACCCC I I I I I I I I NGGNGGGAAAAATTTNCCCCCCCCCCCCGGGGGGGC 
CCCCTNTTTTTTGNGGGGGGNANAAANCCCCCCCCTCGGGGGGGGAAAAAAAAAA 
Sequence 697 

CGCGGTGGCGGCCGCCCGGNCAGGACGCGGNGANGACAGCGNCAGGCGCTTGATTTCCCT 

GAGTCCCGGTGCCTCANCTGCCCAGNGCCCACGTTCGTAAGAAGGCAACAAGNTCTTCTC 

.CTCTACAGAAGGATTTTGCAAACANTTCGGCAAGNTCCAAATGATTCTGATCGCAAATAC 

CTGGAAGATTGGGCAAGAGAAGAATTCAGAAGAAACAAANGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAAACACTTGCT 

TTAGCAAAATCTTAACTATAGCATTATTCTGAAGGGA 

Sequence 698 

ANCCTCACCGCGGTGGCGGCCGAGGTACGCAGNCCNCCTGTAGGGATCNGTNTTGTTCNT 

GACNAGCCCTACGGTAATGCAGCCCGGAGCTTGTTTTCGGTAGCTGGGGACAATCTTCTG 

TCCTTGCTGTTCATGTCGTGGAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGA 

GTGCAGCGGCGTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCCAGAGACTGGG 

ACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGTGAATTCTGGCAACACACTGA 

GTGATGCTTGNCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

Sequence 699 

cggnggcggccgaggtac i i i 1 i i i i i i i i i i i i i i i gttagtgttttctgat gtctt tt 
ctaacaaatctttgcctgcccaaaagtctcaaaaaCattctcacgtttctagatttttag 

CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTAI I I I I GGGGGGGCA 

GAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGC 

GGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 

AGTGGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

GTTGGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATG 
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GTCACTGG 
Sequence 700 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCCCTGACCTCCG 

CACCGGAAGCCCCCGCGTACCT 

Sequence 701 

ACCGCGGTGGCGGCCGAGGTACGCGGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGT 

TCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTATAAT 

NCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC CACAG CGTCTCATGTC 

TGCAGCMTAGCMTGAGTTACTTCTTAATCTTAATAATGGTC AACTT TTGCCACTACAA 

CTTCAGGGCCCACTTAATTCATGGATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAG 

CAGGCTCAAATTCCAGGACTCTCCCAGTTCTCTTTATCA GCTCT AGACCAGTTTGCTGGA 

CTGCTCCCAAATCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGC 

AGGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTTNAAACACAACCAGGCCCCAGT 

CACGGGGATGCCCTATGTATTCTCCTTCAAMTGCCTTAAGAGCAAGGGCCAGATGGTTT 

CAATACCTATNCAGGTTTACATGGGC 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGCAACAGTTACTGCGACGTGAGATCAT 

CAAGAACACGTAGAGAAACCCAGCTGTAATCATGCATGGAGATACACCTACATTGCATGA 

ATATATGTTAGATTTGCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGA 

CAGCTCANAGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGAGC 

CCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCGGTTGTGCGTACC 

T 

Sequence 702 

GCGGTGGCGGCCGAGGAC I I I I I I I 1 1 I I 1 1 1 1 I I I I I I I ATGAATTATTTATTTTCTTT 
CTCANAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCATCTGCC 
CACAGACGGGGTGGTTCTAGACGGCCGCTCTAGAACTNGTGGGATC 
Sequence 703 

GGTGGCGGCCGCCCGGGCAGGTACAAGACCTTGACACGCCCAAAACACTTCCTGCAGATG 

TTGNCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTG 

GTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAAGAACCCATTTGGGGATACANG 

GGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGT 

TACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAG 

CCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGGGA 

TTCTCTGTCAGGCATTAAGAAGAATCCAAACTGTAACCTAAAACACCTACGGTNTGAAGA 

CCTATGAAACTAATTTGGGAAATCAAGAAGCTGTTGGAGGGAAAGTGA 

Sequence 704 

CGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTG 

CTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCNGTGACCTTGCTCTGGAGACN 

ANGATATCCCTTCAGCCTGAGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTC 

ATAATCACCCTGCACGTTCATGCTCACCAGCTCCTNATTGTNNAGAGACAGNCNGGGACT 

CCCGGCCGAGGATGTACCT 

Sequence 705 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGACGCCATTACC 

ACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGCCCG 

Sequence 706 

CCCTTAGCGTGGTCGCGGCCGAGGTACGA GTAAAT TTTCATTACCTTTAATTAGGCAATG 

TTTCTTAGATAACCATAAAACTGCAAAAGCAATTTTTAAAAATGTAAATAGGACTTCATC 

NAAAAGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGA AAAAT CTGA 

TGAGACTTTATGTCTAGAGTAATGAATTCTTGTTAACGAATAACCAACCCCCTTTTAAAA 

ATGGGCAAAAGATTTGAATAAACATTTCACTACAGACAATAAACAAATGGCCTTAAGCAC 

AAGAGATGCTCAACATCAGTAATTATTAGGGAAATGCCAATCAAAACTACAACGAGATAC 

CCTATATCCACTAGTATGGCTATAATAAAAAAGAGTAACAAACCGTTGAGGAGGATATGG 

AGAAACTCGAGCCCTGGTCAGGTGTGGTGGATCACACCTGTAATTTCAACACTTTGGGA 

Sequence 707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATCCMGGCTTATTGCAACTTTTAGTCTT 

GCCCCTGCTACTTACACAGTCCAGAATCACTTGGGTGAGCATTCCAGTAGGACGGTGGCA 

TTTTAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAATGTCT 
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GGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATATTTGAATTAATGTA 

TATTTTGAGMTAAAAGGCTATTTCTAGAAAATATTACACACTTGTCTTATGTTAAATAA 

AAATTTGCTATTTATTGAATATCCCTTACCCACCCTTCTTCCCAATGAAGATCTTATGCA 

TACCTTCACTGGAAGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCAT 

TTCTCTGTTTATATTTTGNAACCGCCANAGCAAGGGCCATGCCACCTTTCTCATTGGACC 

T 

Sequence 708 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTG GGAT CAGTTATAAACTCTAGAG 

TGGTMGTGTCTTCACATTCTTTMGCACTAMGAAMCTTTTAATTAGCTACCTTGCTT 

CCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATTA 

GAATGTCTTGAACTTTGGTTACTGNGAGCCAAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTANGTTCTGAAAAATAGGTTCTGGCTTTGCATATGTAATATT 

TTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAATGGATAAATTTAGMGTTTATTT 

TCCTT 

Sequence 709 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAG 

AAAGTTGTTAGACTAATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCA 

TACTAAAAATTCTCAATAAGGCACAGTGTCTNTAGAAGCTTGAGCATTCAACATAAACTT 

CTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTGGGCTT GGAG CCAGGA 

GAAGATGCAGAGGAATTTTACAATGAATTACTTCCATCAGCTGCAGAAAATTTTCTAGTT 

TTGGGGAGACAATTACAAACATNGTnTA 

Sequence 710 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTAATCCCAGTTATGAGGGCTCTGCC 

CATGACCTCATCACTTCCCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAAT 

TTCAGCATGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTCATC 

ATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTAGAACTAAGACTTT 

AGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATATCTCCAGTACCTCGGCCGCGACC 

ACGCTAAGGGCGAATTCCAGCA 

Sequence 711 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I I I I I I I I I I I I I I I I I I I I I I I I I NGAT 

AGCCATATACCAAATAAATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACA 

CTAAAAACTCTGCTTCAGGCTTCCATCCTCTTAATTTTANAATATCTCTGATTTCCTAAT 

TTTCTGATTGACATCTTTTGGTAGATTATCGGG I I I I I ACTTTATGTTATTGACTGATCC 

TTTAGMTGATTTTCTTTTTGTTCTGGGAAAAAAAATGCATTCTAAATCANATTCACTAA 

TACTTTGATTCACTTCCAAGGAT 

Sequence 712 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAATTTTTAACATTAGGAGGTAATTAT 

AAGTAGATTCTGTGATTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAG 

ATTAAATGGAAGACACCTGCTAGGTGATACTTTITATAAAACATATGAGTAAGTCATATA 

TCTTTGTTAAATTTCTGTATGTTCTTTTTTGTATAAAGATGGAGAGAAAGGATGGAGTGA 

TACTAAGGACCCTAATAACATCTCTGTTCAAATTAATTACTAAGTGATAGAAGTATTCAT 

ATGCCATTAAAGATTTGCCAATTCTATTT 

Sequence 713 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGACACAAGGACTCCAGGCCACACATATCT 

TCTTGAMGCCCTTTTCCTGTTTGAAAAAMGATCGTTTGTATTTGATAGAGCAAAAGAA 

GGCCACAAAATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGCGA 

TGCTGACCTTGAMGACAGAMTTTTCAGATTTGAAACTCAACGGACCCCAGGTAATTCT 

TTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTTATTTCCCCAGCCTATAAGAGCA 

TATTTGTGTCTTGTAAGGTGCCTGG 

Sequence 714 

CCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCAACCACTAGAATTAAAAT 
CAGGTTATAAATCCTCAAAATCACCAGAAGTATAAATTTAAATGAAAAACCCAGACCACA 
GAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACA 
GTGACAGAATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCACCAA 



Page 1 23 of 22 1 



WO 01/42467 



124 



PCT/US00/33312 



Table 1 



TTATGAAAMGACCTTCAGATCATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

ATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGC 

AAAGAAATAGCAAACAAATACAGGCATAAAAAAAAACAAAGATCCCAATAGTACCTCGGC 

CGCGACCACGCTAAGGG 

Sequence 715 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAAT 

TGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTAG ATGC TAATAAT 

GTGGTTAGTTAACATGTTGACCATTTCAMGCAAMTAAGTCTTTGATGTTTTATACTAT 

TCATAGCAAGATATAAGTATTTAATCTGCAAAGACGTGGATTTGAAAATTCAGCTGCCAA 

ATGTAAAGAACAGATTCCTAGATTATTATTAATAATATCTCTATAAATATTATATTTATC 

AATAATGGGTACCTGCCCGAGCGGCCGCTCGAAAGGGCN 

Sequence 716 

CCCTTTCGAGCGGCCGCCCGGGCAGGACAGTGGTGTGATCTTGGCTCATTGCAACCTCCA 

CCTCCTGGATTCAAGCGATTCTCCTGCCTCAGGCTCCCAAGTAGCTGGGACTACAGGCAC 

CTGCCACCATGCCCCGTGAATTTTTGTATi TTTAGTAGAGACAGGGTTTCACCGTGTTGG 

CCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCGGCCTCCTAAAGTGT 

TGGGATTATGGGCGTGAGCCACCATGCCCACCTCCTG GGTCA TTCTTCTGGATATTACCA 

GGCAI I I I I ATGCTGATCTAAGTGAAAACCTGGATA I I 1 1 I I I I CTCCA AAGTTATTTCT 

TAGTTCTACCTATGACATGAGGGTGATCTTTATAA I I I I I I I I I GTTTTCACTGAAGAAA 

TAAAACATTGCTTAANGGGAGAGTTTGGGGGAAGTGCATANGGGATCTGCAGTTGGGACT 

GGATTTTTCGGGT 

Sequence 717 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTT 

TGGAGACTTACAGATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTT 

TGGTGGCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTCCACCCTGT 

GTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACCACATGGCTGCAGTAA 

TGGTATGTCACTTCTGAACTTAGGTTATAAAAGACTATGACTCTCATCTTGGGTGTCCAC 

TCTCTGTCTCTCTGATCTTACACTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAG 

GCCCACAGGGTGAAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGCCTGNCA 

ACAACCATGTGAGTGACCCCGGNAAGATTTTCCAGTCCCAGTCAAACACTTGANATAACC 

GGCAACCCTTAAGCTGACAGCTTAACTGCNANCTGATAAAAGACACCCTTGGGNCAAAAC 

CATTNGGAACCATTCATACCCCA 

Sequence 718 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCNTTTCGAGGTNTTNGGGGCGGGATAAA 

CATGGCGACGTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGT 

GGAAGCATCAAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTTGAACACGAC 

AGGCGGAGGTTGCAGTGTGACGAGATTG CACCATTGC ACTCCAGTCTGGGCGACAAGAGG 

GAAACTCCATCTGAAAAAAAGGAGAAATTCTTTTATTTTCTACTTCTCTTCAGATTTGTC 

TTATGCATTTTCCAACTATGTATGCATCAGAAGCTATTCTTTTTCTGAGTTATAGCTACA 

GTTTTCCTACTGTTGTCTNCATGCCATTTTCATTTCACATGGTACCTTG 

Sequence 719 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTNNNTTTTNTNNNTTTNTTNTNNNGGAGAC 

AGGGTCTCGCTCTATCACCTAGACTGGAGTGCACTGGTGCAATCTCGGNTACTGCAACCT 

TCACACCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGACCACACGTGCGCAC 

CACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACAT TAAG AAAAATATAGGA 

ACAGTMGTAGATTACATTTTGTAAACAGACAAAGCTTACAAAGTTTTCTCAAATATGAA 

AGTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCC 

NCAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATNTTCAAAAATAACATTT 

TTTGCCCTTAATGGATTACAAATGCTAACCNACATAAAGACCCTGGGAAAGGGTTCANAA 

TCTNCTCATTACATACTTTCAAAATATCTTNCCTTTACTTTCATGAAATGGACCCCGGAA 

TCTATGTAAGTGATGACNTGNCCGGNGTTCCAGGNGTTTNTTAACTNAAACTTGAANAAA 

GGCCCTAACTTAAAATGGG I I I I I GAAANCCTTTTCCAAATTNGGGTNTTTGGTTTGGAC 

CCCNTTNAAANCTTTTTTANCMTTNTTTNTTTTAAACCCCTTGGGGGGGGGGGGCCCCC 

AAAANAAAAAANGGGCCCTTGGGTAACCCCCTTTTTGGG 

Sequence 720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAGAACATGGTAAAAATATGTTCACAATAA 
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TATTTTATCTTAGAAATGTATTCAGTAAAAAATCTCTTTATTCAACTATCCTCTTGATTC 
AGGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAAGTTTAGGAGATAATGAGAC 
TTCTGTTTTAGTAAAGTAAATAAGCTTTAATAG I I I I I I GGTCATGTATTCAGTTTACCA 
GCCTTGAAGATATTTGTAGGAAATTTTAAAAGTTTCTCTATTTCATCCCCCATGATAAAA 
ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAAAT ATCTTCT A 
TAGCATTAATCAGATCACAGMTGCATATTTAAACCAAAATTTGACTAMTTATTTTTTA 
ATTATTTAA I I I I I I ICTGANACCGGAGTCTGGCTCTTGTCNCCCAAGCTGGANTGCAAT 
GGCNGGAACTNACTTATTGGAAACCTCCGCCTCCTGGGTCAAGCCAATTCTTCCCNCTTG 
G NCCT CTAAAGTGCCTGGGATGGCAGGCCTGTGCCANCCTTCCTGGCCCCANAGNNCCGG 
GTTTTGGATGGTTGGGTNGG7TNGGGGGG 1 1 I 1 1 I I I I CCCTAAAAACCTTNAAATTTCC 
CCTT TTGGTTTTTTTCCAAAAAAAAAAAAAAATAACCCC I I I I I I 1 1 I IACCCCCCCCTT 
TTTT 

Sequence 721 

GCAGTGTGATGGATTCTCANAATTCCCCTTGACGGCCGCCGGGCTGGTACGCGGGGTTAA 

CTATGTTTTCTTTAACAGAAAGTTCTG I I I I I GToATCCTTTTAAAAATAAAGCTTCACG 

GMGGTATGAGAATAGTATTTTTCMCTTTAAATTTCTCATTACCAGAAGACCATGTGGT 

AATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCCTAAAAAATTAGCTGACC 

TTGTTAAAAATGTTGGCGTGAGCAGTATATTATTACCTATCI I I I 1 1 I ATTGTGT GTGTG 

TGTGTGTGTGTTTTAAACTMTTGGCTGAMTATCTGCCTGTTTCCCTCTTTACA TTTTT 

CTTGGTTCTTTCCTTATTTATCTTTGTCCATCTTGGAGATCTACTGTAAMGTGAATTTT 

TTTAATGGAAAACCAGTTCCCAAGTTTTACTCTCAGTGGGTTTNGGGACATCAGATGTAA 

TTGAGAGGCCAACCAAGGTAAGTCTTCATGTCAGTNGTTTGGTTGAAGGAAACGAGCCTA 

TGAGGGTCAG I I I 1 I CCCCAAAANGGAA 

Sequence 722 

NGCCCTTAGCGTNNTCGCGGCCGAGGTACATGAACCTATTAATAAAC CATTCA TGCTTCC 

CAGTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCA 

TTACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATTGGG 

TGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAA 

TCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGA 

GAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCTGTAATGGG 

CAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACT 

GCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAAAAGTGTGTCTCTGTTC 

CAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGNCACATCTGGCCTATGGGCCCATAA 

GTTGGCCCATCTCTAATGTAAAGAAAGGACTTTANCCCAAAGCCACAACTTGCATAGTAA 

TGCCTTAAAAAAATGGTAACATCTTTACTGGTATTAATAATTACTACTGCATCTATTACC 

AGNAGCCAATTGGAGTAATGAATCCATGAATGGTATAATGGTAAAATACTAACCCTTT 

Sequence 723 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTACTTTGTTGCTCT 

TTTTCTAAGTTTTAAAGATGGATGCCMTCTCAGGCTTCTTTTCGTGTGTGTATGTGCGT 

ATGTCCATAAATTCTCTTCTAATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCA 

CAGAACTGTATCGTCAC ACTA I I I I I I AATTTCAGTAAGTTCTTCACTGAT CCCTG TGTA 

ATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTGNTTTTATTAT 

TAATTTCTAGCTGTANTTGAGCTCTTGTCAGAAAATATGGTTTATTTTAAGTC 

Sequence 724 

CCCTTTTNAGCGGCCGTTNNGGCAGGTACTCCTCAGCTTGTGCTGCCCTTCTCGAATGAC 

TCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTT 

ATAAGGATCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAGAAT 

CGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGA 

GCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGTAC 

Sequence 725 

CCCTTAGCGTGGTCGCGGCCGAGGTACtAACTATTCCTAAATATTAAACACTGGTCAACT 

AAAATGCACAAATTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGT 

ATCATTTCTACCTTTGTAAGAGGCAGGMTATTCATTAGACTCTATGCTTGACTTTTCAT 

ATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTTCATTTCTAAACTACT 

CAACAGCTCAGAACTGAC AAAG ATCACAAGAAATCAACTATTAACCTCTTGCCTGAAGAC 

ACAAATGAAATATTCCCTATTTTACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCAT 
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ACTCCTGCAGTTCACTGGGTTTCAAACTTAAAAATCAT 
Sequence 726 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTCACTTAAATAAATAATTGGTAAGATGATT 

TTATCTGACMTTAAAAAAAGGTATATGTGAAAAACCTTAAAA AAAAT CTATTTCATTAC 

ATGTTGAAATGTTCTGTGCTTMTCCAATACATCATTTAAA TTCT TTTCACATTTGGACA 

ACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCTAAATTGCAAATC 

AAAAAAC 

Sequence 727 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCTATTGTTATC 

TCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAGTAACTGGCCTAAGGCCAC 

ACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGC 

TATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGA 

TTCCAGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGAGTGCAG 

II I I ICTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAACTGCTTCCACACGTATA 

ACCCACTGTGAAG1TTAAAATGATTTCATGTTTGGGCAAATTCCTACTGAATGTTAAGCT 

AGATAGGAAACAAGTTCTGACTAACACAAAATGAAGGGCTGAATGAAGAAGTCNTACTTT 

TATAAAGGAATTTTNCCCTTCCTCACCAAATC 

Sequence 728 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I I I I I I I I I I I I I 1 1 1 1 1 1 I I I I I I GGTAGAG 

ACGGGACCTCACTGTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCT 

GCCTTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTATGAAAAG 

TATTTAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTCAAACTA 

GAATCCTTGACACAACTGGTTTTATTCCCAATGCCTCTTAAAAAGAATCGTTCCATGGGT 

GGCAGGAGGGGTGTTTTCATGGTGTGATGCACCGTGACTTGTTATTNAAGATGTAAGTCC 

AGTGGTCCATCTATCACGTTTTATACCTTTCGAAAAAAAAAAAAA 

Sequence 729 

TCTNGATGCATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGC CCTT T 

CGANCGGCCGCCCGGGCAGGTACTTAfCAGGATGAAATCAGAATCACAGTTGGCCTTTTG 

CCATAAGGGAAGGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAG 

CAGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGG 

CATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGC 

AACACTGGCCTTCTTTCCTCCTGAGCACTAAAATCCTAAACATGCAACTTAAAAAAAAAT 

TCTAAATGTGAACACCACCTTTCAGT 

Sequence 730 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACTTAAATAAAT 

AATTGGTAAGATGATTTTATCTGACAATtAAAAAAAGGTATATGTGAAAAACCTTAAAAA 

AAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATACATCATTTAAA TTC 

TTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTT 

ATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCTG 

GCTG 

Sequence 731 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTGAAGAATACATCTTCGTT CAATG TGG 
TCGTATTCTTAA I I I I I I CTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCATTTT 
TTGACTATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCATAAT 
I I I I l AATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGAGTAAATTCTAAGTG 
GAGGATATCGTAAATTC I I I I I iGTCTTGGTATTGACATGTAAATGTTAACATATGTGAA 
TAATTCAGTCCCCGATTGTCACAGGTTCTATGTCTTTACCTCCTTTCAAAATACTTTCTT 
TAACAAATACTTTGACAMTTTATTAACCATTTATAAGACAAGACTTACCAAGGTGGTGT 
TCGTTTATGAATCTTTAAATGTTTTCCAATACTTAAGATACATCAAAATTATAGGACTTC 
TCAATTCCATCCTATTGTTACCAGAATATNAAA 

Sequence 732 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I J II ICTTTC I I I I I I I I I I I I I I I I I GAGATG 
GAGTCTCGCTGTGTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTC 
GGCCTCCTGGGTTCATGCCATTCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCC 
CGCCACCAAGCCCAGCTAATTTTTTTC I I I I I I I I GTATTTTTAGTANATACGGGGTTTC 
ACCATGTTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCTGCCTGCCTCGGCCTNC 
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CAAAGTGCTGGGATTACAGGCGTGAGCCACCACACCCA6CCTATTCCTTTACTTTCTTAA 

ACTTTCTTTCACTTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGA 

ACCCTCTTTTGAGGTCTTGGATCGGGACCCCTTTNCTGTNACACNAACTGTATCCCCCTT 

GGCAGACATATGAATTTGCACeCCCGCTTGGGTCTTCAATNTCCAGGGGATGAAACAAGG 

GAGGNAAACCGAGGGGAAAA 

Sequence 733 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTATGTGAGAA CGTA TACTACTTCTCGGC 

CACAACTACTATTTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCACAT TGCCC A 

TTCAGTTCTGTCCCAATCTTATAATTCTGATTAMTGTTCTGGCCTCAAACTAATTTTTA 

AAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAAGACTCTGTAACTTGTAT 

AAAATTAACTTGAAAAATTCACTCACTCCAATAAAACTATGATTTATGTAGCTCATAAGA 

GGGTGAATTTTGAATATTTACTCTATGAAAAAAGCCTAAGCAATTCAATAAAAACTTGAT 

AACTGCACGTTTAAGTTTGCAGCATCTTGTACCT 

Sequence 734 

NGCCCTTTCGNTTTNNCGCCCGGTCAGGTACTTTCTCTG AATT TCATTAGCTACATTAAA 

AAAAGAAAAGATCAAATGCAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAA 

TCCATTTGAATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATA 

TTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAACCAAAGCAAATC 

CAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAG CTCAAA AA 

GCCTAAAACAACTCCACATAAAAAAACAAAAATCTATCTAATTGGACATTTACCI I I II G 

GAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAA 

Sequence 735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 1 I I I I II I I I I I I I I I NGNCACAGAC 

ACAGGCTGGGAATTTCCCAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTT 

CGGAGTATCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGC AGCC AGGCTGCACCT 

TTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCATTTTGTAATGAGGA 

TCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCCTCCTCTAAGCCTCAGCAGAAAGG 

CCTTCAACATCCACTTTTCCACAACATTCTGTCTATGATACCTGCATTCTCTGAGATGCT 

AGAAGCTTTCTCTCCAAGCTCTTCCCTTTCCTNTCTGAGCCTTCACCCGAGTC 

Sequence 736 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTCTGCTTCAATAAAATTTGTCTT TGATT 

TCACTGGTGGAAGGGTGCTTGATCCAGCTTTTGCTTCTCCATGAGGAGGACTCTG I I I I I 

CAGTTTCCGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTANAAAACTGGA 

CAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGAACTTCTA CAAAAA 

GTTGGAAAGAATGCAAATTTAATAAAAATTAGATGCTAAAATTGTTTCATCTAAA I I I II 

TAATTTACACAAATAACATAAAACTATATGAATAGGTACCTCGGCCCGCGACCACGCTAA 

GGG 

Sequence 737 

NAI I I I I I I I I I I I I I I I I I I I NGTTTTGAAAACCCTTTATTCGGTTTCTCAGTAACAGT 

GATGCATTATAGAAATTCTTGTCTGCTAAACTTCATAG CAAAC CGATCCCAGTCCTCACC 

TNATTGTGTGGTAGCCCAGCAGCAGAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTG 

TTCATCCCATCAGATGGCCGAAATGCGAGTCTGAATCATTTCCTCTGGGTAGATTCNACA 

TTGAGGGTTGATTGGCTGACCTMTGTNTTTTCCAAAAAGGAAAATTTCAACAAGTTGCC 

CGCATTATTCATGAATGANAATTAGATNTCATATCAAATTAAAAGAAANGAAAAAGCACC 

AGANGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAA 

Sequence 738 

cccttagcgtggtcgcggccgaggtactatctgctctgaattaaaatttag aaca aaaat 

cacctgccgtgccactacacatggacataatcaa ctgc tamttatgatttgttttcttc 

cagttacttttccmttAtttttacatatacamta ttttc ttggtagaa gaaca aaagt. 

ggcactattcattgtgtag i i i i i i i gtaacttatattttaccctaagcattttctcgtt 

gtcttaaattattaatngaaaattattcatg gctaa ataatgcctaggctgccatgagtc 

ttttctccttctataaaccgtgtcagcAttcttttatatatatctttcagcacat ctgca 

ATGATTTCTTTGGAATAAAATTTCTAAAGTTGGCTGGATCGAAAG AATC AGGGAI I I I I A 
AGTGTTCTTTCAATTTGGCAAAGTATTTTTTCAGAAACAAGCCCATTTTAAGTTCTGAAT 
AAACAAATTCTTTTTTATGGNGCATTTAAAATGTACCtCCTTGTAGCCATATGCNNGGGA 
AAAATGGAATTATTTGGNCAACCATGCTTTCAGATACTTGGAAGAATTGGTCCTAATTNC 
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TTCTTTATGACCTATTCTGNGTTCCTGGGACTNTACATTAATCTTTNCCCATGGATATTT 

ACCATTGGAAAGGG 

Sequence 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGG 

CTAGCAATGGTCACCCCTACATACTTCCGCACACATCTTTCAAGAACAGGACACCATTAC 

CACACCCAAGAAAACCAGCATTTAATGAATTTATTCAGGAGTNTCATCCAACATACTCAA 

ATTTCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATTGATGGNTCACAGGTT 

GTATTTGGCTGTTACATC I I I 1 1 A GTTGTTATCCTTCAGAGTAAAACTGGCCTGCCCCTC 

TTTCTTTCTTTACAATATTGACTGCTTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCC 

ATTCATCTGATTGTTTCCATGTGACCAGATTCGGGGTCACAAAATTTNTGGCAAGAACCC 

TTCACAGATGACCATGTNTTGGTTATTAGGTAACMTAGATTCTCAAAGTAGAGAACTGG 

GAAA7TGACCTTTGTCCATTCACAAATAGAA I I 1 1 I I I 1 1 GAAAATCTAGAATTCCTCAN 

GAATNAATTGAT7TCTTTTCTNTTTTC I I I 1 1 I 

Sequence 740 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTGTCTGCATTTTGAGATTTTCCTATTAT 

CTTTCTGGTGTTGATTTCTGTTTAATTATACTGTGATCTACAAGCAGCACTGTAT TATTT 

CCATTCTTTTAAATTTGTTAAGGTGTGTTTTATGCTCAGAATGTGGAGTGGACTATTTTG 

GTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTAAATGAAGTAGTC 

TATGTATGTCAATTATTGTTTGATGATTGATGGTGTTGAAATCAGTTATGTCCTCACTGA 

TTTTCTGCCTGCTGGATATGTCCATTTCCAATAAAG GTGT GTTAATCTCTAT CTATA ATA 

GTGGATTTATCTATTTCTCCCTGCAGTTCTATCAGGTTTTGCCTCATGTAAGTTTTGGAT 

GTTCTGTTAAATGCATACACCATTAAGGACTGTTAGGTATTCTTGGGGAATTGACCCCTT 

TGGTTTCTATGTAATGCTCTTCTTTATCATTGGATAACTTTCCCTTGCTATAAANGCCTG 

GTCTGNCTGGGAAAAAAANACACAGGTNGNTACNTCTTCCCTT 

Sequence 741 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGTTAGAGATGACTTCAATATATGTCG 

CAGACCTCCCAAGGTGAGCATCACACAGCACTTATCATAATCCGAAGCAGCTCCACAGAG 

GCTAAGATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTG CAAAA A 

AATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAA 

ATTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTT 

GCTCAAAGAACTGCCCATCAACCACTTGGTTTCATCTTTGGACACCACACTGGTTATCTT 

NCTTTGGCCTCTGCCATAACGGGTCCAGGCTACGTGCACCAAAGGGAAAAGAATTGGGGT 

NCTTCTTCCCTNCCCTGGTTTGGTTAGGA 

Sequence 742 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTCCCTTGCCTCAACTTCTC ATCC TGGGT 

GATGAGACTGTTACTTTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAATTTTACC 

TCCTACTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCTrrrCT 

TGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATATGCCAAAGTGGCATG 

TTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAAGATAGAAAGCAAAAGCAAAATAATA 

GGTTTAAAACTAAAAATATCCAGGTGCGGTGGCTCACGCCTATAATCCCAG 

Sequence 743 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCCTTGGCAGCATCAATCAGGCAGGGCT 

CAGCCCACACCCGGCTCCTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGAC 

CATCGCAGTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAATGT 

GACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCACACAGATCCAAGAG 

ACCGCTCACCACACCTGAGAAACAAGAACCCAAGACAGCCTCATGGAGGTGGAACCGTGC 

TACGCAGTTATGGCTTCACTACTGAATGCGATCTTGCAAAAG 

Sequence 744 ' 

CCCTTAGCGTGGTCGCGGCCGAGGTAGGCGGGTGI I I I I I I I I GGGTAATTTTCTTGAGT 

TAGAAATGTAGTTAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATT 

AGATATTCATTTATCTTCCTCGTATTAGACTGCTTGTAAGAGACTCAGTGTT TAGAGA TT 

CATTTCTCTTCCTTGTATAAGACTCCTTGTATAAGACTCGGTGTTCATTTATCTnTTAA 

ATTAAACCACAACAAATATATGAGTTTTTAACCATTGCAATGTGCAATAAATAAATATAT 

CTGAAGTAGCATTAGCCTTCTAGTTTTAAATAATAA 

Sequence 745 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I I I I I I I I I I I I I I I I I I I I ICGTCAAAGTCA 
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CTATTTGGGCCCTAACATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAA 

CATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT CTAGAT AAA 

TATCTATCAAAATTAACTTTMGAGAMTACTCTCTTTCCTTAAAAGCCCTTATTTTTTA 

AGACACTAGAAAATAAGTTACTATAAAAAGTGGTGGTCTGGGGGCTAAAAACAAAACAAA 

AAAAATCCTCTTTTCTACA I I I I I I AGTTTTCT 

Sequence 746 

CCCTTAGCGTGGTCGCGGCCGAGGTAC \ I II 1 1 I I II I I I II 1 1 1 1 1 1 AGTTAAAATGCT 

TTACCTCAATGGTTGAGATATTTTGMTGGATTTTTCAAGGGGGGGAAATGCTT ATTAT A 

ATAATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATT GTCG TTAAGTAAGTAA 

AGCTTTTTATATTTAGGTAAGMCTGATTTTATTTTTTAAATTATATTTTATAT1TA 

GCACAGAAGAATAATGAGAGCCACATTTTAGTTCAACT 

Sequence 747 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTG 

TCCAGGATTGCTGTGTGGTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATT 

TACCAGTCAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTTATA 

TATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTGTCTGATGTGTTTA 

TGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCCTTTCTTTGCTGAATTAGAAGGGG 

TTACTCTGAAGAGTCCAGGTCTTACAGTGTGGTT 

Sequence 748 

CCCTTGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I H I 1 1 I I I 1 1 1 I I I rT TT 

NCATNCAANAAANATAATTTTACNCTTATTNTTTGAAANANAAATTNTANGGAATTTTCT 

TCTTCTAATTNAATNCCANAATACNTTCTNTNANCCCTATGCCCTNATACTANTANCTTG 

ATGGTTAGCGGGTAAGTAGGTAGTAGTANAANANCANAANGGGAAATTNGGGGAGCAAAA 

ANGGGANAAAAANAAAAAA 

Sequence 749 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTCACTACATTACAAAATAGTCTCTAACA 

TAAAATTGCCTTAATAACTATACTATTATAGAATCTGATAAACCTT ACATTAT TAAATTG 

ATTATAAAATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAATAA 

TATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGNAGAATAAGTAATGGATA 

TTCAACTGCATACAGAATATATAATCAAAAAAACAATTTATTATTGTATTTGTAGAAAAT 

CATTACCAGAGTAAGCAAAAA 

Sequence 750 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 

ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAAT 

CTATTCTACAATGAAATTCMTCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 

CATTAACAGAGCCAAAATGAMTTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 

GGTCAGG I I I I I I IGNCTGAATTAAATGGCTCCTTTACNCTAGCTACTTANGAACCACTT 

NCCATACCCTNAAGCTAGAGTAATA 

Sequence 751 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGATTGTGGCATATTCAACTATGATTTTAG 

ACAAGATGTGTGTGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAAT 

CTATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAATACCA 

CATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATTATTCACACTAGGTAG 

GGTCAGG I I I I I I I GTCTGAATTAAATGGCTCCTTTACGCTAGCTACTTAGGAACCACTT 

CCCATACCCTCAAGCTAGAGTAATAGATACCTGACC 

Sequence 752 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I GGGAGCCAT 

GGCAATCTTTTTACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAA 

TC I I I I I ATGCAATGTTATCANGTAAAAAAATGGCTAAAGTATATTAGCATTTACCCGAG 

TGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTACTTGGTGTATTTCTGA 

AACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGTAAGGATGGTATTGAACACGTTTACG 

TCTGTCCCCTTTCTCCTTTCTCCTGCTTCATACAAG 

Sequence 753 • 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I GGTATTAT 
ATAAAATAATAATGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACC 
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TGACATAI I I I ICCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCCCCAAATTG i 
TTGGACTTTTTTAAACAATTCACACTGACTGGGAGTCTTCACCTTTAAATNGT TGAG TTC 
CATCCCTTTAAAATCATTTAAAMCATGATTTTTAMTTTATCTCCATTACCTTATTTTG 
NGTTTAC I I I I I I ACTTTTATTTATTTCCT 
Sequence 754 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 II I 1 1 1 1 I I 1 1 1 1 1 1 GGTGGGGAGCTGTAT 
TTATTTCCCAGGGCTGTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAA 
TTTATTNTCTCTANAGMNAACGTTTTCtTGCCACTCCCTGGCTGCTGGTCATTGCTGGC 
AGTCCTTGTCCTTCCCTGACTAGTANCTACATCATTCTCATTTCTGCCTCTGTCTTCATA 
TGGCTGTCATTTCACTGNGTGCTTGTCTCTGGGTCTTCAAGTGGCCTTTTTATAAGGACA 
CTGGTCATTGGATGTAGGGCCTACCCCAATC 
Sequence 755 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACT 
GTGCACAGGCCAAACCCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGG 
GGTGA TAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGGGTGTT 
CTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAGCACCTCACAGATGCT 
TGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCTCAGCCTTCTTGGAGATCAGAGCCAT 
GGTCCTCACCCACAGCACATGGG 
Sequence 756 

cccttagcgtggtcgcggccgaggtacacaaaatattaaataggatatttatttctaagc 
camtttcagaaaacaatttacamctttttttaaagtataaacatagtgtatgcttact 
ataaaaggaaaagtataaaacattactcaagTatatatagaaaatgagtgggctgctgat 
ccccctctatattatctattgctgtgtgacagtattaccacaaatacagtagctgaaaca 
acacatttgttttctcacagtttctgtgggtgaggagttcaagcatagcttggtcctctg 
caagcttacaatccaagggttg 

Sequence 757 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCI I I I I I I I I I I I I I I 1 I I I IA AATGAGTAG 
GMGAGATGGTATCACAMCACAMGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTC 
TATTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAATATGGG 
CATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGAAAATGTGATCAATCAGCA 
GGCTATAGAAACACAGTTTGATACGATGGTGAAAACTTGTCTACAATGATGTTTTTTCAG 
AAATGTTGGTGTGATTAGAACAAGTCAGCAATGATGATGACAAAATATTTACATAATGTT 
ATAGATGTGGCTTGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGA 
GMCCGTTTAGTTCAAGTTTGCTTTAAAACAGTGGTTTTCTGAACCC I I I I I ATGTTCCG 
NGACCTATGATTAGNAACCATCTTACCATTTTANAAtCACTGCTTTAAAAAGTNGTNTCC 
GTACCTGCCCGGGC 
Sequence 758 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAAT 
GAGCAATATCAACATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCtA 
GTTACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTACGCGG 
GGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCCTGAAAAATACAAGGGCTG 
TTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGCCTCTGGTCTACAAAGATTTCATAAC 
TCCTTGGAAAGCTTC 
Sequence 759 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCGATTGCCTCTCCCATGCTTCTCTGCTTT 
CCAAAGAAAAAACTGACCTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCT 
CCATTGTGAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTTTTC 
TGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCCCAGAACATCCGTA 
TATATGI I I I I I ICTGTTTCTAGATtTAAAAATATTCCAGAAGCCTGGCCTCAAGATAGA 
TAATATTTTACTTTT 
Sequence 760 

CCCTTAGCGTGGTCGCGGGCGAGGTAC I I I I I I I I I I I I I i I I I I I I I I I I IAAAAAAAT 
ATCCTTNATNAGGNAAAAATTTTNNTTTNAATTAACNGGAAAGTTTTNATAAAAAAAGGA 
TGTTAAATNGATTTNAATGCTN I I I I I GNATTNGTNNATANA I I I I I I I AAA I I I I I AAA 
NCGNGNAATTGGGTNNTTTAATNGGGNG I I I I I I I I AAA 
Sequence 761 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAA 

TCCTGGAAACAAATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAG 

GATGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCTTATTAGAC 

AAGAG TTTCCCAAACTATCATGCTAAAACAGTAACAGCGAGCTTCCAAATTAATGTTGCC 

I I I 1 1 I 1 1 1 1 1 1 1 1 ICCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCT 

Sequence 762 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGMCAMTTTTTAAGGAAAA 

AAATTATCATGGTTCTMTCTTACATGTTAACATTTCCTTGT TATG TAGGGATCAGACTT 

GTTATAACATAATTCCACTTTATAATTCAATGAAGAAGAAAGTTTTGTCTGATTCTGAGG 

TATGTAATATTTCATTATTATTACCATATTGATATTCTCTATATAAAAAAATTTACATAT 

TGTAGTTTTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGTTAATTTAA 

AAAAAAAAAACAACTG 

Sequence 763 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCTAAGGGANGNNNGGAACTCATNAAAGAGAC 

AAAANGTGCNTTTTTGNTTNNAAGGCATGCTGTGGTGGTTGGGCGCAATAAAATAGTTGG 

GGCCCCCGANTGCCANTGACTTGCTTTNTNGTNGGNAACNAAATGGCCCATCANGTTGGA 

CNCACCTGNCCANTTCACAAAGACCTTGNCCCCATTCNTGGGAATGNAAGGGAGNGTTAA 

AAATAAAAAAGTGTTGACCACTCCCTTGGATGGGTTTAGCCAAACCTTGGGNTCCANGCC 

CCTGGAAAATTGGTTTTAAAAGGGGGGGNAGNTNGG GATCC AAAACCCTGGGGGGCCAAA 

ATAAGATACAATCCGTANCTTGTTNGGGAAANTTCAAATTTTAATTGTTCCCCCCAAGNA 

TTNGAATTANNAAAAAAAACCCCAAAATTTGGGGGAAGGNAAAAAAANGT 

Sequence 764 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCGCTTAGCGGGCCCGCCCGGGCAGGTAC 

CGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGTAGGCAAAAAAAANGAACCTN 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCACCGTGTAAACCTTCGACTTTCAAAGA 

ATTTTCCTGGAMNCCCATAATTGGTAGGTNATGGGTTTTCAATTTGGTCCGTTNCGCCA 

AGGGGGGGTAAAGTTNGAATTCCCCTTGGGGCNAAGTT CCAAC CCCANTAAGGCCTTCCT 

NAACNTTTTNGTTTTNNAACC I 1 1 I II I I I IAANGNCC I 1 1 1 1 I 1 1 G AAATCCCAA AAAA 

AAAAATTCNTTTTAACC I I I I I I I I A AATAAAGGGGGAAGGCCAAG I I I I I 1 1 I ICAAAA 

ACTTCCCCTTAAAAAAAATGGNTTNGGAAAATTAANTAAAATTTAAGGTTCCANGGNTTT 

AAAAAAATTTTCCACCCCAAGGCCCTTACCCNCCAANGGGGNAAAATTAACCAAGGGGGA 

ACCI 1 1 I I I INGAA 

Sequence 765 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGNTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCANGCTAATAGCCTAATTTGTTGAGCACAAGAAAA 

ATACACTGAACCAATTCTGATTATTGCANGAGAAATGATTGGCAGGATATTGGG AAATAA 

GAATGAAGGGCGGANAGAATTTCACATGGATTCAATATACTCTCCGTCAGNGAATTTTTG 

TT 

Sequence 766 ' 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGT 

GGTTTGTTGAATCCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATT 

TCAGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGAAAAAT 

ACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGGCAGGATATTG GGAA ATAGAA 

TGAAGGGCGGAMNAATTTCACATGGATTCAGTATACTCTCCGTCAGGAATTTTGTTCCC 

TTGATC I I I I IGTGGTTTAATGCCTTAATTTATTGGGGCCCCTCTCATANGTTTGGGGG 

Sequence 767 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCAA AGGAG TCTAATGGAACCAAGTAGCAAT 

GTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTTTCT TTCCC CTCTGTA 

TTTGCTMCTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTATTAATA 

GATTAGTGGAMTTTTCACCTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAG 

GAAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTATGAAA GTTCAA 

TGTTGCTGTTCTTGCTCAGTGGATTTTAAAGAAATTGAGTAGTTCCTATGTGGATTTTTT 

I I I I I I CTTTTCTAAACTG 

Sequence 768 
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CCCTTTCGAGCGGCC6CCCGGGCAGGTACATATACATTATGTAATNNANAAGCGTGCATG 

GGGATGAAAAAAAAATTTTTNNTNTATAATCNNGNTACAATATATACAATAAAACACCTA 

AAACGCAGAGGCTTGCCTTGTTTNTCCACAAATANGTTAAATACCCAAATTAGTAATTAA 

ATGGATTGGTGGTTATGGTAGGAACACCAAGACNAAAAAGCCAGGCCGGGACCGTNATTT 

TAATTNNGGGCCAGTACCACCACNATATAAAGGCCACCAACCAAAAAAAGTCCANANANG 

CCAANAAANMGNCMCCGCCCCAAGTTNAAATNGTTTTGTTGGGGAATTGNCCCAGTTA 

NTTCCAAAANGGAA I 1 1 I I GGTNCCCANTTANTTAAGGAACCAATTTAAATAATTCCCCC 

AGGTTTANGGAACNACCTTNGTTNAAATTAAGG I I I I I HI I I I GGGGTTNACCCCTTTC 

GGGGGCNCCGCCNGNAACCCCANNCCGTCCNTTAAAAGGGGNGGCCCGAAAAAT 

Sequence 769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTA 1 1 1 1 1 1 I ACTAAGGTTTTGTTTTGGAGA 

CTTGTTTGAAATAAAGTGATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATG 

CTAGGGATTAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTTTAG 

AATAATCMCTTTTAGGTMTTTGATACTGCTATAATTTCAAGCTTAGAGAAAA GTTG TA 

AGAATGGCATAAGGAACTCCTATATATCC . TTATCTAGATTCACTAAATGTTCATTTTGT 

GCCATTTGTGTTATTCTTTGTCTCATCCTAGCCCAGTCAGCCTAACACCACCCAGGGGAT 

AAACCAGTAGTCTGATA 

Sequence 770 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTCTCATTTGTCA 

CTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCTGCTGGGTGATCCAGACCA 

CACTCTGCMCTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTTTTCATTTATGTCAAGG 

CAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACGAGG 

CCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCCGGGGCTGTCCAGAAGATCACC 

AGGAGGGCTAAATAGTAGAAAGGAAAAGTCTTATTGGTGATATGTTTGCAAACTGGGAAA 

AAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGGGCAGCTTG 

GATTTTGTGCCTTACANGGTCNGTATTATATAATAGAGTCATGCATATTCANTAGGTTTG 

GGGGAAAAGCTATATATATTTATGAAGGGGAGCCAACTACATGGGCAATGGATAAACATA 

CATGTAACACATCCATGTTCACTTTAGGGGCA 

Sequence 771 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCA 

AGGGNGGNAGAATNGAAAANGANGNCTNNCANCTTGNTNNCNTTTGGGAAATTGGGATAT 

CCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGNAAAACATTAGTTAGAAGAATTGAA 

NTAAATAAAATTTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAAACTAATGCT 

ATCAANGATAAAGTANGAAATACCACATTTCAGNAAACAAGCTTGGAAGTAGNACAAGGT 

CCTTCATTAGNGCCNTAGCCTTGGNAAACCCTTAATAANCCTATNTAAATAAAATTGAAA 

AN I I I I I AAATTTATNACTCCTGG 

Sequence 772 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATGAGGCCCACATT 
GTGTATGCTAAAAAAAAAGTGNTTTTNNTTNTTCCTTGGGCCTACAAGAACATGTTTCTG 
TCCGCTAAGGAGAAANTNAAGAAAAACAATGGCCCCCTTNCCTTCCCNATNAANCCCAAA 
ANCCTTAAAACNTCACAGGGGANGTTGNAATTTTAAGGAANTCCACCCCTTTNTNGGGGN 
NNCANI I I I I I I CCCCCCCCAAANAACCCAACNCCCCATTTACCCTCCTTNGTTAAGAAA 
'■ TTTTCCNTTGGAATTNAATNGCCNACCTTCCTTTTAAANAAGGNANAAGCCCTNNACCNA 
AGGCTTTC I I I I ICCCCCCCAATTTNCCCCCCTTNATTCNTTGGAAAAAANGGCCCNAAC 
GGGGGAMCCCCCCACCCTTTGGGCCNTTTTTTGGNGGGTTCCCAAGGG GGAAA AAAACC 
AAGGGGCCNATTTANCCNAAAACCCMTTCCCANGGANATTGGTTTGGNAATTTTAATTA 
AAAAAATTNGGGGGCCCCNACCCATAATTTTCTTTAAAAAAAANGGTAAAA 

Sequence 773 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCATCCCCCAAGGCCTTTTAC AGTC TGAAAT 

ATCAAAATTGAMGCAAAAATAGGATGACCAAAGGACTACTATTTNACTCTCTTTTCAGN 

AACNTCNTACAATATGTATGAAAACCTAAAATATCCACTNTATGGGATCATCANNGGGGG 

GAANNTAAANTGTTGCCCNTGTTTTNGNAAANGGGGCATTCANGATGTATTTGGGATGTN 

CNCANGGNCCTGGGGCANTTTTATNTCAAGGATGNAAGGGGNTNNCATTAACCTGAACCA 

AGTGGANTGACANGNGTCTTCNCNTTATAAATACCAANGGGGCCGNGTTNTGGCNAACCC 

CANGCCACCCCAATTGGMCCTTATGGGGGGGCCTTNGGCCNTTTTTTANAAAANAACCA 

AAAAAI I I I I I ICTTAAAGGGGGAACCTTTTACCCGGNCCTTCCTTNTTTTGGGGGG 
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Sequence 774 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACATATACATTAT6TAATTAAAAAGCGTGCATG 
TGTATGTATTAAAAATAATGGTATATAAAACAAAATTACAATTATATACCAAATAAAAAC 
CACNCTAAACGCCANNAGGGCATGCTTGtTTATTCCCACCATATTAGNTAATAACCCAAA 
TAGATAATTAAANTGGAATTGGGTG 

Sequence 775 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 II 1 1 GAGAGGGGTCATC 
CTCCMTCA7TMCTACTTCTMTCTTCACTGCTACACAGAAGTTTCCAATATTTAGCAA 
CAGATGGCTTTGCTTTTACCTTAtAGATGAGGCCAAAGCACCAGGTAGGTGGAAGGTTCT 
TGTATCGGTTCGAACCCCNACAGCGCGCCAAC 

Sequence 776 

cccttagcgtggtcgcggccgaggtac i 1 1 1 1 1 1 1 1 ii i i i 1 1 1 1 ii i 1 1 1 1 ggnctgcc 
gtggagaggatggatgggagggggaagaacgagagctttgtttagaggctgctgtantaa 
tccaggtamggcttttaatcatgTcctgaacaatgatcagcaatggcaatgganatgac 
agaacanaatttaanaaggaataaaaaaggctt3ctgactacttggatgtgggtgang 

Sequence 777 

cccttagcgtggtcgcggccgaggtactgcaagccaaatgcaatgaacaaaccaaggtta 

ttgataattttacatcacagctcaaggctactgaagaaaagctctttggatcttgnatgc 

acttcgggaaagccaagttttccgtaagggtaaaatcggnaaantgaaagnaa aacct tt 

aagaccagncagctttgaaggtcagccttgagtaanacagnaatttaataccaattttaa 

gaaggaatttggaanaaangaaaAtggccttgaaanaggttaggccaaaggggccttagg 

gttaagttcnctttaaccccaaggaaaggaaggccttncccatgggggggggaagnaaag 

nangnccttnaaaaaggcccttttaacccttAaaaccccttttttcaagggggaaaaaaa 

aattntttggamggttngnaaagggtcccanggtttccAnaaggttn ggaaaaaa gtaa 

aggaacci i i i i igggggataaaaaamgggaaaccctttcccaagtani i i i i i i iggg 

AAAAAAGG 
Sequence 778 

cccttagcgtggtcgcggccgaggtactggttatcaggataatactAgcttcacagaaga 

agctgggaagtattccctcctcttcta i i i i i i i gggaggactatgtgaagaactggtnt 

tmtaaamctccttattaaggamttttttaacataccaaaaaatagtaagaatagtat 

catgagttcctgtgttgtattcccgcctaacttcaAtaattatcaatagtccaccattct 

tattracttatacttcccctccccmcaccttactcttttggcgggggctgaaattatt 

ttamgtaaatcccaagacatatcattcacctttaaatacttcaaatgtatatcttctaa 

caggataaaggac i i i i i i i i 

Sequence 779 

cccttagcgtggtcgcggccgaggtactacgaagctgcagatcattacgctgatatgaat 

gactgcttgaaagaacaatgactctggcacagccactgcttttcacccaggaaagcagtt 

tttcacagaatggctttgatttatactttgcacaccattgagagaataaaaagaaaatct 

aamgttagtcttagagcatacaaacattctatatactatttcatcaactttatgtgata 

atgatatataatttatatatactgaaattattttcaggatccact tactg tgcttaaacc 

cgaaagtgaatgattaaagaggcaatggaattatctmtgtatcttttataaattaagaa 

ATCAA 
Sequence 780 

ccctttcgagcggccgcccgggcaggtacagacagtgtgatggatgatgctgctggttgt 
aaatttcatcgtgtgtgtctaai I I I I I I icctgtatgaatggggtaaaaacaaaacann 
AACI I I I I I I i a ggaagattgtaattttgcntgtcatgi I I I I NGTAG GNAA TGAGGGGN 
actcgtttgnagtcttcacctaacncatccctgngnagtttntgaagttttggaaagncc 
attgaaannattgtgttgccccccaatgncccttggaccngccttnacagtccgncnctt 
nnggattcttgcaaccgttgtc 

Sequence 781 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I TTTTTGGCGGATGAG 

TCTTTTAATAGAAAAACACACGTGCAACAGTATCMNACACATTTTTTNGCAATCCTGAC 

AGCAGCTGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTATCAA 

ATTGGACCCTCAACTATGCATTTTTCTGNGTGCAAGTTATATCTCAATTACAAACAAACA 

AAMCACAAMCCCTATGGTTMCCCAAMCCTAAACTATNACCAAGAAATATCAATTGG 

GGTTATGGCATGACCATCCTCCCCAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGA 
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Sequence 782 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATAAATGAGTTTGCAGTGAATTGGGCCTT 

CAAATTACCTCAAGTGACAGATAGTAAGAAAAGCTTNTTTGAGCAGGTGGAG GTCACT GA 

ATCCCCTACTATGCAC7TATCAAGATTTTACTTACTTTAATTTACTGGAAA TTGAT TTTT 

TAAAAMTGACTACACTGTAACAAGGGMGGGATCTGGGTTTTTTTGTTGTTTTATTCTT 

G l I I I I I I I A AGTAGTTC AAATTCTGAAACTGTG ATTTAAAA A I I 1 1 I I A CAGTCAAGCA 

TTCTGATTTTGAACATAACTCCCTTCCCTTTCTGTGTAACAAAGGTCTCTCTGTTATCTC 

TTAAATTT 

Sequence 783 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACA 

TGGCTCTCCAGGTGTTGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGG 

CAATCAGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGTATCAG 

CTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCTNTCCCAACCATTGTC 

TTAACTTCCCTGGCCAGGATGCCTGCCATATTAAATGGAGAGGAGGCAGTTTCTAAATGG 

CTTGACTTTGGTTGAAGTCTCAACTCAGGAAGCTCTGAAATTAATCCACCC 

Sequence 784 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGG 

TCGCCTGGTTCTAGGAATAATGGGGGAAGTATGTAGGAAGTTGAAGATTAGTCCGCCGTA 

TTTCGGTGTACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGACT 

TCTCTTTAGTCANGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTAGAAGTCTTAAA 

TAT 

Sequence 785 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAGGATATGTGTGCATTACATGCAACCACTA 
CACCATTTAATATCTGGGGTGTGAGTATCCGTGGGI I 1 1 I GGNATCCGTGGGGGTCCTGG 
AACCMTTrCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGTGCTTGTTT 
TTAAGCTrCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTATTATTGGTCTTAAAAG 
ATAAGCTTANATGTTGTTACI I I I I I GGAGTTTTTAGTTTACAGTGATTTCATGAATCGG 
GCAGCTTCAN ACCAC AGGAGACATNAAGCAGGTTTNAATTTTCAANGAAAGGCNTTTACA 
AGGCAAAAATATTTTGATTTGGTTTAGA 
Sequence 786 

TGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAAC TGAGC AGTTTAAA 

ACATTCATTTAAAGGGATATCTAATGTGTTTATTATTAACATAMTAATGTTTT TATGA A 

AMTGTMCCTTNGTTTTCCAAAACAAAMTGTTTAGGGCMGAGTAACATTATTTTACA 

TTATTGCATCTCAGTTGAAAAATAAATGGCAACAAAAATTCTTATATCTGCTTCTGCAGT 

TMTCTGNTCATTTTGTTTTGGTTGAANTATATTGAAGGAAATCTGTTCCTCCACACAGT 

TTGTGTAGTGGGAAAAAGGGGGGAC 

Sequence 787 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGATTCCTGGTTA AGCAGGC ATTGCTTTG 
CCCTGGAGCAGCTATTTTAAGCCATCTCANATTCTGTCTAAAGGGG I I I I I I I GGGAAGA 
CG I I I I I CTTTATCGCCCTGAGAAAGGATCTACCCCCAGAGGGAGNAATCTGTAGNACAT 
TCTTTGCCTACTTNTTACTTTTATTTAGGCTNTTCTTCCCTNCAATTTCAATTTTCCTGT 
ATTACCACCC I I I I I I CCCC I I I I I I I I GGGGGGGGAAGA 
Sequence 788 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGC 
TTNTATTTCGACCGCGATGATGTTGGCATCTGGAAGGCGGGAGCCACTTCCTTCCGTGAA 
ACTTGGCCGTAGGGAGTAAGTCGCCGAGGGTCTNCNAGNCGTTCTTTNCTTGAAGGATGC 
ANAANACCCATGGCGTTGNGCGGACCGCGCNTCTTCTTTCCATNGGAACATTCAAAGGNN 
AGNCNCMGTTTTGNATAGTANTGTAANTTTGGGNGGGTTAAAAAACCTNCCCAANGNAC 
CGGCCCTATTGNAAAAAAGNCCTTGNCTCCAANTGNGGCCCCCCTTGGGGTAAGTNAAAA 
AAAAAAGTCCCTTGTAANCCCCAAGGGGCCCCCCC I I I I I I I GGGGGAATTTCC 
Sequence 789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTMTTTCTTTATAATTTGTTCAGCTATTT 
AAAAAGATAATCCACAATCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAAT 
AAAGGAAAAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACATATA" 
CCCAGGCCTC AGCG GTGGGAAGAAAACATACAACCACCGGGCAAAATGTTTGAACACTGA 
AGACGGGAA I I I I I IAGGGCC 
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Sequence 790 

CCCTTAGCGTGGTCCGNNGCCCGAGGTACTCAAGTCGCCCTTATGGAGCCCTT GATTCA G 

GCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTCAGGGAATGAAGTAAGTGTTTTTT 

ATGTTCCGTGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCCG 

TCTTAACTGGATTCAAGTTTCTCACTACATAAAATACAGAAAAGTCAAGGTGGAGGCAAG 

ATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGG 

ATTTCCGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGCAAACA 

GGAGCTGAGCCAGTTTGAAACTGAACCTACAATCTGAGGTGGGGGGTAATCTCGAGCAGA 

AGTGCTAGATGGTGAAAAAACAAGTAGGACTTTCGGCTGATGGGTAGAAACA AGGACC TT 

NGTAAAGAATATTCATGTGCTCAAAMGGMTAACTTCCTGGCTAATTCTTGCGTTTTTC 

TCGI I I I lAAAATTAATTGGATATTATGTTTTCTGCTCTTAAAAATTACTNNGTNCACAG 

AAGTCTACCAAAAAAAAAAAAAAAAAAAA 

Sequence 791 

GATATCTGCAGAAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCT 

TTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGAT 

GCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAA 

GACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCAT 

GTTAGGTGATTNCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATA 

TTAACAGCTTTATATCATCAAAGTTTTAACAGTACCTGCCCGGGGCGGNCCGCTCGAAAG 

GG 

Sequence 792 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 I I I I I I I I I I I I I 1 1 I I I I I 1 1 I I I IGAA 

GCTGAAGGCCACAGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTA 

CTGGCTACTTTGTANATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAACTAACA 

NATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCTTNTACCTACTGGAGG 

CTGGGGAGGAATGTAACAGCACAAGCCATAATGAAGTTTATATACAGGCTTAATATAAAA 

NAAAACCCTAGAATGAACTCAACACAATTAT 

Sequence 793 

I I I I IGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGCAGGGATAGCTG 

AGTCTTCATCCTCCTCAGCCCCTATCTGTTCAGTGCACTGAACACCAGCTGCTCTCTTCC 

TCTCTGGCTCCCATGGCAGCCATGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCCCTC 

TTTAAGGGAACCTCCGTTTTGCTTTCTGGAACCAC 

SspucncG 794 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGAACTTAAATTTATGATGAATATCTTTGAT 

AATGAGAAATCCTGAGAGATTTTACTTTCMTTTTATTTTAATTTGAAAGAGCATATGAC 

ATCTGGAATATTTTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAAT AGAA ATA 

GAGTAATTCTACTGTTGG ATTTTAA I 111 I AATCATATTAAAGTTTAACTGGATTTTATT 

TTAGGACTAAAATATTTAGGACTAAATAAMTTTTATTAATTAATTTAGGACTTTTGG GA 

AAAGATATTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTTCATCTTTT 

GAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTAC 

ATCCCGAGATGTGTTTGATG 

Sequence 795 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCTAGGTGATCTTTGGCTTCCTCAAGI I I I IG 

CACCACTCAGAATCATTTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACT 

GAAGGAAGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGAGATT 

ACATGTTTATC I I I I IGTTACAGAAGAAACTTTGAATAGCAGTTGAAAATTTGGCAGGGT 

GGACCACCTAACTTGACAGTGTATTATTGTGTCTGTTTTGAAGGAATAAAATGGAATTAT 

TTATAAAGTTTTCATTTGTATTAGAGA 

Sequence 796 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTATCTGACCTAATCCTCAACACAAA CTAAG G 

CAGGAGACACAGGGCTGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTAT 

CAATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAGTATTATTA 

GTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAACTGACTTGCCCCGGCT 

CCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCAGGTGTGTCTGACCCCGAAGCCTGAT 

CTGACCTCTGACAGTCGTGATAAAAATAAT 

Sequence 797 
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CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTTAC CACAAT AA 

AAAAGTTTTAAATTTATTATAGGTGACACTGTTTGCTCACTGTAGGTCAGGTA I I I I I TG 

G l I I 1 1 I I I I CTCTTTATTTTATTTTTGACCAATGGATTCACGTCACCAGGTGA I I I I I I 

AAACAGCTTTATTGAGATATATATCACGTGCCATAAAATTCACCCATTTAAAGCA CACA G 

TTAAATGTTTTTTAGTATAGAGTTCTGCACCTCTTATGACAATAMTGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCA 

Sequence 798 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTTTTTATGTTTACAGCTGTAACCCCTGAG 

TTATCAAGAGATGGAACATTAGATATGATTTATT CCTATTTAAGA TAATAGGACATTGCT 

TGATTACATTTTCAGAAGATATTTATCCAAAGAAA I I I I I I I I 1 1 1 AATCTAAAGGAAAG 

GTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAATTGATTTATGTCCT 

ACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTATCNCTAGGGTGTCTGNAGAAGTA 

TCTATATATTGCTTTTTAAGTTCTTAT 

Sequence 799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTAGCTCTACTTTTCCATATACAGAGTT 

GTTTCCTAGCTTTCTGCTAATCTAACTGGATTCCTCTTCCCCATTTCCTCATT TACT AGA 

TTATAATGCACATCACATMTAAAAGCTTAAAMTGGGCTTTCACAGTTACTGTTTTCTT 

TTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCATGATTCAAGTGACT 

AGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTTTATTTTACC CAATA ATACTACTT 

TGCCTTCTTACTTAAAAATGTCCCGTGCTTAACCCTTTTGCTCTTTATTTTGATTTAAGC 

ACTTGACC 

Sequence 800 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTCTATTTTTAACAAGGCTCCCTCAAGATATT 

AATGTGACAMCTTACATAGCCAGCTGTMGATAATtCTTTCAAATGCGCAAG TAACC TA 

ACAGATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAMTATGGCCAATTTTCC 

CAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTAGAGCACCTTTCTT 

GAGAAACTTNTAAAAGGAAAAAATAAAAGACATAATTATACTCACACCACCAGTAAAACC 

TCTGGTCACCTGTTTTGGGTTGTGGGAATGCCCCCAGCAGCCGAGAGACCTATATT 

Sequence 801 

GATGGATATCTGCANAATTCGCCCTTAGCGTGGTCGCGGC CGAG GTACTGATTATTCTCC 

TGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTGTGAGTTTTGCATTCCAACTTGCTA 

ATTCAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTCTCGTGAACTGTATT 

GG I I I I IGTCAAGCAATCTGTTTGGGGAACTTGAGCAACTGGGGCAC TGCT GGCTAGGGT 

GAAGTTTATTTAATTTGGTTTTATGACATTCT TCATCT TGGAAATGGGGTTTTCAAATAT 

TGCTTTCCCAAGCATCATTACTTATTTGCTGG I I I I I A 

Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGCAATTAAAGAAGACCTGCCTCAA 

ACATTTTCTGTGTGACCTGAGGCANGTCCTTTTATAGCTATAAACTAGGGACAATATTTG 

CTGTCATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCC TGTCG CTGTGAAAGAAC 

TTAGCAAATGAMGCATCCTAGGGAGTGTTTTAGATATCGATATTTTTATCCAATTAACT 

TTTCAAAATGAGTTTATTTGCTCACTGAAACTGAAGTACCTCNGGCGGGACCACNCTAAG 

GG 

Sequence 803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCTTACTTTTAAC 

CAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACACAGCAAGACNAGAAGACCCTA 

TGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGAGTCCTCAGCAGGGGGATCATT 

CACAGTGAGGACAGACACAGGTGAACCTATGGGTCGTGGAACAAAAGTTATCCTACACCT 

GAAAGAAGACCANACTGAGTNCCTNGGCCGNGACCACGCTAAGGGCGAATTCCATCACAC 

TTGGCGGC 

Sequence 804 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTGCACAGTGCCTTTTAAATTCATTTTGGTG 
GACAGTTGGCAGGCTCTTTCACTTGAGAGGCTTATATCTTAACGATTTAGAATGGAGAGT • 
TTGGCTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTCCAG 
AGTCTGGAGGCTTCTC I I I I I AAAAATTGCTAGGCTCCTGCCAAATGTTATAATTTGGGG 
ATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAGATTAATAGGAGAAATGACATCGA , 
AATTTATTAGCATGCAGGGGGAAAAAATTGATTACCAAATATCCCAGTAGGGTAGAGATG 
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CTTATATACCCCACCTCTTAAGAGAGAGGGAAAGTGGATGATTTTAGGGGAATAGTAAAT 

ACTTTTTATGGGAACTCACTGGGCTTGAAGAATATAACAAAGGCCTGGGACAAAGTCTGT 

TGGGCCCACCAGAACAAGACAGTGGTTTATGACAAAAGTCTGTTGAGAATGTATTGAACA 

GACTTCAATCTTTCTTCTTGGAATATGATTCAAGTTNAAGGAAAACTAGGGAAGGGACTA 

GAGGGAAATNGT 

Sequence 805 

CCCTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACTATTACTAGGTTCATTGTTTCC 

AGAGGGGTGAAACGGGGCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATT 

AAGTGGTAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTC 

TCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATA 

AAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGCTGGGATTCATCCTGGCTTGTTCTG 

ATAGGTCAGTTAGTCTTAGAGATACCCATGAGGTCACCTACTCAAAATGGGGCTCAGAGT 

AGCCTTGTCCCATTCTTGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTG 

GAGGCTGTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTTCTAG 

CTTTATTTGCCTGGAGGGGAAGATTCTCGAGAACCTTGTTAAGATGCACAGTGTGGTCCT 

CGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGG 

Sequence 806 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGATATATACACC 

CACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT CTGG GATATAA AATGG AATG 

TATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTTTTACATTTAATTTTCCAA 

AGCAAAACATTTCAGTTGAGGATTTrATTAGAAAATAAATAATCATTTAGCCATATCTAG 

AAACCAGAATAAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTA 

CTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTTGAACAAACGAACC1TTAATA 

GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGGTCGTAAACCCTATTGGT 

Sequence 807 

CCCTTTCGAGCGGCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGGG 

GCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCANANGTTCAGAAGAATGCAAAGG 

ATCTCAGTGGGAACGCGGACAGGAGAGCCCCAAACCAACACATGCTAGGGCTCTCTAGGC 

CCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTG 

AGGAAACGAAAGTTTCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGAACTTG 

TCCCCTTTTGTTTTCTTTGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGT 

AATAACAGAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGCTAA 

CTTATAGCATCCACTGAGATTAGCCCGCATAGGATTCTTCCATGTTAGAGCTAAAAGGA 

Sequence 808 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCCCCTACCTATAAGGCATTTATAATGTGCT 

GGGCATTGTGACACTTTTCATATATTATCTCATGAAATCCTCACAATAATTCTGAAGGTA 

GCTGGT A I I I I l A TCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAATTCAGTGGCCC 

AGGGTCACACAGTTTACAAGTGCCACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTC 

ACTCTCCCACTTCCCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATC 

AGATTTTCCACCTCTTTAAAACTCTTCAGTTCATATAATTTAAGGGTGTGACTATTCATA 

GATACCTTTGAGCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAA ACAA T 

GCACGCTTNCTCTGTAAATTAAAAATGCCAACCCGAGCTTTGGGAAAAGCCCATCTTTTG 

ATATGAACAATTAGGGCAGTTTMGTTTTAGAAATNAAGAAAGTCCACTGGTCCTGCTTT 

T 

Sequence 809 

CCCTTTCGAGCGGCCGCGCGGGCAGGTACTTTTTTCTTTTC I I I I I I I I 1 1 I I I I IGGAA 

GAATATTGCATACCTATTAGAAAAGTCTTTTAACAATTAAAATTGGAAAATGACTGACAA 

ACTTACACTATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAAT CTCC TGATT 

GATATGCTTTATTTMCCAGGTTCTCAAACCATTGGATGTGAAAACCAAATTTTACAATG 

CANAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATTAAACATTAAGATCGTATTTGAC 

TAAAAATCTCTTATATACATTTCTAATACTGAAGCA AATCG CCAACGTGACTGTAAATTA 

TTTGAAAAAATCACAAATTTCAGTTAAAATTGAATAATTTTATTATAG GTCTC ATAATCT 

TTTTCAGCTTACATGGAATCAATGTGTCTTGATTTTTATTCTCGGTAATTTTATAAGGGC 

TTCATCTCCTTTCGGTTAAATGATTGCCCTCTGATTCCATTTAATGGNGGTTGTTACACT 

AGCAATCTGTTGGAATATTTACATGTGGGTTCGGGATTTTCCAAAAATTGGAATTANTAG 
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AACCTACCGCTGCAAAATAGATTAATATTCACATGGGAAAAATCCTGGNCAAGGGGAANT. 
TTCNNCATTAAATTNTTTNCAGGGGAGtCCGGTTGGCCANCCAGAANTAAGGTNCTGGGT 
TNGGGGGAATGGCTTAAAAGCCCTTGGGAAAAACAAATTGGCCAAAAANGGGAGTTACCT 
TTTAATTGAANAAN I 1 1 I I I I 1 1 ACCCTNAAAAANGGGATAAAATGNACTTGNCCNAAAA 
AAAAAAA 

Sequence 810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCATTTCI 1 1 1 1 ATTCATATTATTTCACCAAAT 

AATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAAT 

TTGGCTGTTTCCA I UN IGGCTGTTATGAATAATGCTGCTATGAGTCATAGAAACCATT 

CCTCTTACTCAAGAAACAGGTTCTCCAGAAACtAAGCTAAACTTGTTTGAAATGTAAATT 

CTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGeAATGCTAACATTTGTGAACACTGTCAAAA 

TCAAAATGGAGTCACTTGTGT7TAAAAATCCTGACAAATAAAGCCAGGGACAGCTATGAA 

GAGAGGGTTCTCATGCATCAATGCCTGATTAACAAAAACTATCCCAAATGACTCTGCAAA 

AACCC 

Sequence 811 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATCATTAAAACTATGTTGTAATAC TGTTT GTC 

TTTGTATCCA1TCTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTAT 

ACCAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTATTTGTTCA 

ATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATGACAATATCTTCAAAGCCA 

TTATTATTCAGCTTAATGAAGGAAGTATTTGACTGGTGCAGCAGGCACAGAACTAAGAGG 

AAAACAAAACCTCTGAATAACCCCATTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTG 

GTTTGTTCCCCGCGTCCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAGCACACTGGCG 

GGCCGTTACTAGGTGGATCCGAGCTCGGAACCAA 

Sequence 812 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTAAGAGTTATTAATACTAT TTCA GTAAAAAA 

AAAAATTTAATAAACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGT 

GAAATACAAATGCAAGGAAAAAATCATTTC TTTG TTTCAAAGGATGCATTTCTTCCATAA 

AGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATACATCANCCTATNTAAAA 

TACATTTCAAAATGATCTGTGCTCTTTAAATTACCAAAAGCAA 

Sequence 813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTCCCTACATTAC 

TCCAGAATACAAAGCTTCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTCTTGGG 

TGAAATACTCCACANTTATTTCAGTTCTCACTGGTGAGTCTGAATATAAGCTCTATGAGA 

GCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACAT 

AGTAGATGCACAAAAGGTGTTTGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGG 

TCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGNTA 

AAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAATCCT 

Sequence 814 ' 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I H I I I I I I I I I I I I I I I I I I H I TNGNTNTT 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I NTTTTNNCA 

ANNATTAAAATAAAAAATTATTTTTACTACAAACAGANAAACGAATTAAACTANNANCCT 

AANATACTTTNTGGAATTGAAATGATACATTATATATACCTATNANGATAATNGNNTATA 

NCGNNNCTAAACTACAAATTAGTCATAAAAANGACTTNTGTNCTATATCAATTAAAAACT 

GGTATTAAAATTGANTATNATAAGACAATA 

Sequence 815 

ccctttcgagcggccgcccgggcaggtacaagtattatgtatccataaaaattaaaaaat 

ctttaaaaatgcatatgggggtcagtaggtaaaagaaaagagaaccaagagagctgcagc 

cggggagcacagcttgctttaaacatgagatccagctcagtgatcatgc gggg gaaaagg 

cccggcattgctggaactcctaatatttaaaaagatgatggaaacttgaaattttatatt 

taatcttctcatttttaagtgttggcaAtgtattgaagactttgaagcctctctgctggt 

CAAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAG 
Sequence 816 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTT 
AGATTTGGTGACATCAGTTtGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTA 
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TGTTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGATT' 

TTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACA 

GCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTC 

AGATTAAGTCATCCAAGAAACATACAT 

Sequence 817 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGC GGCC CGAGGTACATGTAATAGACACTA 

TGCTACAGCAAMGCTTTTCTTATT GTCT TTAAAATTTTCCT GGGT GCATAAAACTATGT 

GGGTAACTCTTTCCCMTTTTTAACTTTTACATTACAAGTCATTTTCAGAGTAAAAAGTC 

ATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCNTGAGGA CCAAA AATCCCAACACATT 

TTC AAAAG GGAG AAAATTTC TTTAAACTTCATGGG AAAAGTATTTTTAAC ATAATAG AG A 

GGCTTTATGCAGTCTTTGACAAGATGATACTTTTGGAATAGAACAAGGAAGAGGAAAATA 

TTTCATATTATAAA 

Sequence 818 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I I I 1 1 I I I I I I I I I I I I I NATTTTTTT 
I I I I 1 1 1 II 1 1 I I I I I I CNNTTTNNATTTTGGAC I II I I I I I 1 1 II I 1 1 I I NNA AAAAAA 
ANTTAANTTTTTN AAN NNTNN I I I 1 1 1 1 I I I I I I I I NAATNTTTNTTNNTTTTATTAAAA 
ACAAANGAAAMNTNACTTTTTTNTC CAAANANN CGGCCTGNAAAAACN TAAAAAAC AAT 
GCNNGGATGGANTCAAANTAAAAAA 1 1 II I I 1 1 C CTAC GGAAAAAAN AACTTTTT TTGG T 
TTNTTTTTAACAAAAANNTAGNAAAATTTCNNTTNTTTTAAAAAGNTAAAATNGGNTTTT 

l I l l 1 1 AAA 
Sequence 819 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTT 

TAGATTTGGTGACATCAGTTTGATATTCTCTTAAAGGAAATAA ATATTC AAGAACTGATT 

ATGTTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATT1TTTCACAGAAAGAT 

TTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACAC 

AGCCTGATAACTTAGTCAAGGATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTT 

CAGATTAAGTCATCCAAGAAACATACATACATTCTAAATGGTATATATTGGGAATATATG 

CCCCTTTAAAAGAATCAGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCCGTGT 

TAGGAGAATGTGTGGGTCATC CTAG TTACTAATTACTCTCACTCAAGATGGAGATGTTGT 

CCAGTTTAACATAGTCTTAAAGTTTTCTTAAACCCAAATAATTTATGA 

Sequence 820 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAATTAGTTCCAACTACTGCTGGTGATAAAC 

TCACCATCTACCTTCACTTGTTTTCTCTTAATTCTCCAAGAAG TAATCA GGTGAATAAAG 

AATCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTACTCTTA 

AATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTC TAATT CAAATTGCTCTT 

AATGATCCTAGAGAGAAATGAATTACTAGAGATAAAAGATAAATTTTGCTGTGGTTTGCG 

ATCTTTGTTTCTTTCCTTAAAACTTAACA 

Sequence 821 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGG 

CAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTC 

AAAATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTAGTATA 

CAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGCCTACCACTGCTTGGC 

CTCAGTGTGAATTTAGACCCCATCTTCTGATATTTCAGGAGAAAGTAAAAATCTAGATTT 

TTATCTAAAATC I I I I I AAI I I I I AAACAGTCACCTGATTT 

Sequence 822 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGA 

CCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTA 

ACTTCCCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCTTCTTT 

ATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAA 

GGGCCCAGACTCGAGCACAGGAGCACAGCACGCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTT 

Sequence 823 

CCCTTAGCGGCCGCCCGGGCAGGTACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTT 
GAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCC 
TACGTTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCCTGGGTT 
CCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCGGCGTACATAGTAAGTG 
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TATGATAGATGTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTG 

Sequence 824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAG 

TTACAGGGTGAATCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAA 

TTGGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGATGACT 

CCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGTGTGGTGTGGGAAAGGACAGTTC 

TTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTTGCAGCTTCGCCGACACGAGGTGACC 

ATCTGCAATTACGAAGCATCTGCCAACCCAGCAGACCATA 

Sequence 825 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTCATGGCTTTTTGGTTCCAGCANTGAGGGC 

ATTGGTGAGATCAGTGGTAMCTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAAC 

GTNANGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAAC 

AAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGA 

AAGGTGGTCTGTGGATCTGTCTGAATAG.\AAGAGCACAGTNAGTATGCATTGCCGGAGAA 

AACGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTG 

Sequence 826 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAACAAGCAGCTGACTTATGTTTTATTGGACA 

TTGTGATACAGGAACTGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTA 

CCTCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTG ACATC CT 

AGAAGCTTCTCTATTACCACAGNAACTGGCTAACTANANATGATCTTTCCCTAATTTTCA 

TGAGCATCTTTTTTCTGATATAAACCAGGGAGGGAAAAAAACAAAGTTCCTTCACTTTGA 

AGGGAATATTC 

Sequence 827 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGT 
TCACTTAA I I 1 1 1 I I I 1 1 I I ICAAGAGAGGCTTCTTGGTAGTTTCATCACA CAGTGG TTT 
TATTAGGGGATGTAAGGATTACAGAAACATCGTATTTTTTAACATATAGTAI 1 1 I I IGAA 
TATGATTTGAATTAATATAGAAAAGTGCA I I I I I ICCAGI I I I I I I AGGGAAAAGGAGAT 
ACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGAAGGGGAAATAAAAATTCCAGAAAGA 
TGAAAAATTGTTGATGTAAGATGGAGGCACATTTT 
Sequence 828 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACAAGCTT TGTTA AACTAACCCTTGCCATCC 

TGGCTACTTTACCCAATTAACCACCCTAGCCCAGGACGTTTTGCTTTATCACATGTTCAC 

AGTTTGCTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTCTGTT 

TCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATCTTCTGTCAGTTTAA 

TTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGGAGAGTTTTTCCCACAGCAGTTCTG 

AATGGGATGAAGTGAAAAATAAAATCTCCCCATTGCCACTACACCACCTCCTGATGAGTC 

TTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTA I I I I I I I CT GATTAT CATCCAGT 

TTTATATATTTCATATCTGGGGGCTTTGATAATTATATATACATACI I I I I IGAAATTAT 

TTACTTATTCTTTACATTGAAAAGGAACTTGCTTTGTAAATCTAAATTCCCTTTNCCTTC 

TACA I I I I I I I I 

Sequence 829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAAGCAATAACAGATTCATAGATCAGTT 

GACATTGGCTGGTCTCCAGGACAGGAATGTGGCCAAAAGGGTGCTTTGTATAGACGCGGG 

GCACTGAATCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAAAT 

ACTTTCAGAATGTA I I I I I ACTACTGCAAG I I I I I GGTCTTTAAAATGTCAAGTAGCATC 

TCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCAGI I I I I I I I I I I I I I I IAATTT 

CCATATGGGCTAAAGAATCCAAATATTTTAAAAATCTGNCTCTCTTTTCTTCTCTCATAA 

AGTGAATTATTCCTC I I I I I I GTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAA 

TCATTGTMTGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTTCA 

ACAAAAAAAACCTTTAATT 

Sequence 830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAATAAGCCTCTTCCI I I I I I I I 
GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGA 
TATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 
GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 
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TGAAGC I I I I I GGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 

TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGA 

GCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAG 

TCTCCTTAAATGTTTCACA 

Sequence 831 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGAAGTCACCACT 

AGGCAAGCTGCCTGTMTTGAGCTTGCTTGTATATGACCAATCAACCTTTGCTTGTTGAA 

GGGTTAGTTATCTAGTTTCCTTCTTTTC I I I I I I GGAATTTGGTCTTTTAAGGTCTTGAT 

AATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTT 

AATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 

TCTTATTAGCATGGATGCTTAAGAACTTCANGGGTTTGGAGGTCAGCTTGAACAGCTGTT 

TTTTGCACTCTCCCTGGTTTTTAGTAGCCTGAGTCTATAAAAAGAATACCACTCGGGTAA 

AAGCTAATATCCTTTAANCCATTTTTTACCTTGATACCATTGCATTAAAAAAGNATTATT 

CAATGGGCTTTCATTTGC 1 1 I I I I GGGCC I I I I I GGCTTNAAANTCAAAGTGTNAAAAAG 

AATTGCCATGGNTTTAAAAAAAAAAAAAAAA 

Sequence 832 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGG 

ATCTGTAGTGTAAAGCTAGGGAGAAAGAGGAAGAGATGCCTGTTTGAATTTCTGTAACTA 

GCGTATCTCCAAGATAATGCATGAACAGCCAGTAAAGATGAACGCAGATTATTGATGGAA 

AGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTAACATACACTCCCTCA 

CCCCTACCCCCAGCTTAGAAGGGCAGGAACCTGCTGTCCAAAACAGGAAATATAGGAAAT 

CCAGCTTGAGAAACTATCCACT 

Sequence 833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I 1 1 I 1 1 1 I I I I I I I I I IGGGNCA 

AGTAGAAATCAAACAGTCCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGT 

TATGAAACTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCATTT 

AGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAATATTGGTTTAGAT 

ACTTACCTAAATATTACTAGTTAAATTCAAAGTAAATGAGTCTGTATCTTTAAAACTACT 

TGGCAGTAATAA I I I I I AAAAGTAGA I I I I I ATTGCTTTTCTTGAACTAACTAGTGTTCA 

TACAACACAGGTAGTTTTATTTGTGCCTGGAATTAAGGAGTGAGACACATTTGTAAAATG 

TTCACAATCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAACACA 

ATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCTGTGCTCTAGTAAA 

TATAACTTGNGAGGAAAAAGTAAAMGGNCAAGAGTCTAATTCATTTTCAGTTTTTAA 

Sequence 834 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I II I I I I I I I I I I I IGGNTTTT 

TTATCTGACCACTTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTC 

TTTGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTTCCTCATTG 

CCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCTCATCATCCCCATTTCACA 

GATGCATAAACAGAGGCCAGTCAGTATGCCTGCAGACTGTGGATAGAGCCCGAAGCCTCA 

GGTTAGGCAGCTTGCATCCAGCTGTGAGTCCCAGCTAGGGGAACTGAGTCAGCCTCCATC 

ACTCCGTGTCTCGGTTTTCTGACCTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGT 

AGCTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTGGGGTTTAG 

CTTGCGAGAGTTCTTGGCTTTGCCTAGGAAATAATTCA 

Sequence 835 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I A 

ATTTAATGGAAGAAAAGTCCAACTTAATAACTTTAATGGANAAAGAAGGAAGCANTATAA 

ATTTGTGGAGACTCCAATCACATGTCCTCCACTCTGCTACCCTGGGCCCAAAATAAGGGA 

GGAGACACTCANAGCCAGGTGTTTCCCTTGATGGGAATGTGATCAGGNGCGACATGGGCT 

CACAGCCTCNCTGAGGCTGGATCTTTT 

Sequence 836 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATC 

TAAAATCAGCCTTACGTGGGATCTGCCCAAAGTATTATTTGCAAMGTATCATTTTCAGT 

TTTAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGGCAGGCAGA 

GAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTTTAGTAGGACACTTAAGTA 

TTTCAGTCAGCGGATTTGAATCTGACTTCTTGGATGCATCTGTATCAAAACATACCATTA 

GATGTGTTACAGAACTGAGCAGCATATCATTAGATGTGTTACAGAACTGAGTCCTACTTA 
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CAATAATTAATTTAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAA 
TT GGTC TCTGAGCGAAAACACAGCCTTATCTGCAATAAAAGCCTCTGCTTTGCTTTGGCA 
TGTTTTTACAATCCCGCGCA 
Sequence 837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I 1 1 I I I I 1 1 I I I 1 1 1 1 1 1 1 GCAAACT 

TTMTAGGTTTTCTTAGCTTGACAACTCATTCTCTATATTCACNAACATCTCCTGACTTG 

TTCCTTCAGTGGANATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATGCAT 

TGGCTTGTTTGANAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGGAGGTCTGTTATTG 

TCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCTTTGAAAGAATATTCAAAGACCAA 

CACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATGTAGAAACAGTGACAAGTTAGAA 

AATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCATAGCAA 

TTTATAACAGCTGAAAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTTACT 

AGACTAAGGATTTATTGCATATTTTTTACTAATTAAATG 

Sequence 838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAAAATAATGAAGCCAGCTAATTACCAT 

CAGGTTACAACTTTACAAAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGA 

AAACAGCAGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGA CAAACATACTAAA GAA 

CAAAGGCCCCTAATCCACCTCCTCACCCGCGTAC I I I I I I I I I I I I I II I I I I I I I I I NC 

CAGTTTCTGTTTCAMTTCTTTATTATACATCATGGTTGCACAATTTGAGGCTGGTTAAA 

TACAATTGGTTTTCAAAATCTCTTTGAATATTTTCTGGCTTATTACATGCAAATGACCAT 

GAAAATATTTGGCATTTTAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAAC 

AT 

Sequence 839 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTC 

TGGTCTTGTAGTCGGTTTGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGA 

GTCATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAATTGGGTTGT 

CCTTCTCAGCATCTGCCAATGTCTCTTACTCAATCTTGGATCAAAAGGGCGTTGGAGGAG 

GAGGCTGGGAGGGAAATCCAGACAGTTCTCCGCCTCTGACATCAGGTCCAGCTGTTAGCA 

TCGTGCTGTGGGTCCCTGAACAAGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAG 

GATCCAGTGTTGGGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTG 

GACATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATCCACTCACC 

ATTTCCCTCCTCGTTCCTATTCTTAGAMTAAGACTCTGACGCTCTCTTTTATACAGGCT 

AGTCCCCTATAGGCATGTCATGGTGATTATTTGCAATCCTNCTGACTTTCCTAAGAAGAG 

ATCANACTTAGCAGGGTTAGTC 

Sequence 840 

GTGGTCGCGGCCGAGGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAA 

CAGGTTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAATGGAAGTAAATGACCCGG 

ACTTCCAACTCTAAATCTCTGTCTCATTTCACCTCTTTGTAAATAATCATTGCTATTATG 

TTAAATATCACAACTACTGTCATTTCTTGTTTACCCACTACATTCTAAGCTTGGTGCTGA 

CATCTTTGTATTTATTATATAAAATTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATC 

ACTTATTTCAAATGCAAAAATAAGGTCCAGGGAAGATAATTATGTNACTTGTTCATGATT 

GGAGAGCTAATAAGTGTCAGAGATGAATTNAACCAAAGTTTGGTGTGACAAAAGCCTCTG 

GTTTTAAGCAAAAGGGGAAAAAAAATTCTCATTAACTCCAAGGATTATCATCAGGGAGTC 

CAACAGGGTTCCCAATTTGGGAACTACCTATATTCAATTATCATATGGCAAATGGGTCCC 

CTTTTGTTAGATGGAGAAGGGCCAAAAAAAAAAAAAAAAAAA 

Sequence 841 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACT 
TATTATTATTCCCTTCCTTTGTAGAATGTATCAACACTAAAAGTGTTTAA TCCTG ACTAT 
AACAATTATTTGTTMCTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTTTT CAGTTA 
AAACAAAAATGATTMTATGCCTATACAGMCTTTCTCCAGCACTTGGTMGTATTTTTT 
AAAGTGAAGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATMTTTTTCTCACG 
ATGGATTTCTGTTCCTTTGGTGCATTGGTTGTGTTTATTTTATGTGATCI I I I I IAGCTA 
CAAGGTGGGAAAAATGACAGTGGTTTAGAAGATAAGAAGCACATGAATGTAAAGTAAAAT 
ATGTGGAGA I I I I IGGCCACTCTGTAAACTACTATCTGAAGTAGTTTTAAATATTTTAAG 

Sequence 842 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCAC 

CTCACAGGCTCAAGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAA 

GCCACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGAC 

AGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATAACCAGC TCAA AATATGCC 

AGAGAAGTATATTTTGGGGTGGCATATTCTAGTCTCCTCCAAGTCATATTTTGGGGTGGT 

GTGTCCTGAGCCCCAACMGATAGGTTTCATTTTTGAAAATTGCTCTTTCAGTCCCACTG 

TTCATTCTCATAAGCCCAGGAATCACCACCTGTTGATTTCCTAGGCATCTTCTTGCTCAN 

GGTAGTTAGATGTTTGGTGGGACTAGAAAATGCAANGGAGGGAGAAAAAGGAAAGGCTTG 

GTG N ATGTC AAAG ATTTTTAA 

Sequence 843 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I I I I I I I I I I I I I 1 1 GCCTATTAATTGAT 

TAGGAAAAATAGGTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTG 

AAAGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCTAAGACAGG 

TGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGAAGGAGAAGGGACCAAGAA 

GGCAGATACATTGCCCCTGATAAAGAAGTCATTTTTCTCTCACCTTTACATAAATATCAN 

GCCACTAAAAATCTAGGAGCACAAATAATGAAAG 

Sequence 844 

GAGCGGCCGCCCGGGCAGGTAGAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATG 

TCAGGCTCTGTGCTATACTTACATTATCCCATAATCTTCAAGACCCCTCAAGACCCCACA 

AAGTAACACAAAGCAGGAAACTAACTCANATTTACTTGCCAAAGGTCACACAGTTAATAC 

ATGGTGGAATCAGGACTCAAAATCANGCCTGTGTGACTCCAAAGTCCAGTGC TCTCT CCA 

CTTTACCAGGTAACCTTCATAATACCGGATTGGAAATC AAACCT GTCACTTTACTTTTCT 

ATGTCCCTGAGTGANTCACAACTTTTTCTTCANCCAGCTTTTTTCATT 

Sequence 845 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCT 

TGGACCAATCACTGTGGCCAAATACATGAGGTATCCTTATTGGCTCCTTCTACTAGCAAC 

AGATGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGCAGATTGA 

ATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAACAAATCAAAGCTGATCCC 

I II I I ICAAAAI I I I IAATGTGACTCTTAGGGGATGGTGGATCCAGGAGAGAAGATTAGT 

GCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCT 

GAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACCTAGTGATA 

TATAAGGGATATGTT 

Sequence 846 

CCCTTCGAGCGGCACGCCCGGGCAGGTACTTTATTTATTTATTTATTT ATTTA TTGTTTT 

ACTATTTCACAAAACAAAATGTAGCTTTCTTAAAATTTGTAGTTAAAATGTTTTCTTTGT 

TTTCCCAATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAGGGGGATAAGGAGG 

CGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCAGATTCTTGTGTGG 

TAGTCTGGGTAGTCTGTATATTTAGCATATGGGCTACAAGACACACACACACACACACAC 

ACACACTCACACACACACACAGACACACACACACCCTTGTGA GCAT TTATTAATTCGCAG 

TTGATGGTGCATAGTTTGGGGAGTGGGTAAAGGATATGTTACTTTTGTA 

Sequence 847 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGTGTGTGTGTGTATGTG TGTG GTGTGTGT 
GTGTTTTAAGTTTANCCTTTTGTTTTTG I I I I I I GGTTGGCAGTAACCCNATTTTAATGA 
CTAAGCTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTNTATTGATCCCCACCTC 
CAAATATCTCATCAACAACCGACTAATCACCACCCAACAATGACTAATCAAACTA 
Sequence 848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTAC 

AGTGCTGAAAATCTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTT 

CAATCTMTTGTTTTCTCMTCTTTGTAAACGAGTTTTAAGAGTCACCAGAAATCTGTAG 

TTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGACCAATATGCTGGACCAATT 

CGGTAAAATACACCATAAATTATGACTGCTTTATCTGAATGCATGGGAC ACTTG CTACGA 

TGGCGGGMTTATTACCAGGAGTTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACAT 

TGGTGATCMTTCAMTCTCTTTCCTTTGCANCCCAGGTTTGGTCAGTCTGGCCAGGAGT 

GCAGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAGTCTCAATA 

CCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATTGGAAT 

Sequence 849 
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CCCTTAGCGTGGTCGCGGCCGAGGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATA 

GGCTTAAGGAATAAGGGACCAGAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACA 

TTCCTTAGGAAAAAAAAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACACAAATG 

A I I I I I IGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTACGGAGATAGGGTCAAC 

ACGCAGATATTTATTTAGCAGCATGGTCTGCAGAAGTAGGAGGAGGTGACCAGATGTGAT 

GGATTATGCCTGTAATTCCAC " 

Sequence 850 

CCCTTAGCGTGGTCGCGGCCGAGGTNCCACCTAACAAATTGGAGGAAATGAAAAGACGAA 

TCAACAACATTTTGGAGAAAAAATTTATTCfACTTGTAGAATTTCATTACTACAAGTGCT 

TAGTTCTTGGTTTGGTANATGMGTGAAATCAAAATTGGATATTTGGAACATTAAATATG 

GGAGCAGAGMTCTGTGGAATTATTGCTGGANGACTGGCATAAATTTATTGAAGAAAAAG 

AATTCCTAGCTCGACTTGATACTTCTTTTCAAAAATGTGGAGAAATTTATAANAATTTGG 

CTGGAGAATGTCAGAATATTAAtAAACAGTATATGATGGTGAAATCTGATGTTTGTATGT 

ATAGAAAAAATATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGACNANGGAAGGGAGAA 

ATTAAA 

Sequence 851 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATATTCTATGCAAAATTTATAAAATAATC 

CTTGAACATGAAAACTCATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACAC 

TTGCAGGATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGAGGC 

TCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATTTCTGCTGACTCAA 

CAATTCCCACAGAGGAAATGGGAATAGTATCATCAACTAGCAGTCCTCCCATGCCAACAG 

ATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCCGGTCTTCCCTTCCTGACTTCCCGTAT 

TGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGGTGAA 

GTTTMTCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCC TAAAAG CTTTGGTGTCACT 

TAAAAAAAAACMCTATATATGATTGAAAGAAATTTGAGATATTTTTGTTTC 

Sequence 852 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGG 

ATGGGATGTGCTTGCTTCATGTCCCCTCCCCTCTGCCTGCTCAACCCTACACAGTCCTGT 

CTGGTGACCGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTNTCTTCGTCGAACATGG 

GCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGT 

GTGGCATTGTTGCGATAGCCCTCAGTTGATGCTTGTTTGTGGTGTTGGGAGGCAGGAACT 

ACTTTAGGAGGGTGGAGGGGTGAGAATGAAAAGAGGACTTGCCCTGAGCCACCCAGCTGT 

GGTCACCTGATGGC 

Sequence 853 

GGNCGGGCCGAGGTACGCACATACATACACACTAACGCTCAGCATAAACTTTCCATTACA 

CTTAGACAATGACTTGTGGAGGAAAAACAAGGATAAACAAGAGTCTCAAGAACTTAAGAA 

AAACATCAGAGTTGATTATTTAGCACTTTCTCAGGATTCTAAGGCAATANGCCTAANTTC 

AAAACGTGAAATTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTAT 

TGCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGNGTTCTCTAA 

CAGTTCTAAAAACAGNTTG 

SsQusncG 354 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCAAGGCAGTTTA GGGA CAAAGGGCATG 

AGCTTAGAGTCAGATTTCCTAGGTTCAGATCCMGCATNACTACTTATTTTCTTTAAGAA 

CTTGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTGNTGNGAAGATTCAAC 

AAGGTAATACATAT 

Sequence 855 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGACTACCCACCACCATGCCCGGCTCATTT 
TTGTA I I I I I A GTAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGA 
CCTCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTATGAGCCACC 
GCACCCAGCCTTCAAI I I I I I I I I AATTCTGATAGAGCACCATCTACTACATGCTTAATA 
TTATCCATAAACAGACATGTCTGAGCACAGAAGATCATGTTAATGAAAGATTATTGAAAG . 
GTACCTGCCCGGGCGGCCGCTCGAAAG 
Sequence 856 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAAAGCATAATGAATACAACAACTAGCA 
TCAAACTCAGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAA 
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CTATTAAGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATAGTTA 

CGCTTTACATMGAGGCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATT 

TCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTT 

GCTGGTTCCATGCCTGGCCATACAT 

Sequence 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGTTTAAAATAAA 
TGTTTG I I I I 1 1 I CTAGCCCTGTAGGTCAATGAATGCCTGACTCCAGTGACAGACCATAA 
TTATCCAAATCTCTCATTTATGAATATGGAATATAAATATGCTAAATTGATTATGTCATG 
AATAGACTTC 1 1 I I 1 I GCATMCAATGTTTGGAGTTrCTCACCTTTCTCCTNNCCTTNTT 
TTTCT 

Sequence 858 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAG 

ATTGGATTTATACACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCA 

ACAAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAGAAAGTTCA 

GAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCCAGTGCAAAAGTCAGGCCC 

CAGCCCTTCCCATATAAGGGACTTGGTCATTTGAAAAATCAAAACCCAAAAGGAACAACT 

ATAGGGACCTGTAATCAATTAGAATATTC 

Sequence 859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAG 

CTACATCGAAGGACTTCTGAAAAGCTCAAGTGACAGTTACACCTTTGCACTCTCCACATT 

CAGCTGGCCTTTTCCCTGAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGAAAT 

GCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTTGGCTACAGAATTG 

ACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTGGGTAATATCCTTATCTTGTTGAT 

CTAGTTAGGGTCAAGTAAA 

Sequence 860 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAA 

AAGCTGAGATGCTATAAGGAATTACGGATTT TATAA AGAGATCACCATGTGGGTGAATGT 

AAATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTAAAATATTT 

AGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGGTAAAAAGAATCAAGAGCA 

TTCTAAGGTCCTTATATTACCTGGAAGGAGAGTAAAGATAATGACTATCTTCAGGCTGAT 

AAATTAACAATGTATGCTGCCAT7TC 

Sequence 861 

CCCTTTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCT GTAT GTTTGTTTTTAATT 

ATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAATCTATTTTCTATATCAGAAA 

TGAGCAGGCATTTTAAAAAATGGCTTTCATTGATGGAGAGGTAAAAGTGAAATGGCTTTG 

TTGTATTTATATTATAAAAGGCCATTTCCCAAATCTAGAATT TATTA CTAAAAATCA AGT 

TTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACTTTTTTTATAGGTGGGGTTTTT 

ATATTTTCAATGTGATTACTCAC 

Sequence 862 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGT 

GGAATATAATTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACA GACA ATATGAACA 

ATGCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTTCGGTTCTG 

GTTTCTGTGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACACCTCACCACCTGGGTGTCTCTCAGACG 

TTACCAAGAGACAGAGTAAACCCATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCC 

TGCTTTGTCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGATAAT 

TTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAGGCAGACATAAACA 

TTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGTTAATAAACTGCCCTTTCGCTATG 

CTTCACTTTCCACGTGTTTAGGCAG 

Sequence 864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTCTAAAATGTAAGGATTCATTTATGAG 
AGAGTGAACATACTGCTTGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATT 
GGTCCCTATGTGAAATGAACCTGACATA I I I I I ATAAATTATTTGTGC ATGACTATCTTT 
TGNTGATAGCACTAGGAAGACTTNTAACGTTTAAATACTTTATTTGCC CTCAATT ACTAT . 
TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACAAAGATAAATATTTTTTTCTTT 
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TAGTTTTTCTMTGTCTTGGAGGTAMGTGGAMTGGCCTGTTTTGACACATAATTTCTA 

GAACTTGGAGTTAATTTTGATCAGTTCCATTTTGGGT 

Sequence 865 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTACTGGGTATTAAATGCGTTCATAGTAG 

GGTATTAAATCAGCAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTCCAATGGGAAAGA 

TGCANAGACAGTTTCAGTTAATATACTAAGTGCTAAAGATTGGGATGTGCACAAGAAGCT 

GGAGGTAAAAATTCTGGAAMCTGAACGTGAAGTCACCACTAGGCAAGCTGCCTGTAATT 

GAG CTTGC TTGTATATGACCMTCMCCTTTGCTTGTTGAAGGATTAGTTATCTAGTTTC 

CTCCTTTTCI 1 1 I I IGGAATTrGGTCTTTTAAGGTCTTGATAATCTTTCTAGTCTAGAGC 

ATGTGAACAGAACANAAGGAAAATCAGGACTCAGTTTACTTAATTTAAAGCAAGCCATTG 

GTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTCTTATTAGCATGGATG 

CTTAAAGAACTTCAGGG 

Sequence 866 

TAGATATAGGATAGTGATACNTTGAANAGGACTATGAAAAGGGACAGTAGGGCTTAGTGG 
AAAAAGTTTTAACGANNTCTACNGTTATTGAATNAAANTACATATAGCGNGATTCTTATT 
ACTTGAMTTAGGAGGAGAMGAATTTTTTGAGGTAAATTNGAAAAGACATAAAATAGAC 
TA 

Sequence 867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGCATGCAGCCAGGCTAGACCGGCTC 
A 

GCCCCACTTCAAGACAAAATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAG 

CTGCATCATGACCAGCTATCATCTTACCTCATAGI I I I I I I CTCTG GTAGA GATAATTAA 

CTTATTATGCTTGATCAGTTAACTCTTGCTTAGAAATTTAAAAAATATTTTTAAGTGACA 

AATTCTTTGTAGAAATTTTTGAAAATAGAAATATTTGAAGTAGAAAGTTAAAATCACCCA 

CAATTCTGCTTTTGTTAACATTTGAATATGTTGTCTTCCATGATATATAACAAAATTTGT 

CTGGGTATTGCATATGTCGCCTTTCCTTCTTAATATTGCATTTTGAGCATTTAACCNGAA 

CACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAGCTAATTATAAAAATAA 

CTTCCCTAATGGTCCTTTGGGCTCTTTTAAGGTTTTGCTGGTATATGTTCAGGGGA TGAA 

CCACTTAAGGCTCTTTGACCACCATACTGNCCATACTGCCATACTGGCATACCTGNTTTT 

AAAAAAAAA 

Sequence 868 

CCAGTGTGATGGATATCTGCANTTTTCGCCCTTTCGAGCGGTTNTTNGGGCAGNTTNTTT 

CNNCCTTTCTGTGNTATTTGTGGCGGNATGTTGNATACTCTCTACCATGGGGATGAAGAC 

ACAAGAATTATGATAGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACC 

AATAATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAG 

AATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGGTTTAT 

Sequence 869 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATG 

TTTTCTTAGCAATTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGT 

GACAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGAGATGGAAA 

GCCTTGTATTTTAGATGAMGGATTTATGGCTGGAATTAAAAGAAATTAAA AGGCA GAAA 

AGTGGGTGAATGGAAAACATTTACTTTTTG I I I I I AAGTGTTAATAGCCACTTTTTGTCC 

AGTCTGNATCTCCTTTCATTAGTCTTTATATATATATATACNCACACACCCCNCACGTAT 

GTTATATATACATATAATGGTTTATGTATTATATATGNGGATATATACACCTTATATGGT 

TATATATATGGGTTTTTTTCNNGAGCNTTATATCATGGTGAAATGAGTTCAAATGGACCC 

TGGCCCGGGCNGGCCGNTCGAAAAGGGCNAAATTCCACCACACTGGCCGGGCGNTTACTA 

GTNGGATCCCCAGCCTCGGGNNCCAANNCTGGGCGTAANCATNGGGNAATAGGTGTTTNC 

CTGGGNGGAAAATTGGTNTNCGGTTAAAAATTCNCCCCAACATTCCCANNCCGGGAAGCC 

CTTAAAAGGGGGTAAAAGCCCCTNGGGGGGGGCCCCTTANTTGGGNGNGGGGNGCCCTTT 

AACCTNCNCCNNNTTTTAAAAATTTTGGCCNNNI I I I I GCCCCGCCCTTTTNANAAAATT 

TTGGGGCCCCCCCNCCN I I I I I I 

Sequence 870 

CCCTTGGCCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAGCT 
ACATAMTCCAAACTTGGTtCAAAGGTAGCTATGTTTTTTTAAAAAAGGTTATTATAACA 
GACAAAGCAAATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTG 
GTATCTAATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAA 
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AAAAACT 
Sequence 871 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGGCTTCTTTGGTGATAGTTTCTACTCTCTT 

TAAATACTGTTCTGTTATTTTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGA 

TATTTATACTTATGCCTACTTTTAACCTTTTAGGAAAACTTTATGAATTGGAATATTCTA 

AAATCCTGAAATAATTTGGAATATTCTAAAATTCTGAAGAGAATATGA ACGG ATTGTTGG 

AATGGAACTTTTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCATATTTAAGTT 

TCTGGTTATTCATGGNTGCACTCACTTTAGAGGATGTGTTCCTATTAGGGTTGCTGCTAC 

TATTTGTCTCTCCTAAATAACCAGTATGGAATTATAGAAAGAAAGGTGGGGA GAAT AGTC 

CGTGTGATCTNCTGGGCAGCATTAAAGCCTGTTCCATCCAGCCCC TGAC TATTTTGGTCT 

TTCTTTGCCTTTGAAGGCCCAGAAGACATTTNCATTCCTTCGA AGNTTTTA TGGTCTATA 

CCCCTCTCTTGCCTNCATATTNTTTTGCAAGNGGGGGCCAGAAI I I I 1 1 IGGATTCCCNT 

TAAAAATGGACCTTGGGGTNTTTTANCCATAANCCTGTGAAA ATTCCAANG GGGGGGGGG 

CCCCTTNTNCCCCCCCGGGGGGCCCCGGGGGGNCCCCNCNI I I I I I I I GNAAAAAAAANN 

GGGGGGGNCCCCCAAAAAAAA 

Sequence 872 

CCCTTTCGAGNNGCCGCCCGGGCAGGTACAGTTCTGTGTTTTTCAATTGATACATACTAC 

TTATGTAAGAAAAATGAGTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGC 

ACAGAGAAGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATCTAC 

AGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAAAAAACATGGCAGG 

AAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAACCATGAATGAAAACAAATGGGAAA 

ACAACMCNACNAAAAACAAAACAAAACAAAAAACAAGAATGACCAAATACAGAAATTAT 

TA 

Sequence 873 

CCCTTAGCGTGGTCGCGNTCGAGGTACTTGTTAAAATTCAGATTCCTGGACCCACCCTAG 

ACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACATCTTCATTATAACAAGCTTCC 

ACATAGATTATTTTGTCAGTGGCCATGTCTTGCTTTGCTTCTGTGGAAACTACTCTCCAT 

CTTCTGGAGTGGAATGTCCCCCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTA 

GTCTCAGATGGCACCTNCTGAACTGGGCCCGAGCTCAATCACTTTCCCAGACCCTGCCCA 

CCTCGCTNGGAGCNTCAGTGGTCCCATGGTGGGCAAAGGAACCCAGGTTTNG 

Sequence 874 

GATATCTGCAGAATTCGCGCTTTNCGTGGTCGCNTTTCGAGGTACTGAGGA TGACT AGAT 

GACAMTAATMGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTTTAA 

AGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTA 

AATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACA 

ACCAACAGTTTAATTTAAGAAACATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCA 

AGATGTCATGAATATAAATATGCACAGTAGTACCTGCCCGGGCGGNCCGCTCGAAAGGG 

Sequence 875 

CCCTTANCGTGGTCGNNTTTNGAGGTACTTTAAAAATAACAGAGTGTGATTTAAGAATAC 

TCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAGTCAGGACTTAGATAG 

AAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAAATGACAGCTTCAG 

AATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATA 

AATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTC 

TGTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTCCTTCC 

CACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGGCA 

CAGGGCC 

Sequence 876 

CCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGTTCGAGGTACT 

TGNTAAAATTCAGATTCCTGGACCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACA 

TGGCCTGGACATCTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGT 

CTTGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCCCCATTGCT 

ATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATGGCACCTCCTGAACTGGGC 

CGAGCTCAATCACTTTCCCAGACCCTGCCCACCTGGCTGGAGCTCAANGGGTCCCATGGT 

GGGCAAAGGAGCCAAGTTTGGGCAACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGC 

ATTACAACACACAAGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATC 
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ACAGCAAGAGGGCAGATGAAGCNGACTCAAGAGAAACAGATNAGACCAGAGAGACCCTGG 
TTCTTGGTTTGTTCTGAAGNCATGGNCCATCTNCTATTCTAGAATTANAGAGTTCCTGGA 
AAATTCTTACCANAAAAAATTTCCTTTTGGNTTNGACGCTTAATTGAGGNTAATTTCTAT 
TNTGGGCAATNTCAAAGNNATTCAANGAAAAAAAAAAGGG 

Sequence 877 • 

CCCTTAGCGTGGTCGCGGCCGAGGTAC M I I I I I I I I I AAI 1 1 I 1 1 I I I I I I I I I IAATA 

GAGATGGGGTCTTACTATGTTTCCCAGGCTGGCTCGAACTCCTGAGCTCAAGTGATCCTC 

TCACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCANACCACTGTGCCCTTACTTCTA 

TTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAGAGAAATTAAGTAGTAACTT 

GTCCAAGTTTACCCACAACCACTAAGTGGTAAAGCTGGGGTTTGAACTTCAGCAATGTGC 

TTAAATCTCAGTAACTGAAAATCACTATGGAGGACCTTTAGGT 

Sequence 878 

CCCTTTGAGCGGCCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAATATTTATGC 

TCAAACCAACATTTCCATT7TATCTATCTTAAATATATCTTCCTCTTCTTTACGCCTAAT 

TTCTTAAACTCCCAGAGTTTTTTTCTGT/* \GATCTAGTCATCTGTAGCACTTCTCACAAA 

TTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAG 

TGAAAGATATTTCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTA 

GGCTGAGAMTGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTAGAAAAACAT 

TAGT 

Sequence 879 

CCCTTAGCGTGGTCGCGGCCCGAGGTAGAAGGAGCTAGATCATCAAGGAAGGTCAGGGCA 

GGGTTCACAGGATGAGGGCACTTTGCCATTCTTTTGTGATTTGGTCAACAAATGACACAG 

GTTATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAG 

GAGGTAGAAAACAAGTGCCACAGTAGA 

Sequence 880 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAA 

ACAAATTCATAAAAACAGAAAGTANAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGTAAGATAAAAAAGTTCTGGATATTGGTTGCACA GCAA TATGAAT 

ATACTTAACACTACTGAACTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCACAATTTAAAAAAGAAATTTTAATTAAAGGAATTAAAAAATTTACAAAAT 

ACTATTCATCATTGNGTTTCCAGTTTATATTCAACCACAGCAGTATTTCAGGTATAGTAA 

TTAACTTACTTTCA 

Sequence 881 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGCACTCCC ACCT GGGTGACAGATCAAG 
ACCCTGCCTAAAGAAAAAATTTAAAAAAATAAAAAATTTAAGAATTTTCTATGCCCTTTA 
CCAGGCCAGCTTAATCAGACTTCTCTAGGGCTAGGACAGGCTTAAGATCA GTTA ATTTAA 
AACACTTCTGATGTTTCTTGAGCATTGAAAAGTTTTATTCTTTCTGCTTGTGTTTTCAAT 
C I I I I I GTGTTTGTCTTTTACTAAGGCTAGAAACACGTATTTGGTTTGGTTATCTGAAGT 
TTAATTGCATTCATTGTGTTTATAGTATTTATCCCTGTAGTGTTGGAATTACCAGTCACT 
TACATTCATATTTNAG I I I I I IGCCT 
Sequence 882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTCTTGAATATTTCCAGGGCACAAGATA 
TTCTTATACAGAAACCTCAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAAC 
CATCCATCAGTC I I I I I I AGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCATTAT 
TCTTACCCCATC I I I I IGGGCAGGGGGTGGTAGAATTTAAAATTTACCATTACTAAGACA 
GGGTGATAGTAAGCATAGAATTTTGGGATGTC I I I I I I I I CCTTGCCCTAAACCTTCAGA 
GTTCTGCCAGGTGATTCAAATGTTTAAGATCCCATAATCTCGCCTGTGTGCTCAAGCGAA 
CACTAACACTTTAAAAAGTGGGAATGAAAAAATCTGAACTGGTTGAATTAGACACAGTAT 
TTGGCCCCATCTTTCAATTTCAG 
Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAAAAACATCTCA 
GGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATTTTTTCTCACTAAAACACATT 
TTATTTAATAGTGAGGTGAAATTACATTAGCCCTCTTCACATTTATTTGATTCAAACCTT 
TTTTAAAAAACTTAGATTCTTTTAAAAAAATAAATTAAAGAAAAATGACATCATTCATCA 
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GATAGCCAGCTACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 

GAACATTGAGTACCTCGGCCCGCGACCAGGCTAAGGG 

Sequence 884 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTA 

GAGAGCATANGAGCTATACTAAGATATAGAGTCCTGCACAAATCCACAAAATAACATGAA 

TACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGANCATATAACTGGGCAGAGGGATG 

GAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTCTTATGGGATATGAACTTGAGA 

TGTTGAAGTAGAACTGAGACATTTCTGGAAAACTANATGTATNAACAGAAGCANGAGGAA 

TAGGAGATGGTTTGGAAAACATCAAGCAGCTCAGTTTCTTGGGGTGGTCCAGGAGAAAGA 

AGCTCAAACAACATTCAGTGATAACACTTAAAANNATCAAAAATTT 

Sequence 885 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAAACAAGACAGTGCCTGCTTGTGACCAGGG 

GCTGGGCCTCTTCATAGCTCTTTTCCCTGCCTTTTGTCTTCAG AGTTG ATCTGCTTCTTA 

CACATTCACTTTTTCAGAGTTTGCTATCTTAGAAGCAAGGATCATTTTTAATTGGTTTGT 

TTACTTCAAAGTCCCACTCATCAGAGGCAGNTGTTTCGCTTATATTTGGCT CAAC TACTT 

TNTCTGCTTGGTTTAGTAACACTAATGTTTACTAACATTAAAATGAAACCAGTTTTGCAG 

CTAGCATCTATTGACCAAATATAATTATTTATTTCAAACTGTATATTCCAAAATTTAAAC 

ATATTCAATGCTTATTGAACATCTAAACATATANCCTTAATGAATAANGGGAAAATATAA 

CCATCTGGTTTTTGGATCTGAAAGCCACAACCCACCTGCTAGANTANTTTGGGGAAAGGC 

TTTTTANTTCCAAGTTCAAAGGNTGAATTCTCCC GAGG GNNGNNGGGGGNCTTCCCTTCT 

NAACCAGCAANAAAACCTNGCNCCAGTTTGGGATTTTGGGNGGAAAATAAACCCNAATGA 

NGCATTTTACTTTCC 1 1 I I I I 

Sequence 886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAA 

ATTCTGGTAATATAGTAAGGACAAAATAAATGTAAAA AAGAT AGAAGTAAATGGAGAACA 

TCMCATGAACGCGTGCTCCTTTGAGTAGAMGTAATTTTTCTGCTTTGTCACTCAAATA 

GCTGGCAGACCTGACATCACCCTGCCTCTGCTTCCATGCTCTAAAACTTTCCTGGGCCTC 

AGATTTGGATGCTAATATGATTTTCCACTTAGTGGATAAGAGCTCCCTGGAGAAGGGCTC 

ATTCTTGGATGGACAACAGAATTAGAGCCTGAGTTCTAAGAGCTTAATAAAACAAAAG 

Sequence 887 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCGATGAAAGTTTAAATCTAATCAACAGTATT 

ATGCACTGGTTGAAGAAAACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAANAA 

GGGAAAAGTCCGNTAACTATATGTGTTCATNAGATTCTAAAGCTGTTAAGGGAGAAAGAC 

CCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATGNTCTGTTATAGAAAAG 

TGGGCTTTTAANTTTTGTAAAG 

Sequence 888 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATTAACCGTCTTTTAAAAAATTATTATTAGT 
TTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCAGGTTTGTCTTCTNAAT 
Sequence 889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACAGGCCAGATATATTCTCTCATTAACTTA 

TTGCCTAGCAGAGAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATTTCTATTAT 

GATTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAATAATCTGTC 

TGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTAAAGGTTGAACAAGGAATT 

GGAAAACAGCTGGCATGTGCAAAAGACTTGAANACTGAAGGAGTTAGCCTTTAAAAAAAT 

GAAGAAAGTTCTATTTGGCCAGAGeAGAGTTTCAAATAGTGCCTCACAGGCCACGTTAAA 

GACCTGAGGCCTTTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAACTTGANAAGT 

GACAAAGATCAGATTTGCAATTGCCTTTCAAGGTGGTAGGTTACAAGGGAGTTGGGTCTC 

TTGACCCTTTGCAAATTATACCCCATTTGTTAACCTAAGAAATGGG 

Sequence 890 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

TCAGGTCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGATGTC 

TTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTG CCCAC CAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACGACACATTTTTCATCATTAATCCA 

GTCTATTGTAACCAGGGCCACTCACATTGATTCGGACTAGGGGGCATCATCTGCTGTTAA 

AGAGGGTGATGACTCGCTAAAAATGAGGG 
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Sequence 891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCATGGCTAAGCATGTGCGGGATGGAA 

CCGGTCTTCCTGGGCTTACATCTTTGCTTTGCCTCTTCTTTCCTGTGATGAGTCTTGGGG 

TAGGCCTCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATGGTTA 

TTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCAGGT TGCT CACCTGT 

TGACTGGAACAAACAATAGTCCCTTCTTCATGCGGGCATGGTGAGGGTTTTAAC CCCGC A 

TTGTCCACAAAGACCGCTTAAATTATAGTAGATGCTC AGCAMTCTGAGCTATTATTTTT 

ATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCC 

AGCAGGGCCACTTACTGTTGGAGCCGGGGCAAAGTCAGTTATTCTCCCTGAGGGTCAGTT 

TTCTCATCCCTAAAAATTCC 

Sequence 892 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTACAGAACAGGAACAATCTGCCATGTGTGTTT 

ACAACTTCAGAAAGCCCTGGAATGACAGTTGCCAGGGCAGTTCTTTGAATTTGCAGGTCA 

GAATTAGTGGATGATGAA I I I I I I I CACACATGGTCAACTCTGTGCCACCTGCTACAAGA 

TGTTGGMCAGGTATATTTATTTATTTAATGATGATCAATGATTCTTCCAACATCAGGGA 

ACATCAGGGAAATCAGCTAGTATATGCTCTTTTTGAGGATTTTCAGCTCCAAATCCTGAA 

AGCATTCATGAAACTACATAAATTACTTTTGTTAAGCAAATCATCATAAGTAAATCCAGT 

CATATGAAfCTGGAAGGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAAGTGTG 

GGCAAGTTTACCATCCATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAGAGAG 

AAGGATGTTTGGCCCAGTTGTCTTTfTTACGTAT ATCTG AAATTCTTACTTAGTCAAAGA 

ACAAAACATTTAGACATTTCATTTCCTTTTGGGGGTTTTAAGTGATACATGTTTAAAAAT 

TGTATATTTTAGAAGAAAATTGTTTTTATTATATATAATTTATTAAAATTCNG GNGGA GA 

AGACCAAATT7TATCCTGAGNAAAANATTTAAATTTGAAGNTTAGGTTGGC I I I I I IAAN 

ACCCNCCGGCCNAACCCCAAC 

Sequence 893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGCATTAAAAAAGTCCTACAAATTATTAGA 

GAGAAAATACAGGTTGCACGCAAAGCATAAAGAATGAGAATGGCATAAGACATCTTAACA 

GTGCCACAGAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAACCG 

TTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACA AGAT ATTAAGATTACT 

GAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAAAAGTCTTTTCAACAAATAGTGG 

TGGGACAAATGGATAGCCACATGCAAAAGAACATATATATAAGAGCTAAAACCATAATGC 

TTTTAGMGAAAATATAGGGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGA 

CATGACACCAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATG 

Sequence 894 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 

CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

TGTCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTC 

CGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTTGGCAGAATAAATAACTTC 

TTTAAACAATTTTACGGCATGAAGAAATCTGGACCAGTTTATTAAATGGGATTTCTGCCA 

CAAACCTTGGAAGAATCACATCATC 

Sequence 895 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTCACACAGCACATCAGTGGCTACATGTGAG 
CTCAGACCTGGGTCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGG 

tgtccagggatacgtccatcgccgtcctgctggagcccagagcacggaagcctggccctc 
cgaggagacagaagggagtgtcggacaccatgacgagagcttggcagaataaataacttc 
tttaaacaattttacggcatgaagaaatctggaccAgtttattaaatgggatttctgcca 
caaaccttggaagaatcacatcatc 

Sequence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTTGCCATTCGTG 

CTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCTTAAATGTTAATGCCAGACAC 

CAAGGCTCCGTGAACTTCCCTGTTGAACATCTGACCCCGACTACTTGAGGA CATGA AACC 

TAACTGTGCAGCTMTTACACCTTCCMGGGCAATGACATCGGGTCCTATGATTTTATTC 

AGGAAAGCAATAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTAT 

Sequence 897 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACT 
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AGATCTACATTACTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGA 

ACGATAATATATATTTCTTTAGAAAGTCTCAGAAAA CCCAT TCCTGAATGACAAAACGGA 

GAGATAACTTACAACTAGGTGATATCTGMGTTAAATTTTCTTGGTTATCTATTTCAAAA 

ATTCACAACTATTCTGCACTAAAATGTTTCACTGGGTCAGGCACAGTGGCTCATGCCTGT 

AATCCCAACACGTTGGCAACCTGAGGCAAGAGG 

Sequence 898 

CCCCTTCGAGCGGCCGGCCCGGGCAGGGTACCNCGGGGTNGGACTCTNTGGTTTTTNAAA 
ACCTTATGAACCATTAACTTGGGAACCCCGGCAAAANTAAGCCTNGGGGGGCTTGAGGGG 
ACTTTTANGANNNMCCNTTTAAACATTTGGTNTNNTTNA AAAAAAAATTNCAGG GTTTN 
CCGTNCCTTTTCCAAAGGGGGGAAAAANGCNCNAACN I I I I 1 1 1 I I I 1 1 I I I I IC 
Sequence 899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGATGCCTG GGTA ACCATGTCCAATGT 

TCAATTTACTTTCTGCTGGACAGATAGAAGGCTCTCCTGCAGCCTTTTCGTCTTCGGGTG 

TCCGCTGGTAAGAAATCCGCCACACAAGAAAGCACTGA CATTT GGA GCCTC ATCAGGTTC 

AGAGTTGAAAGTGAAATAAAGGATAATAATCTTTGTCTTATTTTCTTTGTTTTAATGTTT 

CCCAACTTACGTTAGGACAATGTCAACAAAGACAGATGTCCCTAATAGTAATTGCAGGAC 

ATGTGTTTTCTCATTCCTATC 

Sequence 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGGACCTGTGATG 

TGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGATATCAAGTGGGGGACATGTG 

TrTGCCCTGGGGCTCTATTGGCCTGGAATTTTGTGGTAGGAGG AAGGC ACAAAAAGTAGA 

CTGGGATTACAGGCGTGTGCCACCGCGCCCGGCCTAAAGTGTGT TTTAT AATAAAACCTC 

AATCTGAAACATTTTAATAAAACCTTTAGATGACTAGATTTATGTTTATTTTGGATTTAT 

GTTTATATGAATAAAAAAAGAAAAAAGACGAG 

Sequence 901 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGGAATAGCTGCTTTGGACGGCAAAC 

CAAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCA 

ATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAAT ATTT 

CAGGAACTTGCAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTTTAATGATGTTTT 

ATTGAATTTTGG 

Sequence 902 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 

AAGAAAATCACACTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGG 

TGTATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTTTAAGAAAC 

AGGATAMCTTTAGCATATAMCCAGTCTTGATTACAATTTCA CACT TTCAACCATCTTA 

TTTATACCTCTACATTAGATAATCTTTAAATTTCCATCATAAGGTTTTCCCATGGTTAAC 

CTNCCATATAAAATTTTGGTAATCCTGCCC 

Sequence 903 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGT 

CTGGGTGGTCTCAGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAA 

CTAGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGG 

ACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAGCCATCAGTGCCAATGAAC 

ATAAATGACTGCCTGAGAGTTATATTAACAAAATAATTAATTCAGACGAATTAAGGAATT 

AAACCAGCTATGGGAAATATACACTCTATACTTAGATGCACATT 

Sequence 904 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTAAATAAAATAAAATTAAAACAAATCATTT 

TAGAGATAAAGAGTGAAGTTACTAGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGG 

TTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAATTG 

TAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAAAAATTCAGTCAA 

CTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTACCGTG 

CAGGACCAGAGGGCTCATCTC 

Sequence 905 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAATAAAATAAAATTAAAACAAATCATTT 
TTAGAGATAAAGAGTGAAGTTACTGGAAAAAGGTGACTAGGGACTCTGTTTATGAAGAAA 
GGTTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 
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TGTAATTCAGAATGGCTTTTTATGTATCTAAAACAATCTGGGGCTGCTATAAAAATTCAG 
TCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTCTAAGAATATCCGACCTAC 
CGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTAATACAGTTT 
Sequence 906 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGA 

CTGATATCAGAGACTTTCTTGGAAGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTA 

TGGGCGAAGAAAGAAGGGTCAGTTGGGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAA 

CTAGGTCMCTTTTTAACTGGCTAGTGAAAATGAGATTCCTCAGGATACAAAAGCAAGGA 

GAAGACAGGAATAAATCAGGACTCCAACAGGCAGAACAGGATTTATTTAGGGCATGCAAT 

GTGGAGGGCCCTAATGGGAACATGACAGTGT 

Sequence 907 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTGCATTGTCAATTTATATTTGTTTCCCCA 

CTAAAGCCTCCAAACCTTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCT 

GTTGMGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCTTCGG GATA 

ATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTGGGACTCTCTTCTTGTTTT 

TGGTTTTTAGGAAAAAAGCTAGAAAATCCAACTTCAGCTAGAGTAACAGTAGTAACTGAC 

TTGAAAGTATGTCAAAACAAAAACTGTTAA 

Sequence 908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 

TATGTTTCTTCTGTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACC 

AAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAA AGAAG TCTTGGTAAGGAAGCAA 

TTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTTTGTGTTGCGTAAT ATTTC 

AGGAACTTGCAACCCTGATAACTTGTGCCTGCCTGTCTGTAGGCCTTTAATGATGTTTTA 

TTGAATTTTGGT 

Sequence 909 

CCC7TCGAGCGGCCGCCCGGGCAGGTACCCTCTTCTCAATTTTGCTATGAACTTAAAACT 

GCTCTTAAAAAAAT AI I I I I I 1 1 A AAAAAGGAGGGNGTTATTATCAGAGATCCCATAGAC 

CTTAAAGGATAATGAAAGAATGCTATGGGATAACCTTCATGCTAAAAACTTCAACAACTT 

AGAAGTATGAAATGAATGAACTNTCTCCAAAAAAAATACAAGTTACCAAAATTGACATGA 

ATAATAACAGAAAATNTNGANTAACGCTGTAACTATTAAAGGAACGTGAAGTTTGTCAAA 

AGCTTCCCCAAAATAAAATTCCAGGACCAGATGG 

Sequence 910 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAATGGGGTAGGGTGTCTTG GGATC TGACT 

GTTTCTTAGACCTTCAATGCTTCTTGGGTTTCCTCACTGCTAGTTATAATTCAGTTTTCT 

CAGGTCTAAGTCATTCATCACTCTTTTGTCTGCTTTTCA GCTTCC AAAAATtCATTGCTA 

TTATCTCCTCTCCTGTTTTCCCTATTGGTGTGTTTGTNTCI I I I I CTTTAAAAAAATTCC 

TTTGTGG 

Sequence 91 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAA 

AAAGGTGTATATTAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATT 

GTCTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGGCTACCAGC 

TTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTTTGTGAGAAACCTCATGAG 

CACTGAGTGTTCTAGTTCCAGATGAAAACCGGTTTCAGGTATGAAGCAAGAGGGAGTGCT 

AATTGGTAGAAGTAATTACATCTT 

Sequence 912 - 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTGGGTGGATTTG 

AATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTA 

AGGACCACAAAAATTTAGAGCAAAGTATCTTGTAAATTCTACCTGGTGAAAGTTTGATAT 

AGCACACATATGACTTTTCTATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGT 

TTGTATTTTCTTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

I I I I I I I I I I I I I CTTAACAGTTATCTT 

Sequence 913 

ccctttcgagcggccgcctgggcaggtaccacaaagttattgcctacatccaggtcaaga 
agatcttctactgtattttcttctaaGagcttttacatataggtcaatgatcaatctaaa 
attaagagttgtgcaatcattaactctagctttagactggtatactaattggtttgtata 
cgaactgggttaaaggcataggacacatgcaggctgtgttcatttcacagcagggctctg 
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TAATTAGGCAATAATTACTTACCATCATACCTAGTGAGGCAATATGGGAGAAACAAAACA 

GGCCATACAGCTTCACTATTATTCCTACT 

Sequence 914 

NNCACCCCTAGCGTGGNCGCGGCCGAGGTACTTGAGGACCAAGCCACAGAGCAAGCGCTA 

AAAAAAAAGTTAACTAGAACCTTACCACTNTTNCACGCACCCCAATTNCATAAAATGTAT 

CAGNAAAAAAAAACAATNATCTAAAGANAAAAAAGNAAAGAAAAANNATNNANCACATAG 

GNAACNGGGTGTCAACTAGGNAACNGACCTATANNAANNNAGGAAGANAGNGNCTNCCTT 

CCTCAATNNNCAGANNNACGGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCNCTACAAGGA 

GAAAG 

Sequence 915 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAATGGTAAATATATGAGTAAATATAACAC 

AC 1 1 1 1 1 1 CTTTTAAAATTTTATTTAAAAGGTAACACTTTGCAGCAAAATAATTAACAAT 

GTATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAATTGGAGCAG 

GGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATATGAAGTGGTATATTATTAT 

TTCAAGGTAGCCTTGATAAGTTAAAGGTTACATATTGNAAACCCTACAATAATCATTACA 

AAATAAAGAGATATAACAGNAAG 

Sequence 916 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCAT 

TCCTTTGGTCTATAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGG 

CCCCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCTAGAGCTTT 

TCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGNCCCCTNCCCTTTAAACAAACAAAA 

GTGCCGGCTGGACGCANTGGCTCATGCTGGTAATCCCANCNTTNTGAGAGGCTNAGGCAG 

GCGG 

Sequence 917 

CCCTTTCGAGCGGCCGCCCGGGCAGGT ACTG CCTGGCATGCATCTTCTCGATGGTCTGTT 

ATCTTGTGGGAATGACATTCGTTAAGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAA 

TGTTTCATCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATCAAC 

GATGACTGCAGTGGGTGAGGCTGTTTGTTTATCACATCACTTGAGAACAGAGTAAAGTGA 

GTTTCATATTTTCCTGAGTCTTGAATTCTCATTTTAGACATCTGTTCAGAAGCTTTCTAA 

GCCATGGAGTATTCTAAATGAGC 

Sequence 918 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAATTATAAAGTTACCAATAACT TTACA TTA 

AGAAAATCATTTTCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTAT 

TCATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGAATACTGAAACAG 

TGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTGGGAACAGCTTTCAGCAGT 

GGTCACTTGTC I I I I I I IMTGCATTTCAAAATGTGTTTGGTTAGCAAAAAATAATGAGA 

TAATTCCCTCAAATAAATG 

Sequence 919 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGA 

CACTTAGAATGTAAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGG 

GCCGTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTA ATATA AATTACTGAAAGGT 

GGTGTTCACATTTAGAA I I I I I I I I I I AAGTTGCATGTTTAGGATTTTAGTGCTCAGGAG 

GAAAGAAGGCCAGTGTTGCCCTTCCAGACCATCGCTGCCATTTCCCTGTAATATATCGTG 

TGTAGAGGAACCTAATGCCTGCA 

Sequence 920 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTCGCTATTTCTAGTTCAAAATCACAGATTTTCA 

GATTGAAAAAATTTCAATCCACTTATTTTTCAAATGAGATAACTGGGACAAAGAGAAATT 

CCATGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACCACAATCC 

ACATCTCCTGACTCCCAATCCTTTGACTTAAAACAAACAAGC AAAC AAACAAAAAAGATT 

TCTAATAAAGTGGAATAATTNTAAGAAAGGGAAGTATCACTATTTTAC 

Sequence 921 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACATGTAAACTTCTACTTTCCCCTTCAGATT 

ACAGCAACCATCATGCCAAAGGTATACACTCTCAGGGAATCCCTGTGGATTTCACTGATG 

ACCACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCTCAAACTCTCAACATTTGT 

GTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTGGGCCACACTTTGGTTTGT 

TTGACTGGAACATAGTTTGAAAGGGATGGAAATTTCCAAAAGGTGTTAATAGACACATAA 
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AGATTTTTAAATATTAAAAAAAAGAAAAAGAAAGA 
Sequence 922 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTG 

TCTGAGTTGATGATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAA 

CACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAACTTAG 

GAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACTAGAA 

GAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATGCC 

ACTGAAAACTGATGAAAGAGGAGGGAGACAGGAGG 

Sequence 923 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCAC 

CTCAATTCTACTCTGGGGGACATTCCTCCTCTC I I 1 1 I GGTCTGGAATGTCCCCTGGCTT 

CAGGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGGGACTCAGG 

GAGACCATCCAGTGACTTGTTCCTGAAGTGCTGGGAAGGCAGAGCNTCCTTTCTGCGGGG 

TGCTGAGTGATGGGACGACAGNGTGGAGCTACTGNGCTCTCCAAGCCGGNGCCCAGGACC 

AGCCTGCCTGAGAACGAAGCCAGC 

Sequence 924 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACTTGTTATAGAAGTGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTT 

TCAGGTCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGATCTC 

TTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACCAATTGGCAGGCCC 

ATTGGGTGATAAATGTCCAAGGACCTCfAGGCTGACGACACATTTTTCATCATTAATCCA 

GCCTATTGTAACCAGGGCCACTCACATTGAT 

Sequence 925 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTA 

GTTTCGTCAGATCCTAGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAAC 

TGAAGTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAGAAAAAG 

ACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAANTGGTAATAGTAATCA 

CTATCATCATCATGTGACATCCANAAAGCCACAAACAGAGCGGTCCTTACCAGTGACTTG 

TCCATTGGTTCCAATTCCTAGC 

Sequence 926 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAACACAAGATTGCTAATAGACTGCTAATAA 

TAGAACTTAATAAATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGC 

TTAGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCACTTCTGAAA 

AGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTTTGGGGCTGTTACAGTTAT 

TTCCTTTATTTGAAGAAGGAATAtGATATACCTACTTTGTTCCAAGTCACTGCTTATAAT 

GTGCTAATGGTACCT 

Sequence 927 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTC 

ATGCCTTGATCCCCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATG 

TCATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAGAACAAAGATTTGGGGCAC 

TTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTCATCTTCTGCTATATACTC 

CAAATATGCAAATGGAATTGAAATTCAACTTAAAAAAGCATATGAAAGAATTCAAGGTTT 

TGAGTCGGTTCAGGTCACCCAATTTCGAA 

Sequence 928 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGAAAGAAAACAAATACCAAGTATTTACAGAT 

CCAGAGAAAGTTCACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAAT 

AGCCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACA 

TAAAGGAGAAAATCATACAGAAAAACCTCATGTAAGGGTTGGAACTTGAGCAACCAGCTA 

TCCAAATACAGAGGGGAATCCTCGCTTAGCTAGGGCATGGCCTGAGAGAAGCCCCTTCCT 

GCTTTCAGAGCCTACAAGTAGTCCCCA . 

Sequence 929 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAGCAATAAATCTGAGCAATTATCAGGTTAT 

TTTATTGCATTTCTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATAT 

GTTCTGTGTGTAAGGAGTGCTTGAGAGTCTTTAATTGTAACATTTATTAAATAAGAATAA 

GAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCATAAATGTATAGTGCTTAA 

GCTCTGCTTTAAAAGGTCTTTCCATGTGCTCTTGGGTAACCACTTAGGGCTGAATTCATA 
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GTATAAATATCAATAAATGTTGCAATCACAA 
Sequence 930 

CCCTTAGCGTGGTCNCGGCCGAGGTACGCGGGTGGGAAAGGGAGGATGACTCACTTACTC 

TGAAATCTGGGCCCAGGAAGGACCTCTCCCATCCTTGGAGCCTCCTCATTCTCCTGTCTC 

TCACNNGTCCCCCCACCTCTACCATGATGTCCTCATTCTGGGAACCCCGAGCA GGGAT AG 

TGGCTTGGGCCCTTCNTCTGGCTTTTCTCCCCACNCTTTGCTCCACTTCTAACAl M i«C 

TNCCTTCATCTNACATGAAAGGGACAANGGGTTAACCCCAAGNAGGGAGGGCAGAAAACA 

ANGNNCCCCACATCCTGGCTNTGCCTTCTGAC 

Sequence 931 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCAGGGATTTANAGACAGGGTCTGGCTCTTT 

TGCCCAGGCTGGAGTGCAGTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCT 

CAAGAGATCCTNCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCACG 

CCTGGCTAATTTAAAAA I II I I I I I A TAGANACAAGGTCTCACTATGTTGCCCACACTGG 

TAAAGTATTTTTAAATTTGAGACATGAATAATGATGCAAATCATCCTTTNTATGGGTCTG 

ATTCTGTTCTGTTACCTTATTCAAGGACTAA 

Sequence 932 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I 1 1 ! I I I I I I I I I I I I 1 1 1 I M I I I GNAT 

TTTTAGTAAACACGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCT 

GATCATCCGCCTTGGCCTCCCAAGTGGTGGAATTACAGGCATGAGCCACCGTATNTGGCC 

ANANAAATTTTTTAATATAAATTTTTTCAGTTACCACTTAAAGGGAAATATGATTAAAAA 

AACTAAATAAAGAAGAGCTTTAGTAAAACCATGCCCTCTTGCTAATCTATTAANAGTCAA 

ATCTGAA 

Sequence 933 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTATGTTTCCACTTATGGACAGATAATTAC 

GTAGTAAACATAGAAACACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCAC 

CCATGGGGAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTATTT 

GTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAATATGAAACAAACGC 

AGAAAACATCAAAATGTCAACAATACTTAAACCTGAGTGTTGGGTGCCTGAATGTTATAT 

TGGTCTCTGCA 

Sequence 934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGTATA TGAG CAATTGCTCAGCAGTGTTT 

GGATATAGGGAGTGGATAGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACA 

GAGAATTATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTACAAA 

GCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCA CGGTTA ATACTGTAAAA 

CATTTCCTACGTTTCATCTGATAGTGTTATTAAAAATAGCTGTTATTTTTAATAGCTATA 

CTAAAACATAAAAATGTTTAGGCCAGGCGT 

Sequence 935 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAATTCATAAGATAAGGATTAAATGAATTAAA 

ATATATAAATCCCTTAGATAACAATGCTAGGC ATATGTTAAGC ACTATGTTAGTATC ATC 

AMTGTTGTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTTTCGTAGTG 

ATTATTCATCACCCCTACTGGACTCTAAGGTCTGTGAGGATATGTCTATTTGGTTTACCA 

CTGTATCCTCAACAACTGCTGGTTGTCCCTATTGTAGGTGTTAGGTATTAAGTGCATGAT 

AGTGAATACATAAAGGTT 

Sequence 936 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAG 

ATAGAGAACAGAAACAGGCTGTTTGATTTCACCATGGTCAATGCTCTGATGTGCCA AACA 

CAGGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGGAAGATTTT 

CTGGAAAAGATGACATGTAGCAGACAGCTGACAGACGAGTTTACCAGG TTCAG AACTTAA 

GTGATAATAATCTTITTATCATAAAATTTTAAGTGTGGTAGAGAATAAAAGTTTTGAATT 

AAATGTTGAATGAAATGTGTTAT 

Sequence 937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAAAAATAGAATATAAGGCAGTGAAATCA 

AATCCTGGCTCACTTGAAGAAATAACAGTCTGTGGGCAACTNGGTTGTTTCTCAGGTCAC 

CTCAGGGGACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATA TGACT GA 

TAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATAAATTACCTTTTA 

GCCTGTGTATTTACACACAAATATGCAACCTGCAAACTTCTTCTGAGGACAGATGTCAAC 
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TACTTTTTCA I I I I 1 1 1 1 I I IA CAGTCAAA 
Sequence 938 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTATACTTCACCAGATATCTATAGAACATT 

CCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACAT 

TCTCCGGGATAG ACCATATGTTMGTCATAAAACGAGTTTCAATAAATTTAAAAGGACTG 

ATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATAACAGAA 

GAAMTTTGGGAMTTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAACCAG 

TGGGTCAGAAAAGAAATCACAAGG 

Sequence 939 

CTTCCATACTCTTTTAATTGGATATGCCAGTGTGTNTCANTAATTTCCAGTGGCTGTAAA 
ACTTTGAGAAATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCTGAT TGCTTATT A 
AGTGATCTCTTAGAGGTTTCCAMGTTATGAGTTTGAGTTTACMGTGCAGTTTTTTTCC 
ATGAAAATTTCAGTGGTGACAAATTATAGAATTTATCATTCAATTCAGTCTTAACTAGAA 
ATAATTGCATATAATAAAACAGGTTCTTGACTGTTCTTTT 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCACTTCCATTTTGTAAGTGAAGCCCAGA 

GAAGCAAAGAAATGTGCCCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAG 

GTTGGTCGAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAGAGA 

AGAGACAGAAGTAGCCAGGATGAAGGTCTTCAGGTTTAAGAAGAACTATGAAAAAGCAAA 

AGATTTTTGTTTTCGTGGTTTTTTTACTATAAAGGAAAACTTTAAATAATAGCAAGAGTG 

CTATAGGTAAGATATCAGA 

Sequence 941 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGA 

GACGGAAAAATTTGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGA 

TAGTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAAC 

TGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGTGGAATTGTTATTCAGGAA 

AAAATAGCAATTATTCCTGTTCATATCTCAAATCATTGTATGTTGTTTATTTAAAGGGAG 

ACATGGTAGAAGATATCAAATATAAAAA 

Sequence 942 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAAAATGGCTGTTT TTCCCCACATT AGTCAG 
CTCTGGATTTTGCATGTGTGGGGC I 1 1 I I I I I I GATAGTTATTTGTTTTTTATTTTAAAA 
ATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTATTGGCCAT 
CTGCATTTCTGCTGCTTATTGGCCATGTATTTATTGGCCATTTGCCG TCTGC TGTGAAAT 
GTCTTAAA I I I I I I GCCCATTTTTCTAGTGATAAMCACTGAAGCACATTTTTAAAGACT 
TCTGATGA I I I I IATTGT 
Sequence 943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTTTGGGGTG 

GTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTT 

ACTGATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAA TTAATC CCTAG 

CTGTAATTGTGCATTAGTTTGTCTCTT TTCAG CTGTTCTAGCTTCATAAATT TTTGG AGC 

TGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGMCTAGACCTTTTATCA 

TTAGGAAAC 

Sequence 944 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAATCAACTTTCCTTTTTACTATCTGGAAAT 

AGGAAAATGTTCCATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGA 

AAGTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTAATACCCAC 

TTTACAAAATTAAAAATGAATTACAGCTTTTTAAAAATAGATTAAGCTGGGTGTGATGAC 

ATGGCACCTATAGTCACAGCTACTCAGAAGGCTGAGGCAGGAGAAGCACCTGAGCCCAGG 

AGTTTGAGGCTCTAGTGAGCTAT 

Sequence 945 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAAGTCCAAAGAGGACCAGGAGGATCCC 

CGCCAAAAGAAGGGTAATCGATGGGACACeAAAGTTATCAGTCAAGTAAGGCAGAAATGC 

TTGAATGAATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCTTGC 

CTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTGGCAGTGGCCCAGG 

GCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCATCCACATATGAGGGAGGGTGACAT 

GGTGCTAACTGGGCATCTACATAGGGCAGGG 
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Sequence 946 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGAATTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGC CTCC TAGCTTTCAATGCTAT TGCCC AGGCTNG 

ACTTTTATTGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACI 1 1 I IAAAGA 

AGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAA 

ATTGGAAAATAGAAACNAGTATCTAGAAGAAAAATCACTCATAATTCCANCACCCTGTTA 

ATACTTTGTCTTTTCTTACAGTTTCTAATA 

Sequence 947 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAG 

AGCATGCTATAGAAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAG 

TGAGATAGTMCATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGC 

Sequence 948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGMTTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTA TTGCCC AGGCTGA 

CTTTTATTGCAACTGTTTTATGATACAGTTTT^CATTGTATGTGTTTAC ! I » I lAAAGAA 

GCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAA 

TTGGAAAATAGAAACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAA 

TACTTTGTCTTTTCTTACAGT 

Sequence 949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAACTAAATTGTGATACGATAGGTGACT 

TATGAGTAGCACAGAATGTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTG 

TCAAGGTAGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCAAAC 

TGAGCAGGCAGCCMTGAAAACCGTGAGCTTTCTTTACATTMCTTTCTGAAAGTCATTT 

TTTCTTATTCCACTTTGTGCCTTTTmAAAAGCTGCAGC^ 

TATTTAAAACACT 

Sequence 950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTAGGTTGATCTCTTTCATTCTCATGGT 
TTAATTACCATCTATTCACTGATTACTCCCAAAACTGTATCTATAGTCCAAGACTGTTTC 
TAAAAGGTCTGCACCCACATATGCAAATAAATA 
Sequence 951 

CGGCCGAGGTACTCTTAGGAAAGAGT AATG GGGTTGAGGATGGTTAATTTAGCCCATCCT 
AACTTCTAGTGAGATTTTTTTCANAATATTTTGGATGGTTCTCTC 

CATTAGGGAAGAAGATTCTGCAGCCTACT CAGGT GAGCCAATCTCATGGCATTGAACANA 

NAANATATGTTTTCACGTCTTTAACCANTGTTTTTCATAGTGNAAGTCAGGCCTTTCTCC 

TTTGATCTAAGTGGAACCAAGAGGTTAGATACTCCCTTTNCTTTAGTTATATAATGGGCT 

TCATGTAACT 

Sequence 952 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACG 

TTGCAAACATTATAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCT 

TGGAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATATCTATAAAA 

TGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCAACAAACTTAG GTTGTTC T 

AACATACATACACAAATACAGGAGGGACGTTTATGGGTCACATCTGCGAAACATTTTTTC 

CCAAAAAGCTGAATTTT 

Sequence 953 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATTATGCCCACAATTTTATCCTAAA 

TAAGAGTGATTCCCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAG 

AAAACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAATCACCTGTG 

GGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATAAGCGCTCTTAAAGAAGCT 

ACAGCTCTTCCCCATTCCCTATCTGAAAGCAAGGAACCACTGGCTTTGGTCAGGAAACAG 

GCATACAACATCAGATGTGATTATAA 

Sequence 954 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATGTTGTAAAATTTACTATAATTAATAGGA 
ATTAATTAATGAATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAG 
GTGCTATT1TGTTNCTCCTACATTTACTCCATAGTAAGCTNTTGTTTGAGAAAAAAAATG 
CCAGTTTGGTGCGTAGTAGATACGCAGAGGCCTGNGAAAGGGACNGATGAC NCCATTA CC 
CCATGGGTACAGAATGTATAATGCTTCCCCTCTCAAACTTGGGTTGNTTTGGN I ni l I I 
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TACA 

Sequence 955 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAG 

CATAGCACCTCCATTGACCCACATGGGGGCCTGCCTTGGGCTTC ATCAGC CCTTTGGAGT 

CTCAGATCCCTCACCTGTTAAAGGAGAGTMTACTACCCACTTACCTTTTTGGGTTGTTG 

TGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCA 

GCGGCCCCTAGGTAGAGGCCTGTTGAATTGGATGACAGTGAACTTTGCAGCATTTCCTAA 

CCTCAGAAGTTCAAGA 

Sequence 956 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAA 

TGGATGTGTGCAGGTGACATAATTTCAGG GGATAA GGTAAAAATTAGATGAAGCCCAAGC 

AAATATTCTTAAAAAGAAAAACTTAGGA I I I I I I I I I ACAAAAGTTAACTTAAAATGCAT 

TATCTAGAATAATGTTATAAATCAACGTATAGAGAGGTTAGTGAATAGTTCCCT TCATTA 

GGATGTTGAAGGAATATGGTTTCAATATTCAACAAATGTCGTGATGCCTATAAAI I I I IC 

TACAAACAAGAGTATTGT 

Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGA TACAT TCTGCTAGTTTGGGGTGGTG 

TGTTCTATAAATGTCAATTTMTCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACT 

GATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAA TTAATC CCTAGCTG 

TAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTCCATAMTT TTTGG AGCTGT 

TAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGMCTAGACCTTTTATCATTA 

GGAAACTGTCCATATAACCAC 

Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTA AATGG GCAACTTC 

TAAATATTGATACAACCATTMTAATAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCA 

CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATGTA 

GATTATTCCTATAAACATGTTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAA 

ATTATTCAAATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTAT 

Sequence 959 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I 1 1 1 1 I I 1 1 I I IAANA 

CAGTCTTGCTATTTTAAGTCCAGGCTGGACTCAAACTCCTGAANATTGCTCAAGCAATCT 

TCCCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTAGGTTCCAG 

CTNTTAAAANANTTGTCAGTGTGGTGGGCGAGGTGGGTCACATACACATATAATTATAAG 

GTAAAAAATCACAACTACTACAAGAAAGGTGCAAACATTTATGAGAAAACCAAAGAAGGG 

Sequence 960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTG 

AAAAAAAATTATCAGCANAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCCAAAAAAGCTGTTGTAGAGAACATGGATCCTTGAGGGGGGTAAATGGGC 

AGATAATTCTAGCCACAGATTG 

Sequence 961 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCtTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGG 

Sequence 962 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 
ACAACATTTCAATGATGCATA I I I I I I I I I CAGATGCATTCCTTTGATTGAATTTAAAGT 
CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC; 
ACCTGGGTTGGTTTTGAGAGAAAATGGlTTCAACTTTATAATTACAGTT TTAAC CACCAC 
AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCMGGTTTTAGTTTAA 
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TANAACAATGTCATCCTTTAATAATCTTTAAAAGAAGAACAACTAAATAACCCAATNACA 

AAATTTGAAAATTAGGGTCAAACCT 

Sequence 963 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 

ACAACATTTCAATGATGCATA I I I I I I I I I CAGATGCATTCCTTTGATTGAATTTAAAGT 

CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGAT TTGG AAAATACAGC 

ACCTGGGTTGGTTTTGAGAGAAMTGGTTTCAACTTTATMTTACAGTT TTAAC CACCAC 

AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA 

TAGAACAATGTCATCCTTTAATAATCTTTAAAGAAGAACAACTAAATAACCCAATAACAA 

AATTGAAATA 

Sequence 964 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGC 

CAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATG 

Sequence 965 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTG 

CCAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGCCTGGTGGAGTTGAGGC 

AACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATAGGC 

TCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAAT 

AGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAAT 

AATGATGTTTACAATTCTCTAAGAGGAAAAGGAGCATTANC ATCAGT GAAACAAAAGTAG 

GGCTATAGAAAAAACAATACTTATGAAAAAACCAATTGGAAATTTTTAGATGGAAAAGCC 

TGAAAGTAAAAAATTCAACACATGGTCTAAAAGAATAAACTGCACACAGCTTGAAGGGAA 

AATTAGTTAATTTTACC NAAG AAA 

Sequence 966 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAGTTAGAAA 

CATGAAAGA 

Sequence 967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCAAAAGGATGAAAATGTTTTCTGTC 

AGAATGAAATTCAAGAAAACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAA 

AATCGCAATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACATGAG 

CCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATACATACCAGAATTG 

GCACACAAAAGGATATTAAAACAATAACAACTGCGTTCCATATGTTCAAAAAG7TAGAAA 

CATGAAAGATACAAAAATAAAATCAAACTTCTAAAGATGAGAAACTGTAGTGTTTGGAGG 

GGAAAAA 

Sequence 968 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 

AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 

TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 

GGCCCTCCCTCMTCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 

CCCTTAATGTCAGACCTTGAGTGGGCACTCAGCTTTATTAATTTATTTAGGTAATAAAAT 

TTACCTTCCTAATTAAATTCTCAGTAAGTCCTGGGMGCTGTATTATTTTAAACATNTTG 

CACAATTGT 

Sequence 969 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCGGTCTGTGCCCCATCACCATTTCTAA 
AGCACCCTACCCTCATGGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGA 
TACAGTCAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTC 
GGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAATGGAAAGTATATAAT 
CCCTTAATGTCAAGACCTTGAGTGGCACTCAAGCTTTATTAATTTATTTAGGTAATAAAT . 
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TTTACCTTCCTAAATTAATTCTCAAGTAGTCCTGGGAGCTGTATTTATTTTAAACAT 
Sequence 970 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTCTNAA AACAAAT TGGA 

GGTTATMCCTTTTTCTATTCTCTGCAACAGTGGATATAGGATTGGAGTTATTTmTCT 

TAAGTTnTGGTAGAAAACTAGCCCANTNGAAGTCATGTGGGTTTGGGATTNTTCTTTGT 

ANGANAGGNTCCTAATTACTAATNAGCTTTTCAAAATAN 

Sequence 971 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGATTATGATAGCCTCTTAA AACAAATT GGA 

GGTTATMCCTTTTTCTATTCTCTGCAACAGTGGATATAGGATTG GAGTT ATTTTTTTCT 

TAAGTTTTTGGTAGAMCTAGCCAGTGMGTCATGTGGGTTTGGATTTT CTTT GTAGGAA 

GGTTCCTAATTACTAATTAGCTTTTCAAMTAGTTATGAGAATATTCAG GTTT TCTATTT 

CTTCCTGTGTCAATTTTGTTGTCTTTTTCTATAMTTTGTTCATCTATAATTTTAATATT 

TTTGGTATAA I I I 1 1 I I C AAAAATAATCTTGTATTTATTTTACAAGGACAGGGATCTTTA 

Sequence 972 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGGGACAGAGTGAGACCCTGNCTN 

AAAAAANNTTTTTTTGNNTNTGANN N NNGANTAANGAAAAGAAAAGGAAAAGAAAAAACA 

AGAAATTAGCTCATGATAGNCAGCTTTATATTATNAATTATGTGACACTTTGGATATTTC 

AAAAGCACATTCACAAAGTGTATTGTCACTTAAATACCTCAAAATTTCCCTGTTATACAT 

GCAGATCATTCCCCATTCANCCCTGGGTATGGGACTGAACTGTGTACCTTGCCCGGGGCG 

GGCCCGCTTCGAAAAAGGGGCGAAATTCCAGCNACACTGGGGCGGGCCGGTTTACTTAGT 

GGGATTCCCGAGNCTTCGGGTTACCCCAA 

Sequence 973 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTC 

AAAAAAAAAAAAAAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGA 

AATTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATTTCAAAGCA 

CATTCACAAAGNGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGCAGATCA 

TTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGCCGCTCGAAAG 

GG 

Sequence 974 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 
TACAAACCCNANACTGTCTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 
CACAATCTTGACCAGTANCAGTTGAAANGGGAGTTTAAGGTGGGGGTGA 
Sequence 975 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATNAAAAATTTCGGT 
NGGGGCNAANAAANGNNNTTNNCCNANCCTCCGAGCAGTACCATGCTATATTGGTCACTG 
TAGCTCTGGTACATANTTTTNGAAGATTGGGGTAATGTGGAT TCCTCT AGCTTTGTTAAG 
CTCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTTC I I I I I I GGTTNCATATT 
AAATTTGTAAAATAAAATTT 

Sequence 976 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATTTGTCACTTTTCAACACTTCCTGG 

CANGCAGGCANCATAACTGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCT 

TTTGAGCCAAGGCTCCCCTACTGTCTTTTCATTTTATGTCAAGGCAGGGGGAAGACCTCA 

AAGGGCTCTTGCATCCCAGTCTCACTTCCCAAGAGAGGCACTGAGGCCCTCCAGGATGTG 

GGGACAGGAACTTTGGGGCCAAGCCGGGGCTGTCCAGAAGATCACCAGGAGGGGCTTAAA 

TTAGTTNGAAAAGGGAGNAGGTCCTTT 

Sequence 977 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAAAAGTAAACAAATTTAACTGAAGCATGG 

CTATTAGTTAGTGATTCTTTGTAGATTTTCTGGAAAGTCTTGTTTGTTTGTATTAAACAT 

TAACTCTGCTGTATGCTGTAAATACACTGCTAAGATCAATATTGAAAAACGAACAATAAT 

ACCAATTCATATGGACCTTCAAAATTAGTCTTATAAAATTTTTATGGATATTGGNATTAT 

CCCMGCCAACCTGACTTTTGAGGACTGACAAATAATATCTTAACTTTAACCCAGGGGTG 

GATTTCTTGCCATTTNCCTTTTGGNTTT 

Sequence 978 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACTTCACAACACCAACCACAGGTCTCAAGG 
TCAAAAAATGAGCTAGGAGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAG 
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CAACCCAACTGTGTCCTGAGTGGCTCTTAGAGTTTAAGACTCTGAATGAATGCCTAAATT 
TANAAAGGGTGTGGACCAAGGGATTTTNGGTTAATGTATCNCTAAAAGCANGCTGACTGC 
CAGGATTTCAAGT 
Sequence 979 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCAGCAGAGTAGGCACTAATATGTGTTG 

AATGAGTAGGTGAAATAAACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAA 

CTTCATTATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGGAAA 

GAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTTGAAGGTGAATAGC 

CATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTTTCTTATCTGTAAAAGGGGGGAAG 

TCATAATAGCTACTCCTGCCTAACTCATANGTTGTTGAGAAAATGAAGTGATT 

Sequence 980 

CCCTTTCGAGCGGCCGGCCGGGCAGGTACATTACCTTTTATGTATGCTGGAATAAGAACT 

TGTGTCTACATGCATGTAGAAACAATGGAAGGATAGGCAAGGAAAATGAAAAAAAAATGA 

TAACCTATGGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCGCA 

ATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTn'CTAGTTAAATGCAGT 

AAGAAATTCCCCACAAGCTCTGCAAAATAAGTTCTGTCAATCAAATCTTACATGATGCAT 

TAACTGAGCTATTTTAAAATACTACCATGGAATTCATCTTTAAAGGGTGACCTTTGTAAA 

AG 

Sequence 981 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTA 

ATAAGCCAAAGAAATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCA 

GGAATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTGGCTGCCCC 

TGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAGCATCATCACCTAGAGCCAA 

CAAGTCAAGGAGGTGATGGTTTGCCTTTGACATCTCTACCCAGACCAGACTCCACTGGAG 

AAGACTCTCCCI I I I I ICATCACTGCCCTACCTAGTTAGGTTGGTCCTGC 

Sequence 982 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 

TTTCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGCTACTTCTA 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGI I I I I CTCTGGAGTGGAAGCCTAGTAAGATTTATTT 

Sequence 983 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGACATTTCAAGACATGGCCCAATGCACAAG 

CAACTTCCCAAAGCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCC TTGAG GGCA 

GAMCTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGATTTTCTTT 

TTC I I I I I lA AACTCAGAAGTTAAGTTCCAGCTTCAGTGGCTATGCCCAGATGGTCTGAT 

TCTGAAGGACAAGAGAATTCAGNTGGCATAAGCCCTGTGCTTGGCATGTAGTANGTTTCT 

CAGTAAACTTTANCTGGCGGGA 

Sequence 984 

GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTAGTAAAGATGGGGTTTTGCC 

ATGTTGGCTAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCACT TCGGCCT CCC 

AAAGTGCTGAAATTACAGGTGTGAGCCACCGCGCCCGGCCGAGGACACTATTTTTTTGCT 

TTGGAAGAAATGAATCCTAGTTTTGGTTCAGAAACTGTCAACAGCATTGTGCCTCTTCTA 

TGACTACTAAATTTCAAGCAAAGAGAGCTGAGTTGGGGGTAAAAGCAGGGCTATTCCCCG 

CCTTCAGACAATGCTTGTCCCTTATCAAGGGCAGACTGCTGTCTGG 

Sequence 985 • 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACTTAA I I I I I I I I I I I I I I I I IAGTAGAGA 

TGAGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTG 

CCTCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCAGCCTGTGTGTG 

I I I I I I I ACTTAAAAA I I I I I AAATTTAAATTTAAATGTTTAATTGACAAATAATTTTAT 

ATATGGGGTATAATGTGATGTTTTGATGTATACATTGTTGTATACGTTGTAATTGTATAC 

ATTGGGGTTGTATACATTGGGATGTATACCATTGAAATTATTTGNATCCAGAAAATTAA 

Sequence 986 

-CCCTTAGCGTGGTCGCGGCCGAGGTACATGGAATACATAATTTTGAAATGGAGTCAGGGC 
TTTCCTAATGATCCATTTTGTAATTCACCTAACAGCTGAGGGAAGGTCCAGAGAAGGAAG 
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MCTCMGGTTAGTAGACAMCTTGATATTGAGTfGCACTGGCTGCCTTCTCTTTTTGGT 

CCCCTAAAGAGTATTTATCATCTTAGATTCAGC TTAAG TTGTGGACAAATATCAAGGGGA 

AAAGTATTTACAGTTAACGTTGGAATCACACGGT7TTCCGGGGTTGTGCCTCTTTACCCT 

TCAACTTTGGTGGTTTCTAAAGAGGGACCGATTATTAGTTGCTTTCACTAAGGAAGGGGA 

AG 

Sequence 987 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGCCTAGAAAATAI I 1 1 1 1 I 1 1 I I GAAATGG 

AGTCTCACTGTGTCGCCCAGGCTGGAGTGCAGTGGCNCAAATCTTCNTCTNAAAAAAAAA 

AAAMCAAMCAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGTTCTTAATTC 

CTTCAATCATCCCCCTCTTCTAACTNTNACAGCACTTTCTTCCACTACGGCACGCATTAC 

ACGCCAACTACTCACCAGTTCACGTTTTCCGCCCTNTNTCCCACTTGCCCAATCACAGAN 

TTCCTAAAGAACCAGGACTATGTTCTACTAGTCTTTGTAGCCACTGCACT 

Sequence 988 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTTTCTACA AATTTA TCTTATAATAAT 

TTGTCAAATGTTGAGTGCACAGATTTATTCATTGCAGCATTTGGTTTTTCATATCAAAAG 

ATGGGAAACATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGTAT 

ATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGAATATGGAAAGAT 

TTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGGGCAGAAGAAAATAAGTTGGGTA 

AAAAAAACCCCAGAAATGTTTACTAATAATTATATTTAAAAACTCATAGGATAAACAAGG 

AAGGGTAATGAAATAATTAAT 

Sequence 989 

CCCTTAGNNTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I 1 1 1 I I I GGTAGAN 

ACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCTNGAATTNCTTGGACTCAANCAATCCT 

CCCGTGTTAGCCTCCCAAATTGCTAGGGTTATAGGTGTGAGCCACCCTGCCCAGCCTATG 

TTTATTTCAGATGTTCAAAACAACAAACAAAAATAACACACTNGAAAAAATGATCAGAGA 

ATACGTGTTAAATGAGAAATNGTTCAGGGCTTTT ATAA ATTTGTGACCTCCACCCTTCCC 

CTTANTCCTTTTTCTCCATAAACTCTMTTNCAAATTTTACTACCACAGCAAAAAAGAGG 

Sequence 990 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGC 

TCCAAAAATTAAMTAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTT 

AAGAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTNATAGGNAGCTGGGCACAGTGG 

CTCACACCTGTAATCCTAGCACTTTGGG 

Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTA 
AAAAAACCAAAAACAAAGATTAACAGAAAACAAAACAN CAAAAAA ACTCCCAGCATATAC 
ATTGAGTCATTTGCAGGTTTGGGAGGGGGGGAAATGCTTTTTTGTATTAGGAGAAAGGGA 
AGCTTTCATTTTAMTGGCTATATTACTTAMGTTTGCANTAMTATTTATTACTTTC 
Sequence 992 

TGCTCGCTGGACAGAGGGCAACCCAACACTCTAGCCTAAAGCCCCGTGACACCTGCAGCA 

GGTGCTTGCCCACGCNTTGCACCCGTTCCCGAANTAAAAAGTCGCCGGTCCTANAAGGCG 

NCGAGNTCTTGGTNGACCTTTGNGCANCCCCACCCGTTGCCAGTCTTGAATGNGGTTACC 

CCANAGNCGCCNCAGGCTGACATGGGAAAGGATGTTCTTTGGGAAAAAAAAAAATGGAAC 

CCCGGTGGGTAGNCCCTTGNGGGGCNTGGGNAGCCCCCCGGANGGGGTTCCCCGNCNGT 

T 

TGGCCGGGGCNCAAAATTCANAAGNCAAGGGTTGGGGGNATCCCCGNGGGGAACCTTGGG 
G 

Sequence 993 

ATGCAGAATTCGCCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTT 
GGCTTNCCTGTATGTAAACCTTACCTAATACTTTCAGTCACCACTCTTTCTGTGTTCATT 
TCCCTTTTMGNCAAAA^ANGGGANGNAAGTAAGTTGGNNATTTGGNGTTTCAAAGNGNC 
CAATTGNCTTTTGNC I I I I I ICACA 
Sequence 994 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATA 
CAMTCAGCTGAGGCCTTCACtAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTG 
ACTCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCTGACAATTC 
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CGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTCTGTAGTCTGGCAGATAAA 
GAATTCTTAACAAGGAGGTCCTGCCCGGGCGGCCGNTCGAAAGGGCGA 
Sequence 995 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTA 

ATGAAAACGGATTTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAAT 

GAGAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTAGAATTATG 

TGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACAGCTAAAAATGTATCATAA 

TAGCAAGGATACAGTAGCAAGGATGGGCCTCAATAAACATTTAAAGTGGAAAAATTCTTC 

TCTAACTCATATCAAGTACCTGCCCGGGCGGC 

Sequence 996 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAATAGATAAGGATCCTGTTTTTTGAAAT 

GAACCCCAGTTGCGCCTTAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGG 

TTTTTTATTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGGTTC 

CTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTATGACACTAAATGCT 

TATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGGCTCATGCCTGTAATCCCAGCATT 

TTGGGAGGCCGAGCCAGGTGGAT 

Sequence 997 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGCAACAATAGCTACAAAGGATAGGATACTC 

AATTGCAAGTAGACTTTTCAAAATTAAATTCACTTACTTCTATTCCCAACTCAATCTAGA 

ATATTATTGGTGATAGTGAAAAGACCAGACAGATGACATTACTTCCAAATTTTACCAATC 

TAATTGI I I I IA CTCACACCTGTNGATGTCACTTTAAAAATGTGAATATTAATTT CTTCA 

AMCTACTCCAATTTMGTMTGAGTTAGAGCTTTGGCA ACCA TTAAGGCTCTCTTTTCC 

CAACTCTAACAATATGTGGTMTGTCTTCCCTGACTTCATTTTATGTTTACACAAAATCA 

AAGGTTATATTTAAAGGGTTTTCTACA I 1 1 1 1 1 1 GGGATATTTACCTCCTTGNAATTTAG 

NNTTATATGTCTGGATTAGAAAAACATATNATATTCAAAGAATTTNTAACACTTAGAGGT 

AGAAGTGAAATTACAGGTTGAAGAATTATTTAAA 

Sequence 998 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATT 

CATGATAAATTTTGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGC 

AACCTTGAGAAATACACTTTTAATCATGACTCAGCACA CACA CTCACATGCA CGTGTG AC 

TTAGACGTTCCATGAMCAATGCTTATCTTACAGTGTGTTTTCTGCTCTGGTATTTTTAC 

TTATATTCTATTAAATAGATATGTGTGTATAAACTTATTGATATAAAAATGTGGTCATGA 

TCCACTAAAGTGATTTTACAAGCCACTAATGG 

Sequence 999 

CCCTTAGCGTGGTCGCGGCCGAGGTAC II 1 1 II I I I I II 1 1 I 1 1 1 I 1 1 1 1 I C I I I I I II I 

I I I I I 1 1 I I I I I I I I I I I I I I I I I I I I I I NAACTTGGGTTNTCC I I I I I NATNATTCTGN 

AAAATNANAAAAACCNAAANCCTGTTNATNTAGGGTTTTNATG GNTAN AGTTGNANAAAA 

CTGNNTTTTGTNAGTTTNMNAAGNCCATrTNAATGAGTNAAATTTTTNAAAANCCTCNA 

AANCNAACAAANCTGNAAAAAAGTAGGGGNGGGGGTNAAATGGTTNATTTNAAATGTTTG 

CCTTCANTANCATGAGAGGG 

Sequence 1000 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTGAATATTTATTTAAAAAAGCATTAAT 

TTATCTATCTATATAACTAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATC 

TGAAACTCTTCCTGTGAAAAAAGTCATGTATTATATGC CTTCAAC ACAGAATTTG TCATT 

ATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGCI I I I II I CCCATAGAGCATTTT 

TTCCCATAGAACTTTGTATTCCTCCACTTCTACCACCTTTCTTTGAAGAACTCTTATTTA 

CCATTTCTTGGACTAAATTAGGAA 

Sequence 1001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAATATGGTATA TCTC TTCATTTATTTAGC 

TC I I I I I AAATTTGTTTTGGTAATATTCTGTGA I I I I I I I I I I I I I I I 1 1 GGTATGGAGG 

TCTTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATCATAAAAGA 

AAATTATTTCACTGACTTTTCCAGTTTGCTGCTGGCCTAMCATATANTTAATTNTTTAT 

ATTTTAATCTTGTATCCTATNACTTTGCTAAATTCATATA 

Sequence 1002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTGGCATTAATTAGATTGTGATCATAAG 
TCAAAATGTCATTGGTTATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGT 
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TATGTTTTAGTTTATTGCAGTGAAMTACAAMTTTAAAAGTTATTGTAGAGAATTATCA 
TACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCATCCAAGAAAGACT 
GTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGATGGTGCTCTGTCATTCTG 
GTATTAAACAACCTGCCAAATGTCTTGATTACATGTCCT AAAAA AGTG AGGGGA AGAAGT 
GTAGGACAAATGCAAAATAAMTAACACATTTAGCTATACTTTTMGTATTTTTTATT . 

Sequence 1003 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGT TTCT GAAAGCATTTTTCACTGAACCAA 

TTTTCTATACCTTTITCTTGTATTCTTTTCCTTAGCTTTTGTTTATATGGTTGCTATAT^ 

TTTCAAGCCTCATACCAGTCATATAAAACCATGAT AAAACT TCATCAAAGCATACTTGGG 

CAAATTTCAATTATCAAGTAAAATTGTAAAGAAAAATT7TTTACTAGTTTGGAAATAGAT 

CTACATGTTTGATTTTCTTTCCTTCCTCCCTCCTTTGTTTCTTGTCTTTCTCTCCCCTTT 

CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGTTTGGTATACCCATAA 

Sequence 1004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGAACTTAAAAGTTGA ACAACAA AAAAAGA 

AGGAAAATGCGTTAATACCTTATTGTAATTATTATTTTTTGGAAGACTAI 1 1 I I IATATT 

CAGAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACAAC AATGG T 

TTTAAATGACTGGATAGATAGAAATCTCTTTCAACTT AACTG CTTAGCACATTGCATTTT 

TCTCTGTTTCAAGTTAGTTTrCCAAAGGATTACTGACTTTTTACCTAATTTGCTAAGGGA 

TGTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGGATACAACATGC 

Sequence 1005 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATANGGAATAT 

AACACTTGACTATTCTGATTCAGNAGAACATAAAAAATGTTCTAACAAAACAGAACCAGA 

CACATTTATATNTATTTCTACAAGTNAACAGAATATCTATTAGA 

Sequence 1006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTTCTGCTTGCATTGGTCCCATTACAAT 

CCTGTCTAAATCCTGAAGTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGA 

AAGAGGCTGGTCCAACTCCTTAATTGCAACAGGGATTTGATTC TTCTAC TAGTAGTTAGG 

AAAGGTTGCATTAATATTCAGTAGTTAAAATGTGCGATTCTAAATTTTTTGTAATTTCCC 

ATGAGAGAATAAATTTTTTCAAAAATATTCCCAGTAGGTGAATGGCTTTAATACATGGTA 

TCTGTGAAGATGGCAAATAAAATGAC 

Sequence 1007 

NTNTTNGNNNAATNCNCNNTTAGCGNGGTCGAGGGGCGNGGNNCATNTAAAANGTGATGC 

TAATACTTTAAAATGTGTTAAGATATATGATTTAAAAAGCATTGTNAATTGTATACTGCA 

GTGTCGTCTACATGGCATTTGGACAGGAGANTAATTGTAAAACATA AANAGT GCNAATTG 

TTACACTTACATATGAATAGCTGAAATGNGCAACAGTGGACGCAANTTTTTTNGTTCTTC 

AAGTTTTANTAATTACCCCAANAANACCTATTTAACN AGGCTG ATNCTAACNTGGGGGAT 

ATTTAATGGNTTTCTTATTAATTTGGACCNAAAAANTCTTTTTGGAATTAANCTTGGGCN 

ANTTCGCAACCAAAACCAAATTTTAAT 

Sequence 1008 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGG 
AGGCTATTCAAGCTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCT , 
TTGTAMTTTCCACTAACTGMGATTGTAGAGGAAAAAAAAAAACATC TTATC GAATTCC 
TGCTCTTATAGCTGATTTTAGCTATTAGGAAMCATCCCAAGTTGAGCTTTTCTATTCCT 
AGAATTTCAGATTTCTTTCCTTTTTAAAAATTTTATCTCCTTTTATAGTAGTAAA AATAT 
TTTCC I I I I I I I I I GGAATGGGAGGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTT 
Sequence 1009 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTCTTGCCTACAGCGTTTAGCTCCGTTTGTT 

TTGCATAAAGATCTGTTTTCTGACTTCGCATGAGGGGTAGATGTTCAGCTTATTCTCACT 

ATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCCACCAG 

ACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTCTCCCACTTCCTCTGA 

GG ATTACCTTCCCCTCTCTCAN C ATTCCTCTGTC AGTGGC I I I I I I I I I CCTTTGGCATG 

CAAACATGCTCAAGTCTGTCTTATA 

Sequence 1010 

CCCTTAGCGTGGTCGCNTNTCGAGGTACTCTTTTCAGATGAAAGTGTTCGGTCACCTGGA 
ACCTGTGAGTATGTGG I I I I IGATCTGTGACTAAACTGTCCCCATTTCCCAGTTTCTCTG 
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CTCCGTCAAATATCMCATTTTACCAGGTTTCTCTGTTGTTGCCAMCCTGTCATTTTTA 

TTTGGTGTGGCTTCTTGGGAAACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAA 

CAAGGACAGATGCACCAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTNAGGAGGAAAGGCACTNTAAGGTATCAGAAGGTAGAAAGGAN 

AGGTTGGATNATAGNAATGGGGGAAAGGG 

Sequence 1011 

CCCTTNTNNTGGTCGCGGCCGAGGTACTGAGACACTGGATCCTAAGAAAATCAGAGTTAT 

AGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAA 

TAGGATAGATAGGCGATGTGGCAGCAACAACTCCCAATTCGTAATGTCTTAAAACAAAAA 

CAAGTTTTATTTCCCATTTATGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCC 

ATGCATTTACTCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAGAACAAAAGAAA 

Sequence 1012 

CCCTTTCGAGCGGCCNTTTNNGGCAGGTACGGGCTTTTTTGTTCTTGTGCAGTAACAGTG 

AGGGCATGATTAGCCATCTTTGCCAGCTGA T GTCTTGTTGGACACCTGCCTTGTTACCAC 

TCTAACAGGCCCGTGTCAGCAGCTCCGCTTCCTCCTGACAAGCTGCGAGCACAGGGGACA 

GCACAATCTGAAACTCTTACNGATACCAACAGCAACAAAAATGAAAGCAGTTATGGTGGG 

CAAGCATTAATCTAAAA 1 1 I I I I I IAA 

Sequence 1013 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGTCTCACCATGTTGGCCAGGCC 
G 

GTCTCAAATTCCTGACCTCAAGTGATCCTCCCCCGTCAGCCTCCCAAA GTGCC AGGATTA 
TAAGCAGGAGCCACCGCGCCCAGCCTATTTTGTTTCTTAAATTTTTTTGTTTTTC AGTCA 
CCACAATTTCACCATGCATAAATCACAACGGTTAACAATTTAGCATCTTTGCCTTCTT7T 
CCTGTGCACTTACG I I I I IATGTAGCCAAGATCACACGTTGCATTTTGCTGCTTTCCTTA 
ACAGCGTCTAAGTCATCAGCACTCTATTGTGATGATTTATCTTAAAAATATTCCAAGCGA 
TCATTTTTAGTAACTGTGTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAAT 
TGTTGAA A I I I I I A GGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATAAAA 
AGTTATATACAG I I I I I I ATAAATCTTTGTGCATACTTTATACTGGTTCCTTAGCATAGA 
GACTGTGGGAATAGGATTTCTTGAAAAAANGTA AAAAGTGTGA GTATGCATATATACCTG 
GTACATATATGTTATTATTATAAANGGTAATATTC I I I I I I I I I I GGAGAAAGAANTCTC 
ACTGNACTTCANNCTGGGGTAAAAGTGAGACCCCTGTCTNAAACCAACCGGAAAAAAAA 
Sequence 1014 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTATTCAGACAAGAGTTCTGACTCTCATGCTT 

GAGGATAAGATTATACATTTCAGTATTACATTGAAGA TATTT CATTTTTAACCAGACTAA 

CTTAGTATATTGTTAI I I I I AATGTGACCAAAGAAATATTTTC AT AGAAG CTAATGCTGA 

GTCTTTTGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTATTTTCTACTATTTAC 

ATATTATCCTAGTGGATATTACATTACTTACTGAAGCCTTTGGTTCTATGTTTCATCTAC 

TCAGACTTAATTCAGGAAGAGCTTCATCCAGATGTTTTGTTTATTTGTTTCTCGATTACA 

TGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGT 

CAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGTGCCAAATGAAAGG 

TCAAAAGTCAAGTGACAGACTCAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 1015 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGAGAACCAGTGACAACTGTCAAATTA 

TTGTAGTTAGCCAGTGAATTTCATTTTTGAA I I I I I I CTTTCCTTTGAGACAGGGTCTTG 

CTGTTGCTCAGGATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCTCA AGTC TC 

AGCCTCCCAAAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTTCTGAATTTTTTA 

AACAAATAAATATCAAGCAATCAGATGCCAAAAATTACAAAAGAAAATCAGTATCAAAAA 

TTTGGAGTTTGAGGCCAGGCACGGTGGCTCAGGCCTATAATCCCAGCACTTTGAGAAGCT 

GAGGCGGGCAGATCACGAGGTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCC 

CGTCTCTACTAAAAGTACCTCGGCCCGCGACCACGCTAAAGGG 

Sequence 1016 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATAATAAGTTAACATATTTCCCCTATATG 
CGGAAAATGCTGACTATATCTTTTGGTTGCTTTGGAACACTATGTCCTCACAACAGTCCT 

TGTCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGCAACATTCG 
TAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGACGAAATTCACTTCCATTC 
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ACCCTGGTTAAAGCTTCCTTGAATCAGAGATAAGAAACAACATGAAAAATCTATTCCTTT 

TAGAAAACMGTCTTTAACCCAGAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGC 

CCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGT 

GACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATATAACTCAG 

ACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAAATGCTAGCANACTGTT 

TCATTTGCAGGGAGGCATTTTCTA 

Sequence 1017 

CCCTTAGCGTGGTCGCGGCGGAGGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGAT 

GGAGACTGGCTATAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTT 

TGAAGG ACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCATTGAAGAT 

TTTTTTGAGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTAAAAAAATTTAAATTAAGG 

CTAGCAGGATTCAGTTTTCAAACTGGCCAGCTGTGGACTAAATCCAGCCTACAGATACAT 

CTTGTTTGACCAGCAGAGAGGCTTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGA 

GMGATTAAA TATAA AATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCA 

ATGCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTCATGTTTAAAGCAAGCTGT 

GCTCCCCGCTGCAGCTCTCTCGGTTCTCTTTTCTTTTACCTACTGACCCCCATATNCATT 

TTTAAAGAI 1 1 I I IAAI I I I I ATGGATACATAATACTTGNNCCTGCCC 

Sequence 1018 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGTTTACTTGGGA 

TGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAATTTATATCATAGCAGAGGAA 

GACTGGAAATGAATAAATAAATAAAGAATGGAGTTTGTTGGAAGGTAATAAGTTCTGTGG 

AAACAAGGAAAACCAAGGCATGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGAT 

TGCTCTTGCTCAGTTTTCTGTCTTCTTTTGTTTAGGAAATTGTCATTCTCTGTATGCTTC 

ATTATAATATATACAATAAATATGAATTGTTATAATTTAAGATAAATTATATAAATATAA 

ATTATAA 

Sequence 1019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTTACTCCTTGCCCATAGACGTGTTTGA 

CCTAGAAAAATTTCTTATACGCAACAGATATTCATAGAAATATATATTAAAATAAAGCTT 

GAAGGGTGAATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATATT 

TACTTGGAAGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAGTTCTTGCCCTTG 

GGAGTTNTACAACTGCTTAACACTTTGTCTATGCTAGAATACA 

Sequence 1020 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAATGCTTTCAGCCCAGGAGCAGAAAGAGAAG 

TGGGCTCTTTGCTTTGAGAGTCTCTGAAAATTTTCAATACCCTGGGACAAATTAAATGAG 

GTAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTTTGTCTCCATAA AACA GGCT 

TTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAATACACTAATTTTAAG 

AAAAGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC ACCC ATAACTTT 

AAGGCTGGTCATTTTAACCCTGATTTGACACACTCTTATTATGGTGTCTTTTCTCCTTAT 

TTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGC AAGAG AG 

CTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTTCT 

TAATTAAGATGATCTGTTTTCGCAATTGGGTAAATTAGAATAAAATGTTATTTAACTCAA 

GGATATTTCTTCACTGAAAGAAAACT 

Sequence 1021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACAGTCTTAAGATATCCATACACCCCGAC 

ATCCGTCCTTTGTGCTAGAAGATTACTGAANATTTAATTCCATTTATGTCATTGG ATTT G 

TAAAAMCCCCTTCTGGATTCAAAGATGMGGCCTCACTTACTTTATTTTTGTCATTTTC 

ACAGACCCCTTATGTAAATGCCTCAAGAGTAAAGAATCTTGCTCAAGTGATTTTTGTATC 

TCCAATGGCTAACAAGGAGCCTGACATAGAAGTAGCTGCTTGGTAAATATGTGTTCATTC 

ATTCAACAAATACCCCCCAAGGGACCTCGGGCCGGGGACCACCGCTAAGGGCGAAATTCC 

AGCACACTGGGCGGGCCGGTTACTAAGTGGATCTCGAGCTCGGTACCAAGCTTGGCCGTA 

ATCATGGTCATAG 

Sequence 1022 

CCCTTAGCGTGGTCGCGGCCCGAGGTAGCGTGTGGGCCACTAATACATAAGCATCTGTGT 
TGGCTGGGGGTAGGTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTAC 
TTGCAACATCTCTTAAAAGCTTGTCATCATGTTACTTCCTATTTCTTTAGAGTTCATTTG 
TTTAAGACGGAAACGTGCTTCATGTTGTTCGC I I I I I CTGCATTCTTTGTAAACTTAATA. 
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TTCTAATTANCCCCAACACGGAAAAGAATGTAACACAACTGTCTTAGTTGTGCCATAGAG 
TTAGAATCTATCTATTAACATGTTTTAGGTNATAACAAGAAAAATAATAAAAACAAACCT 
ATTATGAGAAGCTGCCCATGCCAATAAATTTTGAAACATTACCAGGAAATATAAAAGGAA 
NG 

Sequence 1023 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATATTTCAAACAACATTTTCTAAATTAATT 

AATGTTTTCACTCATAATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATA 

ATCCCATCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCCTCCC 

ATTGCACATAMTTAACTTCTMTCCTACCTACTTATCTTTGAATCCACTCTTCTATTTG 

CAGTGGCAATACTTAGGGCTTNCCTTAC I I I I I ACCAGGACTATTACTAGAGCTNCCTAA 

ATGCTTTCTATCTGTAGGCTTACTCTTCTGCATTTCTAT 

Sequence 1024 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGA 

AGGTTGTTCTCATCAACCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGC 

AATGGAAAGAGGACACATCCGCTTGCCAGGTCACTTCTATCAGTTGATGACATGCCATAT 

TGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAATAGAACTTGGGAAAAAA 

ATCTTTGATTTGGCCCTTTACCAAGTGGATCAGGTGTGTCAGAGTTCAAGTTGAGCAAAG 

GTCAGAGTTTAA 

Sequence 1025 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTA 

GACAGCTGTATGGCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACC 

TCATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCGTCGTTCTT 

CATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGTGCCTAGAACACAGAACAT 

CCATTAGCAACATTTGTTTAATGAATTTATAGTGCCTAAACCTGCACAACTCTGACTTTG 

CCTTGCTATTAGAAAATGCAAGGCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTT 

TGAGAGGCCGAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACA 

TGGCGAAACCTNTTCTTTACTAAAAAT 

Sequence 1026 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAG 

TGGGGAAGGGGCAGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAA 

CAATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACC 

CCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGG 

GAAGTCTATACAAGAATATTAAGGCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAA 

TGAGAAAGCATCAAATTGTGGTGCAAACAGCTGAAAG TAGAAG TAAATCACAACGTAATA 

AGATGCAACTTTGGAGGAGCTCAMGCAACANATACGTTTTTTATCCAAAAAGGAGTAAA 

AGAAAAAATCGCNACGGCAGTTCCTTCAGATAATCAACNGAT GATTT CATTTGANAACCA 

TAATTAACTAGCGTTGTTTGTAAAATAAC 1 1 I I I I CATTTATACNTTTTAATGNTTATTA 

A 

Sequence 1027 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAG 

TTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGC 

CCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCC 

TTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCA 

GCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATATTAACAGCTTT 

Sequence 1028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGT 

GCAACAACTTACTCGGTGTGGCAGGGGTNTCCNGGTGTCTGGCTCTGATCTTGGTCGCTG 

GATAGNCGNCTGTNTNTCTTTAGGTGCCCAAGGCGACGGC 

Sequence 1029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAACATTTAGACTCCTTTGTGCCTTNTGG 

AATGGGAATTGCTTAAGCTGTCCTGAAAAAATNGCCTTTAACATCTGTTNGATTGAGATT 

TGTGATACATAGAAGTTGGGAGGAAGATGTCGGAAAGCCCTAAGAGAGCTACTTGCCAAC 

CCCACCATNAGGTCTNCCTCAGTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGAAATT 

ACGATAAGNCTTTGAATGCAGCATAAACAGACC 

Sequence 1030 
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CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTGACCTGTATGTAAACTCTAGTTACTTTGG 

TCTTCTCAGGCTCTTGACTCTTTCACAATTAAAGTAGTCTTTGAGGCTCAGCNCTGCTTT 

CCTCATAGCTATGCTATTGGCCTGGACACTCAAGGGAGTATAAGCTNGAGGCAAACATGG 

ACTCATTTGTNTTTCTMCTTTCAGGGGATTATTTGNCCATCATTGCCTGATGTCCAGTG 

TCT 

Sequence 1031 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTGTTTTGTTCAAAATCACAATTTAAATACT 

TCGTGATTTTAGAAATAATTGGAGCCACCGTT7TCACCATTAAGGTGAGTGATTGTTCAG 

ATACATTTGGCACTGTCCATAGGTTTATGGCTTCCAACTTGTTTAAGACCATTCCCAGAG 

TGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAACTATAAGAATGACAAAC 

TACAGCAGTTGAAAATGTGTCTTCAGATACTCACTTGCAACTCCCATTTATGTCTCTAGG 

GATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACA 

TATAAATATTAATGTTCGTTGNAGTTAGTGTGGTACCTGCCCGGGCGGCC 

Sequence 1032 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAAC 

CTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAAT 

TTATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGTCAACTGCC 

ATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAATGCTATGATATAGA 

CACTGTGTTCCTTTTAATAGACAAAGGAACCCAGGCACAGAAGGATTGACTAATATGACC 

AAAGTCACACTGCCAGTGAGTAGCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTC 

CACGACAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAGCAACGGCT 

ATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATGGTCCAGAGCTGGAGGGA 

GTGGAGAACTAGCCATTTGTGACTTTGTGAACAATCCCTGGGGGAGTCTGGAAATTA 

Sequence 1033 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTG AGAT 

GGGGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAG 

Sequence 1034 

TCGCCCCGCGTCCGNGNACGCGTGGGCAGGCATTAN TTNNN GCCCAGTTTATGAGTGTGA 

GCATACCACAGTACTGATTACTGTGAAGCTGAGNCCCATTTTATATGTTNATTGATGTTT 

AAGATTTTCTGTTCAACAAATTGTTCATTTTCTTTGCCCGTNTTTTCTTTNTGAGTAATN 

CTTTGTATATTCNGGATGTTGATCATTATGGATTATAAAA 

Sequence 1035 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGC7TTACAATTGAG 

GGGTTACTCATTAGCAGGACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGGAGCCTTTCGATTGAGGC 

ACAGCCCAGGACTGCTGCAAGGGAGAGGCACAACAGAT 

Sequence 1036 

AGTCGACCACGCGTCCGGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAG 
TACCGCATGCATGAGGGCATCTGTGCCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTG 
AAGACGTGGCAGGGCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAGAG 
C 

TGTCCTGTCATCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTNCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACC 

AAGCAGCTGACCCTGGGGAGGACCGTATAGCCCCAGGACATCNNCGTCCTCACGCCCTAC 

AACGCGCAGGCCTNTGAAGATCATCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGC 

CGTGTCCTCCATCACCAAGAGCCAGGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGT 

CCCGCACCTGTGCCAAGAGCGACCTGNACCANCNGGCCACCAAGAGCTGGCTCAAGAAGT 

TTCTGGGCTTCGTTGTGGACCCCAACCAAAGTGAACGTTGGCTTTCAACGCCGNCCCAAG 

ANGGGCTCTGNCTGATCNGAGGACCACCTTCTTNTTGCGCTTGTTGCCCCCTTTGGCCGT 

AANCNTNCTGGACNTTTTGCGAGGNTTAAAAAAACCTTTTTCCCTGGCCGGCCAGGTGCC 
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CCTTNTTCAGGAAGGCCAATNTGCCTTTCTGAAAAGNCTTTTCACCTGCAAGNTGCCAGG 

ACTGGGANGGGAAAGTTNAGGGCCCCCC 

Sg^ugocs 1037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 

GGGTTACTCATTANCAGGACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGG 

Sequence 1038 

CCCTTTCGAGCGGCCGNNCGGGCAGGTACTTTGACTATTTTTTAGCMCAMTTACTTTT 
GACACACAGCACAATTGATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATG 
GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 
AGTAAAAACTATTGTGACACTTCCTTCTTTCTCCAAATATTCGGCCTGGAAAGACCTAAA 
TACAATGCAGGGATTGAATCAAATTCACACA I I 1 1 I I I I CCTACGGAAACAACAACCTTT 
C7TGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTATATTAATAGTTATATGGTAT 
TTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAAGAATATAGGCTAATTT 
Sequence 1039 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGATCAGATGGATTGAAACATGACAGCCCCA 

TTTCATCTGGCCGGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATG 

AGAGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGCTACTTCTA 

GGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATTCTTGGGGAAAAAAATTAG 

CATTCAGTGCCAGCTCTCTAAAGTGTGGATTCTGGATTCTGGTAGAAGCCAGTAAAGAAA 

CGTTTTCTCTGGAGTGGAAGCTAGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAAC 

CTTACAAGCAGTGTGGTTGTATCAGCATATGGGAGCTGACTGCCTCAGGACTTTGGAAGC 

CTGCTTCTCTGTGCCTCANCCGGAACTCAGGTTACTCAGTAGTCATTTGCTAATTTCTGA 

GAACGCANCACTCCTGAAGGGGATAGAAAGCATGAACAATACCC 

Sequence 1040 

CCCTTTCGAGCGGCCGCCCGGGCAGGACTCTTATCAACTGTTTTATAGATGAGAAAACAT 

TAGCCACAGCTTAGCTTATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCA 

AGATTCAAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCCTAAG 

ATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGATAATTGGCTATAGCT 

TCCTAAACTACAAATTGTCATAAAAATGACTTCTGTCCTATATCAATTAGAAACTGGTAT 

TAAAATTGAGTATTATAAGACAATAGAATGT 

Sequence 1041 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGCAGGGCCCAAGAGCATACAAAGCTAGTTAT 

TTGGATCCAAAGTTGGTCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAAT 

TCCTGGCCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATA 

AAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGTGTC GTTT GGTTTAA 

CTTCCTGCTGGATTCTGGATGGGAGTTGTTGMCATATTAATCTCATTATTTTCTGTAGA 

GGACAGGTTGTCCCCCCTTCCTCATTAGCG 

Sequence 1042 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG 

AGAAGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAAAGCTTTCTCTAAATCTTAAAGTGCTCAAATATCATGACCTGATTTTTTAGTTTTAG 

AAATCAGATATTTTTCTATTCCATATCTTAAACTTT 

Sequence 1043 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCAT 

GTTTATTTAAAATGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTCTCATG 

ACTCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAATTCATTTAA 

AAAAAAAAGTGACTTTCCTACCTTTAGATAGTGAGGACAATCTGTTAACTCTTTGTGTTG 

ATAAAAGCAAACATTTCAGGGCACGGTGAAAGAAATCTCTACCATGTATAAGGTTATATA 

TATACCAGAAGCAGTGGAGTTAGGACCAAATTAAGATTTGA 

Sequence 1044 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
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C A TAACTT ACTA 1 I 1 1 I IC I 1 1 I I IA I I I I I A TATATAA I I I 1 1 1 I 1 1 GGTTTGTTTGTT 
TGTTTTTTMTAMCTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAANGTCCC 
TGCCCGGGCGGCCGCTCNAAAGGG 
Sequence 1045 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCC 

TGTCAGACTGGTGAGATCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAG 

CCAT AGATACTrrTGCTTAGTAAAATCTTTCTTTGAGGGTAGGGACTGGAGTATGGAACC 

TTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGGAATACCTCCCTGCA 

AAATCTTACACAACTAACTAATGTCATAAGGCCGAGGATGAGAAAGTAGCACTTAACTGT 

TTCATCCTCATCACACATAAAGCATTCC 

Sequence 1046 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCACTTTCAAAGTAGTGGAATATAAATCTT 

TCCATTTAACAGCAACATTCAAATATTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTG 

ATACATAGAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGCTCA 

CATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACAGCCAATCTATGTG 

GACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCTTGAGGTAGAAATGGTAAACTAGC 

ATGACCTCGAATCATAATTTAATATCATTCTA 

Sequence 1047 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATTGGTAGTATCTCAGAATCCTGCTTAG 

CTTTTGAGATAAACCAAGTCATGATATnTGGGTAATATGGCCATAGGTATCATGCAAGA 

TTGAACTGCCCAGTATTTGCCI I I I I CAATATTTACTtTGTAAGAACCTGACACTGTAGG 

TCCTCACCACACCAAAACCTGCAACATAAACTTCAATTTTGGGCAACTCATAGACCAAAA 

AAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATATACAATCACCCTGCTTGTCTACAT 

TTAATTTGCTTCATTCAAAATAAGCA 

Sequence 1048 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACACTTTAAAAAGTGAATTNTAAGCTATGT 

GAATATCTCAATAAAAACATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGANAAAAATTTGAGCTGGATAAC 

AAAAATAGTACCTCNGCCNCGACCACNCTAAGGGCGAATTCCAGCACACTGGCNGN 

Sequence 1049 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATAAACAAAGGCATCATAAATAGATATAA 

AGCC AGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGA 

TTTTCATTATCAGCTCATCACACCACCGAAACTCTCTGGTGATTTGCTATCCACATCCAT 

GGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTTAAAATGGCAGGTG 

TGTTGAC AAGAACTGTCTTAGGTACCTCG 

Sequence 1050 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTCATCTCCAAATCAACTAGACTCTTATG 
TTAAGAATACTAACAAGAAAAAATCCAAACCCCCAATAGAAAAATCCCCAACAACAACAT 
ATACCCTTAAA CACAAG AATTGTATTATTCAATGAAAGCAATACAAGTAAACACAACAGT 
TACCTTGGCTA I I I I I I CAATGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1051 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATCTCTTCCATTCTGGGAATCTGGGAAAC 

TAAGCCTGTAACTTGTAGCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAAT 

ATATCATTAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGAAAG 

AAAG ATGACATTTCAGCACATATTGGGTGAAATAAGTTGTTTAGTCCAGCACTTCTCAAT 

TTTTAGTGGATATGTGAATTGCCTATTAAAATGCAAATTTTAAATTAGTTAATCTGGGTT 

GGACCTGAGTCTGCGTTTCCAACAAGCTCCCAGGTGATGT 

Sequence 1052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATAGCTATATACTCATAI I I I I ATT 

TTTATGTAAAATTTCCAAAATGCTTAATATGGCAGTATAATAATTATAACTAGATTTACT 

TCAAAACAT AGACA TAAAGAAGATTACATGCCTGTAGAAGTTCATTGAATTAGGAATCAC 

ATGCTATTTATTTTAGCAGATATCTTCTTAATTAMTGTTTGACCCATGTGMGTCATTT 

AACAGATCTGTTACGCATTATTCACATATGCAAAATAATCTATATGATCTGAATACCATT 

TCCATCTTTAAAATTACATATTCC 

Sequence 1053 • 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCAAAAAAAGACAAAAAAGAAATGGTGTT 
AAAAGCCACAGTAAACATAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTC 
ATCCGGACAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTC AAACAGG 
GAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTGACTGAAl Mini 
TTTTAAGACAGGGTCTCACTCTGTCACCCAGGCTGGAATGCAGTGACGTGATCTCGGGTC 

ACTGCAGC ATCAACCTCGTGG 
Sequence 1054 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGAA AATTA CAAAATACTGTTGAGAGAAAT 

TAAAGAAGACAAATAAATGAAAAGAGACGGMCATGTTTTCGCTTGTAAAACTCAGTAGG 

ATTAAGATCTCTTCTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCANACTGGTT 

TTGTCTGAACGTTTTTGAATMGTCAATGGCTTATTTCAAMTTCATATGAMTTTCAAA 

TGCCAAAGANTAGGCAAMTATTTCAGAAAAGAAGAAAGATTGAGGATTTGCAATAACCT 

GACTTCAAAACTCACTAGAAGAACGAGGCCAGACTGCCCAGGGG 

Sequence 1055 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATA 

AAGTTATTAACACAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGAC 

AGTGCTTACACAGAAATGGCCCTTGATAAAATATGGGCT GAATGA ATGAACATATGAATT 

TGACACTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCAT TTTTA ACACAAGAACTAT 

TGAGATTACTTATATATTAGTAGTAAMTG TTTGC TTTATTCATTTTGATTGCAAAACT^ 

ATAATGAACTCAGTGAACCTTGNCCCACCTTTTT 

Sequence 1056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTAACTCACTGACTTACTCTGGGTTGCTAT 

TGTATTAAAATTCTGTATAGACATTACGTAGCCTCAGA GTTGA ATTTGGACTGCCCTTAA 

AATAAAAAATTCTTAAATCTTTAGTGTGGTGTCTATTAA I T 1 1 I ATGATG ATTTACAAGT 

TGGAAATGATTACTTTGCAAGTCATAGTTTACTTTGAAGTTAATAAGAGTGATTACAGTA 

AAGGAAAAATGCCATATATGGCATTGTTCTTAACAGCTTATGAAATTTGGAAAACGATAT 

TTTAGAAAGCTTTCTCTTGNTGGCTGGAATGAAGTGGAGACCCTGCT 

Sequence 1057 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGCTTGTTCAGGATAT TTCTT CTATTTTTCCT 
TTGAGTTCTTGTTCATATTCTAGTTAATTTCTAGTAGTTCT TAATGT ATTTTAACCAATA 
GACTTTTGTCTTCCTTCTGCTTATGTATTCCTCG TAAAT GCTTTTTGTGACTTG TCTAA G 
TATAAACAACTTTACTATTAGCTGTAAAATTTTCATTTTTAGTATGTCATCAATC I I I I I 
TTGTGNTTTAGTATGATTAAATGGTT TTTCA CTTGGAAAGATATTGAATAGTCTACTTCA 
TTGAI I I I I II I I AAAGTCATTTTCA I II III 

Sequence 1058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACCAGAGTTA AATTG CCTGTGTTCTTTT 

CTGCCATTAACTGGCTTTGGGTTGGGAAATTCAGATAATTCCACTlTrCCAACTTTAAAA 

TGAGATCTCATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAGAC 

AGTAATGCTTTGGAAAGTGGMTTAMCATTTCAGAATAATAGCTGTTAGGCCGGGCTCA 

ATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCGAGA 

CCAGCCTGGCCAACATGTTAAAACCCTATCTCTATTAAAAATACAAAAATGAGGCATGGT 

TGGCAGGTGCCCGTTGTCCCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCA 

GGGAGGTGGAGGTTGCANTAAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACAA 

GAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTGGTAGATT GAAC 

ATAGAAMCACGTTTTGTAGATAAAAANTGGCCAAGTNTTAGCCACCTTTGACAAl MM 

TAAAA 

Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAA AACAA ATTTTMTTTAAA 

ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAGGCTG CTTTTM G 

ATCCTCACGTAAACACCACCACCTGCAMGTATTMTATCMCTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAMTTAATAAAATGTGTCCCTCCTCTTAC3A 

TATCTATAATCTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATA 

ATAGATGCtCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAGTG . 

AGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAACAAGCAAGTGATGTGTTATTC 

AGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTTT 
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Sequence 1060 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAATTTAA 

GCTTTTTGCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 

GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACA 

TGTATAACTACAGTAATTTTAAAAACTGT7TTCTTGCATAAGTATAGAGAAATGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 1061 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC1TACGCTTTATGATCTTGAATATTTTCAGNGT 
NTAAGGMTCTCTTCCTTCTTTGATCTGCACTGCATGAAGAACTCTGTTGCAGGTGTTAA 
CAAGGAAGTTTTGAAATACAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGTAGTANAA 
GGAGATCCATTTTGAAGAAGGTATAATGGGAACC 

Sequence 1062 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTAACAMTTAAA AACAA ATTTTAATTTAAA 

ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAGGCTG CTTTTA A^ 

ATCCTCACGTAAACACCACC ACCTGC AA A GTATTAATATCAACTTTTTCAAC AAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 

TATCTATAATCTANGAAAATGAACA 

Sequence 1063 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACAAATTCTAGGNAATCTAAATTATTTAAAT 

GTCTAGAA I I I I I I I ICTTTTATGAACCANATCACATTTCTGGACATGCTAACCATTAAA 

ACGGNGAAGCTTCAGCTTGGTTGTTATTCTTCCATTA AACT GTTTCAGAAACATTCAGGC 

GGCAGATAACTCATTTGGATTGTTAAGAAACACCAGGTTTTCCAGATGCTACATTAACAC 

CTCATAGAAGTGGTCTTTCATATGTATGTTATGNATGATGTNA ACCA TAATATATATGGN 

TAAAATTTTAGTAGGAGTTATCCTTTGCTTTTTATAATTTCCAGTTTTNNCG 

ATTCCTTTTTTCGGATTCATTTTTTAGGTAA 

AAATAAAGTCTTACTTTTGAGTCTTTTAA GNCGT NNATTTTNGCCANTNNTC 

GGAACNAGAAAGGTNNTAAANCCNTAAATTTTTGGAAATTAAMCNGCCNTTTNAAAGNN 

ATGGAAAGATTCTTCGACCACCNNGNTTTTANTAAAAAACCNTAAAANTNG AATC C NGAA 

NNAANGGGGGGGGGNNGTACCCGNGGGNTTATTNAAACCTTTAGNANGNTT TTNTT TTNT 

TCTGGCTTTAAAAATTANTGG N NTTTTGC N NTAAGGGCC AGG AAACCNTAGGGTTTTGGA 

AAAANCNAAAANTGQCCTTNGGGGGCTTNTTCNAAACCCGGGGCNCCAAAAAANAAAAAA 

AAAAAA 

Sequence 1064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTACAAGCAGCAAAAGGAAGCTCTAGAA 

CAAGGAATTAMCACAGTGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTG 

TGTCAGGCTTATCATCTGAACCAAAGAAAGGCCAATCCTTCACCTTTCTTATGACTCTTA 

TAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACACCTAGTAGTATTCA 

GTGACACAGAAAGGGAAAGAGAAAGGATGAAGAAAAGAGGAAAGAGAAATAATTTNCCCA 

AGATACAAATTTAATATTCTTTCGAAAGCATAAGAACAATTAAAMTATATTTCTCTGNT 

GNAAGTGGAGGATGGA 

Sequence 1065 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAA 

AGCTGAATTAAAGTAAAAGTGTGTGTTGGGAATAATAGGGGAATGTGGATTGTAGCTGTT 

TAATAAAGATTTAGATACATATAAAATTGCTTAAGGCCAGGCGCTGTGGCTTACGCCTAT 

AATCCCAGCACTTTGGGAGGCTGANGTGGGTGGATCACCTGAGATCAGGAGTTCGAGACC 

ACCCTGTTCAACATGGTGAAACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGG 

Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGNGGTACCCACATGATCCCAAAGAGGAGGGGCCC TGTAG A 
AACAAGAACCAACCAACANAAAGCAGTGNCTACAGGCACCATGACAACAAAAGGAGTTTT 
AAAGTGCATC7TCAAATAGCACACAATTTTGCMTTTAAATAGTTTGGAATGAATCAAAN 
GGGAANAAAGCATTANTTAGATACAACTGAATTTCTCAAAAGTATATTANCACAGCCTAC 
AAATAAATCCTT AAATGT A 

Sequence 1067 

CCCTTAGCGGCCGCCCGGGGAGGTACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATG 

AATTTGCANAAGGATTAAMTGTGTGTTCTTATTTGTGCTTTGTATTCTCCCATAANTAG 

TGTGTTGGAGGCTATTAGAATAGCTGAGAGGGTAAAACATAAACACATACGTANGAGCCT 
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GACATAAACACATAGGTAGGAGCCTGCCATAAGCACCGTAGGTAAGAACTAAAAGGGTGT 
GTTTCCATTTCANGNGGTCCAGNCCTTCCTTNCATACTCTNAGATGACAAAAACACAAAG 
TTGCTGGAGCTCACACAACTAATGACTAAANCC AGAAAGTTTGG ACATGGAGAAACATTT 
TT 

Sequence 1068 ■ ■ 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATATTAGTGTAGCAATTTTCCAAAAGCCATT 

CATCTTAGAGGGCTAAATGATTTTACCTTATCAATTCCTCCTGTGAAAAAATATCTCTAA 

AGAGGTTTTCTGCTGGAAAATATTGTTGCTGTCACATTGATATGCCAACAAAAGCTAAGC 

AGGGAAGTCAGGCCAAGAAATATCTNCCTGCAAGAGAAGGCATCGCACATGTATCTCTCC 

ATGCTATTTAAAATTTGCATTCTGCAACATAGAAGGG ATAGG CCATGCTGCAGAAGCCAG 

GTCCAGGAAAACTGCTTTCTTTGGCCNTTACACATCCTTTTTGGAGAAGATGCTGGTGAA 

AGCAGCAACTACCATCTGCCTCCTGTTGACTTAAGTG CAACA GGTGGAAGGGANGAAGGA 

AGGGCATCGCAAACATCATTCTATTATCTCAACCTTGCTTTTCTCGG 

Sequence 1069 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG 

AGAAGGTAAAGGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTAT GAAACAC T GGGT AGA 

TAAMGCTTTCTCTAMTCTTAAAGTGCTCAAATATCATGACCTGATTTTTTAGTTTTAG 

AAATCAGATATTTTTCTATTCCATATCTTAAACTTTCATGTTAAATTCTAGTTCTGACAA 

TGTAGGGTTCTA I I I 1 1 I I CAGGTGATTGTTGGGAGCGTATAGAAGCATATATAAATATG 

GAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAAT CAAAT AGATTG 

ATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATGCATTTTTCTTGGG 

GAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGACACCTGGAAA 

TGCAGACCCTTTTGCTT 

Sequence 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCTAGTCCTTGCA 

AACTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAACTTCACACTGACATT 

TATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCAG 

GAAGTTCTTGAGGCCTTGAGGTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCA 

GCTACATTTTTGGAAAGANGGAGAATTAAGTTTTTGGTG 

Sequence 1071 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTATCCAAACATT 

ATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGT 

AACAGTCCATGTAAGTTGAAGAAAAAGAGTTATCAATCAATACGTGACTATCAATCATTT 

ATTTAATCATTATTTAGTITTCACATATCTAGAAATTTCAGTAGAAGAACCAGCCCTTCA 

TAAANGTGGCCATTCCCTATACCTGCCATCGATTACATTATTTTACT 

Sequence 1072 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I 1 1 GAGACGGAGTTT 

CACTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCC 

TCCCGGGTTCAAGAGATTCTCCCGCCTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGT 

GCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCC 

GGCTGGTCTCGAACTCCCGACTTCAGGTGATCCT CCTG CCTTGGCCTCCAAAAGTGTCAG 

GATTACAGGCGTGAGCCACCACGCCCTGCTTAAGTTTTAATAAGATCTCTTGGCAACTTT 

TTACGACTGGCAACTTAGGTCTCACAAACACAGAAAAGCTTGTCTTTAAGTATATTGTCT 

TTGAAMGTTAATACACTCTCTAMTGCTCCATTTAAAATGATTTACTTTATAAATGCAT 

GCACTGAGAGAAAAGATATTTGAATGATATACACCACAATGTTAA ATTAA CTGN GATTG T 

TTCTMGTATTGGCACTATGGNCAATTTTCTTTTTCTTGGTTATGCTTTTCTGAGTTTTC 

AAAC 

Sequence 1073 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTGTATCAGAAAAATGCTAATTAAI I I I I I 

GCACATAAAGGGCATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATG 

GTAATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTAGTATATGC 

CTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCCGGAAGTTCACGTTTAGCC 

TGGGCAGCATAGTGAGACACTGTCTTTTATAAAAACAACAGCAAAAATGA TCAG TTTGGG 

ATAGTMGACAAATGGCTTTCTTTTGTTAGGAATTTCTCTATTTAMGGACTTTTAGGCC 
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TAGAGTGGTGGCTTACGCTTGTAATCCCAGCACTFTGGGAGGCCAATT6CAGGAGAATCA 

CTTGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTANGGGAGACCCTGTCTTTNCAAA 

AAAAATTCAAAAAATTAGCCCAGTGAGGGGGGNGCTTGCCTGNGGGTCCTAGCCACCTGG 

GAAGGCTTGGGGGTGGGAANAATTACTTGGGCCCANGAATTTGANGGTGTAGTNGAGCCT 

TTGATNCCCCGTNAACCGAGTANAAGACCCTTNTTTTNTTNAAAAACTTTAAANTTNAAC 

NTTTTTTA 

Sequence 1074 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATC 

AAGATCCGACTGCTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCT 

GGTCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTGCACAACAC 

AGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTATAACG 

Sequence 1075 

GATATCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACTCTTCAAAGAGGATA 

AACTTAAAGAAAATGACTAGATACACATCAAATTAAGCTGCTGAAAACCAAAAACAAAGA 

AAAAATTTTTGAAAGCAGCTAGAAAAAAATTACACACCACACAGAGGGGAATAAGGTTTA 

CATTACAAAGATTTTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATT 

GAGGTGCTCAAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATATCCTTTA 

GGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGAGAATGTATCCCCAGCAG 

ACTGATCTGCTAGAAAAGCTAAGGTCAACATTAGGCTGAAAGGAAATGCTGCATCTTCAG 

GAATGAAGAAAGAGCAATAGAAACAATAAATATATAGGAAAACACAAAATAC 

Sequence 1076 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACTGATTTATGGCAAGTCAGCCAATCCA 

TCAGTGCTCAAAGCTCCTTGTATTGTCAGGNATGNNTNNCATTATTTGTCACTCATTCAG 

AATTAAACTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTC ATGCA GAAAGA 

ATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATTACTTTTTGCTGCA 

CAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATAACAAAATCCACAAATTCCAGATT 

TAAAAAAGTAGGTCTATATAAAGCCTTATTTAATATTTGGTATATTTTTTAGGTACCTCA 

TTGGGNGNNCCTTTATNATGCCAAGGCAI I I I I I GGGGATCCTGGGTTTCTTAATT AAAA 

ATAGGAAGAAAATCTTAACATTCNCGTGGTGGATTAAGAAACNCCNCCCCACCCTNTTTT 

TTGGATTAANGGNGNTTATTAAGTAAAAGCTTACCGTTNAAGTAAGCTTCCCGAAAAGAA 

AATNTTTA 

Sequence 1077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTAACCATGACTTACTAGGTGTTATGATGA 

AGGTGTATGTGTGTGTATATGTGTGCATGCATGTAGATAAGTGTGTGCATTTGCACACAT 

AAGAGTTTTAAGCTGCTCCTGTCATTTATTGATGGTCAAAGGTTTCTTTTGGCTATTGCT 

GGACTCTTAAGATTGTCTTGTAATTGTCTTTTTGTTGTTGTTGAAAATTAAGGGTGTATA 

TTAAAGGTAGTTTTTACCCAGATCTTATATGTGTGATAGCTCACGTCTGTAATCAGAAAC 

CTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTAT 

CTTCTTTAAAACTCATTTAAAATTAAGAGACATG TTTGC ATACAATGGATTAATGACGTT 

TTCACACTAACCCCAAAAGTCTGCTTGCACTTTCTTTTGTAGGCCTAACATTCATTTCAT 

ATGCATTGATTATTATTGTTGA ACTTGCA TTAATTACATCGNGCATATATGGACATACAA 

TGTCATCTGCAGAAATTAAGGA I I I I I I A 

Sequence 1078 

GAATTGGGCCCTCTANATCNTTCTCNACCGGNCGCCANTGTGATAATT CTCCTN TAATNN 
GCCGCCCGGGCNGGTACAGACTTTNGTTCCTTTGCTTTTAI I 1 1 I I I I I I I I I I IGCATN 
GATATGAATAGTTTCACTMTTCCATTCATGGTTCTGTAMCNTTCTTAAAACTTTGTTT 
TATGGGATTATCAGAGTAACAAAATAATGTAGTCCCTTTATGGGACTATAAGTAACTTAA 
TGCTTTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATAATTTAATTCA 
S6C|U6nc6 1079 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCC 
TGTCTTTAGATAGGAGATGTATCAMGAATTTGTGGACATATTTTAAAATCACAGCAGTA 
CTCTTGATGTACCTGCCCGGGeGGCCCGCTCGAAAGGG 
Sequence 1080 

TAGGGAGTCGACCACGCGTCCGCTGCCTGGCCCAATGGGCTCATAAACAAAGTGGCCATG 

GTGGCAGGGATAGACTTTCTCAGCAACATGGACTTTCACTCACCAAGGCAGACCTGGCTA 

CAGCCACTGCTGAGTGCCCCATTTTCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATG 
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GATCATTCCTTGGGTGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTT 
CCATCATGGAAAGGGCAGAGGTTTCTCCTCCCTGGAATGGACACTCCAGATATGAGTTTG 
CCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGATTCACGGAATGC 
Sequence 1081 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCGATGTGGCTGACA TTTGG CTGGAGTCTGCT 

AAGATGTTTTCTTATNCTGGATGGACG CAGAC CTGTAACACC CTGT TTTTCATCTTCTCC 

ACCATATTTTTCATCAGCCGCCTCATTGTT TTTCC TTTCTGGATTTTATATGGCACGCTG 

ATCTTGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATCTTCCTCAACCTACAGCTC 

ATGATCTTGCANGTCCTTCACCTTTACTGGGGTTATTACATCTTGAAGATGCTCAACAAG 

ATGTATATTCATGAAGAGCATTCCAGGATGTGAANGAGTGATGACCAAGGATTATGAAAA 

GGAAGAGGAAGAAGGANNAAGAAAGAAG 

Sequence 1082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I 1 1 I I I I I I I II I I I I I 1 1 NGCTGGTTA 

ACAAATATTTTAATTCATTAAAATAAAACTTAAAAATTCATGCTTAGTCTACACAAGTTT 

AACTTACTTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGANAATGT 

ATTTGGTGTANAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAAAAAATAAAAAAA 
AAAAAAAAAAAAAAAAAATTAAAAAAAAANGGAAAAAAAA AAAAAA A AAAAA AAAAAAAT 
NNNTTGGAAAAAANAAAAAAGGAAACANNNANNGCGGGTTTTTTAATTTTNAANCATTNN 
AA A I 1 1 I 1 1 I lAANNANNCCNTTNAANNNTNNNTGAAAATGTG ANNTTTNNN NNGAATNG 
ANCNTNNNTCTTNTNTGGNTGATTTTTTATGTGTTCCAAATNGI 1 1 I I I I I IANNGAANA 
AAAA I I I I I I I I INNGAAGNTANACNTNNATT NAAA NNATTTATNCNTNNTAAAAATTNN 
AAN AAATTTTAAATN NTTAATGGN NTTN AAANTTTTAAAATTT 
Sequence 1084 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTT 

GTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTT 

ANAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTCCTGTGTCC 

CACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAACCAAAATTAG 

GAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTCATTGCTGG 

AGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAANGCTATTCCNGGGACCT 

TTTGAAG 

Sequence 1085 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAG CGTGG TCGCGGCCGAGG 

TACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTTTGGAGAAAAAAT 

TTATTCTACTTCTAGAATTTCATTACTACAAGTGCtTAGTTCTTGGTTTGGTAGATGAAG 

TGAAATCAAAATTGGATATTTGGAACATTAAATATGGGAGCAGAGAATCTGTGGAATTAT 

TGCTGGAAGACTGGCATAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTT 

CTTTTCAAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATA 

AACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAATATATATAATGTGA 

AGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTACTTATGTGGAAAACCTTCGCTTAC 

TAAGGGCTTGCTTTGAGGAGACCAAGAAAGGAAGAAATTAAAGAGGTACCTGNCCCGGGC 

GGGNCCGNTCTAAAAGGGC 

Sequence 1086 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I I I I I I I I I I I I I I I I I I I I GAGAC 

AGGGTCTCGCTCTATCACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACC 

TTCACACCCCAGGCTCAAGTGTCAATCC TCCCG CCTGAGTAGCTGGAACCACACGTGCGC 

ACCACTAAACCCAGCTGTTTMTACACCATTTTTAACCCAAAA CATTA AGAAAAATATAG 

GAACAGTAAGTAGATTCATTTTGTAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAA 

GTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCA 

CAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATAT 

Sequence 1087 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAGAGATGGGCTCTA 

GTATCTGAACAACGAAATTATACTTATAGACTACTTTCTTTTCACAGAACAAATGAGCTT 
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TCTTGGCTTTTAACAAAATTATCATTGAAAACTACAAAATTAAGATCACCCATAATCCCA 

GCATTCAGAGGGTTAATCTTTTGTTTAAMTCCTTCCAAAAGTCTTAAATGTGTTTATAT 

GCCTTTTGGAAAAAAAATTTATTTTATMTCATTTNGGATTTACAGAAAATTGACAAAGA 

TAGTACCTCGGCNCGCGACCACGCTAANGGCGAATTCC 

Sequence 1088 

CCCTTNCNAGCGGCCGCCCGGGCAGGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTT 

TCATCATTCGGAAGCAACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCT 

ATATCATTGCTGGAGTGATCTATCAGGCACCAGACTTGG GATC AAGTTATAAACTCTAGA 

GTGGTMGTGTCTTCACATTCTTTMGCACTAMGAAAACTTTTAATTAGCTACCTTGCT 

TCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAGTTGCTATAAAGTATTGACTATT 

AGAATGTCTTGAACTTTGGTTACTGTGAGCCAAGTCGGTGCTCAAAGTATATTTCATAGT 

CTCAATTATATAGTAATTTAAGTTCTGAAAAATAGGTTCTGGCTTTGCTATGGAAATATT 

TTGNGAGTATTTACTTTGGAA 

Sequence 1089 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAA 

GGCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAG 

ACTGCCTGTTTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGA 

TGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAG 

AAATACAGTTGGCCCTTGAAGAACACAGATTTGAACTACATGAGTCCGTGTACCTCGGCC 

GCGACCACGCTAAGGGCGAAT 

Sequence 1090 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGCAGAAGAAGCTACCAAACAGCAAATAT 
GGAAATAGTCAG I I I I I I 1 1 I I 1 1 I A AAGCCTCAGTAGAAGAGTGCAGAGTTACACTGTC 
CTGTTTGGGGTGCCCCCCTCCCCCTTNCGACCTAAGTGCTGCCAAGG 

Sequence 1091 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCAGTTTTCTAAGGGCTCTTAGTGCTTTT 

AACTAGAAAGGGGTTTTTCGTTTGTTTGTTTGTTTTAAAAGGGTCCTTAGTGCCTCTTAC 

TCCCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATTGTAAGTTC 

TAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1092 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGG 

AGAAMGGGGATTGATTTTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCT 

GTATAATCCTGTGAATATACTAAAACATTGAGTTGTGCACTTTACATGAGTGAATTGTGT 

GGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGGTNCCTCGGCCGCGACCACNCTAAGGG 

Sequence 1093 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCAC 

ACCAGCCTGGACAGCAGCAGCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGG 

TTCCTTGCCATTGAAGAAGTCTTTAACCAGTTGCTGAATCTTTGGAATTCGAGTCGAGCC 

ACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGACTTCACCAGTCAAAGCGAA 

CTACTATACTCAATTGATCCAATAACTTGACCAACGGAACAAGTTACCCTAGGGATAACA 

GCGCAATCCTATTCTAGAGTCC 

Sequence 1094 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCAAAGACTTCGCCATAACTTTTCAAGT 

TAATTACACCTGCTACTGTTTCACTTAGTGGCACTTTGCTTAACCTGTTATACACAGAAG 

GGGTTGAGAAGACAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTATGTG 

ACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGATTCAATTTATGGGA 

CAATTTGTTATGTGATCTAACAATTTGGCATATAATCTAGAAAGCAGCTTTATGATCAAA 

AATTGATTTTATATATATACATATAAAT 

Sequence 1095 

CCCTTAGCGTGGTGGCGGCCGAGGTAC I I I I I I I 1 1 I I I I I I II I I I I I M I I I I I I I AC 
TTCAAAATAACATTTTTATTATATAAAAATGTAAAAATCCAGCAAA ACCAG AAATACGGA 
ATAT AI I I I I CTGGGCTTTCACATTTGTTGATTTTTATTCGCGATCTTTTTCAATACAAT. 
TTACACCCTCATCCCCATTTGCAGTCTGATTATACAAGNGCTAAGTGGCANAAAGGTGTG 
• GAATAAATACATCAAAAAGAAGAGGCAAAGCTGTGAAACTAAGTTGCA 
Sequence 1096 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCTGATACAAAATCTGAAAGAAAGAACAG 

TCTTGTAATCTTTACATACTTGTAAAAGCATTTCTCAAATTTCAGCTTACTTTCAAAATA 

AAGTTCTTACTGTCTAATATGCTCTCTTTAAATTTATTAAGTATTTTAAAAATACCCTGG 

CTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAGGCTGTCTTAAAAA 

AAAGAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTGCAGACATACTGAGTGTCACCGTTGAA 

GAGAGTGGAGTGGCTTTTGTAAAGAAGTTCAGGTACATG TCCAGG GGCCCAGCCTCTGGG 

CCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCI I I I I I I GTGGGCTGCCACGC 

CCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTAACTGCACCATCAGTGTTGATAT 

CCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCTGATATACTGAGGACACTCGGTCT 

CTAGCAATTTCTTCAGGTCATCC 

Sequence 1098 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCATTCCATACAATGGAATATTACCCGAT 

GAAAAAATAAAGTTGAACACATGCTACAACATGGATGA ACTTTGC TTATAAGAACATTGA 

AAAGAAAATGCCAAMGAAAAATGAGTTTTAGCTCAAATTTTTTTAAGAGGCCTAGCCTG 

CTCAAGATATCCTGTTAAAAAAAAAANAAAAAAAAAACTCTTCCCATATCTAAGGTGAAA 

ATAAAAAACATTTTTAAAAGTTNAATATAAAAGAATGAAATAATTTCAGGTCAAGTTTAT 

TATACAGAAATTATATTAATGGGTGG 

Sequence 1099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCGTGTTGGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGC 

TGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAG 

CCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAAT 

AATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACCT 

CGGCCGCGACCACGCTAAG 

Sequence 1100 

GGGGNCCCGGGGAAAAATNATTTTGGGGGGGGGGGNCCCCCCCCCCTTTNCCTTTNANNA 
NNTTAAAGGGCCCCNNTTGGGNCCCTTTCCCGGGAANGGCCCGGGGGGCCCCCCCGGCC 

C 

CCCAGGTTNGGTTTGGGANTGGGGGNANTTANTTTCTTTGGCCAAGGAAAATTTTCCCGC 
CCCCC I I I I I I ICCGGAAGGCCGGGGGCCCCGGCCCCCCG 
Sequence 1101 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAA 

ACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATT 

CTGTAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCTACTGTAA 

CATCCAAAGGCTTTGCCCAGTATGAGCTCtTTAAGTCCTCTGCCTTGGATGATACAATCA 

CAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGGATGAGATTCTTC 

AAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAGTGGAATCAGGAGAGCCCA 

GAGGTCCTTTGAATCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTT 

TGAGGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCCAAAATCTGCTGTTGAACTT 

GTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGGATTTGGTGATTCT 

Sequence 1102 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGA TTCCC CCAT 

GTTTTCTTCTAGAAGTTTTACAGTTTTACGATCTACATTTTTGGTCTATGACCCATTTTG 

AGTTAAATTTTGTGTAAGGTATGTTATACATGTGGAAGTTCAI I I I I I I GCATGTAAATA 

TCCAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGC 

GCCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGTCTACTCTC 

TTTCATTGATCTGTATGTCTGTCCATTTTCCAATACCACTGTCTTTATTACTGTAGTTTC 

ATAGTAAACCTTGAAATCATAATTCTATAGTAAGTCTAAAAAAATCACACAGGTTGGAAA 

TGCACAATTAGTATGCTAANATCAGAGCAATCTTGTTGGTTCANAATGGTTTATGGGAGA 

AATATTAGCNCAGTGNNCTTCACATGCCTCATTGATGATAACTGGAGCTTAATGTGAA 

Sequence 1103 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGA 
CAAAAAATGGCATGAAAAGATCATGATTGGATTTTCTTTTAAACCTGCCCTTCTGTAAAA 
AATAGTTTATATA I I I I I AAATTAGTAGGTATGTGTGGCTTCC I I I I I I CCTAACATTCG 
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CAGCAAATTTTTGCTGCTAAGACTATCACTGTTAAAGTGAAAATT ACAG GGAAAAATGTG 

ATGMTATACCGTAACTCAAAATGTGATATTTTCTTAAMTCACTCTTTTATGCTTTAGG 

AACTGGTTGGTCTCCACTTTGATTATTAGTGTAAAGAGCCTGAGTATACGTGGATTTCAT 

TGTAAAATTTAACTCCTTGTCTTTTACTTGGGGCACCGGGGCCCCTGGAGGG CTTCCC TA 

CTTTCCCCACTATGTTAACAGGTAMTNCTGATTTTATGCCTTTAGTTTGACTTATTTTT 

ANCNAAATATTAGAAGTTATTGCTTTTAAAATGTTTAATGTGGGACTGAAATTTTCATCT 

TTTNNTTNAGAAATCTATGAAGTGTATTCAAATAACGTGGGCCTAAAGGCAAAGGNGGGG 

TATTTTGGNMTTCTGAAATTGNTTTGGCATCTGGNCCAAAAACCTAAANTANTCCCCGT 

GGCCCI 1 1 1 I II I I 1 1 1 1 1 I I 

Sequence 1104 

CCCTTTCGAGCGGNCGNCCGGGCAGGTCACTATAGGGCTCGAGCGGCCGCCCGGGCAGG 

T 

ACTTGCAATGTTTTGACATTAAGAGAGAGACTATACATTCAC AGAGG TT GGGA GCTTCTG 

TCTAGCCTGTTGTCCAAAACTGCTTATAAAATTTAGCAACTAATTTTCACTTTTGACAAC 

TATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGTTATCTATCCTTCCA 

ATGACTTATTATAAATTTTAGAATGTATTTCTATAGGGTGGAAAAATCTCCTTTAGTCAG 

AATTGAACAGTTTTCATGAAGAACATGTfACACCATGTAGAAACATGGGTACCTCGGCCG 

NGACCACGCTAAGGG 

Sequence 1105 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGG TCGC GGCCCGAGGNACT 
I I I I 1 1 1 I I I I I I I NTN I I I I I I I I I ATATGGCMTATTTATATTTATTTTTGCAATTCC 
TTGGATAAAAACCATTTGAACAATGTTTGGTAAGGNGTTATTCTCATAAAAACTTCTTTN 
AAAATGAAGGTTTTTNTATTTTCCACAAAAGTTAAA 
Sequence 1106 

CCCAATTGGGCCTTTNGATGCTGCTCGAGCGGCGCAGTGTGATGGATTCTGCAGAATTCG 
CCCTTAGCGTGGTCGNNTTNGAGGTACNACCTGCATGGTGTTTATG CACACA GAGATTTG 
AGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCGTGATAATTTTTGAAAAGA 
GAAGCAAACAATGGCGTCTC I I I I I A TGTTCAAGCTTAT AATG A AANTCTGTTTGTTGAC 
TTATTAGGACTTTGAATTATTTCTTTATTAACCCTCTGAG I I I I I GNATGTATTATTATT 
AA 

Sequence 1107 

GATATCTGCAGNNNTTCGCCCTTTCGAGCGGTCGNCCGGGCAGNTTCNTGAGATGTTACA 
CTAGTATTTTGAAAAAGTATAAAAATGTGGCCGGNCGTGGTGACACATGCCTGTAATCTC 
AGCCACTTGGGGAGGCCAAGGGCANGGAGAATCGCTTGGAACCTGGGAGGGCGGAGGTT 
G 

CAGTGAGCCAAGATGCAGCATTGCACTCCACCTGGGCAACA AGAGTGAAACTC TGTCTCA 
AGGGTAAAAAAAAAAAAAAAAAAAAAAAAAGTACI I I I I I I I I I I I I I I I 1 1 I I I I IGGG 
TCATTAGTTATTAATTTTACNCNAGTTAACACTTGAAAAAATGAATGATATTTAAATCAT 
TGTCACTTACTGAGAAGCAAGAACCAATGAGTGAGCCCAAAGGAGTCTACTACCCATACC 
TATTAAGGGTAGGGAAAGGGTTTAAGt 

Sequence 1108 

CCCTTTCGAGCGGNCGTTNNGGCAGNTNCAATGAAATGTCTTTTAAAAAAAGTTTGTTGT 

AATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAATCACACATTTTCCCTAACTT 

CCCATGTTCTGGATCTGGGGACTGCAATATTACAGAAATATGCAAAAATAAGTTTAGTGC 

TCAGAGATAAATAATTTTNCTTATTTCAATGCATCAATGCGCAAAA ATTTC AATTCAAAA 

MGCCMCCACTGCTATATGCAAATAMfAAMCATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACCGTGCACATACNTGTGCATATGTGTATGCAAT 

GCCTATTTMGAAA AAAGG TGfCTJGATGAAMTGATTTTGAAAATAGTCACTGACACAC 

ATTATATACAAAACCTTTTATATAAAAAA 

Sequence 1109 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTG 
CTGTTAACGAAACTCAAAAACAGAAATACCfATATTTTCTCGCTAAATCCAATTGTTACC 
TATGATGAGTAAAGACACTAGATCTGCAGGtCCTAGTACAATCTATACATAAAAGGCCTT 
, CAGATTTGAGGCACAAAAAAAAAAGGGCAAAAAAAGAAAAAAAAGAAAAAAAAACCTTCT 
ACACA7TTCCTTCTTTTATCTGCAATATGAGAAGGAATCCTTTCTAACTCTAATAACATA 
TTAACAAGAATTAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATA 
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AAAAAACAAGGGCTGGGTGCAGTGGCTCANGCCTATAATCCCACACTTTGGGAGGCCGAN 

GCAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAGTGAGACCCC 

TATNCCTATCTTNTNCNAAAATTTTAAAAATTAGCTGGGCCCAGTGGTGGTGGTGCCTGT 

AGCCCCAGCTACTTANGANGCTTAAATGGGGAGGATCCCTTGAGTNCAGGANTTTGAAAA 

TTGCNTGAGCCTTTGATCAAAACTTTACTTTAACCCTGGGGTGGACCANAACCAANGGGG 

TTTTAAAAAAAAAAAAAMGGGAAAAAAAANANAAAANGGGGAGGTTTCCCCCTTGGGCC 

CCCCGGGGGGNCCGGGGGCCCCNGGNTTTTTTTGAAA 

Sequence 1110 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCC 

AAAACTGAATGCTTTTAAGAGCACCCAAGTCAACTCTTGAGTGCTTTGCTGCTTATAAAT 

TTATTCCACCAGATACCCTANATCATCTCTCTCAAGTTCGAAGTTCCACAGATCTCTAGA 

GCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCAAAAATCACCTTTGCTGCT 

CCAGTTCCCAATAAGTTCCTCATCTCTGTTGGAGACCACCTCAACCTGGACTTCATTGCC 

ATATCAAGATCGGCATTTTGGCAAAGCCATTCAGCAAGTCTCTAGGAAGTTGCAAACTTT 

CCCACATTTTCCTGTCTTCTTCTGCACCCTTCAAACTATTTCAACCTCTTCCTGGTACCT 

AAGTTCCAAAGGTACTCCACATTTTCAGGTATGGTTACAGGAAGCAACCCGNTTNTACCG 

GTACCTGCCCNGGGCGGGCGNTCGAAGGGCGAATTCCAACACACTGGGCGGGCGTTACTA 

Sequence 1111 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTATGTTTTAATTTTTTGTAGAGAAGGGC 

TCTTGCTATGTTGCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCA 

CCTCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACGCCCAGCCTGNAGCCT 

ATTTTTATAAATGAAGTTTTATNGGAACATANCCATGCCTGGNCATTTACATACGTCTAT 

GGCTTCGTATGCCATATAGCAACAGAATATATTAAACATTTACTACCTGGCCCTTTGCAG 

AAAATGTTTGACAGCTCCTGCTGNATAAACATAAAATCTGCCAAAAAATGCTGATATTAC 

CCCACATGGAGAAACACTGGAACCCCTCTTCAGAAATCAGA TGCCAATTTAAATATT ACT 

ATCAAGAGAAATACACTCTGA I I 1 1 1 1 1 1 I CCTATTCCCTTTCTTTTATTTTCTTTTTTG 

AGACAAGGTCTTGGCTCCGNTGNCCAAGCTGGAATATGATGGNGCCATCATAGCTCACTA 

TAACCTCNGATTNCTGGGCTCAAGTGATCCTCTTGGCTTANNCTCCTGAGTAGCTGGGAC 

TATNGGCGTGGGCCCGCCCCACCCGGGCTAAATTT 

Sequence 1112 

GCGCTNGTGTTTCAATCCCTTACGCNCCGCAGCCNTGNTGATGGTCTAACCAAATTCTAG 

TNCCTGCTACAATGGGATGGCCTGGGGGATTAATGGAACTTTGCCGGGACCAACTTATGA 

TAAGTGGGAAAGCACTTTAGGGCTGATCCCATATANGTGGTGAACACTGCACTTNTGGCC 

AAATGGACACGGAGGATAANCACCATNTGACACTGGGGGTGGTNCAGTTGGAGCTCTGGA 

AGGAAAAGNCTTCCTGGGGTGGATCTCTAACAATATTAATACCTCNGCCGCACCCGCTAA 

GGCGAATTCCAGCACACTTGCCGGCCGTTACTAGTGGATCGAGCTCGGTACCAAGCTTGG 

C 

Sequence 1113 - ; 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I C I I I I I I I C 1 1 I I I I I I II I I I GAGAC 

AGAGTCTCTCTCTGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACC 

TCCACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAG 

GCAGGCACCACCACACCCGGCTMTTTTGTATTTTTAGTAGAAACGGGGTTTCTCCATGT 

TGGTCAGTCTGGTTTCGAACTCCCAGCGTCAGGTCATCTGCCTGC CTCGG CCTCCCAAAG 

TGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCACTTCTGTATnTTAAAAAAGTGG 

TAAGATTTGAGTATTATACTGGGATAGAACTG AAGTT GGGGGCTTAATTTGATCTATCAG 

CTTATTGAAAACAAGGACCTTTTAAAAAAATGGTTTTGTTAGGTTGGAAGAAGTGAAGTT 

TTAATTCCGTCATTTAANTTAGCCNAGTATGTTGA I I I I I I I I I GGNGAAAGNGTACCTG 

CCCCGGGCGGGCNGTTCGAAANGGG 

Sequence 1114 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACANGGACCCAAGGACCTCTAGCTGTGTTTGG 

TGAGGCAGGTCTTTGTCAATTTAAGTAATCCTGTCAGATGGTGTACCAATCT TGTAAGT C 

ACGACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCTTMTGGGCAGTTTTTTTA 

TATATATACGTTCCATTTTCAGACAGGTGGTGCTTTGAGTTGAATTTGCAAGTTCAAGTG 

AAACATGGATCTC I I I I I I ATTTAACTCCCTTTTCTTCTNCTAAGGTGCTTAATTTCCAT 

GCTTGACATCGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAA 
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Sequence 1115 

GTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGTCTCAAGTGATC 

CATCTGCCTCAGCCTCCCAAAGCACTAGGATTACAGACTTGAGCCACCGCACCCTGTCCC 

ATCACTTTATATTTTCAAGAAGGTGGTGAGGGTGTGTTGGTGCCTGGGGTCTCTAGCTGA 

agaaaagggaaa i i i i ic tatctctggtaatgtctttatggatataaacctcagttaact 

ggaatagctatggaatgtatgcttctggttaactaaaaattaaccagtaaacactctgta 

ntaaccattacagaaaatacttctgctttaaaaaagtacctgcccnggcgggccgctcga 

AAAGGG 
Sequence 1116 

TNTCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCCGANGTACCATCCCAAGGACACAAG 

TTTCCAGGCAGCAGCCTNCAAGAATTTTGTTAGAGATGTCCCATCACTTATGGCCTACAC 

TGTTACATCTGGACTCTGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAAGAGAAAGT 

GGAACAAATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGTTAAG 

TGGAAAATGCTGTTGCCATGGGAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1117 

TTTTAAAANNCAI I I I I 1 1 I I NCAGGGGGNGAAAAAAAAAAA AAGG GGGGGCCANTTTTC 
ANCCTTGGAAAAAATGGNNTTTTAAAAAATNAAAAAAANAANTTTTCAAANCNNNAAAAN 
NAN N ACCNCCCTTTTTN AAAAATAAAAAAAAAN NCCCCCCGGGGGGCNTNAAAAAACCTT 
TTTTTTTAANTTTTTTTAAAAAACCCNCCCCNCNNCCATTTTTAAAAGN GGTTCT NT 
NAAAAAAAAATAAANATTGGTTTTTTAAAAA AAAAA TTCCCCCCCCCNATT TTTTAAA AN 
CCAATTTTTTNTTTAAAAAAAAAAACCCGNNTTTTAAAAAAAAAGNGGGGATTTTTTCCA 
NNTTTAAAGGGGGAAAAAAAAAGGGN I I I 1 1 1 I I GGGNNAAAAAAAAAAGNCCCCCCCCA 
AAATTTTTGAAAAANAAAAGGNTCNCTTTCCAGGNNTTTTNAAAAAA AAANAA AAAAANT 
TTTCCCCCCCAAAAAAAAAAAAAAAAAAGGGGGGG 1 1 I I I I I 1 1 I I I I I II I ING NAAAA 
AAAAAAAAAAAANGGGGGGGGGCCCCCCCGGG 1 1 I 1 1 I I I I I AAAAAAAAAAN ATTTTTT 
GGGGGGGGGGG I 1 1 I I I 1 1 I I I I I NNCCCC 
Sequence 1118 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I 1 1 I 1 1 1 I I I I I I I AAAGAAA 

AAGTTGGCCCAGCCCCAGGGAATAAATTTTGACTGTCTAAACAACCACAGACCAAGGGCC 

AAATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGGTCCATTGAT 

TTATCCATTGTCTACATACNCTTTTAGGCTCGATGGCNCCACTGTGTCCTACAAAANANG 

TTATCTAGACAAAAAGCCTAAAATATTACCGTTTGCTCTTTATNGAAAAAGTTTGCCATT 

CCCTANTCTAAGGGTTANATTCTGACTTATCATGTTATCCTACCCCCCCCCGNGTACCTG 

CCCGGGCGGCCGTTTNAAAGGG 

Sequence 1119 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGTTGCCCATGTAAA 

TAGTTTAAACACTGTAGAAGTATTANAGAGATCCTTAGGGAATGATGCAAGTGGCATTTG 

AGCTATTCATTTANAGAAAAAGTTTAAAAACATGCNGTCTAAAANGGAAGAGATNGAGGC 

CATTNGAAAAAATNTTCTTAAGATTAACAGCTGGTTATCCCACTGGCTAACTTCGGATGG 

TGNGGCANAAAGCACCGTNTTGGCTAAACAAAGNGGGAATGGCGTTTAAAAAATAGGAAA 

GGGCAAGGCTAAANATTTTGAACTTAATCCTACTTGGGTGCAGGGAATAACATAGCTTAT 

TCTTCATGAAAGTNTTTTTNTTCACACTACCTAAACAGNTTATACATTTGCTTTTATCTG 

GAGGGATGGAAAAACCAAAN I I I I I I I I I I GCCCTTTAATCCTTAAAATTGAAACTAACT 

TTTNTNTTTNGGGGGTTGCCAAAAAAAAAAA 

Sequence 1120 

cccttagcgtggtcgcggcccgaggtacacacatctttttgagatcctaccttcagttct 

tttgagtatatagccagaagtggtattactaaAtcttacgatatttctatttttaattta 

ttgaggaaccactgtag i i i i i c atagc agctgcaccatttta cgttc tca cc aagag tg 

cacaagggttccgaggttcccacatcctccccaacacttgtta ttttc tgctttttttag 

attgcagccatcatagtgggtgtgaggtgacatttcattgnggttttgatttgcatttcc 

ctaatgaggagtgatgctgagcatcttttcatatgcttactggtcatttgtatgttgtct 

ttggaaaaatgtctattcaagtcctttgactattttaaaaattgggttattagaagttat 

cgttggtgntgacttgtaggagttnctttctatattctggatattaatcc ccct atcaga 

tatatgatttgcaaaaatcttctcttaattccataagggtacctttttcacttttg tgaa 

tggggtctttgatgnatagaaagnttttangntttgaaananctaaattatcnggtttta 
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CTTTTGGGGGGCTGGG ...... 

Sequence 1121 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTTN I I I I I I I I I I I I I I 1 1 I AATATTTAGTAG 
AGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCC 

accttggcctcccaaagtgctgggattacaggcgtgagccaccgtgccgggctgaaaaat 

aaccctttagatatctacagctttAaactgtgtgcagtcatgaaaagcagacattagaag 

tcattggcatttaataaattgcagtaaaattatacagtaaatacattacaat catta ata 

ataggctttaatgagaagmtttmtaaatmtcattaaaaagacagcagaattttattc 

tggtctcaatatggtngctgctcttcttatc aaatc tataataaaactatn tgact atna 

tatagatttcaggagctaaaaamgccttatattttcaaaattaaagaacnattttaatt 

ttgcnaaatcaatnagcattactgmgtttaaggaaatt ttgga ataaaatatatggcan 

ttanatnccgcctaaaaagmtgnmtcttmngattnctttttggctcaggggcntaaa 

ATTCCA 
Sequence 1122 

ngcccttcggntttccgggcaggtacgcgggggcggctcgttcaagatggcggagctcga 

ccagttgcctgacgagagctcttcagcaamgcccttgtcagtttaaaagaaggaagctt 

atctaacacgtggaatgaaaagtacctcggccgcgaccacgctaaggg 

Sequence 1123 

cgccagtgtgatgggatatctgcagaattcgccctttcgagcggccgcccgggcaggtac 

cttttatccctcaaaggacccttcttgggttttgaatggaagcctttat tccgg ttaaga 

tgttttctttattttgccacttccatc i 1 1 I 1 1 IGTGGCCCTCGATCCTAI I 1 1 ICCCTG 

ACTCCATGCTTGGTTGGCCCTTATAAMCTTGTGCCCAAAAGATTGTGGATTAGACTTTC 

CGAGGACTTACCTGTCCTAGGGGAGTAGGCAAGCACTTCACTAGGGAGGGGGTGGGGGAA 

AGGAATGACACATGACATACATGGCATACACATTAAGCAGTTGATCA TATG TCTGACTGG 

GTTCCAGTTTCTTGGGAATGTTGGGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAA 

ATTTCAAGTCTATTGTTTTTAGTAACTTCATTTATANNCCTCCATAACAAGTTAGAAGGA 

TGTATCTGCTACCATTTATTCCTATAATTTTAAGAAAGNTGGGGCTTGACATTATACTCA 

TTTAGTGAGAGTANATGCCAAAAAAAGTGGAGGGG 

Sequence 1124 

CCCTTTCGANCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGTATGCTTAGGG 

TTCGCAAAAAGTAAACAAAAATACAAGGGAAAAAAATTATTGACAATGAACTGCTTTGGT 

AGTGATTTGTGATTTTGTTTTTTCTTGATTAGTAACCAACAGCACAGCCACCAAGAAATT 

ATGCACATGTGGGACCACGTCAAGCTGAAGCGTTTGTGCCCAACA AAGGA AACAATAAAG 

AAAATAAAAAGGCACACTAAAAATTACAAGTTTGGGATAAGGGATTATTTTTGAAAAGGT 

ACCTCGGCCGCGACCACGCTAAQGG 

Sequence 1125 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAAAAGACACATTTAGATAAACTGAAGCAG 

ATTAAAGTGACTTTATAAGACAACATCTTTGI I I I I ATGTTTAATTTCAAGTATGGTTAA 

GCACTAATTTAATTCAGTGCTTTCTGCTtATTCTGTTTCTAGTAACTCTTACAGAAACAA 

GTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATA TGAC TTACTAGGAGGGCTT 

AAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAGGTCTAGTATTTTCCTCCCACATTCCA 

ACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTCCATGTTGTAGACCATTGATCA 

TAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAANTA7TTTATTATTGGTGGTATGA 

CAAAAATAATTCCATGAAAAAAAAAAAAAAAAAAAGTACCTGCCCCGGGCGGCCGCTCGA 

AA 

Sequence 1126 

CCCmCGAGCGGCCGCCCGGGCAGGTACTTTACTGTTCTTTTAAACCTGGAGAAGCCTC 

TATGGCTTATTCCCTTAGAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGAT 

ACAGAGAACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTAAAT 

ACCTAAGGGTTGTCTAAGGCTATAAAGGtCAATTTGAAAGCCAGTTAGGGATCCACCCGT 

GTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCAAGAAGTGATATGCCTACTAAAG . 

CTGTTATTTTGAGACTATCCCGCGTACCTCGGGCGGCGACACGCTAAGGGCGAATTCCAG 

CACACTGGCGGNCG 

Sequence 1127 

CCCTTTCGAGCGGCCCGCNCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I IGGCCT 
CCAATTCCATTTTAATTTTGTTTCTTTGTTTGTCTTTCCTCAAATATACAGTCCATCACC 
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TTGGCTCAGTGCATGTCACCAAAAATTCTCCAGGGATTTCATAGTCTCGGTGGTGTGGCT 
GGCCCAGGACTATCCATGCAGGGAGGCCTGCACCTNTGACAGTCGGCTGCANCTGGGGGT 
GCCCATCTTNTGTGCTCTGTGGTACTNCTACACAC ATAAA TTCAGGAAATGACTAGATGA 
GCCTGAGTTGGCTTTANTATTAATGTGCAAATACAGTTTTCTATACCAACAAACCC 
Sequence 1128 

CCCTTTCNNTNNTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGATCTATTATC 

ATTGAGTAGGGAAACTTACTAGGNTAAATAGAAAGTATATANAATGTATTTGGTTATAGA 

TATGTGAAGGAAAAGGCATANTTATATGGTCATCCATGCTGGGGAATATTTNGNAGNTNT 

NTTTTGTTGAGAGAAATNGNNCATNTTGGATCAATAGNATTAGACAAATATCTTGNGCAT 

CAAGAGACCTGGAAACATG 

Sequence 1129 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGT GGCGC AATCTT 

GGCTAGTGTAATTCAGTCTTTTGAATAAATGGAAAAAATAAATTGTATGTTA TTTTTA TA 

CAGAAAAAAAGGCCTTAATATCATAAGGTTTTTTTATAGCCCTCAAAACTGATTTTTAAA 

TGGAGGTAGGCAACTGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAA 

AATTTTGCTTACAAAATTAGGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1130 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTN II I I I I I I 1 1 I I I I I I I I I TCCTTTT 
I I I I I I I I I I 1 1 I I I I I I I I I I I 1 1 I I I IN I I I I I I I A G ANAACI I I I I II I I I I I IATN 
GNNANNNNAATTTTTNTNCNGGGGGGNTTAAAAAA I I I I I I I I I NNNNGNTTTCCNNNTA 
NTNNATTTTAANGNNNGGGNNNTNTTTNNNCCCTTTGNTNTNGGCNAAAAAAAAAAAAAT 
TTTTTTTNTTAAAAACCNTAAANGGCTTCCCTNAANANAAAAMNNATNTTNNTTTTTAA 
AAAAATAAGGNAAANAAAAANTTTTT 

Sequence 1131 ' 

CCC7TTCGAGCGGCCCGCCCGGGCAGGTACCCAGAGGGAGAGGCTAGCAGTATTTTTAAA 

TTGGTTTCTAA AI I I I I I A TAGCTTGATGGTAGATAACACATTTGCTTCATTG AAGTA AT 

CTGAAAAACCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTCTT 

TATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTATCTGAAATAATAT 

TTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGCTGACTGTGGAAGGGTAAAATGC 

AGAGAACCAGTCATTGGGATCTCCCTTCTCTACTTTGTACTGAAATCTTGAACCTGTAGA 

ACATTACTTATCACTGTGTCCTTTCTAATGGGGAAAATAATAATAAACACTTGCAGAGTA 

TTTTTTAAAAGTTTTTAGCTTTAAAAAAAAAAACC 

Sequence 1132 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACATGGTGAAA 

GCAGGAGCAAGAGGGATAGAGGTGCCATACACTTTTAAACAATCCGATCTCACAAGAGCT 

CACTCACTATTGCAAAGATAACTCCAAGCCGTGAGTGATTGGCTCCCATGACCTGAACAC 

CTCCCACCAGGTCCTACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGG 

GATAAATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTCTTCTCA 

CATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTCTTAACTCATTCCGACT 

TTAACTCAAAAATTCAAAGTTGGCCAGATGCAGTGGCTCACACCTATAATCCCAGCATTT 

TGG 

Sequence 1133 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAACTACAGGTGT 

GAGCCACCATGCCTGGCTTAAACATTTGTTTTTAATTAGCCAGGCTTGGTGGCACACATC 

TGTAGTCCCACCTACTCAGGAAGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAA 

GGGGCAGTGATCACTCCATTGCACTCCAGCCTGGGTAACAGAGTGAGACCCTGTCTCGCC 

AAAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAACCAAAAGAAGTAACTGATATTATTGA 

AAATTATTTGATAGCAATCGCAATTATTTTGGATAACTATTTTTACATATTGTAAGCCAA 

CCAAATAGGGTCTTAAAAAGTTtCAAGACCAAATGATTCATGTTCTCTACTTCAGCCTAA 

AAAAAAGTTAAAGAATTCTTCAATTACCAAAAGAACAGTTATTCTATANTTACAAAAAGA 

CTTGAMCTTTTCACCTGAATGCATCTCTTTGTTACAAAACCTTTAAAGGAGGTAGGGGG 

GAACTTCATTGATTCATCAATGCTGNCTGGTTTTTTAAACCCA 

Sequence 1134 

AGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTT 
N I I I I I I I I I I I I I I I I I I NANGAGCCTCTGGTTACGTTNNCTTGTATATTTACTTTCTC 
ATCCTTTCTCTTTTCTTACCTTCCTCTTTGACTCCTTATCTTTCTATGCCAACCCTCTCJ 
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AAAMGTCAGTATGTAATATAGTTGCTCTTTTATTTAAAAAATTTTAAGATTGATATTTG 

CTTACTATCATGTTACGAGGCTTTATTTATAtGTGTATTACAAAT ATATTT GTTAACTAC 

TAGCAAATATTTTATGTAATAACTTCGCTATTTTATTAAAATCCTGTTTTTAAAATTCTG 

AAATGTCATTTTAAGTATAGGAGACAGGTGAAATTGTTCAAGGT TACTA CTAAACCAGGG 

MTMGGGAAGCTTAGATTCTTGGNCTTTTTTCAAAAAAGAAAAATTTTA 

Sequence 1135 

CATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCA GAATTC GCCCTTAGCGTGGTC 

GCGGCCCGAGGTACAGAGGAAATGGGACTTTGCMTTATATTTTTCTAAGTGGTCTGAAC 

TTGGTCTCACTACCCACATCACCTGGAATGGTTACCAGGCCTCAAAGGACTGCCCCACGG 

GCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTCTTATCTGGGAGGTCCTTTACAGA 

TGCCACTGTTGAGGGCCCGAAGCTGAANAAAAGTGACTCCATCCTCAAGTAGTCCTTATC 

TTCCTTTTGAACCAAGCCTTGCTGTTCTNGGGCCGCATTTGTGAATTTGGNCTGGAAGTN 

NNNGGTTCTTTAAAAANAAAGNGATGGGGTCCTTTTAAGGTAATTGAAATAAGGTGTTTG 

ATGGTGTTAATTGGGTGATGATGTACCTNGNGGCNGNCTGGATAAAAGC 

Sequence 1136 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGATGAAGATGTG TTAAATA TCTCAGCAGA 

GGAGTGTATTAGATAAATGGAATTATGATATATATGATATACAAA CTTTTTT CTATTTAA 

AMTATATTAATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAACA 

AAMTGGGGCATTTGTTGATTTATTTATTTTCCGTCTCTAATTAGTTACCTCA GTTTG AT 

TGMGCCAGTGMGTTGTGCTTTTCCTCTACTTCTACTTCCTCTCCCCGACCTTTTTCTG 

CCCAGTGTAGGGTGTATTCTTAAATTCAGACAGGGGGAGGATTCTTTCACATA TNACT CA 

GCTACCTCCCAATCTGGGGGAG I I 1 1 ICTTACAACTTGATACCAGATCCATTAATTTTAC 

ATTCCTGAATAAAGGCCTAGTA 

Sequence 1137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTTGGCTCACCGCAACCTCCGCCTCCCG 

GGTTGAAGCGATTCTCCTGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCAC 

CACGTCCTGCTAA I I I I IGTGI I I I I AGTAG AGATGGAGTTC ACCATGTTGGC AAGACTG 

GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCC TTGG CCTCTCAAAGTGCTGGGATTA 

CAGGCATGAGCCACCGCACCTGGCCCTGTCAGGGTTTTCTTAACATTAGCAACTGCATTT 

TGATTCTGACAACTGTCACAACATTTTGGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGT 

AAGATTTTAGCAGCATCCCCGGCTTCTACCCACTAGATGTCAATAACATCC 

Sequence 1138 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAACAGAACAA GTCT CAGTTTTCAGTGCAAC 
ATTTCAAAAAATATATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAA 
CATATTACA I I I I I lA AGTTAGATAATCANGTTTCAAAAG GAGTAT TCAGGTTATTTAAC 
TTTG I I I I I A AATGGCTGC ATCAGAAAAAAATGTCT A I I I I I I I I I ATTAAAATATTTC A 
TCACTTGTTAAAACATA I I I I I GATCTGAGTTTGGTAAAAGTATTATTTTACCTGCTGTT 
GCCCTGCCCGGGCGGCCGCTCAAGGG 
Sequence 1139 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGG 

AAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATTCATGGGACATTATA 

TAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATGAATAAAA 

AGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAACACTCCTA 

ATGAAAAGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCATGTTCATTGACA 

GATTTCCATTACAGACCCACTATATTGATGTTACTTTCTTTGACACTATATTTTATATAG 

GATATATTAAAATTGAAAACTTAATGCTGTTTAGAAGGCTATTAATATACTATTAATTTC 

TGAMGCTTTGAGTTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACTCCACAC 

ATTCTTCCTCACCCACATTTA 

Sequence 1140 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTATGGACTCTGCTTC TGGTG TGGGTAGT 

AGGTGGAGGGTAGCCAGGAGGGCTTGGGGTGGGTCATCACCTCACAATTTTGAGATGGGG 

TTTTATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGAAGGGGG 

TTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCCACCCACCTCGGGTCAA 

ACTGATGACAACGGGCAATAACACAGTGAGGTTTAACCCCAACTTCTACCGCAATGGGAA 

AGTCTGCTTGAGTATTCTAGGGTAAGAGGAGACTTTtAAGTAGCCAAGTCCGGTTGTTAA 

GCAGATAATTACTCTAGGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAAC 
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ACAGAAAATGATTGAGTGACTCTTCTCAAATCTCCJTCAGGATGGTATGTGACTAGTATC 

ATTCTAGATGCANAGGGGGAGMGTTMTTTATTACAGTGGTAACCTTTAGAAGTGGTCN 

CTTAAGANTGTGGGCCCTGAACCATCTGGGGAACTTGTAGCCCAGCCNGTTTCTGGGGCC 

CTTATCTTAGACCTACAAAAAGAAACTTTGGGGGTTGGGG 

Sequence 1141 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTN 1 1 1 1 1 1 1 1 1 I GACGGAGTNTGGCTC 

TCTTGCCCAGNATGGAGTGAAGTGGCACGATCTCGGCTTACTGAACCTCCACCTCCTAGG 

TTCAAGCAATTCTCCTGCCTNAGNCTNCTGAGNAGTGGGGATTACAGGTGCCCGCCACCA 

TGTCTGGCTAATTTTTGTGTNTATAGTANAGACGGGGNTTTACCATGTTGGCCAAGGCTG 

GTCTTGAACTCCTGACCTNANATGATCCACCTGCCCTGACCTCCNACAGTGCTGGGATTA 

CAGGCATAGCCACCGAGCCNGACNAGGGCNNTTTTANCAAGGAAAACGTGTGGAATGAAT 

GGCTGTTGGTGTGCANANAANTNATACTGTGNTACATGTTGTGAAACCTGAANTTTNTTT 

GNTNNGATTTNGTATGANGAATGANNNNCGGACNCAANCACCCNTAAGGGGNGAAATTNC 

AGACANANTGGACGGGCNGTTACNTATNGGGATCNNNATNTTNGGTAACAAAANNTNAGG 

CTGNANTACNTGGTGNAANGGTCATGTTACATTG TNTG NAAAGTTGGTAATCNCANTTCA 

NNATTTNTANANANCATACTANNNNNGNGGCTTGTTTTGGNNANAGGAGGGGGGGGGGCC 

AAACCCCCCNCCCCNCCCCCCNTTTNNCCCCCCCC 

Sequence 1142 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATTAGCAACTGTGATG ATGAT GATTGTGAA 

TCTTATTTTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGTGTTATTTTCTTTGT 

AAAAATAAACCATGTTTGCATCTTGGTCTTCTTTCCATTTGGATTCAAAAGTTNTATAGT 

GATTCCTCCTAGTAAAATTGCATTTTCTCCCTAGGAGTACCTCGGCCGCGACCACGCTAA 

GGG 

Sequence 1143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACACACATATATGCATATATGGTATAATG 
TATCAATATTTACAGAGACCATAGTAAACACAGCACAAAACCAGGCATTAAGAGATGCAT 
GGGAAATAGCATTTAAATGGTAAATATGGTAAAGATTGTTTTATGGTTTTTGGGTTTTTT 
I I I I I I AATGATCATATTTTTAATGTTACTTTAAAATAGATTAGTGGAATGTGATTCAAT 
T 

Sequence 1144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATAAGTAGNTGGTTTGTATGANATGGTTAA 
AAAGGCCAAAGATAAAAGGTTTC I I I I I I I ICC I I I I I I GCTATGAAGTTGCTGT TTATT 
I I I I INGGCCTGTTTGATGTATGTGTGAAACAATGTTGCCAACAATAAACAGGAATTTTA 
TTTTGCTG 
Sequence 1145 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCT 

TATAAACACATTGAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAA 

AATTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGNT 

CGAAAGGG 

Sequence 1146 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTT 

ctgtggagttcttttcaaagagatttcaAagccacaagttagataaggccaagaagtaag 

gccagagtgagatcgaagtaggcctttcttttaaaaaataatagcttttattttatgtca 

gtatcttctttacamtctaaccttcccttttcacgctttttgaaaagatagctaaaatt 

cagtgtgttcctcttattataaaggattgggctaatagttaagcatttcaaaacatttca 

gtttcgttaatcagmgctgcaagtgggtttgttttatagccagtttgcttttaaatttg 

gccatgtgggctttaagttcaacgtatttgtgttctctttatngttactctctccagaag 

tattacccaaactgtgaagttgtggttatggggatggcaaacattcattctattcggagg 

agttttcaagtctntgcggttgctgtgcactcagaatgccanatcccgggaaagtaagtc 

CTT . - 

Sequence 1147 

agcggccgcccgggcaggtacafctgtcaaaaatcatatttatgtgagatgtgtcaatac 

tanacttgtgtnattnatgctacttagaangangataaaaaatatcctgtttggctccaa 

aaaaaagaaaagtcagcccctcctgcacgagtnggagctgcaaccctttanaattgataa 

tcacaaacccctnagacccanagtaaaataaaaaaaaagatatgtnacattaggcattga 

tggaaaaggactagatcctagtataagcatcctaataaaaggagaggttnaaagacgctc 
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TCCAGAACCAGNNTTNCAGACTTTNTATGATAANCTAAATGTGCCANTCCTCGGCCNNTG 
ACCAC NCTAAGGGG 
Sequence 1148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGATATC TTTTT TATTATTTG 

CATGAGTTAATCCTACAMCAAAATTAMTACCTCTTTTATAAAACATCTTTTCCAGTGT 

TCTAATTGATGGAGATGCGGATCACTCATCTATA AAAAAT GACTTACAGCTTCAGCTTAA 

TCAGTTGCTATAATGTGAAMCAGGAAfGTGTATTTTTTTCAACTAGGTAAAAGGTGCAT 

ATAATTTGMTTGTTAAATGTTTTATTMTGMCAMGTAAACCTTTTAGTAAI I I I IAA 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTTTGCCCAAAAG 

TCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGTAACACCATTATTGCTCCAAT 

TTCTGGAAAGAGTCTATTTTCAAAGTTTAAAAAAGAGGAAAAACAGCAAAGTGGCTAACC 

TTTGCAGTGGAAAGAAAMGTGTCCTTCATGGGTTACACTTTCATATTTTTATGCAGCAT 

TAAGTTATCTACCGTTATGGGGGAACTTGGGGTTT 

Sequence 1149 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATTGTTCTTNTTACANNTNTTACTGTCTCA 

GNTATAATTTTGCAATGGCGGTTTCNCAACTNGCCTGNCCNNACCCNNNTGTNTCATAAN 

TAATCTACGTAAACAAGTTAAAATAGGTAAATGNAATGTGATNAATACTTGNGGACAACC 

TGGTCATAATTTANAATCTCAAGGCTATATTAAATAATACATATTTCATTATT NGGGT AT 

TTTCCAATANAAATGTATTGGAGGAAAACCTTTCCCANAAAAAAGNGTAACCTTTTTAAN 

AAGGNGMTNANNNTTTGTCTAATTCAAMGCTTATTTAAAGGTTATGTGTAAAACACGG 

TNAAAGAACCNTNAAATAAAGAAAGATNTAANATAAAACGTTACCAAAAATAAAGTG 

Sequence 1150 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I I I I I I I I II I 1 1 I 1 1 I I I I I I IGTTTTAA 

CAAAAATAATAGNGNAGAAGCTGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAACTCAGGAGGATTGCTTTAGGCGAGGAGTTGAANACCAGCCTGGGCAACAAAA 

AACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTACTTGACAGGCT 

GANATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTGCAGTGAGCCATGATCTCCCCA 

TTGCACTTCCANCCTGNATGCCAGAGCAAGACACAGTNTCAAANAAAAAGAAAAAACNCA 

ANAGAGGTGGAAGGGCTCANCAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGAAT 

GCTCTAAAGCTAGAGGACTTTTA 

Sequence 1151 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I 1 1 1 1 1 1 IGGGGI I I I I I I I I 

I I I I I I I I I IGAGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCT 

CAGCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATT CTCCTGC CT CANCC TCCCAAGTA 

GCTGGGACTACAGGCACCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAAGA 

CGGGGTTTCACTATGTTGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACC. 

TTGGCCTCCCAATCTTATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCAC 

TGCTGCCTCCCTCCCAACATTTCCAAGGGACTGTCATTGCCTTMGTTATTTTTTCTGTT 

NAGN I I I I I I I I I GGCG I I I I I N I I I I I I I I I NAAACAGCGTATTAATCTNTCGCCAAAG 

GCTTGGAAATCANTNGCCCAAATTAAAAGCNTTGTTGNAGCCTTGAACTTTCTGGGCTTA 

AGCAAATTCCTNTTACCTTNAGNAAANTNGNGACtACNGGGCCCATGCCCACCACGCTTG 

GGCCTTTAAAATTAATTTNTGGGTAACAAAAAAAAAACTTAAGCCCTANGNAAANCTTTG 

GTTTAAAAATNACAAGAGGGACTTNNATNTTNCATTNATACAAATGGAAAANATTAANTT 

TCNTCNTTANNANGANAAAGGAAAAAAAAAAAAAN 

Sequence 1152 

CCCTATCGAGCGGCCGCCCGGGCAGGTACAAGCAAGACTTTCCTTTAATATTGATAAAGA 
ATTGAGTATCATGTATGCATTCCCTTTTATGATATACAATTAATTGAAGTTATTT CCCCT 
TGTATGCAACCATCCACA I I I I ICTTCTGACCTTTTCCTCAAGTCTTACAACTACTTTTA 
ATGACTGCATTTTGGAGGTGGTCCCAGGAGAACAGATGTTTGCCTTATAATGGNGI I I I I 
CCA I I I I I ATCTTTGATTGNGCAAGGGGGTTGGAAGTATTATTTAGTCATTATATGGATT 
CCTCTAAAAATTGTTCAATANAATATATATTCATTTATTCACTTTACTTATTGTTTATTT 
ATTGCCTTAGAGTATACCCAAACACNGGAGGATTCAATAAT GATC AAGACAGGTCTAATT 
TCTGTCCCAAANGAGCTTAAATATGNGAATTAGAAAAGGAATTTT 
Sequence 1 1 53 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGA 
AAGGAAATCAGGAAAGAACAAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTG 
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AAAAAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATAC 
AACCCAGGTTTTCTGCCCTCATTCTATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAA 
AGAATCMGTCTGAGAGATCCCTTTTGCTTCTTTCTTGTCTCACTGATCTGGAACCCAGG 
TTGCCAGCTGGCTATTCACAGGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1154 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGT 

AAAATACAGGAAGTTCCCAACTTAAAAATGGGGTTGACGTAGCAGTCATTTGTAAGTCAC 

TTGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATGGTGA TTAGT 

ATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAGATGAA ATTATCCTTAT TTT 

TACTTCCCCTTCGAATAGACCACCTACTGTTTCTTCTGAGTGTGGTCI I 1 1 I CTTTTCTC 

CTATTCCCTCCTCAATCCTC I I 1 1 I 1 1 I I 1 1 I I I I I I I NCTGGGTTTCTTCATTATTCTC 

TAATTTCTTCTTGGCTCAAAATACTTCAAGTTCTATTGNGGTAGCCTAGATTTAGGGACT 

AGTTTGG 

Sequence 1155 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGA 

GGGCCAAGGCTCAGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGGCAACAGGTCCA 

GGAGAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGTACTTGCG 

CTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTATATAGGCTGAGCAAGAG 

GTGGTGAGGTTGATCGGGGTTTATCGATTACAGAACAGGCTCCTCTAGAGGGATATGAAG 

CCCCGCGTCCTGCCCGGGCGGCCGCTCGAAGGGCGA 

Sequence 1156 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATTTTTGTATTGCTATTAAGAAATA 

CCTGAGACTGAGTAATTTACAAAGAGTAGAGATTTAAATGGTCAAGGTTCTGCGGGCTTT 

ACAGGAAGCATGGTGCCAGCATCTGCTCAGTTTGTGGAGAGGCCTCAGGAAGCTCTTAAT 

CATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGCAGGAACAAGAGAGA 

GAAAGGAGATGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAA 

TAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCANAGGCTGCTTG 

TTATCCACAATANTAATACCAATAG 

Sequence 1157 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTT 

TTGGGGCAGAAAGCATGGACTTTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGG 

AGTGAGCAGTTGGGGGTCTGCGTGACTCGCTTTCGTGCTTAATCTACTGGTGGTCGAGCT 

GGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGCCTTTGTCTCAAGACACTCTCCAGG 

TGGGAGAGCCTTCCATCAGGGACATACTTTAGGTTGCAAATTGACTGTTGTCTCTTGAGG 

CAATCTCCTTGTGGGAGAGAGTTTCTGCCCTGGAGCTTCAAAAGTAAGCACGTAGTTAGA 

TAAGCTTCCAGTGTANNTGAGTGTCTGGTGAAAGGGAAGGTAAAGGTTATGATTGCATTT 

TCTGAAAGAGCTAAGGTANGGAAATGGGGAACATAAAAAAAAAAAAAAAAANAAAGTC 

Sequence 1158 

GAGAAGGCTTCATTAANGGAATCTCACTGNGAATATCTCCTGAGAGATGGACAATGAAAT 

ATCAGNNGGNGGATATGNGTGATAAGCTGATTTCAATATTGAAGTATNGAAATAAAATAT 

TCTTTACACCTGAAAAAAAAAAAAAAAAAAAAAGNACCTGCCCGGGCGGCCGCNCGAAAG 

GGCGAATNCCAGCACACNGGCGGCCGGNACNAGNGGANCCGAGCTCGGNACCAAGCNNG 

G 

CGGAANCANGGCATAGCNGNNCCTGGGGGAAAANGGNAN 
Sequence 1159 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCAGCCTGGCGACAAGAGCGAAACTCCATC 

AC AC AC ACAAAAAATTAATTAAAAATAAATAAACATTGGTCAAAAATATAAAGCTGTATC 

AACTGTATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTGTAATAAAAACA 

AAGAATMTTTTTTTAAAACCCAAAGCAAGGCAAGGGGTGATGTTACCAAACTGCCATGT 

ATCAGAGATGTGATTAGAAGGAAATCCTTCAAGGGGAGCTTATTTATGGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1160 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGATATGAACTACCGTGCTCCCTG 
ATACCCTAAATATTTATCAAAATTTTTCACTGCTATTTTCCTCATAGGATTAAAAGGGCT 
ATTTATTATTTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAGGTGCAGA 
TCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGATTCCCAGAAAACTTGAC 
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TATTAATAGCCTACTGTTGACCGGAAGCCTTACAAACAGTTAATACACATTTTGTATGTT 

GNATGTATTATATAATGTACCTGCCGGGCGGCCGCTCAAAGGGCGA 

Sequence 1161 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAA 

TCCTGTAAGCCCCTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCA 

GGGTTCATCTGAAGATTCGAATGAAAAGAAATGCATGTTTCCTGCTCTTCCCTCATTAAA 

TTGCTTTTAATTCCAAAAAAAAAAAAAAAAAAAAAAGTACCAGTCTCACATTTGGCCCAA 

ACCTCAGGATTCTCCCTCTGCCTGTCTTACTTCATGGTACCTGCCCGGGCGGCCGCTCAA 

AGGG 

Sequence 1162 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACACAATTTTGAGTGGAGAGCTGGAATGTGA 

ATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCAA 

AGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGGC 

TGAGTCTTAACCTCTCTGAGCCTTTGCTGTTTCATCTGTAAAGTGGTCCTCCTGACAGCT 

GCCTCCTAGGGTTGTTTTGAGGATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTAC 

CTGCCCGGGCGGCCGCTCAAAGGGCNAATTC 

Sequence 1163 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I I I I I CACCCTCTGAAATTACTAAGCAGGCTG 
TGGGGTGGTGCTCTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGG 
TTTTAGCATGCAGAAGATTCTGGCCTGAACCAGTTACTACTACAGAGGCTGCAAAATGAT 
G AI I I I I I CATTCATTCTTTNGTAAATACCCGGT A 1 1 I I I CACAGGATGAATGTACCTGC 
CCGGGCGGCCGCTCGAAAGGGCGAATTCCA 
■ Sequence 1 164 

ACTTTN I I 1 1 I I I I I I I I I I I I I I 1 1 I CTTCTTAGCAGGGTCTCACTCTGTCACCTAGGC 
TGGAGTGCAGGCAACAGGCCAAGACCCTGTCTCCAAAAAGAAAAAAAGGAATAATTCTAA 
AAGACTTATATTGA I I 1 1 I ICCCCAATTAACATTAAACGCCTCCACCTGCCCCGTGGGAA 
ATTGGGTTGGCATGTCACTGAAAGGCAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1165 

CCCTTAGCGGCCGCCCGGGCAGGTACAMCTTTCTTCAGTTCTMTTTCTAAGA TGTTT C 

ACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTATAGCAGTATCTAATTGTTTT 

TCATAACTAGCCAAATTCAGAAATGTCCTGGATATATTTCTGGACAATGTAGATGCTGAT 

ATCCTTGGATTTAGGTTATACTGACTTTTATCTTTACCAAACCATATTAACATTTGCATT 

TTATAATTGGAATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1166 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAA 

GCACTATAACATAATTGTTGNCCATGATACTGAAGCTTTTCCCCTCACTTNTAGGTTGTT 

TACATTCAGAGCTCTATCAATAAGANGAATACATATTACAGTGAATTCGACAACCGCACA 

AGTNGGCAGTNGGTATCCCCAACCTAATTTATCTTGGTAAATTCACCCTGTTTCCTAGTG 

CTGNTGGATAAAAGAGTGTTTACTTTTTATTGCTNTTAGACAGAGTAGNCTANATAANTT 

TTCAATTTATCAACATANCCTAGACTTCTGTAAGTGGAATGNTCATTAGTAACTCATCTT 

TTTGTTGNTATAATTGGAAAACAGAAACGAGGCTTATTGCTATTGCAGAAATNCNAAACT 

GGCAAAAGGCCNAGTATTTNTGGTATTCCATTAATATAACCAGCTTTTGAAATTT ATGTG 

TTTGGATTANTGCCTTCTGGGTTACCNAAGTATTGACTCTGNTTAGTTTGGCACCTTTTC 

CGGNCTTAACANAAAAATNGNAATTTGGTTAATTCTCTTAAANATTNGGTNGNANCTAGT 

NGANNGGAGGTNATNNCCTAGGAANTTTACNAAGAANNTTNGNNACTTGCCCNGGGCNGG 

CGNTTTNAAANGGGCGNNTTCCANCAAANTTGGCGGGCGTTACTAAGTGGGNTCNCNNCC 

NTCGGGACCCGAGCTTGGNCGTATTNTTGGGGAGNACCCCCTCCCNCCCCCNCNTTNTTT 

TGGAATAGAAATTCCCCCCC 

Sequence 1167 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCTGTCTTCTAAI I I I I AAAATTATTAATG 
TCTTCTA I I I I I CTAAGGCTGA I I I I I I CTAATGTCTGTA I I I I ICC I I I I I I ICACATC 
TTGACATAAGTAGAGTTCATTTATTTTGATTTATTCTTGTATAATAAAATTACTTAAGGT ■ 
TAGGAATAATTAAGTTTTGCTCCCATG I I I I I ATGTGTAAC AATCTCAATGTTGTATGTC 
ATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTGTTTAAAAAACTTTATGAAACC 
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AGTATTTCTCTCAACCCTTNGTGTAATACCTGGTTTTACTTTAAATGTGGTCAAGATAAT 

TTAACCTGT 

Sequence 1168 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCAGGGATATACAAAGGTGAAAAGAAACCT 

GAAATATTTGTTGATGGCTGGAATATTTATTTTTTTGATCAAATAGATGAACTGCCTACC 

TATTGGTCAGAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCTT 

CGTTrCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCAGGAGAAAAAGT 

CTGCTTACAACTTTTAAGAAACAGTGGACCTCAAAATACATTGTTATT GAAGA TCCCTTT 

GATTTGAATCATAATCTCGGAGCTGGATTATCAAGGAAAAATGACAAATTTTATAATGAA 

GCTTTTATCMTGGTAGAAGMGTATTTGGGATTTCCTGGTCAAGGGGATTTCAAANGAC 

TACCCCTCAA 

Sequence 1169 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAA 

ACACCAGCTGGCAAAATGATAGGGCTTTTCCTTTGAATTANTCACCACAGGTGTGAAAGA 

CAGAATGACTAATCCATCTGATTAAACATANACCTTTTAGAAATCAATAACCTTATTTAC 

ACAGATGACAACTGCTACTGTTCCAAGGorCCTAATCATGGTTCAGTTCTCAGGGCCTCA 

AGTCTTTTTCCATTCCATCNCANAGTANTACCTGCCCGGGCGGCCGCTCGAAA 

Sequence 1170 

CCCTTAGCGTGGTCGCGGCCGAGGTAGCGCAGCTAGGAATAATGGAATAGGACCGCGGTT 

CTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAANAGGGCGGCCGGGGGTGGCTATT 

GTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTCCACTCTCC 

ACCATGCAGGACAAACATCTTCTCAAGGAGTCAACGTANAATGCTTGGGAAATAGTCATA 

ATTACCCACATATAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCTTT 

TGCATATTTCCTTCATTCTAAAGNTGTTCCCTGCCCGGGAGCGTTGGCTTTCGCCTGTAA 

TCCCAACACTTTGGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCA 

GCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACGCCTGCCTG 

TANTCCCAGCTACTCGGGANGCTGAAGCAGGAGGATCGCTTGAACCCATGAAGTGGAGAC 

TGCAGTGAAGCCGATATCGCACCANAAGNGCTCCAGCCTGGTCGACAGAGTGAAGACTCC 

NTTCTTAAGAAAAAATAAAAATAAANGTTGTTNTCTTGAAGAAAAAAAA 

Sequence 1171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAGC 

TTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTG AGGC AGGTATTGTAATATAAA 

GGAATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATTGTTCTCTGT 

AAAACTCTTCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTC 

CTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTG 

TTCTTTTCTAGTTACATGATGTGCCT 

Sequence 1172 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCC TATTT TACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACAeAATTTTGAGTGGCAGAGCTGGAATGTG 

AATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCA 

AAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCGAAATCTGGCTTGACCGTCTAAGAGG 

CTGAGNCTTAACCTCT 

Sequence 1 1 73 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGAAGACAGCATCCTTCAATCCCGCCAGCTCA 
TGTGCATCTGAGGGTGGGGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTC 
CTGCTAAATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACCTCGGCCGC 
GACCACGCTAAGGG 

Sequence 1174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGCATAATAATTTTTAGATAAATGTCAGG 

AACAGAATCACATTCTTAAAAGGCNGAATTTCTATAAACGTGTGTATATGTT GAAC AGAT 

GAGCAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAANGACAGTGAAAATTTTGGGTT 

ACTGTAGATGTCCCACAGTCTGNCTTGGAATTTAGTTCTGTGACTAAAGGAGGCTTACAG 

NTGCTCCAATTTTGGTTCTGNGGGGTACCTGCCCGGGCAGCCGCTCAAGGGCGAATTCCA 

G " • 

Sequence 1 1 75 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGTCACAACAGATGAGCAACTGATATCACTC 
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ACACATGCTATTAAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAA 
AGCGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAAATGCCAAT 
GTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTCCCACAGGAAG AGTTG CCC 
GTTAAACTGTCTCAGGTGCCAGACCCTCCAGATAACATGAATCTGGCCAAGAATTTTCCA 

GCACATA I I I I I GAGCCAGCTGTGTTGTTAACACCAC 
Sequence 1 1 76 

CCCTTTCGAGCGGCCGCCCGGGGCAGGTACCGCG GCCGT TAAACATGTGTCACTGGGCAG 

GCGGTGCCTCTAATACTGGTGATGCTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAG 

ATTTGCCGAGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAACT 

TAGGAATGTGGATTCTAATGATAGCTTTATACTGCTTAGGCAAATTTACTTCTGAGCCTT 

ATGTGCCTTCAGTGGTGCAAGCAMTTTCCTTTACACTTTAGAGAGGTTGATTAACGAGT 

ACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCA 

S@C|U6ncG 1177 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGC 

CTGCAACTTATTCTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGT 

ATAAGGAGCTATAAATGTTATTTCTGCAAGTTTrATGTAAATTTCAAGTTATTTAAAATG 

AAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACCTATTAAATAAATCTGAGT 

CCAGGCATGACACAGTGGTTCATGCCTGTAATTCCAGGGAGGGACTGGGAGGCCGAAGTG 

GGCAAATCACTTGAGGTCAGGA 

Sequence 1178 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAATTGTTTTAGAAGCAAACJACAGGACTT 
AAAAAAAGGTGA I I 1 1 I I 1 1 1 1 1 GGCTGCAAGTAGGCACTTATTGTAA 1 1 I I lATTCATG 
CTATGAACTCATGATTTTCCCTTTATTCTCCTTTGATCCTACTTAAATAAATTTATAGAG 
TATTGAATAATATAGAACCAAGATMGAACCCTAAGAGACTTTAGATGTTTATTTGTTCA 
TTAGCACTCTGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1179 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I 1 1 I I M I I I I I I 1 1 I I I I 1 1 I I 1 1 NCTTTT 

1 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I t CNGTNAAAAAAAAACTGCN 

TCCTTTAANGGNNNAAANNCAATTNCTGGATTAAAANNCCCCNGGAAAAANGNNGGGGAC 

CNTTTTTGGAAAANAAAATTANGGAATTTAAAAANGG GGGG NGAAAATATTCNNTGCGGG 

NNATTNNTTNNAAAAAATACANTTTTANTTTNANCATNTTTTNNACCNNNCNACNTTTAA 

ANTTTTNAAANAGGTTTTTACNCTTTTTTGTTAACAACCCCNGGNAAAAAAAAANAATTT 

I I I I I 

Sequence 1180 ^^^^ 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I H I I I I I I ITCT TTT 

I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I TTT TTCCCCNANCTNNTTTT 
TTTNCNTTTTAAAAAAAANTTTTTNNNAAANG GTTTTTTT AAAAANTTTNNNN GGNN GGA 
AANTTAAN AN NATNAN N NGGNANAA I II I I I I I I I ITTT NCCCCAAAAANTTNTTTTNGG 
GGCNTTAANTTTAAAAAAAAANTTTNNNNCCGGNTTTTGGNNNNGNNNGGNGGGAAAAAA 

AAATTTAAAAAA 
Sequence 1181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAAATACAGCAGGGCAAG 

AGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGAC 

TTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCA GTAG TCCAGGCAAGG 

GGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAAGAACAGTAA 

GGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCCAAAGTGGTAGAAGGTGGGGA 

TCAAAGAGGTAATGAGGCCTTTG 

Sequence 1182 

CCCTTAGCGTGGTCGCGGCCGAGGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCAC 

AAGGTGAAGTCCCACANTAGGCTATCTGCAAGCTGAGGAGCAAGGACCANTCATCCAACC 

TCAAATAGNANAAAANGGNNNGNAAGCCCGACAGGGCAGCCTTCAGTCTGTGGCTGAAGG 

CCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAAAGCTGAAGAACTTG 

GAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACGGGAGAAAAGATGGGCCGGAAGACT 

CAGCCAGTCTAGCATTTNCACATTTCCCCCGCGTACCTTGCCCNGGCCGGG 

Sequence 1183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTTTGTGTATTACTTTTCACTTAGC 
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ATAATGTCCTCCAGCTTCATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGG 

CAAGGGTAAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAACTC 

TTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCACTGCCAGAGTTGAG 

TCTTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAGAAGTATGAAGCATAACTGGTGTT 

ACAAACACCATCTTCAGAACA 

Sequence 1184 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAGCTCATTCTATACCC GAAG AGCA 

GTCTCAGAMGCAAGATTACTTTTGTGTTTTTTAAAAAATGATTCTTTAATGTAANTTTT 

CTAAACATTCTGATTGGAAGTAGTGGATTCCTAAATGATTCCAAAGTCATCTGTAATTCT 

TCTG I I I I I G TTTTGTTCTGTCTmCTTCATTTTGGCTTTGG GTGG GGGGAGGGGCAGG 

TGACACAAAGGA I I I I I I I 1 1 I I I I I I I I I I AATTTTTGGAATCTTTTNCCAATAACCCA 

GCTAAAGATTTGCACTGAATACAACTTGTATGCCTTTTGCAT 

Sequence 1185 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTATTTGTTCTTATGAAATGACTATCTG 

CCTTCTCGTATCTAGTAAGATTGGCTGGCTCAAC TTTCTT CTGTCAAATTATA TGGTT AT 

TTTTTATATTACCACATCAGCATTATATTAAMGT GTTTTT MTAGTTGAATG TATT TTG 

CCAACTACTAGTATAGACTCAAATTTGCTATTTAATTTTTAAAATACMTTTATTTTGTA 

MTCCTTTAAAAAATATTTGGTTAGTTTTGGATTAGAAATGATTTATGTTAGCCATGTGT 

TGAAGATGAAATTG 

Sequence 1186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAAG 

GCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGA 

CTGCCTGTTTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGAT 

GGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAGA 

AATACAGTTGGCCCTTGAACAACACAGATTTTGAACTACATGGAGTCCCGTGTACCTCGG 

CCGCGACCACGCTAAGGGCGAATTCCAGCACACTGNCGGCCGT 

Sequence 1187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCAAATAACCTGTGAGTTGGGAAATTCCT 

CTCCTCTTGAGGTCCCAAGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTT 

TACTAACCACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCAGTT 

TTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTAAAGGAAAGCACAC 

CATTCCCATCAAAGfCCTGGTAAAACAACTAGTTTCTCTAATTGTGTCCTGTTGCAAAAG 

AAAACAGATTCTTATTGCACTTGTGCAAA 

Sequence 1188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTACTTGATTATTT TATTT TCTATCC 

CACCAATCCACACCTTCACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTT 

TGTTCAATGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAATTA 

TGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAGTTGAAGTATAAAT 

ATATATTTTTGCAAGAATAAATGCTACAGTAACTGATTATGACAGCTAATTCTGTGTACC 

TCGGCCGCGACCACGCTAAGGGCG 

Sequence 1189 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTA 

GCTGAAATCCTAAAATATTTATTATCCCTTTATAGGAAAAGTTTGTTAATTCCTACAATA 

GACAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCCAGTTGGGG 

TGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTT 

Sequence 1190 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACCTCTTA 
AACACCAGCTCGGCAAAATGATAGGGCTTTTCCCTTCGAATTAGTCACCACAGGTGNGAA 
AGACAGAATGACTAATNCCATCTNGANTAAANATAGACCTTNNNAGAAATCAATNACNCT 
TATNTTACA 

Sequence 1191 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCATCTTTTGTCtACTTTCGTG 

ACTTAAACTGCCATCTGTGATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTAC 

GCTTGATTACCMTGTTTtGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATGTA 

TAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAAGTAAAAATAAATATGG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 
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Sequence 1192 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAAATCTGAAATATCTTATTAAACAAG 

AMGTAAAMTGTTATCAAAMCTACTGtCGTCTCATCAAAAAGATTCAGAAGCCAATTT 

AAAGAGTCTCACACTGGACACAAAAATMtTTGAGCTTCAAAATAAACTGCAAGGGATTA 

AAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAAAAAAAAAAATCTT 

GTTGGTTTCCTCTAGAGGCTACTAGAAMTCAGCTCATTATTTCTGATATTGGTTTAAAT 

AGAAGAAAGAAAACCAAGCAT 

Sequence 1193 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ITT TT 

TCATNCAANAAANATAATTTTACACTTATTCTTTGAMGANAAATTCTATGGAATTTTNT 

TNTTCTAATTNAATTCCAAAATACATTCTNTNANCCNTATGCCCTNATACTAGNAACTNG 

ATGGTNAGCGGGTAAGTAGGTAGTAGTANAANAACANAANGGGAAATTNGGGGAGCANAA 

AAGGGANAAA 

Sequence 1194 

CCCTTAGCGTTGGTCGCTGGCCGAGGTACATATACATTATNGTAATTAAAAAGCGTGCAT 
GTGTATGTATTAAAAATAATAGGTATATAAACAAATACANTATNTACAATNNAAACACCT 
AAACGCAGAGGCTGCTGTTATC 
Sequence 1195 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCCAGTNGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTG 

Sequence 1196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGGAAGTTGCTAGGAAATANAGCAGGTAA 
TTTNTCGTTAATTATGGAAACCATNGCAACACAGTAAATATTATGTCTCTNAATTTGTCT 
TTCAGTGNTTTTTTGGCATGANTGTNATGGAANAGTAAACAAAA 
Sequence 1197 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGTGTCCGGAGGAATATATAGAAAACT 
GCTAGGCTTAATTCTCAGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTA 
CTGTATACACTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1198 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCCCGCTCCCCCGTCCATTCCANTTTCCTG 

CCCTCTACTGGCCATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACAC 

TTGAGACCCGCCTGATTAATNTTGCACTANGAAAAACAAAACAANAACAAACAANNAACA 

AAAACAAGACACTCACATACAATG I I I I I I A ATGCTTGAAAAGTACCTGCCCGGGCGGCC 

GCTCGA 

Sequence 1199 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTA 

AATTGTC I I I I I ICCCCCAGCGTGAAATGTATCCATTTATAACTTGCCTATTGCCTGTTC 

TATTAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATTTCTNGCTGTGTCCTTAGGA 

TGTGCAGNAAAAAATATAGACCTAACAGNTTATGTTATAGAATGGGTTTATTTACTTTGG 

GTGACTGTTTATAGTTTTTAAATAAAAGACTGMCATTTTNTCGAAAAAAAAAAAAAAGA 

ANAAGAAAGTACCTGCCCGGGCGGCCCGCTCGAAAG 

Sequence 1200 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGG 

ACGCTGACTCTGGAGCCAGATTGTtTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGAe 

GATTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAAAATGGAAT 

TTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAATATATTTATATCCCGGCTG 

GGTGCGGTGGCTCAACCCTGTAATCCCAGCACTCTAGAAGGCCAAGACAGACAGATCACC 

TGAGGTCAGGAGTTCAAGACCAG 

Sequence 1201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAGAGTAAGTGGGGAGGGATGGGAATGGT 

TCCTTGAGACAATCTTTTACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTG 

ACTTATTTATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGGTGA 

AAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACCTCGGCCGCGACCACGC . 

TAAGGG 

Sequence 1202 

CCCTTAGCGTGGTCGCGGCCGAGGTGC I I I I II I I I I I I I II I I I I 1 I II ICC I I I I I I I 
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I I I I I I I I I I I 1 I I I I I I I I 1 1 I I I 1 1 I I I I I I I I I I I I I I I I I NATTNAANAAANNTTT 
NTTAAANNTTTNTNTNCCAAAAANTTTNNTTTGGAAATNCAAAAAANAAAAAGGTTNNTT 
TTNNTNCCNTTAANGANCNAAANTTTNAANAAAAANTTTT 
Sequence 1203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTCCATTCTCACACTGCTATGAAGAAATA 
CCTGAGACTGAGTAATTTATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCT 
GGGGAGCCCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCGCAT 
GGCAATGGCAGGGAGAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1204 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I I CCTACAAATGAGTAATTGAAGAATTTT 

GTTTAGCCAGACCATTTAATTCTCATCAATTGCATAATATTTCTAGTTAAATCCGAACTT 

CATTCTATATTMGTMCATTTTATTCAGATCCATATCTAAATAGCAATTTTGTGAGATT 

TACTMGAATTTTTCCTGGTATGTATGGTTTTGGTGTATTGGAATGTACCTGCCCGGGCG 

GCCGCTCAAGGGCN 

Sequence 1205 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCTAATCCCCACCGGGGTTGGTTTAAAT 

AGGGACTAACTACTTTGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAA 

GGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCAAGAAGGTA 

TTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAATACTGGAAGCACTGTAACG 

GTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATATAACAGTATAG 

Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAA I 1 1 I I I I I AACTAGCAGGGCATGGTGGT 

TTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCAGGAGCACTTGCTTGAGCCCAGG 

AGTTTGAGAATACAGTAAACTGTATCACACCACTACACTCCAGCCT GGGTG AGAGAACAA 

AACCCTGTCTGAGAAAAAAAAAATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGA 

AACAGACCCTTCTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGG 

TGCAGATGCAGCTGCGATATCAGAAGACCCC 

Sequence 1207 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAA 

AGATCAAGATTATTGTGTCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTT 

GCTTACATTGTCTGTCTGATTCTTCCAGGCATTAATTAGAATTTGCAACTCCTAGCTGGG 

CACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTG 

AGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCAAAACCGCATCTCTACTAAAGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGA 

Sequence 1208 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATT GCTAA TGCTAGGATCAAGATACCACA 

TAGCCAGAACAAGAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGC 

CATTTCGGAAAAGGATTAGGAATCCAGATGCCGTGAATTTAACTATTCGTTACAGGCTTG 

TCCTGCAATATGCTCTGGAGCAACTTGCCTGCAGAGATTTCTGTATCCACGGACATTTAA 

ATATCGCAAAGGCTATCTCCAGGCAAGTATGTTCCTTTGCTTGTCATCCCCGCGTACCTG 

CCCGGGCGGCCGCTCGAAG 

Sequence 1209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCAGTGTTGNGGCTAAACCACACTCTGG AATTC TGTCAGCAAATTCCTNG 

CTGTGTGAACTTGAGCMGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACAGA 

GCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAA 

TAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACC 

TCGGCCGCGACCACGCTAAGGGCGAATTCCAG 

Sequence 1210 

CCCTTAGCGTGGTCGCGGCCGAGGTNCATTGTGAGMCTCTGGMTTATTATTTTTATTT 
NATTATTACTATATTTTATCTGACTAGAAGCCATTTATTACCAAACCMTTTATTTCTTA 
NAGTTGAAAACCGTCTGTGAGAAGCTTCTCTGGCCTGGATGGAGATCCAGCGCI.i l I I I I 
I I I I I I GAGGCAGAGTCTTGTTCTGTCNCCAGGCAGGAGTGCANTGGCACGATCTNTGNT 
TACTGCAACCTCCACCTCCTGGGTTCAAGCAATTCTCCT 
Sequence 1211 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGT 
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AAGGGGGAAATGAAGGAACTTNCGCACAAGGGGCTGCCCAGCTTTGT6GGGCATTCCAGA 

GAACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTGGAGACTTG 

AGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATCACACAGCACTGGAGAAAG 

TGGATGAGGAGGGGCTGAAGAAGCTGATGGGCANCCTGGATGAGA 

Sequence 1212 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAGTTTACATTGTGGTAACAAAGTAGGAC 

ATGCTATGAAGGCCCTTTGAATTCGCTTGACAAGAATGACAGAGATCTACTAGACCCAAT 

TTTTAMTAATATTGCTGGTTTTTGCTCAACATGAATTAAAATATGGTGGCTAATGTGCA 

GATTTTACATTTGGAGAACTTTAATTTTCAGTATTAATTAGAATTTGTTTAATATTACAA 

ATGCATTTAATGACACTTAAAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCMTAAGCATACCTAGAGTTGAGATTTTGGTTT 

CTAAATGCCATTCTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCA 

GGGCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAGAAAAAAGT 

CACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCAACTTGAAAGATCTTCCAA 

TAGCCAAATCTGAGAAAAGTTAAGCAACAAAAAAAATAACAAAATCTTATAATCTATAGA 

AAAAATATGAATGTATA 

Sequence 1214 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I 1 1 I I I I I I I I I I 1 1 1 1 I I I ANAAATNGG 

CGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGTCACCACATGCCATGCTGGGG 

TCACAGGANAGTTGCATTTGGGAATANAGTGAACCANTAGGGGCTGTGGAAGGCAGGCTT 

TGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAAATGTGACAGGCTTGTTTGAA 

TAATTTTCCAGGCTGGAGGGAAGTGAGCCACGTTGANACCCANGGAG 

Sequence 1215 

AGCGGCCGCCCGGGCAGGNACAATTAATTGTGTTCTTGTGACCTGATGATnTrNGAAAA 

TTTGCTTTTCTCTTTAAGAAATTTAAGTTTTCMGGGCCGTATTAGTTATCTAAATATTT 

TGGGCTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCATG ATGA CAATTT 

TGTTACTTACACTGCCTATTCTTTATTTC I I I I I I AGTTCAAAGGTGAAAT TTTG ACCTT 

TGTATTAACAAAGCCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGC 

AT 

Sequence 1216 

CCCTTAGCGTGGTCGCGGCCGAGGTACANGGAGGAANTNAGANGTAAATNNAAACCAGAN 

CTGGATTACTCCGGTCTGAACTCANATCACANTAGTGACNTTAATCTGTTGAACAAACTG 

AAC 

Sequence 1217 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTGTGCTNTAGCCTTGGTGACAGAGCAGAGA 

CTGTCTTAAAAAAAAAAAAAACANAAAAMNMTTNATTAAAMTTTAAAAAAAATGAAA 

AAAAGCTGCATGCTTGN I I I I IGI 1 1 I I AGTTATTCTACATTGTTGCCATTATTACCAAA 

TNTNGGGGAAAATNCAACTTACAGACCAATNTGAGGAGTTAAATGTTACTACGAAGGCAA 

ATGAACTATGTGTAATGAACCTGGTAGGCATTATTTATTGAATTNTNANCATTCCANATG 

TCCAGCACAI I I I IAAT 

Sequence 1218 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTGTTAAAATAATCTGACTTTTCTATGATTTG 

GCTTTTCTGCCTTGAGTAACTATNTAAGATATCTAGCGTGATNTTNTTTNATN TGGG CTA 

CTTTTrAGAACAAAACANAGGTNTTTANAANAAACCACTTGCCCACANGGNCTTTTGAAC 

CGTTTACCTAAGTCAAGTGTAATTGAAAAACATAACCAAATGCACCANGGGGTNTATTGT 

NAGATAATAAAA 

Sequence 1219 

cccttagcgtggtcgcggccgaggtacc i i i i i i i i i i i i i i i i i i cgtc aaag tcacta 

tttgggccctaacataatcctgctcanagcgacggaaaaaaggcaagccttttcaaacat 

aactctctctacaagccagctattatggcaagggaaaaaagaaagcatctagataaatat 

ctatcaaaattaactttaanagaaatactctgtttccttaaaagcccttattttttaaga 

cactanaaaataagttactataaaaagtggtggtctgggggctaaaaacaaaacaaaaaa 

aatcctcmtctacal i i i i iagtttt 

Sequence 1220 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCA 



Page 193 of 22 1 



WO 01/42467 



194 



PCT/USOO/33312 



Table 1 



ATGCTGGTTGATTTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGGAAAAA 

AAATCCAAATAATAAAGTGACATATTGGTGTTCATAAAAAAAAAAAAAA AAAN AAAAAAA 

NAAGTCC I I I I 1 I I I 1 1 N 1 1 I 1 > 1 1 1 1 I NTTACTTNATAAAAANACNGAGTTTTATTTCA 

NATGTNTNTTNTTTGNGNCCCCACCNTTTNNATGTTTGACCACCNNTACNACTNTNTCCT 

NTNATAACATTNCCATACATACTTAAAAC 

Sequence 1221 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAA 

TTAGGAATTTCACACATAAAACCTGGAGAGATAGCACATGCTCTTTCTTTCTTCTTGGAC 

TGTGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1222 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC I I I I III I I II I I I 1 1 I I I I I I I 1 1 1 IATTTT 
I I I I I I I I I I I I I I I I I I I INAACAAACCCTGTTNTTGGGNGGGTGNGGGTATAATACTA 
AGTTGANATGATATCATTTACGGGGGAAGGCNCTTTGNGAANNANGCCTTATTTNTNTTG 
TCCTTTCGNACTGGGCTGGAANACCTAAAACTACNTGTAAAATGTAAGTAGNGACCAATA 
AAAAATAAGGNTACCTTAACTTCCTTTTTTCCT 
Sequence 1223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAACAATTTGTTAAGATAGA TCTC ACCT 

TGTGTTCTTACTGAAAAAAAAAAAGAAAGAAAATAGAACAGAAAAGC AATTG GATTTTAA 

TTCTGGAAACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTGTTTATTTTGAAAAGCA 

AATTTAAACCTATTTAAGGGAGAGAGAGCTCTTGTAAAAATTCATTTATTAGTTCTGGAC 

CMTGTTATTTATAAGCTATTATTTCAAATGATAAAAAATAAATGCATAATACATTTGAT 

GATAGAACA 1 1 I I ICI I I I I 

Sequence 1224 

GCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTTCTCAAGACCTCACTTTTATC 
TGTGAAATGTGGGGAAGGTTTATAAGTAAATGAATGA GGGG TGAGGTTGTTACCATTAAT 
GNGCCTTGAAGTNATATTTGTGGATAGCTAAAAGCAAI I I I I GGTTTATTTGGTTTATTC 
TTTGGTTTA 

Sequence 1225 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCATTTGATGTATGTTTTTGI I 1 1 I I IAAC AT 

AAMGGATTATATCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTC 

ACATATGTTGCATGGGTTTCTATAACATTTGAAATGACTGCCA AATAT TTCACTGTATGA 

TCATCATTTMTATTATTATCAATTTTGTATATTTAAGTTAGAACTTTTCCATTACCATA 

AACATCATTATGAATGAGCTTTCTTGAACTGTATTTTAATATACTTCCTTAGGATAAATG 

CTTAAAGTAATAA 

Sequence 1226 

CCCTTTCGAGCCGGCCGCCCGGGCAGGTACATATACACTATGTAATTAAAAANGCGTGCA 

TGTGTATGTATTAAAAATAATGGTTATATAAACAAATACAATATATACCAATAAAACACC 

TAAACGCAGAGGCTGCGTGATATCCACAATAGTAATACCAATAGTATTAATGATGTNTAT 

GTAAACACAAACAAAAGCAGCGGACCGTATTAATAGGCAAACACACAAAAGCACACAAAA 

GCAAAGCAAAAAGCCCGCCAGTAATGTT 

Sequence 1227 

CCCTTTCAAGCGGCCGANCGGGCAGGTACCCGATATGTATGTTGAATTAAGAGGATTTTT 

AAAAAATTACCCTTAAGTCTTTGACATNACAGCCCCTGTCACTTCTTGTCANAGTTTGTA 

TGTGTTGNTAATNGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGTT 

ACAGTGTGAGGGGTGA CACA TTGCTGGATTCTGAGCTCAGGCAAGTCTGTCTGTGTCTTT 

ATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAATGGACCATTCCAACCTAAGTTA 

TCTNGATATACTGGGATTACAATA 

Sequence 1228 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I II I I I I I I I I I I I I I I 1 1 IANANA 

CAGAGTCTCCCTGTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCC 

CTTGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCAGCCAATAATGAT 

TTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTGGACACAAAGGCANACAAA 

AGTTTGACAAAAGGCATTTTTGAAACTAGGACCTTTATTNTAATATTAGTCTAAACAGNG 

GGA 

Sequence 1229 

CCCTTTCGAGCGGCCGCCCGGGCAGGCACAGAAAAAAAATCTACACCAGGTAACACTGGA 
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GGATGCAGGGCTACATTTGCCACTGAAGAAACATTGTTCTCT TGCAT CTGAATTCCAGTG 

CTTTCCAMTAGATGCGTAGATGATGAAAMTGGAGCAGCTTCTTTTATTTCTTCTTCTT 

TCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTCCTAAGTCACAATTC 

ACACTGATGCATACACTATAGTGAAACACTGGCTTTAAGAAAACTGATTAACAGAAAACC 

GGCAATTGTTATTTATTTTAAA 

Sequence 1230 

CCCTTTGAGCGGCCCCCCGGGCAGGTACAGGTTCTAAAACGAAAGTATTTGGGTAGTCCA 
CTTAGTGATATTAGTGGATNGTGTAGACAATAATATTAGTCCTAGA 

Sequence 1231 

CCCTTTGAGCCGGCCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACT 

TCTAAATATTGATCAACCATTAATAATAATGCT TATAG GGGTAAAAGAAAATN NTTGA AG 

CACTGMTTCAGTAACCTGGGTCATGGTCCMTTTTGCTCACTACTTCATATCTTTTATG 

TAGMTAATTCCTATNMCATGTTCCCTAAATTCCCATCAGTTTGTAAAGGCAATGGATT 

AAATTATTCAAATGTAGCTATTTAACCGTCAGTNACAATGCCTAGAAACCTATTTATTCA 

TCTGTAATATTAAGAAGGCTGAATTTGATTGGATCTTGAAAAATCC 

Sequence 1232 

NAGGGGGGCCGGAAATTTGGGGGGCCCCCTTCTTAAGAATGGCCATTGGCTTCCGGAGGC 

CGGGCCCCGGCCCAGGTTGGTGGATTGGGGAATTATTCCTTGCC CAGGAA ATTTCCGCCC 

CCTTTTAGCCCGTTGGGGTTCCGCCGGGGCCCCGAAAGGTTACCATTTTTNAAAAAAAGG 

GGGGGGATGGCCTTAAATAACCTTTTTTNAAAAAAANAGGGTTTTTAAAAGAAAAATTTA 

AAAATTTTTTAAAAAAAA 

Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACTTC 
TAAATATTGATNCAACCATTAATAATAATGCTTATAGGGNAAAAGAAAA 1 1 1 I I GA AGCA 
CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATNTTTTATGTN 
GGATTATTCCTATAAACATGTTCCCTAAATTCCCATCANTTTGNAAAGNCAATGGATTAA 
ATTATTCAAATGTGGCTATTTAACGGCCAGNAAACANTGCCTAGAAACCTAT 
Sequence 1234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTTTGCNGATTGCNNNANGAN TGCCC CATG 

AGGGGGGANAAAAAAAATTN I I I I I I I I A TTATNTTGGATCTAGCCTANNTCTATTTTTC 

CACCTGCCCCAATTAGGTATTTCCCANTTGCNACCGGCCTAATTCCANAATTAAATTTGT 

NCCTNTTATAATTNGTTTNCTNNANTCCAATTGAAACCCCTTTTGGGGTTATTGNNTCCN 

CNCACACTTTTTTNATTGTTTAAANNCCANTAAAAAACCANTNTTCN TCGG NTATATAAA 

ATAANACGNCCTTTTTACNTTATNGTTAATTAAAAANCCNCAATTCCTTTTNGTTNGNCC 

AACCCACTTGGAAAANTTCCAANTAAACCTCTNCCTTCCACCANGNGANGG ACCAA AANN 

AGGAAAGTAACCCCCTTANTGNNAAAAGGNNTGGGGGAAANNTTTNGGGCCTTTTGGNGG 

TTNCCGNAAAAANAAGGGGNTAAC 

Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTATTCAG 

ACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATCG 

ATTTTAAGTTGACAACAGATGTATCAGATGAGGAAAAAATTGAGCATGTGTGGTGTGATT 

ATATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTT 

TTCAGATGTATGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

AT 

Sequence 1236 

CCCTTAGCGTGGTCCGCGGCCGAGGTACTCGGATCTNTTATNNNGTNNAATAANNCCTCT 

TTCGTCTACAAGCCACACTTATNCAAAATTNTGTGGACA ACTC ACACTNGCTATNATACC 

TGCTTANATTCTCCTANTTAGTCCCTGAGGGTTTATACCTTTTATTCTTTCATTGAAATT 

TTAACAGAGGTTTCTGTCGGAAGCAGAGTTAAATGCCTATGTTNACTCCATCATGGTTAT 

CTGAAAGTCTGAGGNGCAATTTCAAAAACTCA 

Sequence 1237 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGA 

GNGNATTACTANATAAATGACTGGGGCAANGCAAAATTGAGGAGGAAATTANAAACTGTT 

TGACAANACTTTTAAAGAGCCTACTTTGAAATNACAGAAG TCTTG ATNAATNTTGCAAAT 

AATGGCTAGAAAGTATGGTTTAACTGGACCCTATTATGCCTTTT 

Sequence 1238 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTA 
TACAMCCCGAAACTGTNTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACA 
CACAATCTGAACAGTAGCAGTGAAAGGGAGTTTAAGGTGGGGGTGAGGGAGAAGGGAGTA 
ATATGG I I I I I I AGTAATATAGTAATTTACA 
Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTNGGGCCAGAGCATCCGGAGGT 
A 

ANANAACCTNTTTTNTNCTTAGGAGCCACTATGAGGAGGGC CCTG GGAAGAATTTGCCAT 
TTTCAGTGGAAAACAAGTTGGTCCGTTACTAGCTAAGATGTGTTTTGTACCTCGGCCCGC 
GACCACNCTAAGGGCNAATTTCCAGCACACTGGCGGCN 
Sequence 1240 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGT 

TGGGGCGACCTCGGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTAGCTTTGTTAGCTCTGTT 

GTTTTCACTTAAGTATTACTTTAACTATTAGGGCTCTTTTTTGGTTCCATATAAATTGTA 

AAATAAATTTTTCCAGTTCTGTGAAGAATN . CATCGGTAGTTTGATAGGAATAACATTGA 

ATCTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAAGCAC 

Sequence 1241 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGGACTGGTC 

AACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTAGCTGGGCCGTGGNTGGGCG 

TGTGCCCCGGTAATTAANTNCCCNANCTTACCTTTGNGGAAAAACTTGAAGGGCCAGGGA 

AGAAAATTNCNGTNTTTGGNAAACCCCCNCCNTAAGGGTTGGGGAAGGGATTTGGCCAAG 

GTTGGAAGTTTCNAAAAGGAATNTGGCCAACCACAAGGNTGNCCAACCT TCNC CAAAGCC 

CCCTTGGGGGNCCCAAAANNNAAGNTTGGANGTAACCTTTCCCCAATTCTTTTNAATNAT 

ATTACANNTATNTAGATANACNNTATAANAGNGANNNGANANTGGGNTNACCCCCTTNNG 

GAGGCNCCGGNCNGNAACCCCCANCCNNNCCTTTAANAGGGGGGGGCCG 

Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACCAGACTGGTCA 

ACATGGCGAAGCCCCATCTNTACTAAAAATCAAAAATTAGCTGGGCGTGGTGGCGTGTGC 

CCGTAGTAGTCCCAGCTACTTGGGAAGACTGAGGCAGGAGAATCGCTTGAACCCGCGAGG 

TGGAGGTTGCAGTGAGTCAAAGATTGCACCAGTGCACTCCAGCCTGGGCAAGAATGAGAC 

TCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGTCCTNGGGCCGCGACCACNCTAAGGGCG 

AATTCCAACACACTGGCGGNCCGTTACTAATGGATCCCAGCTCGG 

Sequence 1243 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTCAGTTTCTGGGGAAAGTGA AGCN TGAA 

GGGAATCATANGAAAAATTTGATTTTTGTGtATGGTGTAAGAAAAGAGTTCCGATTTTCA 

ATCI I I I I GCCACANTGGGATTNTCCCAGGCC I I I I I I CCCAACANCCCATTGTTA TTTT 

GGAAAAGGAAGNAACTTACTCNTTNTTTCCCCCGCTTTTTT GGTC GGG AANTATC CTTTT 

GGGGNCAAAACCTCTTATGNTTTGGGNAAAAGAGNGCCCCTTTTCACCTTTTTTGNCCTT 

TTTCNAACCTCTTNCAATTGGGGGTCTTTCCACCCAATTAACCCAAAAGGNTTGGAACCC 

CCTTNGGAAGNTTTNCANCCCTTCCCCCAATTCCTTATCNNCCTTGNGAATTNCCAAAAA 

AACCNTTGGTTGCTCCNGTTTCCGTTTCNTTTAAMNTTTTTCCTCNCCGGGGNAAGTGG 

GAAACCTGGTTTTGGCNTTCCAACCCTTNGNCATTTGNCCATTGGAATACCCCCTCAAGN 

AAAGNAAAAGGNCCTTNGNTTTTGTNNGGCCNTTNGTTGGCCCCAANG 

Sequence 1244 

cccttagcgtggtcgcggcccgangtacaaataangtcttccaagggttcagaatagaaa 

atgatntcttccagcttggggacatttgggaaattgggattctttggggaaatgtacgta 

atcagtatattctgggaaaacatantanagaatgaatnnataaattncattgaattngga 

atatgttgtccattctccctgtaactaAtgctatcaagatanagtagaaataccacattt 

caaaancagctggagtanabaggtcttcataggctagcttggaaacctaa tagct attaa 

taatgaaattttaattatactctggattctaaacaatgaacacacantgatctttttgac 

TT • ■ "• ... 

Sequence 1245 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGTGTCCTTTCTTATAGTCNGTCAATGCTG 
GGAAGTAACAGGCAGATGtGACTTCACTTGANCATTTGGANGAANCAAAAAAGGTTGCGC 
TTGNTCGNNCCTTAGGGTTTAGATGGGCAAGGACCTTGCTTTTTGCNTCCCCAATTTCTT 
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AGGGTAGNTGTTNTTCTTTGNGTTGCANGGGATNNGTANACCGGTACATCCTTCTTGNNG 
GAACCAAGGGGNNNACNTTATGAANTGNAAAAGGGGANGTTCCTTTGTAGTAAANGGCCT 
TGGATTGGTTTTCAAANNGGNAAGNTGGGGTTCCACCA 
Sequence 1246 

CCCTTAGCGTGGTCGCGGCCGAGGATAC 1 1 II 1 1 I I 1 1 I 1 1 1 1 I I 1 1 1 GNCTAATTACTA 

CCTTNTATTCTAATTGTGAACCATGGCCCTGAAAGCTTGATAANCAAGACTTGGCTGAAN 

CCAGAAGGGGNAACTAAGTGNGGTTCGGCCAAGNAAAAGGGATTANTTGGGGATGNGAAA 

ANTCAANTGGNCTTNTTCCCTT 

Sequence 1247 

CCCTTGGCCGCCCGGGCAGGTAC I I I I I I I I I I II II 1 1 I I I II IAI I I II I I IANATGA 

AAAAN CTGTAATTCTTTATTTGAAAC AANTGC NTTCAAAAGAANTN AAAAC ACTTCAAGG 

ACTTCTAGTAAACATAAAAGGTCNAACAAACTGTGGCAAAAANTTTTGCAATTNGTANAT 

AAGCTAANATAGGGGTTAACNAGTACCCCAGGCCANAATTAAGGNGGNATNNCNTCAANT 

ACTTCCANTCANNNAAAAAGGG 

Sequence 1248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCTAYCCCTATGAGGCATAATTATAACAAGCTC 

CATCTGCCTACGACAAACAGACCTAAAAATCGCTCATTGCATACTCTTTCAATCAAGCCA 

CAATAGGCCCTTNGGNTAGTTAACCAGCCCATTTCTTCATTCCAAAACCCCNCCCTGNAA 

AGCATTNNAACTCGGGNNGCCANNTTCAATNTCTTACAATNAAATCCGCCNCCCAACCGG 

GGCCTTTTAACAATTNCCCTNCCAATATTACCTTAATTTNCTTGGGCCCTTAGGCCAAAT 

AANCNTGCAAAAACCTTAACGGNAAACCGGGCAACCTTCCANCCCAAGGNTGCGGCCAAT 

TTCNATTAAAATTNCCCTNCNTTCCTACCAANAGGGGGA 

Sequence 1249 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGT 
TTTTGCAATTCTAGAACTTGGAI I I I I I I I 1 1 AACAAAAGTCCC AAAACACCA AAAAT GT 
AAACAAGATANNGAGATTAATATTGNAGTGGNNGTAATTTAATTAAAGTTATATTTTGGG 
TTAA I I I I I AACAACTGAAGTCTTATTGTTGAAACTTA I I I I I CA 
Sequence 1250 

CTNTACATGCATGCTCCAGCGGCCGCCATGTGATGGATATCTGCANAATTCCCCTTAGCG 

TGGTCNGCGGCCGANGTACTTAGGTGCCTACAACATAAACAGCA 

Sequence 1251 

CCTGTAGATGCATGCTCGAGCGGCCNGCCAGTGTGATGGATATCTGCAAGAATTCGCCCT 

TCGAGCGGCCGCCCGGGCAGGTACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAG 

AACACTACGAGCCACAGCTTAAAACTCAAAGGACCTGGCGGGTGCTTCATATCCCTCTAG 

AGGAGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTCAGCCTAT 

ATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAAGCGCAAGTACCTNGGCC 

GCGACCACGCTAAGGG 

Sequence 1252 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTATTATTTCAAATTTAAAAACTTCTTC 
I I I I I I AAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAG 
ATGATCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTACAA 
GTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCC CAGCATTTGCC AGGG 
ACTGTCATTGCCTTAGTTTAI I I I I I CTGTTTTG I I I I I I I I I IGTCGI I I I IGI I I I I I 
TTTGAGACAGCGTTCTTAGTCTGTCGCCAAGGCTGNGAGTTGCAGTTGGCCGCAATC 

Sequence 1253 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I 1 1 I I I I I I I I I I ACTT 

TANTAGAGATGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCNTGACCTCAGGTG 

ATCCACACGCTTCANCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGC 

CTAAATATTTNTTTATAGCAATGCAAGGATGGCCTAACACACTGCCTAAATCAAAATTGC 

TATTCACTTCAAGGGTATTTCATTTACCTGACTAGC I I I I I I GGGTGCATNTGGAACATA 

ATGTA 

Sequence 1254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTTTATCTTGGGATAAAATGGCTAGAT 
GAGTATGGACAGGGAGGCAGGGCAGATACAGTCCTTGCTTCTGGTTTTAAGAGTTCTTCT 
GAACCACAATCAACTTCTCCAAACACCCACCTTTGTCTTCTACCACAATAGGGGTCAGAT 
CTATTGCTGACTTTTCCTCCACCTTCTCTACATCAGCAGCACCTAGGGGAAGAAATGTTA 
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TTGAGACTATACCTAAAGGAAGAACATTCTCCTCTGTTGCACACTATTATCCAATTGGAT 

AGACCCACATCTAAATGTCTGCAATTACAGTAATGTCAGCTGGGCATTGGTGGCTCATGC 

CTGTAATCCCANC 

Sequence 1255 

GAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I I 1 1 1 I I I 1 1 I II I I I I I C 
I I I I I 1 1 I I I I I I I I I I 1 1 1 1 A NAATAACAAAAAA I I I 1 1 I A CTNAAAC ATAAANATTTN 
CAGANGTTTCCNNACAANCCNTNCAAAATGGTCACAANCTTTTTTNA 
Sequence 1256 

CCCTTAGCGTGGTCGCGGCCGAGGTACTG 1 1 I I I I I I I I I I 1 1 I I I I I 1 1 I I 1 1 I I AGNT 

TTCCTTTTTAATGAGCTCACCCTTTMCACAAAAAAAGCAGGGGTGATGTATTTTAAAAA 

AGGAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCTANCANTCT 

TTCTTCANCTCACTTGGCTCTCTANATCCACTGTGGTTGGCAGTNTGACCAGAATCATGG 

AATTTGCTANAACTGNGGAAGCTTNTACTCCTGCAAGTAA GCANA NATC GCACTG CCTCA 

ATMCTTGGTTATTTGAGCCNCGTNTTTTTGCAAAAACTACTT7TTCCTANTTTTTCAAN 

AATTTACTTTCAATNGTTTTTAAAAAAA 

Sequence 1257 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I 1 1 I I 1 1 1 1 NGGGTT 

TCAAACCTCAGTTTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGA 

TTAACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAAGAAATCAG 

ATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGNGGCAGCCACATAAGCCGCT 

NTTCACACCTGGCTGCNTTCTGCCAAGTTTAGTCCTCAAAGAGAAAAACAAGGGAGGNAA 

AAGACCNAAAAAAAAAAACAAAA 

Sequence 1258 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTT 
ATTGGGTTAGGTATCI I I I 1 1 I I ATTTTAGCACCTGATAGCTGTCTTTCTACTGAGTAAA 
GMTTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAA 
Sequence 1259 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAACAATTCCAAAAGTTTTTGACTGAAAT 

AAGCAAACTCACTAATGATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAAC 

ATACCTCTTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTGGAA 

TGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGCTCTGGCCAC 

ATCCCTGTGGTGCTTTTCCATCCTGATCTACAGATATTCAGAACTGCAGGGAGTTCCTTT 

TAGTCCTGGCAATCTGAACCTGA I I I I I IGC 

Sequence 1260 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGGGATTGTTAGACCATCCCAAAAAGGA 

AGTGCACCTTGGAGTCTGTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAA 

CAAGATTGCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGC 

TCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCTAAGG AAAA TTGCT 

AAGTCAGTGTTACTCTCTAGTGATGTTGAGMCTAGAGGGATTTCCAGACCTTTTA CTTT 

TTGATGAAAGGTTGTGAACTGGTGGCTGTGGGTCAAAATCCATCTCACAGNATTTGTTTT 

TGGATC 

Sequence 1261 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I CTTTTGCC 

TCCTCTGACTATATTTTCAMTAGTCTGTCTTCAAGGTCAGNMTTCTTTTCTTCTGGCA 

TGATCAACTCTGCTNTTAAAGGACTCTGATGCATTCTTCAGTATGTGAACTGC I I I I I I C 

AGCTCCANAATTTCTGCTTCATTCTTTTAAATTCAATCTCTG TTAA ATGTATNTG GTAA A 

ATTCTGAATTCCTTCTCTTTGTTATCtTGAATTTCTCTGGAGTTTrCCTCACTTATTTTG 

AATTCTGTCTTGAAAGGTCACAATCNCTGTTTTCTTAAGGGATTGGGGCCCTGGGTAACT 

TTATTTTAAAA 

Sequence 1262 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGAC 
TTCTAGCTTAGTGAGAATGCAGTATAC I I I I I GAAAAC TTCG TGCAGGAATCCCTCAAAT 
GCTGTAACTAGGAATGGGTCAGTGAAGTTCAAACGACTTTTCCTTGAGGGAGTATTTTAA 
TCGG ACAAGG G AACTC I I I I I CTTTTGGGCAATGGCCAACAGGACTGAGAAGCCAGAGAG 
CTTGCACCTGAGCCATCTCAGCCGTGAGAGTAACAGTCCTAGGAAAATAGATGGGGGCTG 
GGGGTAAGGAAAT 
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Sequence 1263 

CCCTTAGCGTGGTCGCG6CCGAGGTACTC I 1 1 I 1 1 I I 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 IAGGGGTT 
TTCTTTGTAGAGACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTC 
AAGTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGTCACCATGA 
CTGACCTATATTTAA I I I 1 1 I A AAGATTAGACTGGTGTTAGCTGTAAATAGTTTGAAATA 
CCTCTCTGATAGGTGCTAGCTTATCGTTACTCTTAGTGCTTCTTGCATTTGCAT 
Sequence 1264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGTGTTTAAGAGAAATTCCTAAACTGGAT 

ATATGTGGCAGGCTGAAAGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTG 

GCTCATGCCTGTAATCCCAGCGCTTTGGGAGGGCCAGGCGGGAGGGTTGCTTGAGGCCAG 

AAGTTTGAGACCAACTTGGGCAACATAGCAAGACCTCGTCTCTACAAAAGATCNNNAANT 

NAATANTAATNTAAATTAAAG7TCCTTTGGGCCGNNACCACNCTAAAGGGCGNAANTTTC 

CAGCCACCACTGGCCGGC 

Sequence 1265 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTATTGTTAAAGTGAGTCAGATAAATCTTC 

AATTCCTGGCTATTTGGGCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTT 

TGTTTCTAGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAATTAT 

TTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCTGGATGAGACTTCTTTGGGGA 

GCCTCTAAAAAAA 1 1 I I I CACTGGGGGCCCACGTGGGGTCATTAGAAGCCAGAAGCTCTN 

CTCCAGGGCTCCTTCCCAAGTGCCTANAAGGGTGCTTNTAGGGAAACATTAGGATTCCCA 

GCCCAGGGGGCT 

Sequence 1266 

CCCTTAGCG GCCG CCCGGGCAGGTACTCAACACTGATTTGAG AAGAA AAGTGTGATTTGC 

TTACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTGCCACTTTTTAGTTTCCTCAA 

ACATGCAGAAGTAATGAGGTTTGACAGAGACATGAGACTATAAGATGTCTGTCATTGCTG 

CCAACCATGGAAAAGATGTTAAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGT 

GAGACACGAAGAATATCTTTCTCTTATTTGGAAATATGCTGAAGGATAGGAATAAAGAAA 

AGGATTNCAGTAAAATGGGAGNC 

Sequence 1267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA I I I I I I I I I INI I I 1 1 I I GGNTTCTGTAA 
ACTNTNATTTTACACTTATGGGCCACTTGCCAACTCAGGGGNCCTTGGCTTCTTGACTCA 
TTTTCTACAAAGGTTTACTTTGGTTGTAAAAGATGTAGTTAANAGGGGTANGAANAATTT 
N NGG AATNTATTTTNCTTGGCTTNGGTN AAAAACCTC AAC AAGTTTTACC TTTN N CCC AG 
TTCCCAATTAAATATTAAANAANTTNGGNCAACCGTTTTGTTACCNTCNCCTTTTCNAGG 
AAAAAA ATTCCTTATTTGG NACCTTNTTTCTTGGNAAATTTTTTNANTAAAANAAAANTG 
GGGCCA I I I I I I N I I II I 
Sequence 1268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGCTTTGCAGATGTGATTAAGCAAA 

GGACCCCAGATGGGGAGATTATTTTGAATTACCTAGGTGGGACTCCACGTCATCACAAGG 

GTCAGAATCCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCAAA 

TTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTNTAGAAGCTGCAGAAGGCCGGG 

GTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCACAACCCTGCCCACTCACGGTAGA 

CTCTCGATCTCCGGGCTGTAGAAATAATACATCTGTGCTATTTTAAG 

Sequence 1269 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 
TAAGANATAAGATTTAAAAAGCATTTGTAAATTGTATACTTGCANANGTCCGTNCTACAT 
TGGCATTTTGGAACAAGGNACATTAATTGGTT 
Sequence 1270 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
, CAGAAGTATNCTCTCCTGAAATTATTANGCAGTACTTGNATCAACCACTCCGCCGTTACC 
CATACCAAAGCCGTCGCCTTGGNCACCG 
Sequence 1271 

CCCTTAGCGTGGTCGCGGCCGAGGTACAA I I III AGTCAAGGGATTGTTTGATACTCTTT 
AAGTTCACTGCCAGGCCTACCACTTATCTCTGTCCCAGGAGGAGAGTTCCTTGTAATGAG 
AGGI I I I lAAGACGTCCTTTGTTCTGGGATGAATCATAGGGAATGACTGCCTTTGGAGCT 
CAGGATATTAAACTGAGTGGTGTCAAATATTNCCAGGATCAATTCGACAATGCCATGTGT 
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ACCTGCCCGGGCGGTCGNTCNAAAAGGGCNGAATTTCCANCACACTGNCGAGNCGTTACC 

TANTTGGATTCCCGAGTCTTCTGNTTCCAAAANTCTTTTGGCGGTTA 

Sequence 1272 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATGTCACATTNNCAT AGGAA AGGTTATATA 

TACACTATACACTTCAACCTTGAAATGTGGACCCAAAAAACATTCTATTTTTCAGTAATC 

NATTGAATTTNGGTGAGGGGTCCNACACCCTCAAATCCTAANTTTATCACANAAAAAGCC 

CNTNCTTGGCTGCCAAGCGCTGGCNGATGAACTTTGTNTTGCTGNANCTCTTNATGANTT 

GGATNCCANAGTNTCNTGATGATCCTNTTCAATGTTTANGAGCATNTGACCNGNCATGNT 

GTAGNGGANTGACTTTC 

Sequence 1273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 IGI 1 1 1 I 1 1 II 
I I I I I 1 1 I I I I I I I I I I I I I I I I I I I I I I 1 1 I I I 1 1 ATAAAAAACNTTTNAAATTAAAAA 
ACTCAAAAAAAAAANAAAAATGAGCATTTTAAAAAANGGAAAN ANTTNNA ANNNNNNNNG 
GNAAAAAAAAAAAAAAANNGNAAAANNAAAANTNNNGNATTGNTTTTTTGGCAANTNANC 
AANATCNTCCCCCTGAAAAAAAAAAAG I I I 1 1 1 I I I I I 
Sequence 1274 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAACAACAGAAA TTTAT TGTCTCTCAGTTC 

TGGAGGCTAGMGTCCAGAATAAGGTATTAGTAGGTTTGGTTCTTTTCTGAGGGCTGTGA 

AGCAGAATCTGTTCCATCCCTCTCTTCTTGTCTTCATCTGTTCTATGTCTGTCTTTGTTC 

AAATTTCCCCTTTATATAAGGATAGCAATCATATTGGATTAGGCCCAGTCCTAATGACCA 

GATCTTMCATTTGCAAAGGCCCTATTTCTCACTAAGGTCGTATTTACAGGTATAAAGGG 

TGTAGACTTTAACATCTTTTTGGGGGAAGACACAGTTCAATCCGTAACAAGATGTTAAGT 

CCTTTCCTCTCCTAAA 

Sequence 1275 

ATAGGGGCCGGAAATTGGGGGCCCCTCTAAGAATGCCATGGCTTCCGAGGCCGGGCCCCG 

CCAAGTGGTGGAATGGGGATATTCCTTGCCAAGAAATTTC 

Sequence 1276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATAAAAGGTTGAGTAAAAACAGGAAAGCGT 
GCTATAAGTTCAAATCTGTTGTATTACCCTAAATTAAGATAAACCAACCTGAATTATAGT 
AGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGCTTT 
TTATACI I I I I I I ATTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTAACTTAATGG 
GCGTTATTGGATTCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATATTTGAA 
AGAAAAAATGTTG I I I I I I A GTTGAAACTGGTATATATAATTTCAGTGCTTGGCAGGTTA 
GTATATTTTTATGCATTTTT 
Sequence 1277 

GTACCAACACAATTGTTAATTTCCTCACAGGCTNAAGGCATTCTGGGAAGCTATACAGGG 

GACAGGAAGCATTTTTTGGGAGCCTAAGGGGAGCCAGTTTGGAAGAGACAGCATTCTCCT 

GGCTAGGACAGGTGGNGGNGGTGGCCGGGTTTNAGGNTCTNCAAGGGACCCTNTGCAGAT 

GCCGGGGCCCTGTTTATTCTGAGCAC 

Sequence 1278 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCAT 

TTAAAGGGATATCTAATGTGTTTA7TATTAACATAAATAATGTTTTATGAAAAATGTAAC 

CTTAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTATTGCAT 

CTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTGCAGTTAATCTGTTCA 

TTTTGTTTTGGTTGAAGTATATGAAGGAAATCTGTCCTCACACAGTTGTGTAGTGGAAAA 

AGGGGGACTATTGTAACAGGGCTGTGCACATAATTGTGGATGATTTTCTTTGATACAACA 

ACAAAACTTGGTGGAT 

Sequence 1279 

CCCTTCGAGCGGCCGCCCGGGCAGGTACMTGTGATTTATCAATTAATTAAATTTGAATT 

CCATGGAATGAAATATAAGTCAACMGTATGACAGTTTCGCTTTGTTTATTATGGAAGAA 

TCATTMTAATTTGATAATTAAATGGTCCTGAATGGTTAGCCATGTTCTCCGCATTTAAA 

TAAATAGTATAAACATAAATGAAAATATTAAAGTAATTTCAACGTGATAGAGACCGCTTA 

I I I I lAGTTCAGGTAGAGTTCCAACCTAATGGTAATTAAGATTCCAGATCCGAAAGATGT 

CATGTGAATATTGCTCTGAAAAACCAAAATTAAAGCTTTCTTAAAG 

Sequence 1280 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I II I I I I I II I I I I I I I NGAAGGCA 
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atttaataagatttgagcatagatattaaacttagcatggacagagaaacttatttnttg 
ggggactggcataagtgaaAgaacagaatcagtntgaccagagagagcataaaaacttt 

Sequence 1281 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTGACTTTCTAACAAATTACCATAAAGGA 

AGAATATTTTTCGTCTACTATTGTTAGAACACCTTAGAACCATCAAAAATATAATTACAT 

GGCTAATAGAAAAAAAAGAGCAGTTTTAAMTATGTTTTATGTMCCTATTTTCATTGTT 

TTTCATTTTGTTGTTGCCGAATAGTAGTTGTTCTAAGTAAATACAGGTCTCAATTTCACT 

ATGAATAAAAAAAAAAAAAANGAAAAAAAAAAAAAGTACCTTGGCCGCCGACCACGCTAA 

GGG 

Sequence 1282 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTTCTTATTTTCTTAATCAATACAGCTAAAG 

GTTTGTCAATATTGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTGTTGATTTCCTTTA 

I I I I I I I I I I CTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCCTTCTGGTA 

GCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGG TGTA AAGTTACGCTGTTGAAATGAGA 

TCTTCTTATTTAATGTATGCATTTATAGCTCTAAATTTTCTCTTAGCACTGGTTTCACTG 

CATGCTCTAAGTTTTGATA 

Sequence 1283 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I I I I 1 1 I I I I I I I 1 1 1 1 1 1 I I I ICTTTTTA 

ATTAAAAANCNGGANTTGGTNGGTTNCCCAAGCTNGNNTTGAANNNCTGGGNTTAAACAA 

NNANNCTNGTTTGGCCNNCCAAANNNCTNGGATTANNNGNNTGAACCANCNNACCCANNT 

TTTAAAANCNNAATNTTTTTNNG GNAANNTNA NANANCNNNCCCAAGGANTTAAANGGGN 

GGGAAAAACNTGGANNTTTGGN I I 1 1 I I I I I 

Sequence 1284 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAAATAACAAGACAAATTTGACCTGTTCAA 

TAAATAGAAATGAAGTGGCTAAAAATGTTTAAATGGAAGTGGAAAACAGTCGTCTTCTTT 

GTACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCTCCTTTTTC 

ACTTAGTTCTACATGTATTCTATGCAGTGAGGTTTCAGATGCAGAC AATCT TGACTGAAG 

CTGTTGACAATCTAGGTCTTTTTGATGAAGGGTTGCCTGAATATTCTTTTTACTCACAGA 

TTCTTCATTATGTTTCTCCT 

Sequence 1285 

CCCTTANNTTGGTCGCGGCCCGAGGTACTTTTTAATCTTATTATTAAACTAACCCCTGTG 

GTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAAGAATTGCTCATATCTTCCC 

AAATTGTGTAGTATAAAAAGAATGCTGTGCTGGTTGTTTTTTGTAGAATATGGAAGTCCC 

TGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTG 

GGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGAC 

ACCTNCATCCACACCCACAGCTCANGTtAAGCTGCAAAAGTTACACATCTTCTCTAGGCC 

ATACACCCACGTAGCATCTTTCTCTAATGGTACCTGCCCGGGCGGCCCGCTCGAAAGG 

Sequence 1286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGATGTGATCAACAAAGTTCTATTTTAC 

AGGAGTATGATCCTGTCGATACCTTGCCGTAGGT TATG TAACATGATTGGAGCGCAACCA 

GCTGTTCTCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCAGGA 

GCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAATTTATTAAAGACA 

GGAACACAGTCAATCTGTAACTCATAAGTAGCTCTACGTTTACTTGAATTCACAATCGCT 

AACCCATCTGTCCCTGGCAGAAAGAAGGAAAGATGACATGCATGGACAGTGAACAGAAAG 

GGATGAAAGCCAGGATTCCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGT 

CACAACCTATTACTATGTCTAAAAACGACCAGAGCAGAGAGCCAGAA GAGAA TAAGCCTG 

AAGTCACCTTCCACTNAAAAAGCAGCCAAACTCCCTCAAAG GAGTAACT TTTAAAACCTG 

GATCTAACCTGGAANGGGCTAAAAANTGGCTTGGTTCTGAG I I I I I I I I 

Sequence 1287 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTG 
CTTTTATTTCCAGTTTCTTGGACGAGAACAATAAAATACATAAGACATCGTTTCTATATG 
GTCATATACTATATAGAATAAAGAATTGTTATGTAAATTATTAAATGAGTATACAGAGCT 
TTACATAAAAACTAAGGTAC I I I I I I I I I I I I I N I IGI I II I I I I I I 1 1 I I 
Sequence 1288 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGCAGACCGCCTAC CTCAT CCTGTGACTT 
AGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCC 
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TTGCTACATTCAAGAAGGAATCACTGTGGTTCTAATGCCTCCGACAGAATGGTCAGATTC 

TCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAGACTGTTGAAGAAAAATAA 

ACTCGAATGGCCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATCTGTT 

GTGTTACAATGAAGTATATCATCACTGC 

Sequence 1289 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGT 

GTATTAGTCCATTTTCACACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAA 

AGAGGTTTAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTGGAAG 

GTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGCCAAGCAAAAGGGG 

AAACCCCTTATGAAATCATCAGATCTCGTTAGACTTATCCACTACCACAAGAACAGTGTG 

GGGGAAAGCACCTCCATGATTCA 

Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTGGCATGGATCC 

TACATCCACAACTACACATTATTTATTTATTTATTtTTTGCAAATCCCAATTCCCCAGAA 

ATGGTCCTCACCTCATTGACATATGCAGGAAGAGCCAAGGGGGAAACAGCAACTTGGAAA 

TGACTATGACAGACTAACACAAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGG 

AGAGGCCTCTGGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGAGTAGGCA 

Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAAGCTCTGCCTATCTNTGNGGNATGGATCC 

TACATCCACAACTACACATTNTTTATTTATTTATTTTNTGCAAATCCCAATTCCCCAAAN 

ATGGGCCTCACCTCATTGACATATNC 

Sequence 1292 

CCCTTAGCGTGGTCGCGGCCGAGGTACA 1 1 I I I I I I CCTC I I I I 1 1 1 I 1 1 I I 1 1 I I I I I A 

ATTCTGAGATrrCOCCAAGCTGTGGATTCTTCCTACTCC TTAAN AAAAAAA CTTTG GTTT 

TATTTMCATCTACACCTTTTNGTCAGTTGTGTTAGCGTGTTTTCCACCCCATTTTATTA 

TACTCTTAAAAGATGTAATTGTTGTCATTTTTGA ACAGTTAAACAT N TTTGN GTATAAAA 

AGAACCCCAATGGTTTTAGTTATNGCTTTGTAAATTT TTATT TTTTANTTTTACCTAAAN 

AAACTTTCAACTAATCAAATAAGGGAAAGAAACTGTCTTTT 

Sequence 1293 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCTGT TTAA GGACATACCAGAAAAAAAGTAT 

TGA I \ I I IA TCCTATGCTAAACAGTGCTGTGATAACTTTTGTATCACTTGGAGAATGCTC 

CTGAAATTATGCAACACTACTAGATAACCCCTGGATCAAAGAGGAAATCAA AAGGG AAAT 

TTCACACTGTATTGTAAAGAGAGGAGACTTTTATGCCAAAATACAGTAAGTCTTTTAGTC 

AGATAAAATTAATAATCTTAAATTCCATTCATGTTAAAGAAGAAAGACAATTAAGAAATC 

TGACACTAATCAGAAGAAATTAGGAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAAT 

AAAA 

Sequence 1294 

cccttagcgtggtcgcggccgaggtacagtgggagagtgaggtgggagaagaagagtgtc 

tggttttgtgtgctnacatgtcttcttggcatgagaatgtttaatttggaantagtgggn 

cnctcagagccntcctacaaaggcagtggcaaagcttcnttac cgtga catttgttnagt 

antaaactttgcctnggcacgcgncntcctgnaaantgtntttgttttgggcctatttct 

tgctgagntnccctttannggnttgtnccttcgnntttttcatttcnanctaatt tngcc 

tccccatatngaacmnattggtmtttcmcnatgggngngnccmcnttggctttttt 

ctttttttgngactatgncccccctaantaacnacccttgggatncaanttngtnaantt 

ttcttttccttttcctnnnggnggggngcct tncct tnncaanngggaaaacccccaaaa 

attttn i i i i i nggccnanccntccaancaaatttttc 

Sequence 1295 

CCCTTCGAGCGGCCGCCCGGGCAGGTACNGCGGGCTCTCTCCATGGGTCTGTGTTCCAGA 
AAGCTATGACTCTTTAATGCATCTCTTAG I 1 1 I I l-CCTTATTTCCTTTATTCTTAGTATC 
ACAGTCCATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAAGCATTTAAA 
TCAAAATACCCCTATTTGTTATTNTTTTTAAAAAGTAAAGTGGGGGATG 
Sequence 1296 

CCCTTTCGAGCGGCCGCCCGGGCANGTACAATGCACATGCCGAANGACCTTANTNTTGGA 

TGTGATGAAATGTTTTCTATGCCTGGAATAAATGG CTTNC TTTGGGNTGTAATATCTTAA 

ATACGTATTGCTCCTCNATCTGTGAGTTATTTAATTTTTTTCTCTGAAGNAGCTNTGATT 
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TCTGGGCTTTCTAGTGTGATCATCTA 
Sequence 1297 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 
TAAGATATAGCATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCNGTCTACATGGCA 

Sequence 1298 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGCTTCCTACTTCCACCAACCCCTCTTNGCAGA 

GACTGCTCCATTCCATTAAMGGNGAAGGTTCAACTGGANACCTNCAAAGTTGGCTGGGC 

CT 

Sequence 1299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCG 

GGCCTGGTGGCTCAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCAC 

GAGATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTACTAAAAAT 

ACAGAAAAAANAANAAAAAAAAAGAAAAANGGTCCTTTGTNTACTGCAGTTGTCNTNTAC 

ATGGCATTGGACAGGACATAATTGTAAAACATAAAAAGTGCAATTGGTTACACTTACATN 

TGATAGTGAATTGGCAAACGTGACCAATTTTTT . 

Sequence 1300 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAAAAAAATCATTAACTCATATATTTCAA 
GAGTAGGAAATGGGAACTGGTGTTAAAACTCTTATAACATATGTCACTGNCTTAAGGGAC 
AGTGTTTTAAAAACGCATACCTCGGCCGGGCGCGGTNGGCTTCATGCCTGTAATCC 
Sequence 1301 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTtAAAAGGTGATGCTAATACTTTAAAATG 
TNTAAGATATAGATTTAAAAAGCATTNGNAAATTGTATACTGCAGTGTCGTCTACATGGC 
ATTGGACAGGACATAA 
Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAAGTCGTCGGA 
G 

ATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACAGACAGACAGGCATGTCGTTG 

CAGCAGTCCGTGAGACCTGTGTGCCAGTCACTGAGCTGGGTCTGGTAGCAGCTGGTGGTG 

GCGCACTGGGGCTGACTGGTCACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGC 

ATCTCAAACTGCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCCT 

GTGGCAACAGTGGCAGNAGTCTTGTCCAAGGGGAC 

Sequence 1303 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTG 

GTAGAAAAATTTGAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAA 

AATAACCATCTATGAGTCCATACATATATAAATAAATGATT GAATA AATATATAAACGGA 

GAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAATTTTATAGACAGCTCCCCT 

TTAAGAAAACAGACCTACTGAGTGTGGTCTACAATTAATGCTCGCGTACCTGCCCGGGCG 

GCCGCTCGAAAGGGCCGAATTCCAGCACACTGGCG 

Sequence 1304 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGATTAAG CCAAA CTTCAGCAAAAAAGGAAG 
TGCTGCATTGNAGCAGTATTGAAAGTTATGTAGGTGGATTTTTAAAAAAATATTACAGCC 
TAAATTTTCTTAGCAAAAGTCAAATGAGTAACAACACACAGTTTGGAAACATTTGNAGAG 
GAGAAAACAAATATCTGACAAGAGTACCTGCCCGGGCGGCCGCTCNAAAGGGCGAAT 

Sequence 1305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAAAACTGGACATTATAACATTAATTTT 

ATTAGCTCTCTGGGAGTGAGCTACATGATGTTGTGCACTGAAAATTACCCAAATGTTCTC 

GCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTTATAACATGATGAAG 

ACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCATTCAGAGGACC 

AAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGACATGCAG 

ACGGAAATCAAGCTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAGCCAAT 

GGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTT CTGCT CAC 

CAGCGACTGGAACCAGCAACTCTGTCAGGGATTGNAGGATTTATCCTTAATCTTTTATGT 

GGAGCTCTGAAATTTAATTCGAGGCTTTCATGCCTATANAAAGGCTTCTGCCAANTGATG 

GNGAATGATTTTAATTACCTCATTGGCATTTTTTCTTGGGAACAAGCAGCCCTGGCCTTT 

ACCCAGGGTANGTTTTCTTTCATTTTTNAAAGAAACACCTTTACCATTATTGNTTNCTTG 
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AAGGGATTAAGTCTAAACAATTGGGCCTTTTTAAAATAANTTATTTAAAAACCCCCAAAA 
AAA 

Sequence 1306 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGTGGAGGACACGAATTCTATACCTGTAGG 
ACAGTGCATGGAGAAAAACCTAATGCCGGCTGTCCCTCAGAAAGCCTGGGGCCAGTGCCT 
GGGCTGTCACCTCATCCATGCTATCAGTCTACTTTCCCTCTTAGCCACAGAAAGCCCTGA 
AGAAAGTGGCATAAAAATGACCTGGCTGGGCACAGTGGCTCATGCCCATTATCCCGGCAC 
TTTGGGAGGCCGAGGTGGGCAGATCACCTGAGGTCAGGAGTTCAAGACCAGTCTGGCCAA 
CATGATGAAACCCGGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGC 
CTGTAACCCCAGCTACTCANGAAAAGTGAGGCANGANAATCTTCTTGAACCCAGGANACG 
GAAGTTTGCAANTGAGCTGAGATCGCATCATTGGACTTCCAACCTTCAAGCGAGAACCAG 
CGGTTNGAATTTCCCTTTTGTATGAACTGGTC I I I I I AATGTTCCTTTAACCC ATTCTT C 
I 1 1 I I CAAATTGGTTTCTATTGGG I I I I I I I I I I I CTTTTTTG G AN GTTGG G AC I I I I I I 
AATCTACCTTGG 
Sequence 1307 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCrrGTTACAAATATACCATCATCATCAGGTCT 

GAATGGGTTTCCTCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTT 

TTCAACCCTCACTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGAGAACAATG 

GGGCTGTGTATATGGAGACTGGTGGGCCACTTTCAGCATCAAGTAATCAATTAGTTGTTC 

TCTAGAGGGATGCCTTGCCACAGATGCCTGAGGGGGGTGATGTATTTGACTATAATTTGC 

CTGAGGCCTGAGAGGCTGGCCCATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGA 

AGTATCTTAAAATGACCAATMTAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAG 

CATTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCATGCCACTTA 

CTATTTTTCTATAATTTTAAAACTTAAAAGAAATAAGCTATTAATGGCTTAATTCTAAAG 

TTCCTGAGTGCTTGGTGGTACACTCACTTTTTTAAGCTT 

Sequence 1308 

TTTTTCGCCCTTNTTNTGGNCGCGGCCGAGGTACTTTGTGNI I I I I 1 1 1 II I ) I I I I ITG 

GGNCACAGGANTCCTGACTGGGAAAACCCTGAGCTACAAAAGCAAGATTTTACTGAAATT 

AATTATTTCACAGACAGACTGGANATCACAGGTCACTGAAA AGTCATT TCACTGAACAGA 

GCTAAGGATCTAGGATAAATTGTAATAACAGCAAAGGGAAA1 1 1 1 1 1 I AAAGAAGAGCAA 

AACTCAAAGTCAAAACATCACATACTCTTATGCCTTTGGAAAAGAAATAATAAAAATAGA 

AATTTGCCNCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAGACAGGNGNAAT 

TAAAGGGAATTAATTAAATATATCAAATNTCTACCCTATTATNAACATACCAAGAAAATG 

AAACAAAAAATTAATTAAAAACAAATTNTTTGGGCTCCACCCGAAAAAGAAAATNCCTCC 

AGGNGGCACACACACCACNNCACCCCACACCACGGCCACAACAAAAAAC 

Sequence 1309 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I I I I NCTTT CTT 
I I I I I I I I I I I I I I I 1 1 I I I I I I I I I I I I I I I I I I I I l AAANAACCNNAANCCNTTTTTT 
TTTTNACCNAAGGGGTTNNNCTNANTAANNCNACCCCNTTTNAAANNACNNNNTTNAAAA 
N N NTTNTTAN AAAAAN NATTNN ACCCCN NTNTN AAAAAAAAAAA 
Sequence 1310 

CCCTTTCCAGCGGCCNCCCNGGCAGGNACAAACCCTNGTAGGNTAATCCANCTCTAATTG 
ANNGGGGAGCNNACCTTCTGCTTCCTTTTAATCCCAGATCNGAGGCCAAGGG 
Sequence 1311 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAACTAAAATTATGGGAGAAGAAACTATGA 

GTGAAACGATGAGAAAAACCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGC 

ACTGGAGGGAAGGGCCACAAAACTCTTCACCCCAAGGTCTAGAATCATTCTAGAATCATC 

CTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTGCTC TTGGA ATTATAT 

GAAATTACGAATTTCTGTGTGTTGTCAGCTGTAATAGMTCCCTGGAATTTTATTTACTT 

TTAATTTTGTTTATTTATTTATACTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATG 

TTAAAAGTTTGAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAA : 

GTGTGATATATGAGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAG 

TTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAGATGTGGTGGCTCA 

CGCCTGAAATCCTTTTGGGAGG 

Sequence 1312 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
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AGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAGACTCTGTCTAAA 

AAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAAGACAAGAAGAAGACAG 

ACAATCACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGGAAGGATGTCAGCCA 

TTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTC 

TCCTGAAAAATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAAAA 

AGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATATAGCTTCTTCTCTGGGATCTAC 

TGAGGAGTGAAATCTAAATGAAGATTTAGCTTAGA AAGCA TGAAGATAGTATGTTCCAAT 

TTTAMTAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACCTCGGCCGCGACCA 

CGCTAAGGG 

Sequence 1313 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGG NTNNT TTTT 
I I I I I I 1 1 1 1 I 1 1 I I I I I I I I I I I 1 1 I I 1 1 1 1 I I I I I I I NAAAAAAAAANGGCAATTTTA 
ANAAAAAAATNNAAATTTGACNGGNNAATACCA AANG GAAAGTGNNTGA NCCN CNNAAAA 
AAAANMGGTTTTACNTTTTTCNAAATTTANNTNTTTTANAAAAMNAAAGTTTTAAAAN 
TTNNGANTTTTAAAACCNCTTTTNMCTGNAAAAATTTTTTNAMNANCTTTACCCGAAN 
TTAATATAANCNAAAATTTTNNTTTTTTAAANTA/AAATTANCNACCCNAATTTAAN 
Sequence 1314 

CGCCCGGNCAGGTACCTNCTTAGAAACCTAGACTCCANA GAACACT G TTTGA CAACCACT 

GCAGTAGMCATAATATATCAAGATTNTAGGAGTGGGT TTCTT TTTTCAT TTTTA CATGT 

TNTAGAATMCATGCATAATCAAAGCTAATMTAC TGTGT TTTCTT TACTC TTTTATTTG 

CCTCTAAAGACATCCACNCATAGNGGTGAACTGATTTTTAATGCGTTTTAAATAAAAGGC 

ATTGAAAMTATTAATAATTGNAGTTACTAAMGTATTTCTCTTTGCGATTCTCTNATCT 

GTGTTTCCAGACCGGTTGGGAGGGGTGACAGATCAGAAGGCTCTGGTCAAGAGAATGAAA 

ATGAGGATGAGGAATAATAAACTCTTTTTGGCANGCACTTAAATGTTCTGAAATTTGTAT 

AAGACATTTATTATATTTTTTTCTTTACAGAGCTTTANTGCAATT TTAAG GTTATGGTTT 

TTTGGGAG I I I I ICCCl I I I I I I I I GGGATAACCTAACATTGGGTTTTGGA ATGATT GGG 

TNCCATGAAATTTGGGGAGATTGGTATTAAAACAANAACTAGCAAAAATGGTTT TTAAAA 

CTTTTTTGCCCGTGTATTGAAGGAAGTGCTANNAAAATGCNAAAAGTGCCAATATTTTTC 

CCTA 

Sequence 1315 

CCCTTTGCGGCCCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCCTGGGCAACA 

CAGTGAGACCCTGTCTCTAAAAGCATTAAAGCATTAATC CTCGCATTTC GATAGGGCTAT 

GTAGCTTTTAAGTAAGCAATGTTAGAATGAGTTGTAGAGTTTTATTTTTGTGAATATAGT 

GAGTGACAGATGGCAATTACATGAGGATATTTGAACGAAGGTACCTCGGCCGCGACCACG 

CTAAGGG 

Sequence 1316 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTC 

AGGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCA 

CCATCAGGGAGCCCCGCGTACCTGCCCGGGCGGCCGAAGGG 

Sequence 1317 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTNNCANGT TTTT 1 1 I I I I II I I I I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I I l ACNCTGAGTCAAAAAATTNTTTTAATAGTTNCAAAAT 
I II I I I I I I I I I I I I I I I I I ACAAAATCANTTTAAAANANCNGGNGATTTNNCCNTAATT t 
ATCAAMTTNTTTNTTCTTGGGGTNTTGGCTAAGGGGGGCTNAAATAAAAAAAAGGCCTT 
NGANTNTTGGNTCAAAAATTNTNNTAAAAANCCCCCCCTNTTGANNTTTGACATGCTTAC 
CCCTTATGAAAANNCCCCTCNNTTAAAAAAAA 

Sequence 1318 . > 

CCCTTAGCGGCCGCCCGGGCNGGTACTACTTTTG I I I I I I I I I I I I I I I GGATCAATAAG 
TNTATTTATGTTGNATCACACAATAGTTACACAAGCATTTAAAAACACATGCNCAC NTGT 
TTATTATACCATACATACAAACACACATACAACTTAATATTTACAAGCACATACAAGCAC 
ATACAAACATATAAACAACAAACAACACTAATTNAACATACATACAATACTTACAGCTTA 
CGTTT 

SsQusncG 1319 

CCCTTAGCGTGGTCGCGGCCGANGTACATGAAAACATCAGTGTGACAGTTAATATTAAAT 
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GTCAACTTGATTGGATTGAAGGGTGtAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGT 

TGCTAGAGAAGACTAACATTTGANTCAGTGGACTGGGAGAGGAAGACCCACCCTCAATAT 

GGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAAAACAGGAGGAAAAAGGTG 

GGATAGGTGACTTGCTGAGTCTTCCAGCTTTCATCTTTCTCCCCTGCTGGATGCCTCCTG 

CCCTTGACATCAGACGCCAGGTTCTTTGGCCTTTGGACTCTCAGACTTACACCANCGGTT 

TGCCGAGGGCTCTTGGGCCTTTGGCCACAGACTGAAGGCTCTACAGTGTTGGCTTCCCTA 

CTTTTGAGGCCTTTGGACTCGGACTGGGCCACTACTAGCTTCCTTNCTCCTCANCTTGCA 

GGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGANCCAATTCTNCTTAACAAACGC 

CCCTTCATACATACATATATCCTATTAGTTCTGGCCCTCTGGAGAACCCTAATACACTCG 

ATAAAATTTCAATTAAAATTTTTAAATA 

Sequence 1320 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I I I I I II I I I II I 1 1 I I I M I ICI I I I 1 1 
1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 * 1 1 1 1 I * ■ I I » 1 1 ' 

Sequence 1321 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I 1 1 I I I I I I I 1 1 1 I I I I I I » ICT TCTT 
1 1 1 1 1 1 1 1 I 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I i ■ I 
1 1 I II I I I I I I I I I I I I I I I I I I I I 1 1 I I H I I I I I I I I lA AAAAAAANT 

AAA 

Sequence 1322 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAG 

GCAAACTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCA 

AAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGGGAGTTGTC 

ATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAGGGAGGGGACCTCCTGCCA 

CAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGCATTGGGGAAGAAGT 

CAATGTCTGAAAAGTAATTCCTCCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGAC 

TACAATTAGCACCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTT 

CTGGTCTCCTTAAGGGAACAGGGTTCTACAGGTACCTGCCCGGGCGGNCGCTCGAAAGGG 

CGA 

Sequence 1323 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I M I I I I I I I I I II I I I I CTTT 

I I I I I I I I I I I I I I I I t I I I I 1 I I I I 1 1 I t I I I I I t I I I I I I I I I I I I I I I I I I I I I I 1 1 

I I 1 1 I I I I I I I I I I I I I I A AAAAANAAAAAAANNNAAANTNAANGGGNGNNAAAAAANTT 

TTNAAAAAAANTTTNCCAATTNGGGTTTTTTAAGGGAAAAAAAAAAA AAAAAAAA NNNAA 

ATTNCCCNNNAAANTTTTNACCCCCCCCCNTTNNAAAAAAAAAAAAN I ll I I ll NAAAAA 

Sequence 1324 

CCCTrAGCGTGGTCGCGGCCGAGGTACTTGGTTTAGTTATGGCTGTTTTTTG CCTCT AAC 
ACTTTTATTTTAAAAAGAAAATTAAAATAGGTTATTGGGATCAAAGATATAGG Ci i i i iG 
TTACTTTGAATGATTTTTGTAATTCAGAATATGCACTTGTTATTTCAGTTCTTAI I I I I A 
TAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTGGAGAAAGGT GGCCC CCAT 

atactttatttcttggttatatgtataaaaatcagtaggcaatgtaaaaatgi i i i igtg 
tgaatttatgtgagttataattctaattctatgtcAatattcacctcagattaccacatg 
aaagctcagtcaccaactatgcctcatactgaaatacccactgattaaatcaagttgaca 
accagctcctatcgtacctgcccgggcggccgctaaggg 

Sequence 1325 

AAGCAGGCATGGCATATAANCAAGCTTTTTTTAAGGCTGAGTGACTTATGTGGCTGATAG 

AGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGAGAGGAATAATAAAGCTGG 

CAAGTCACAGACANCATAATTAGACTATCAAAAGAANATTTGGAAGAAAGGCATGGACAG 

GAATAAAGACCTNCTTCTAAAGCAAGGTAGGGAGAGCAACTNNATGTAGATTGAANAGAA 

AAAGGAAAGAAAAATG 

Sequence 1326 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATATTTATTTACAAAACACTTCATTA 

TTTATAAAGAATTrACTAACAGTTTTATCTTATTTATACCCATACATCTGCTACTTTGGGA 

GGCCCTTTACATAGAAAACAGCATTCTTTTTGCCAAATATGACCAAATTACTTTTATTTA 
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TAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGAATTTACAATGAAA 

GATACCTATGCAATAACATTTAGGATAATCTTTGACATnTGGAAAAATAAGAATTGAGG 

AAAAAAGTGTATCTTTCAAGTAGATGCAAAGCATTATAATGACTGACACTTGTATCTAAC 

TCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAAC AATATGTA ACCTCTAACATT 

TGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGACAAACTTTTTTTAGAATTGAAGTCT 

GAAACAAACAAAAG 

Sequence 1327 

GCCGANGTACANGCCGNGGAAGAGACTGAAGTAGGAGCGCCTGCCCGAGCTGANACTAGA 

TGTGAACCTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATATGGA 

TCCAACTCCCCTTATATAANAACATTATTACATTCCATTGCTCATGGAAATAGACTTACT 

CCTTATGACTGGGAAATTTTGGCCAAATCTTCCCTTTCATCCTCTCAGTATCTACAGTTT 

AAAACCTGGTGGATTGATGGAGTACCTGCCCG 

Sequence 1328 

ATCTCCACCGCGGNGGCGGCCGCCCGGGCAGGTACCGGAAATCTGCAGATCGCCAAGTAA 

TTCCTATAATGATGCCCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGG 

CTTCCGGAAGGAAGACATAAATNCCCAACGAGGAGGGACATNGGANCTCCACGACNTNNC 

TCCTATTACTCGGCACCCCCTGCAAGCTCTCTTCATCTGGGCCATTCTTCAGAATAAGAA 

GGAACTCTCCAAAGTCATTTTGGGAGCAGACCAGGGGCTGCACTTCTGGCAAGCCCCTGG 

GAAGCCAGCAAGCTTCTGAAAGACTCTGGCCAAAAGTTGAAGAACCGACATCAATGCTTG 

CTGGGGGGAGGTCCCGAGGAAGCCTGGCCTAATGAGTACCCTCGGGCCGGCTCTAAGAAA 

CTANGTGGGAATCCCCCCGGGGCTGGCAGGAAATTTCGATNATTCAAA GCTTT ATCGNAT 

ACCCCGNCCGACCTTCGGAGGGGGGGGGGCCCCGGGTACCCAAGNCTTTTTGTTTCCCCT 

TTTAGTTGAAGGGGGNTAAATTGGCGCCGNCTTTGGG 

Sequence 1329 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAAGGTTTGGGATTCAGCATCACTTCCAGA 

GATGTAACAATAGGTGGCTCANCTCCAATCTATGTGAAAAACATTCTCCCCCGGGGGGCG 

GCCATTCAGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGTAAATGGAGTANAT 

TTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAANCACCAAGATGGAAGGA 

ACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCTTCCACCCAAGGGAACTGAAAGCA 

GAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 

CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAAGTGTCAAAGGTAACCCGGTCAA 

AAAGAAGAACCACGCAGATTTGGGGAATCTTTGTCAAGTCCATTATTAATGGAGGGGGCA 

GCATTCTAAAGATGGAAGGCTTCG 

Sequence 1330 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTGTTTTGATAGTTGACTAA CACT GACCTG 

TAATGGTCCTACACCCTCTCCACTTACTTACACTATCTTAGGTAAATAAGACTTTTATTC 

CTAAGTGTGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCTGAA 

CACTCGAACTGGACTTCCTTTTCTGAATTGACCAGTCAAAGAGAAAG GAAAAGAAAA AAA 

ATATGACCCGGTTGMTTTAGAGTATCAAAGCATGGAGTATAGMTAATTTTGTTTTTAA 

AAGAGGAGCTATTAAGTTGAATGGAAGGAAAAAGTTCTGGAAAATGCGTTCCATGTAAGG 

ATAGTAATCCCG 

Sequence 1331 

TATCTGCAGAATTCGCCCTTAGCGTGGNCGCGGCCCGAGGTACTGTTTGCATTAATAAAT 

TAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGCCCGCCTCTTCACGGGCAGGTC 

AATTCACTGGTTAAAAGTAAGAGACAGCTGAACC CCCC GCGTACCACTGTAATCATTATT 

CCCAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGAT GTTAT 

GGCCATAATATGTTGTTGATTCATGGCAAANGGTGATGTGTGAGTTATGATCCTGTTTTT 

CTCAAAATGGTGGTGGAGGCCGGGAGCTTATATGTTTATTTATGTATGAATGANGATAGC 

AAGAGATGGCATATAATCACCAGACTGATCATATTGGATTCTTTG 

Sequence 1332 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAI I I I I GCAAGCCCTCTATTTAAAATTC 

CCCAGAAATTAAATAAGGAGGCTTTGGAGGGAGGAATGCCCTANA CAAATTGTGG AGTGG 

GTTTGTTTTGTTTATGGAGATGGTCTTTAAAGTCTAAATTGTCCCCGTTTTAI I I I IGCC 

CAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGA TGGTT GTCAAGCCTACAGCTT 

TTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGCTTCCATTTTTAGCAAAGAGAGAAA 

GGGGAAAAATATACANACTCGTACCTCGGNCGNNACCACGCTAAGGGGCGAATNCCAGCA 
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CA 

Sequence 1333 

ccctttcgagcggccgcccgggcaggtacttaattcattctactttgtgttaactatctt 
tttatgtgtaggtctcatcaccccaaccagactataaattcctttgtcattatttaaatc 
catgcatggaactcccatagAcatcaaccaatcaccaatagacaagccttagaacatgta 
ttacaggaaaaatagagtaacacatacaactaatacagaggaagaacanttgacattaaa 

ATAGMNMNAMTTAACACTCTTTGGANTCTATAAANAAATGNAAACAGAAAGAAAGAT 
NGAAGGATMTNCGTNAACTTAGAATATTCATTTGCCTGCTTCAACATTCAATAATTAAA 

Sequence 1334 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAA 

AAAAAGAATGAATATCTAATGTATAAACAACTCCAACTTAGATTTCCAAAATCTTGCATT 

CATTCACATTTGTGCTTCTTTCTACACAGCTGTCATTTACATTCCTAGGCTTGTATTTCA 

CTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCATTTATGTAAAAAAAAAAAAAAA 

AAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCG 

Sequence 1335 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAAACCAGCCAAAGAAAATAACCAGTTAG 

CACTTAAATAAGAATCTACCATGTAAAAAACACAGTATGGGACACTACAAGGTAGTATTT 

ATATATTTTTTAAATGACTGAGCTACAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCCTTTTCTATCA 

TGCCCCCGTAGGATATTGCCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTA 

GGATTGGGAGTTACCCCAACACCAGCAGGATGCAGGAAAAAGTAACTGACCGGATGGTTG 

CCTCAATCTGTTGATTCTTCAGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGA 

GCCAAAGATTACCGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAA CTCCTG GAAG 

GTGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATAATAAMGAGAAATTTTTATTT 

CCTTCATTGATCCACTCCTACAGGGAAAAATAAATGGCANATGAACCCATGTATGTCANA 

CTCTGNAATAAACATCAGTGAGATCACAGTGTCAGNGAAATTTCAGCCTGAATTAAA 

Sequence 1337 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I II I I I I GCAAACCTT 

ATAAATAAAAAGTGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAACT 

GAGCATTTTCCATTTTCCTCCTANATTCTTAGGAAGCCTTTGTATCTGCGATATAAGTTA 

CTTTCTCCTTCTTTGTCATGTTGTTTAACTTTGCACTTTCTTTTTAAAACCTGCAGTAAA 

TTTTAAATCTTTTCATTCAGTGCTTCTGGTTTTCAAATCACATACAGAAAGAATCTCCCG 

AGTCANAGGGTGTGACCACAGACTGTTCTGGTGCTTCTATGGCTTCATCTTTTCACATTT 

GAATC TCTGACG TAGTTGGAATTTATTCTGGNCTATMGGANCCGACTTTATTTTAAGAA 

CAAAATTTTTTTNAACAAATGGTAAACTTAACTCCTAAAGGCAGATTNT 

Sequence 1338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAAT 

ATGAATTTCTCACCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAA 

TCTAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAAACATATCN 

GGCTAAAGTTAAAGAGGTATTATTCTGTTTTTCCATAAATTGAACATTGGAATAAAAGTG 

CAACAGAGTTTTCCTAAATCATTGNTCTGCTCTTTAACAAAAAAAANATTGTAAANGGTT 

ATAAAAGGNTTATAANAATCTTACC 

Sequence 1339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAAATTTCCACTATCAGAAGATCCTGATT 

AAAATAMGAMTACATAAAACTCAAACAGTMGTCMTGTGATTATTTGTTTCATTTCA 

GAAGATCTATGGGTCCCACTGCCCGCCACACGTAGTCTCCTGGGTTCTCAACGAAGTGTG 

ACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCA 

Sequence 1 340 

CCCTTAGCGTGGTCGCGGCCGAGGTACT1TTAACTATTTGTTTCTTCTACGATAATTGGT 

TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTTCTCAA AATAG T 

TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTA 

CTATTTCCCCCTTGTCATTTAAA ( I I I I GTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 

GCGGCCGCTCGAAAGGG 

Sequence 1341 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGACTATTTTTTAGCAACAAATTACTTTT 

GACACACAGCACAATTGATTTAACACTTCCAATTTTGGAACTATTGGATAAATAATGATG 

GGATTTAAATAAAGCAATCCGATTCTACTATTACAGCATAGGGTCTCTTGTAGTCCTCTT 

AGTAAAAACTATTGTGACACTTCCTTCTTTCTCCAAATATTCGGCCTGGAAAGACCTAAA 

TACAATGCAGGGATTGAATCAAATTCACACA I I I 1 1 I I I CCTACGGAAACAACAACCTTT 

CTTGCTTATATTTAACAAAAACTAGTATAGATT 

Sequence 1342 

GGTCCGTGGTGCGGGATCGAGATTGCGGGCTATGGCCGCCGAAGGTTTTTCGTCAGTACT 

GGGATATCCCCGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGNCGCTGCCTACAGAGTCACACTCAATCCTCCGGGCACCTTCC 

TTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTGCAGCTGCTGTCNGNGCCCGTG 

TTTGGCCTCACCACCTGCATCAGCGCCCATGTCCCGCGAGAAGGCCGACGCCCCCTGAAC 

TACTTCCTNGGTGGCTGCTCCNGANGCCTGACTCTTGGAACACGCACGCACAAACTACCN 

GGATTGGCGCCCGACGNCTGCGTTGTACTTTGGCATATCGGGNCTTCCTGGTCAAGAATG 

GNCNCGGNTTGGAGGGGCTGGNNAGGGTGTTTGNAAAAACCCAATGTTTNAGCCCTTGTG 

CCTTGCCGGGGACCTTTCAGCCCTGCAATAATGCGTCCCAGAAATAAAATNNTGTGGTCT 

TGGTGTN NGAAAAAAAAAAAAAAAAA 

Sequence 1343 

CGCCCCGCGTCCGAATGCAGTGAAAGTGACACTGCCTGACCTTCAAGACTAGATCATCAA 

AGGTGCTACAGCTTCTGCTTTGGCTTACCCTCTCTGTCGTGGGACACTCACCCTTGGACC 

CAATCTCCACACTGTGAGAACTTCTATGCTACCTGGAGAGGCCTTCTATAGATATTTCAG 

TCAACAGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAGTGAAC 

CCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCAGTTGCGGTCCCAGTCATTGAAAC 

AGAGTCAAGCTGCCCCCGCTGTGATTTATCTGAATTTCTGACCCACTGGGAGCATAATAA 

ATGATTGTTTTATGTTNAA 

Sg^usdcg 1344 

GGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGGTGGGCATGATTCCAGTCAA 

TGGGGGACCGCCCGTGTCTAAGCATGTGCAAAGGAGAGGAGGGAGATGAGGTCATTGTTT 

GTCATTGAGTCTTCTCTCANAATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCC 

CATGGCAGGGTCCTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTC 

CACCTCTNACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCACTTCAGAGG 

TTTTGGGGTTCAGGGTGCCTGNTGTTTCCCTTTNCTGT NCCCAG GTCATTCCAAACCCTT 

CTGTTATTTATTANGGCTGGNGGGAAGGG 1 1 1 1 1 I CTTCTTTTTTCTTTGGAACCCTGCC 

CCTGTTCTTTACACTTGCCCCCATTCCTTAAANCTCATACAAGAATTTNCATCNATNGGG 

GGGCAATGGGNTTGGAAGCAAAAAGGGGCTTCCNTTAACCCCGGGCAAG GCAAA ANGCAA 

TTNGGTAAAANGGANGCACCTNCCCCCCTTTrCTTNGNCCCCTTNCTTAANTTTTNAATA 

AAANAACCNGGGTTTTNTANTTTTTTAAAAAAAMCCTGTTTTNTTANCANAAAAAAAAA 

AAAA 

Sequence 1345 

TAGCANTTCAGCCCTGACCTGGGTCCGCAGCCTCCAGGGCAGGGGCTGGAGTGGGTNTCT 

CAAATTAGTGCTAATGGTGGTCANAACTGACTACNCAGACTCCGGCCCATC 

Sequence 1346 

cccttagcgtggtcgcggccgaggtactagattgggtgtgtgtattaagagaaagacagg 

agtcaaagatagttccaaaacttttgaacagaacactggatgaatactgtttactga gat 

ggggaacacttagagaaaaatgcatttggaaagcagaaatacgatcaagacttccatttt 

tgatacattaagcttggtatgtttaattcatagctatatagaggtattaaattggcagga 

caaaatcatagctagagataaaaAtttagagttcaccagtgtaaagatgatatttgatgg 

cacaggatggactttcttctgggatttgagtatacatagaggaaagatgtgaggattgag 

CACCAGGGGACTTCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTT 
CCACCTTTAGGACCCGCCAAAGAAGACTTCCCAGACAAAGTACCTGCCCGGGCGGCCGCT 
AAAGGGCG 
Sequence 1347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAACTATTTGTTTCTTCTACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTTCTCAA AATAG T 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTA 
CTATTTCCCCCTTGTCATTTAMTTTTTGTATTTGTGCTTCCTCCCGCGTACCTGCeCGG 
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GCGGCCGCTCGAAAGGG 
Sequenc 1348 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTACTCTGTAATATTGCTTT CTATT AAAAG 
GGTGTGG I I I I 1 1 I I I I I GTTG I 1 1 1 1 I I I I I I I I I A GCTAGTCCAGTGGTCTTTTTGAT 
GTTGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTANACCCACCTGGGGAGCTC 
TTAAMTTATCMGTGCCTACCCCACCTTCCMGATTCTGATTTAAATCCTGTAGTGTTT 
TTAAGGCACCCCAGGTGATTGTAATGTACCTGCCCGGGCGGCCGCTAAAGGG 
SGQUGnc© 1349 

CCCTTAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 IGGGI I 1 1 I 1 1 1 1 

I I I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 I 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 

NAAAAAAANGGNTAAAANNAANTTTTTNTTTNCCCCCNAANGGGAANGGGGNTNAANTNN 

NAAANNTTTANNTTTrGGNAAAAAAAAAAAAATNNNANTTTNAAAAANCC CNGGGGGN GN 

I 1 1 I 1 1 1 1 I A AAAAAAANNNNTAAANANNTTTTTTTNGGGGGGGTTAAAAN I I I I I I I 1 1 

NNGGGNCAAAAAAAANNNNCCCCNTTTTNNCCNTTTTNAAAAA ANGGAAG GGGGGNNNNN 

NTTTTANNTNNCNNTTTNAAAAAAAANTNNTNANGGNNTNN NNATTTTTTTAA ANNNAAN 

NNNNNNNGGAAANNTTTTAAAAAAGGGAAAAAAAA AAANG G 1 1 I I I I I I I I I NNNGNGGC 

CAACCCNNGGTGGNGGAAAAGNNACNCCNCCNAGTTTTNCCCCTGGGNGGAAAAAGNTTT 

TTTAAAAAAA 

Sequence 1350 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGTCTTCTAATTTCAAAAATATAACTTAAAA 

ATGTAAATATTCTATATGAA7TTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTA 

ACAACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAANGTACCTGCCCGGGCGGCCAAGGG 

Sequence 1351 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTATTATGTATCCATAAAAATTAAAAAAT 
CTTTAAAAATGCATATGGGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGC 
GGGGAGCACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGC GGGG GAAAAGGC 
CCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGAAATTTTATATTT 
AATCTTCTC A I I I I IAAGTGTTGGCAATGTATTGAAGACTTTGAAGCCTCTCTGCTGGTC 
AAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAGCTGGCCAGTTTGAAAACTGAATC 
CTGCTAGCCTTAATTTAAAI I I I I I I AAATTTAATTTGCTTTGATTCCTGCCTCCTGCTC 
AAAAAAATCTTCAATGGCTCCCCCTGTCTGCAAGGNAAAAGTCC 

Sequence 1352 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I 1 1 1 I I I I I I I I I I I ACA 

GNTATACTCGNGGAMGTTATTCAAATTTCAAATTTATrTACAGNGTTTGAAAAGCACAC 

AACAGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAAAATAAAA 

ATCTAAGGTAAGTCAAACATACAAACTCTACCTNTTGCTTTCTCCATTANAATATACACA 

TTGGAAATCTAAGTTCCAAACAGTTCCTNTNTACTGAANATAGTGAAATTTAGTGCAAGC 

CCCCTAATTACCAA I I I I I IGG 

Sequence 1353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGGTTTGATCTGGAAAGGCAGGACAACCC 

AAAGCGGGCTGGGGACAGTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAA 

GAGTTTATCTTAAGACCTGGAATCAATAGAAGGGAGTGTGTCTGGGTTAAAATAAAGGGG 

TTGTGGAGATCAAGGTTCTTATTAGGCAGATGAAGCCTCCAGGTAGCAGGCTT CAGA GAG 

MTAGATTGTAAATGTTTCTTATCAGACTTAAAAAGGTCCCAGACTCCTAGTTAATTTTC 

TAGTGGATCAGGAAAAAGACCTGGACAGGGAAGAGG 

Sscjusncs 1354 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I Mill I I I I INGH I I I I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TTTTTTNTNTNTN I I I I I I I I NANT TNNAAAA AAAAAAAAAAANNNAN I I I I I I I IANNN 
N AN AN AAAN AN N N N ATNAAAN NANTTTT TTN AN AAAAAATTCTTTAN N AAAGGGGGGAAA 
AAAAAAAANNTNNAAAAAAAANTTTTTT 
Sequence 1355 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACCTGCCTGAGTATGACCTCTCCACCTTAT 
AGTTTATGAATGTCTTGTTTGTGAAAGTGACTATAACCCAAAC I I II I I I I I I IAAAGAG 
GATTTGGAAGTTGTATGGA I I I I I I GTTATCTTCACTTTACTGCATAGGAAACAATCTAC 
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CTCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTTTGGTTTTTTTGTCAGGTT 
TMTTTCAGTTAACAAAATGTAAAACATGACATTCCCTGCAGATATTGTTGTATACCAGT 
ATGGTTTCTTCTCTTTCTTTAMTGTTTTTGGCCATCAAGTA 

Sequence 1356 

CCCTTTCGAGCGGCCGCCCGGGCAGGCAC 1 1 I II U I 1 1 1 I 1 1 1 1 1 1 II 1 1 1 1 GNGTTTT 
1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 I I I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 1 I I 1 1 NA 
AAAAAAAAAAAAATTTTTTNNAAAAAAAATTTTTNTTNNNTNAMN7TTAAN F 1 1 1 I NAA 
AAAANCCANGGGN 1 1 I I I 1 1 I NAAMNNTTTTTNCCNGTTANGTTNTTNAAAANNANTTG 
GGGGGGGGGNCTTTTTTNTAAAAAANGGGNNNNNCCGNCCCGNAAAAAAAAAAN 

Sequence 1357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMCACTTTAAAAAGTGAATTTTAAGCTATGT 

GAATATCTCAATAAAAACATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAG 

GAACATAATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAACTA 

CAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATTTGAGCTGGATAAC 

AAAAATAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1358 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACATGGAAATAAGTGTTAAGAAAAGGATTGC 

TTATTGGTAGCATATAGATTTAGAGTCAGGAATGATGGTGATTTCAAACAACCACAGAAC 

GTCCACATGGGTGGCTGGCCAGGATAGTGACACCTTTGCTTTCTAATGGCTTAGTGTACC 

TGCCCGGGCGGCCGCTCGAAGGG 

Sequence 1359 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAA 

TCCCTTTATTAAAAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATA 

TGT A I I I I I I I I I CCTGGAACAAATCACAAGAAATGTAATAACAGTTACAGTGAGAGGAG 

CCTTTGACATCTCTTTCTAAACTATTTGATATCATTTGTATACTAACGATGTACCTGCCC 

GGGCGGCCGCTCGAAGGG 

Sequence 1360 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGGCCTTCTTGTTATTATTTCAAAGA 

AAGAGACTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAG AACTA ATGGGAGAG 

GTGCTGGCTAGAGAAAGTTAAAAATTTCTGTTAGCTTTGCATTGAGCTTTTTAATATCAT 

TTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCACAACAGAAATGATGGAATA 

TAGGCCAAATGTTACAAAATAGATAAAATTACCTGACCAGTGAAGTGTGTTCCTCAGTCG 

CCATGGANCCTCAGATTTGAACTCCCAAAAAAAAAAAAAAAAAAAAGNN 

Sequence 1361 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCT 

AGGAGGCCAAGATGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGAC 

TGTGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCAATGGACCC 

AGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCAGCGTGATCACTCAACTCT 

TCAACATGCCTGCTTGCTGCAGGNTTAAAACCACACCCACCATCCTGTGCTTNCCCCTTA 

ATCGCCCATTGATGCCCCGCANGGTAAAATAAAAACTA 

Sequence 1362 

CGANGTACATGAAAATGGCTGTTTTTCCCCACATTA NTCA GCTCTGGATTTTGCATGTGT 

GGGGC I I I I I I I I I I I I I I GATAGTTATTTG I I I I I I ATTTTAAAAATTTATTTN GCCAA 

CCCAGTANAGAACAGCTGAGCATNTTCTCATGTATTTATTGGCCATTTGCATTTCTGCTG 

CTTATTGGCCATGTATTTATNGGCCATTTGCCGTCTGCTGTGAAATGTCTTAAATTNTTT 

GCCCATTTTTCTAGTGATAAAACACTGMGCACATTTTTAAAAGA 

Sequence 1363 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTC 
ATAAGATATAGATTNAAAAAGCATTGTAAATTGTATACTAGCAAAAGTCGTCTANATGGC 
ATTGNACAGGACATAATGTAAAACAT 
Sequence 1364 

CCCTTAGCGTGGTCNCGGCCGANGTACTTAAAC I I I I I CAGCCTACTACTGCACACCTAG 
GCTATGTGGTATAGCTACCTTGTATATGTGG NCTGTCACTGACTAAAACTTNGTTACACA 
GNGTATGACCCTACTATTCANCCTTGAGAAGATGGAAATGCTGNCATTTGCAACAATATG 
GATGAACCTGGAGGACATTAAATTAANTGAAATANGCCAGGCACAGAACGACAAGTAACA 
CATAATC 
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Sequence 1365 

CCCTTAGCGTGGTCGCGGCCGAGGNAC 1 1 1 I I I I I I I 1 1 I I 1 1 1 1 I NTTTNACTTNATTN 

TACTTTAAGTTCCAGGATACATGTGCAGAGTATGCAGG TTTGT TACAGGTATACATGTGC 

CATGGTGGTTTGCTGCACCCATCAACCCATCACCTA GGTTT TAAGCCCCACATGCATTAG 

GTATTTGTTCTAATGCTCTCCCTCCCCTTMCAGCAGTTTTTCTATAGGNCAAAACAAAT 

TTGGGAACCAGAATNGNCTACTGTCTTTATATAAATGATCATTACGATTTGGGANGAGGG 

I I I 1 1 I I 

Sequence 1366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAACGTTTCTACTCTATTGTGTAAGCTTT 

AAATACAAAAATACCACAACCACTCCCGGACTCC TCCA T TATTT CAGTAA TACTG GCTGC 

CCTAGTTTTTCAGGATACATCATGCAAATAAGTTCTTTTATTTTTCAAATTATTTTATTC 

CTAAAGTATCTTTAATTTTTCTTTTTGGTTATACAGCTTATA GAAT AAACAAGTCACAAG 

AATCTTCATTTGTTTCTAAAGTATATAATTTTACAAAAGTTGTTTTACTCAATGTGAATT 

AAAATTTGCAAGGTCTAAAAAAATAAAAAAATTTTAAAAAGTAAAAAAAA 

Sequence 1367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATATATTATGAAGCATGACCACTTTATTTT 

GAAACTTAGCAATTGTATTGCTGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTC 

AGTTAGTTTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAACAAT 

CATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAACATATAACAAGATA 

CAGTGGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATTGGCTTTGGAAGCAGTT 

TGATTTTGAAATGCTTTGATATTCTAATTGACATGGAACAA 

Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATACTTTTATCAC 

AATCMCTTTTTCTTTGTATCCCTATTTCAATGAGCAGTCAGTCTCAAGAGGTTACTGCA 

TTTCAGTTCTAACTAGACATTTGTACTTGTGATCACACTACGGGAAT CTCTGTG GTATAT 

ACCTGGGGCCATTCTAGGCTCTTTCAAGTGACT7TTGGAAATCAACCTTTTTTATTTGGG 

GGGGAGGATGGGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATTTATAGAATATTTGGA 

AATCTATTTTAGNGTTNGTTCGNNTTTTAACGGTCATTCCT 

Sequence 1369 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGC 

ATCATCTTAATTCATCTTTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATCT 

TACATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCATTGTTATTA 

GCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCACTTGCATATGCATTAACA 

AGCTCTGATTAGTCCCACTTAAAAACCATTTGTTCCCCCGTCATGCAGAACTCCATTGCC 

AAGCCACACAACACCCCAGCCAGTAGGGTAGCAGCTNCCTGGAGCAAGGGA 

Sequence 1370 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I 1 1 I I I I I I I 1 1 TTAI I II 1 1 II I I I I I 
I I I II I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I N I I I I I I I I I I I I I I I I I I I I I I 
TTTTNNCNNCCGGNNNAAAAAAAAGGNCNAAAAAAA ANGG NI HI I I I I GCATAATNAAA 
AANNNAAAAGGGGNTTTNAANGGANTTGGNN I I I I I I I I I I I NGNCCNNGGNAACTTTNA 
AATTTTTTTAAAANCCNGNAAAAAANTTT 
Sequence 1371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTCGTTTCCTTCCTACCTCGTCCTCACCCC 

ACCCCGAGTGAAACTTTTCGAGTGTGAACCTTACTTTTTTCCCGTTCTCCTCAAGGCAGT 

TTGAACGACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTGGAC 

ACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAAAGTGCCACCTTTC 

CCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTCCTGGCAGCTACAGCGCANAAAGT 

ACCTCGGCCGCGACCACGCTAANGGGCGAATTNCCAGCACACTGGCGGCC 

Sequence 1372 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I IGGI I I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I I INTN I I I I I I I I I I I I I I I I I I I AA AAAANCCGGNTNC 
GCGGGNANANAAGGTNCANNATTNTTTNAMNNTNANTTTTTANCAAAAAAAACAAAANT 
TTANCCCAACANNTTATTTTTAACAGCAANANGTAAAAAANCCCAANCNACNTTCCANNT 
AANAAAAI I I I I I I 
Sequence 1373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTATTCTCAATGGATAATTCTATAAAATATT 
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TAAAGAAGAATCAACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATA 

CCTTCCCCCTTAATTTATGAGGCCAATATTACCCTGATGCCAAATCCAGACAAAGATATT 

GTCCCCCAAAATAAAACTAACGATCATAGATAAATACCCTCTTATAAATTTAGATGCAAA 

ATCTTAAGCAAAATATATTAGCAAAATGGAATTCAACAATGGAATA AACC TATTATACCA 

CCAAGTGGGMTTTATTTCTAGCTATTGCMGACTAGCTTGGACCTTTTGAAAATTGATT 

Sequence 1374 

ATATCTGCAGAATTCGCCCTTTGCGGCCCGCCCGGGCAGGTACTGGGAATACAGGCATGA 
GCCACCGCACCCGGCCAGAAATTATAAATCTAACCAGGAT TCCAA CCTACAATACAATGA 

aatatcatttctctcttataggtttttggttttmccaatctattttaaaaggggcaatt 

caaggattatggtttatatggngggatttctgtttgaatatgatcaaatgttcactggag 

aacaagcaataatttgcaaaaggcatatntatgccttacattaaatgtggatcctcttct 

AAAACTAGAATAAGCATCAGTTCAGTCACCCAACGGTGGGAAG 
ScQUGncc 1375 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGATATGATTGGCCGGCGAATCGTGG 

TTCTCTTTTCCTCCTTGGCTGTCTGAAGATAGATCGCCATCATGAACGACACCGTAACTA 

TCCGCACTAGAAAGTTCATGACCAACCGACTACTTTCA 

Sequence 1376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTC I Mill ICTTTTTCI I 1 1 1 1 I I I I I I I 
I I I I 1 1 I I IG AGACAGGGTNTCACTCTGfCACCCAGGCTGGAGACAGAGCAAGATCCCGT 
C AATTAAAAC AAC AAATAAATAAAC AAAAATGC C C AAC AAG GAAG AGAACG G G AAGTC AT 
AGGCAATCTCATTCATGAACATAGATTAAAAACACCTGAAGTATATACATACCCACACCC 
CCGACATGAATACATATGAGATGTGTAAATGTGAATACTTACATGTATGTATATGAAAGC 
AAACCAAATCAAACAATGTAAAATAAAAATAACACATNATGACTGACTGGCATTTGTCCC 
AAGAATGCAAAGCTACTTGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAG 
Sequence 1377 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATAAAAACAT TCCA GTGTCAACAGCACTTT 

AAATTTTCACAGTAATATATGAAAGAACAGACTTTACACTTCTTTTG CACA GAATTATCT 

TTGCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTCACCTTTAA 

AATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTTATAAAAGATGCATCTAGA 

AGAATAATTTATAATAAACCAACAAAAATGAGAATGTGTATCTCCAGGAATATAAATATA 

TTTAAATGTTCTCAGTGACTGGCATTGCTTTATGCATTACATAAGATAGTATGTACCTGC 

CCGGGCGGCCGCTCGAAAGGG 

Sequence 1378 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGGGGCTTGACTTTTTCAACTTCGTTTCCTT 

TGTTGGAGTCAAAAAGAACCACTTGTGGTTCTAAAAGGTGTGAAGGT GATTTA AGGGCCC 

AGGTCAGCCACTGTTTGTTTACAAAATCAGGTAACTAACTGCATACACTTTTTCTCTTTC 

CATGACATCAAGACTTTGCTAAAGACATGAAGCCACGGGTGCCAGAAGCTACTGCGATGC 

CCCGGGAGTTAGCCCCCTGGTAATAGCTGTAAACTTCCAATTTCTAGCCATACGCTCAGC 

TCATCCATGCCTCANAAGTGCATCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAG 

AGCAGTTGGACTTTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAAC 

CAAGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGGCGAAT 

Sequence 1379 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGAATGGAATGCCTTGCAATATGAA 
TGTTAATATAATGTGTAAAGGGAGATTAAAAAGTTTGAATGATTATCCTAAAAAAAAAAA 
AAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1380 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTAATTTTGGAAACCTCTTTGATGTCTGG 
CTTATAGAAGACACCTGGGTTCTTATATCTGCTTCTGAATCGATCTAT TGTAA TGNNGTT 
ATTTTGGCTGMGTATGTTGMGAAAATACTACCTTACAAAGATATGTATTTTCA 
Sequence 1381 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAAT AAGC CTCTTCC I I I I I I I I 

GCTCAAACATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGA 

TATTTGTTGTANCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCA 

GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 

TGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 
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TTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACANG 

AGCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAA 

GTCTCCTTAAATGTTTCACAAAATGTCAACAAAGCTTGNTTTGNTATTGGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGGAAAGGTGGNGAAAATCTATAAGAAAGATGC 

TGTATCTTGAGAATTGGAAAAATGANGAATCNTGACATGGTTTGAAAAATCAT 

Sequence 1382 

CCCTTTCGAGCGGCCCGNCCGGGCAGGTACCAAAATTCATTCAAGAAGAAATAGATACCA 

GCCTGAGCAACATGGCAAAATCCCATCTCTAGAAAACATCAAAAAAAAAAAAATTAGTCC 

GGGCATGGTGGTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTTGAGCCCAGGGANGGTCANGGATGCAGTGAGCCATGGGTCTCACCACTGCACTCTAGC 

CTGGGGTGACAGAATGAGACCCCGTTCTCAAAAAAAAAGAAGAAGTNGATAATCTTGAAT 

AGCCCTATATCTATAGAAACTTAANAGTGCTGGGGAGATATAGGTATTATTATCCCTCAA 

TTTTACNAGATGGTGAAAATTGAGGGTTCANAAGAAGTAAAAGTC TATTGCTC AAGGTCA 

TGGTGGCTAAGAATATTGGCANANNCATGMTTCAAMTCCAGGGTTTTTTTGATTCTTT 

ATTCCAAGGGGTCCTTTNNTAGCAATACCCTTGGTTGNCCTNTTAAAGAATTGCANTTCC 

NTTTTTTACTAANAAAATTGGTTCCCTTGGCCCAAATCNTAAATGTTCNAACNTTCAACC 

CCANII I I I I I I I I AAAGCACCTATGN NTTGGGNGTTTTATCANGC ATTA ATNTTGNAT T 

GGCTTTTGGAAAANACCGNGTNTCNTNTNGGGGAAAGGGAAAAAAAAANI 1 1 1 I 1 1 1 CCA 

ACTTGGCCCTTCGGNCCAANTTGGGAAAAA 

Sequence 1383 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCT 

GAGATTCTTGTGTATTCAGAGAA I I I I I AGTAGGAAACAAGGACAAATTTGCATATGAAA 

TGAAAATAGTTATTACATGACAAAATATGTAGATCTGATTTCTAGAAACTGAATTAGTCC 

AAAACAAGTAAGAGTGGGAAAAGCAGTAAAAAGTTCTTCTT GAATA TTGCTGTTGTCATC 

CAAAGTATTCTTATTTCTTTTAGGTGAAAMTTTCCATTACTCTTTTGNGATATTCTCAA 

MGAAAGTTTAGGATTTTACAGGNGTTCTGAAATACTGAATCTTAATTCANGTATTTCAA 

TAGAGTATTATTGATTTGCTTCCTTATCAGTAGATTTTTAAANTATTTATTTCTAGGCTA 

TAGATCTTCCTAAAAATATAATCCAAAGTANNTTAAAAA GCCCG ATTNTAANCCAA AGTA 

TAAAAGATCTC I I I I I IGGGAGCCTGCTNTNTTTAACAGTTTTTCCCAANNTTGGGTTTT 

GTTTTTGGAAAACANGAAAATATNTGGTNCNTAAAAGCCAANCTTTTANTTCTATTANNA 

GGGTTTTCTCGCCTCANAANAAACCNNTNAAAAATTTANGTTTAAATTGGGNANGGGAAC 

CCCG NGN AAAAAAAAAAAAAAAAAA 

Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTCAGCCCTGCTG 
GTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTGAA 
CTGATCTGGCTTGTCATTTTTCAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATAT 
GATGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAA ATTGC CTAGATTTG 
TGGTTCTTTCTCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCA 
CCAAAGGAGCAACCGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAAT 
. CTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAACATCACAAGCTAAAAGCCAG 
AGAAATTTAAAATTACCAACATCCTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGC 
AAGACAGCTCTGAGCAGCTGTGGGCAAAGAGGTAAACCAGTGGGGGTGC AAGG AGACTGT 
CTGCAGCTTGGGGCAGAAATGGTGGGAANCAACTTGNGAAAAGCTTCATGTTTTACAAAC 
CAAAAAGGTCAGGTAGCACCAACNTATTGNATGGTCAAATCAATAAAAGGTTACTTTCAA 
AAAAAAAAAAAAAAA 
Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTA I I I I I I I I I I I I I II I I I I I I I I TTTTT 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I l AAA Al I I I I I I I I I I I I I I I I I II I INT 
TTNNAAAAAANTTNTNNNNNNTTTTGGGGGNNNGNAAAAAANNTAAAAAANTTTTNNGGG 
GNNTTTTAAAANNTNAAAAAAAA I I I I I I I I I I I NTNGGNCCCCCCCCAANCATNNTAAA 
ATTTNGGNGATNNAAAANANAAAANTNNNAAAAAAAAA I I I I I I I I I I I I I CNTGNNNN N 
TNAAAAAAAAANG I I I I I I I I I NCCNNAGGAGATTTTAAAAAAGACTN I I I I II I I I I I N 
NCAG TTTTT ATTTAAAAAAAAAAA 
Sequence 1 386 

CCCTTGAGCGGCCGCCCGGGCAGGTACGAAAGCAGTCATAGACAGTATGTAAACAAATGA 
GTGCAGNTGTGTTCCAATAAACCTTTATTTACAAAAACCGGCAATGAGATGGATTTGGCC 
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TATGGGCCATCATTTGCAAACTCCTGATTTANAACAACCCTGCCATGAGTTCTTCCACAG 
GCTTGAAAACAGGAAGCAAAATACAAAAAGTACCTCGGCCGNGACCACGCTAAGGG 
Sequence 1387 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I I 1 1 I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I I 1 1 ICCT 

I I I I I I I I I I I I 1 1 I 1 1 I 1 1 1 I I I I I 1 1 1 1 I I I I I I I I I I I I I I A TTTNAN 1 1 1 1 1 I I I I 

I I I I 1 1 1 1 1 I I 1 1 I NGTAANTNN 1 1 1 1 1 1 1 1 1 1 NATNTNTNGGGNCNNNNNAAAANTTTT 
TTNGNGAAAAAAAAAAAAAGNGNTTNNNCNNNNI I I I I 1 1 I I I NAANANNNCCTTTTTTN 
TATNTAAAAAANNNTATNNGNGNTTANGTNANAAAAATAAAAANTTTCCCNCCCCANAAA 
AAAAANCNCCAAAAAAAAA I I 1 1 I 1 1 1 1 1 1 I I AAAAAAAAAGGGCNNNAAAAAAN TTTNN 
CNCTTTTATTTNAAAAAAAANTTTGGN I I I I I 1 1 I AAAAAAAANAAAAAANNTTNNTTTT 
TNNAAAAAAAAANTNCNCCCCCCNNANANAATAATTTNANC I I 1 1 1 1 1 1 1 1 1 I NGGGNAA 
AAAAATNTTTANAAAAAAATTTTTNTTAGAAAAGAANAANATATATGANAATTCTCTCAA 
AAAAAAANGANNTTTTTAAAANANTTTNAAANAAAATAATACTNNCTCTCCTTGGGGGGG 
GGGGNGGGAANNAMTTNTTTTTTAAAAACATANATNTTCTATAAAAAAAACCCC 
Sequence 1388 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I 1 1 I I I I I 1 1 I 1 1 I I I 1 1 GGTAGTAAAAA 

TATCCCAATCTCTTAAATGTATAGGTGAAAAATACTAGTTTCGAAATGATTCCTTAAAAA 

GCAACAATAAAAATACTCTTNTTCACTT GAAA GAAAAAACCCAAAAGGCAGTGTTCATAC 

AAAGTCATGMGAGAATTTAAATTAAGGTTTTGGTTCCACTTTGTCTCMCTTTAACTTT 

TAACAGTTNTTTATAGGCTTTTGAAACCTACTTTGGAGAAGGAAAAAAAGTAGGAATAAC 

TGTTCTTCAAAAATTTTACAAAAACAGTTTGACTCAACTTCAGTTGTTAAATTTGGGGTA 

TTTTTCTATGTTGAAACAGTATTTGAAAATTCTAACTTATACTGGCAGATAAAATGATAA 

AAAAGACATTNTACTCTTNANAGGATTATCAAATGCTGGTGATTCCCGCGTACCTGCCCG 

GGCGGG 

Sequence 1389 

CCCTTAGCGTGGTGCGGCCGAGGTAC I I I I I ICI I II I I I I I GAGACGGAGCATCGCTCT 
TTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCACTGCAACCTCCACCTCCCGGG 
TTCAAGCTATTCTCATGTCTCAGCCTTCCAAGTAGCTGGGACTACAGGTGCCTGCCACCA 
TGCTCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGTTGG 
CCTCGAACTCCTGATCTCANGTGATCCACCTGCCTCGGCTTNTCAAAAGTGCTGGGAATT 
CAGGCANTGANCCCACCATGCCTNGGCCGCATGTGGTCAATTTCTTGGGGGGTAAAACCG 
GATCCGAA I I I I I GCAGGTTGCTTTTTGTGACCAAACTTNTTTTTNGGGGGAAA 
Sequence 1390 

GGATATCTGCAGAATTCGCCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGG 

GCTGCTGACTGAGCANCTACAGAGCCTGACTCTCTTTCTACAGACAAAACTAAAGGAGAA 

GACTGNACAAGAGACCCTTCTGNTGANTACCCTTGCCAAGNTGTCTGCAAATGCTTNGCC 

GANTTTTCTACTGAGTT 

Sequence 1391 

CCCTTAGCGTGGNCGCGGCCGAGGTACTTTGTTTTNGGNTGGTNGGT TTTTTAA ATAACA 

GCTTTACAGAGAGATATNATTCATAATTNATAAGGNTTTAACI I I I I I I CTTTTTTTAAG 

ACAAAGNTTACCTTCTGTCACATTGAAAAATCTCCTATATTCTNGGAAGATTCTGAGCAA 

TACATTCACGACCCAGGTTTGGGATTNNGCATACTATTGGANAAACTGTTTCCTGAANAT 

AAACACTTCAAGAATTTGAGAAAAATAAAACTAAAACCCGAAAACATTGAACACAAAGGC 

NCAAAAACATTTGCCTTAACATTGC ANNAA AAATTACTTTAAAA TCCCG GATNTGGCTTN 

GNANAAAAAAANAAGNTTTTTNTTTGTTTTGNNTTNGCAAAAACT TTTTGAAGG AATGGC 

ATTGAANCTTTANNANGGGGGGAACCNCCNTTCCAAAGGGAAAAI I I I I 1 1 IN CCTTTNA 

GAAGGG AATTGG ANCTN AAAANAAAAATNTN GGGTTAN AAATAAAAAAAAAN I I I I I I I I 

TTTACAAGTTNGCNAAAAAATTAAAANAAAAACTTAANCCTTTCCTACCCAANAACCCCA 

TTTTTTNGAAAANTNGGANAAGGTTTTAAAAAAATTCNAAAAAAAA 

Sequence 1392 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAATGTAATTGTTACATATAATTGTTGTA 
TACCATAACTTACTA I I I I I ICI I III I ATTTTTAT ATATAA I I I I I I I I I GGTTTGTTT 
GTTTGI I I I I I AATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAGTCCTCGGCGGC 
GACCACGCTAAGGG 
Sequence 1393 

CCCTTAGCGTGGTCGCGGGCGAGGTAeAACTGCCCTACATTTCTGCCTAAAGGCAATTTC 
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CAGACTACACANACNGAGANGAAATGCAAATAGAGCCCANCTGTCTCTGAAAAGAGACAA 
GAGAAATCTAATTTCT 

Sequence 1394 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 I 1 1 I 1 1 I I I 1 1 1 N I CAGTATGGGG 

TCTGTGTTGCCCAGGCTGGAGTGCAGTGACTATTCATAGGGGCAAGCATTATGCACAACA 

GCCTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTGAGCCTCCCGAGTAGCTGGGACTA 

TAGGAGTGCACCACCACGCCAAGCTGGCATTCTCTGTTTTCTTATTTCCTGATTCTACTT 

TTAGCTTTCTTMTATGCTGATATGTTTTGTTTGGTATATCATAT ATTAA AAAAACAGTT 

CATCTCATCCCCATCATTNTATCTTTAAGAAGCCCCCCAAACCATTTTACACATTTAGGN 

AAACAATGGGCAGGCAATAAGGNTAGNGAACATTCCATAGCCCTCTTTTGATAAACCACA 

TCCTTACCTGNTTTTACTNGTNAAAAAAGGAATTNTACAATTGGGTTTCTGGCNCCCTAA 

AAATTCAAAACCTTAAC I I 1 1 I I I I GGGAGGGAGTTGGGNGGATNCCAATAAAANGCCNA 

TNNTTTTTTTGAAAATCNTTGAATGGAATTGACCTGGATTGAATTCCCATTTAAAGTCTT 

TTACTTTATTANGGTTTTNAANACTTTATTTTAAAAATTTTTCCTTAAG AACTT NAAAAA 

CNNCTTGGGGTTCTTAAANNTTAAGAAAACNNAAAATTTTNTCCAAAATTTTAAAAAA 

Sequence 1395 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGGGGCGGAACTGGGGTTGCGGCGTCTAAGT 

GTTTCCGGTGGATTCCCAGGGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTG 

GNAAGATGTTCTACCATATCTCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCG 

GCCCCAACTTGCTCAACACGGTGAAGCAGAANCTTCTTCACCGAGGTGGAGGGGACCTGC 

ACAGGGAAGTATGGCTTTTGTAATTGCTGNCACCACCATTGACAATA7TGGTGCTGGGTG 

TGATCCANCCNGGCCCGAGGCTTTGTCCTTNATCCAGTTAAGTACTAGGTGACTTGATGA 

AAACTACTTTGTTGAGGCTGNTGGAGCAAAGGNGCAAAC TAACTATTNNTG CAATNAAAA 

NTAAAMGTGACACATTANTAATCCTTNAAAGGAAATTCAATTTTCTTTTTTTNCTGGNN 

CTTCNTTTTTGAANCATGGTTATG GGAAA CCTTAA GCCTG TNTTAAANNGGAGTATTCTT 

TTANTTAAAANNTGNAAAANNGCCTTTTTNTACTCCTTTTAAAAAAATAGNNATTTNTTA 

AATNCAATNGAAATTGNNTNGGGGAAAAAA 

Sequence 1396 

CCCTTAGCGTGGTCGCGGCCGCGGTAC I I I I IGTTTTAI II 1 1 I ATTTTTTTGAGAGGTA 

TGATTCTTTCTAGAGA I I II I ICTCATGGCTACTATTAGATCAGGAATG GGTGA TTGGGA 

GATTATTAGATCTAGGTTAACTTCTACCACTTTACCCTAATA CATA AAACTTTTTCCTAA 

ATAAATGATGGAAGGAATNATACTTGGGTTACCTGGCATTA TTTTC AGTAAGAAAAAAGC 

TTTACTAACCACTACATTTATGGAAANTTGTAGGGGTAAGTATTTTATAGGTCATAAAAA 

AACACCATAATATTAACGAATCTCATTTTTCTTTTAAATGTGAATTAAAATCCTAACAGG 

CATTCTTTTATAAAAATGACCCATAGGCTAAAAAT 

Sequence 1397 

CCCTTTCGAGCGGCCCGCCCGGGCAGGNACATGTGTCGCCTTANATCATNCAACCTTTCA 

GTCACTACTATGTGTAAGGCAGTCTGCTAGGTTCCAAG GAATGTG GGGCTAAGTGAATAA 

GATGCAGCTCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACNTAACTTCCACAG 

TGCATTGTGAAACATGCCATATGGAAGGGATAAACACTGATGACAAAGTNATTGCCAACT 

TTTACTMTTTTGTCAAATTTTAAAAGAGGTACCTTTGGCCNCGACCACCTTAAGGGCGA 

ATTCCAGCACACTGGCCGGC 

Sequence 1398 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGTTGTAACCCCTGATTCTGTGAATGTGAC 

CTTTCTGGAAGTACGGTCACTGCAGATGTAATTAAGTTGANGATCTCAAGATGAGATCAT 

CCTGGATGCAGGATGGGACCTAACGATAATGGCTGGTGTCTTTATAAGAGAAAGGAGAAN 

GANATTTNAGACNCANACATGCANATAGGAAAGCCNCNTGGAGACGGAAGCCAAANCCTA 

GAGTGNTTAACCTACAA 

Sequence 1399 

CCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCCGGCCGAGGTACT 
TACATAGATCTAATTTATACAGTGAGTCAAGACGTAGAATAAATGCTCCCACATAGCCTN 
TCTTTTGCTTTTGCTTCTCTCCTCTG AAGTGTG AGTNGAGTNCTC ATTTAGGTTTGTAAC 
ATGGCTATTTCCTAAGTTGTAAAGTNCTGCATTTATAANTGCCANTGTTGNAAGGTGGTG 
TTTCTANACCTTCCCTGATGCGATTTTA 

Sequence 1400 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I ICTTTCI I II I I 
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I I I I I I I I 1 1 1 1 1 1 1 I h 1 1 1 1 1 1 1 1 1 1 I II I 1 1 1 I I 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 

I I I I I I I 1 1 I I I I I I I 1 1 1 I 1 1 I I 1 1 I I I I I I I I NAAAAAANTTNAAAAAAAAN I I I I I I 

TNAAAAAAANTTNAAAANNANNAAAAAAAANNNNNAAAA AAAAANT T6GGGGGAAAAAAN 

TNCAAAAAAAAAAANATNNNAMNTNNNAGGGNAAAANNTTTTTTNAAAAANNAAAANAA 

AAANTTNATTTTTTGNCNNGCTTNANCAANTANTTTTTAAAATCCAAATTTAAAAAAAAT 

TNAAAAAAAAAAANI I I I I I I lAAAAAAANTNNNNAAAANTTTTAAAAAAANCCCCCCCC 

AAAATTTTCCCNAANTTNAAAMCCNNTNGAAAAAAAAANANCCNCCCNA TNAAAAATN N 

AAAAAAAAAAAAAACCCCNNTGNNAAACAAAAAANNAAAAAAAAAAATTNN I I I 1 1 1 1 I I 

TAAAA 

Sequence 1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGC 

TCTGTCATGCCATCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 

TGGGCACAGTAGTTACACAATAAACGCTAAAAGCCTGATTTAACAACTGTATATAAACAA 

ACTACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTA 

CCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAClTTTAAAATATATATTTTCTAATTTTGAAAC 

ATTCAAGCTGCGCATAATGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAG 

GAGGATGGCTTGAGGCCAGGAGTTCAAGACCAGCATGTGCAATACAGTGGGACACCTTCT 

GTATTTAAAAAAAAAAAAAAAAAAAAAAAGGAAGGAAATGTTCAAATACACAGAAAAGTT 

GAAAGAATATTATAAAGTGAATATCTGCATACTTTTCCCCTAGGTTACCTGTCACCTTGA 

CATGCCTTCTGAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1403 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I 
I I I I I I I I I I I 1 1 I I I l A NAANGGTGGTATTNTAACATTTATTAAAATAATGCTGGGGGT 
TAATANAAACNNCAAANAACCAAANAATTAAAATGCAAGCTNTTTAAAATCCCAACT 
Sequence 1404 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAA I I I I I I CTATTTATGAATTGCTTATT 

TGCTTTGCTCATTTCTCTAGTAAGCTGCTTTTGTTAATTTGTGAGTAATTTA TTCTA GGT 

ATCAGGCCTCTGGCATGTTTCAAATTTCCTAGTGTCTTTGTCAAAGAGAAATTTTTAACT 

TCAACATAAGTAATTTGTCATCTTTGTCCTTTAG I I I I I GTGATTTTAAGGACATAATAT 

CTATTACTTTAAAAGTATTGAAAGCTGTATGTATATTCTTCA ACTAG CGACCTTATTTCT 

GTTCTAGAGTTTGAATTTCTTAACTCCAAAAACACACAATAATTTTTAAAGTCTTGATCA 

AACTCTGTTATCTTCTGCATAGTCTAI I I I I CAGCATTCCATTAAATGAATTGAGAAAAA 

GGAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCTACAGTAAATGCTCAAGGCCCTTTGT 

TATTATTTCAGATGGTCAAGAATAAATGTTTTTCAAGGATCTTCTTTTTGTAGACAACTG 

TGTAGTCACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTTTTAAAATTAAAA 

TGTAAAGAACCTGAGGGGA7TCACTCCCAAATGTTTATGGACAAACTGAAAGGGCATTTA 

CACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTAAGACACTGTACCTCGGCCG 

CGACCACGCTAAGGG 

Sequence 1406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAG 

ACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTGCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGCAAGATAAAAGAGTTCTGGATATTGGTTGCACAGCAATATGAAT 

ATACTTAACACTACTGMCTGCACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGT 

GTTTCTTACCACAATTTAAAAAAAATTTTMTTAAAGGAATTAAAAAATTTACAAAATAC 

TATTCATCATTGNGGTTTNCAGTTTATATTCAACACAGCAGTATTTCAGGTATAGTAATT 

AACTTACTTT 

Sequence 1407 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGA 

GAGAGTCAGCTGCCCTTTCTCCTGTGCCTCTGCAGGAAGAACTCTCTTGCATGGCACATC 

TCAGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATTTACTCTGA 
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CCTCTCTTTAAATCTATATCCAGAGCCACTAGCCCAGGAAAAACTTGGGTGAC CCGT AAT 

TTCTCTTCTCCTGCTGTCCTTTTGCTCTtACGCCCCACCCCAACTCCCCTTAAATTTTAC 

AGGCTTATGACAGTTTGTATGTGCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTG 

GACTTTAGCCCACCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCA 

TTGCCCCGTGCCTTCAGGCAGTCtCCTGGGGCAGAAGTATGCCACCATCCGAATATCAGG 

CACTGAGTGGGATGTGGGTGATGCTCACATGACTGGC TAGAGCTTTGGGGG TGGGGTGGG 

GGNTNACTACTA 1 1 I 1 1 1 I I GGNCANGATCTCTTTCCCC I 1 1 1 1 1 II I I 1 1 1 1 1 

Sequence 1408 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTTATAGGAACCCTCAAATTAAAAAAAAATG 
TCTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAAGC CCAGA AGACTTCTGTC 
TATACAATA I I I I I I I I I AATTTTGG AGATAAAAGCTTTAAG AAAC 1 1 I I I GAGTTAATT 
ATACTCATAAAATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGTATTATTAC 
ATAAMTGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTTTAAT 
AACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGT 
TTAAAATGTATAACTGAGTGGTAGATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1409 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGNNTNTNNTGTTNCTATTACNNTTAATCCT 
TNCTTTNGTTGTGAGCTTGTNAATGCATGTNGAGGATNTGNAGCACTGTCCACTGAGTCT 
CTGTG 

Sequence 1410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTG 

CACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAAAAAAAAAA 

AGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGTAGACCACTCCTTCTGAGG 

GAGAATCCACCCCACCTTCCTCCTAGCTTCTGGTGGTTGCTGGCAATCTTTGGCGTTCCC 

TAGCTTGCAGATGCAGCACTCCAATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1411 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I l I 1 1 I I I I 1 1 I I I I I I I M I 1 1 »GI I I I I I 1 1 
1! I l l M I ( II I I I I I I I I INAAGGGAGNAAGTrmTAATCCACTTAAAAATACA ANAG 
CNCAAATCCACATTTATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGG^ 
I I I I I II I I I I I I I 
Sequence 1412 

AACTTNCCCACTTNTTTNAANGGGNGGNCCGGNAANNTTTNGGGGGGGCCCNCCCTTNCC 
TTNANGNATNANGGCCCCATTGGGNCCTTTNCCCGGNNANGGCCCCGGGGGNCCCCCCGG 
GCCCCCCANGNTTNGGGTTNGGGNAATTNGG GGGGNAAT TNAATTTNNCCTTTGGGGCCC 
AAGGGNAAAAATTTTTTNCCGGGNCCCCCCC I I I I M I I I I NCCC GGGA AGGGNCCCGGG 
GGGCCNCCCGGGCCCCCCCCCGGGGGGGGCCCCAAGGGGGGTTTTAANCCCGGNCCCC 

GG 

GNGGGGGGNGGGGTTTGGGGGGAAAAAAGGGAAAA AGGTTT TTGGGCCNTTTTTCCTTTG 

GGAAAAAATTTCCCCCAAGGNCCCCCATTTTTNCCCCTTTnTCCGGGGGGGGGG GTTG G 

GCCCAAGGGGGGAATTTCCTTTAATTTTCCGGGCCT^ 

TTTGGGGCC I I I I I I I NNTTTTCCCCCCTTTNAAAAAGGGGGGGAAAAAAAAAAAAATTT 
AAANCTTTCCNTTTTTTTNGGGGGTTTNANNNAAAAANGGGNNCCCCCCCNAAGGGGAAN 
GGGGAAAAAAAAAGGGAAAAAAAANTTTTTTTNAAAAANTTTNCCCAAAAGGNC 
CCNCAAAAAAAAAAAAAANNTNNNTCCCCCNCNANNNANAAAAANNTATGTNTCNNANNN 
NTTNGGGGCCCCN I I I I I I I I I I I I I I I I I NGGGGNGNAAAAAAGGGGGNNCCCCCC 

Sequence 1413 

CCCTTTCGAGCTGGCCGCCCGGGCAGGTAC I I I I II I I I I I I I I I I I I I M ITTG Mill 

I I I I I i I I I l I » I I I t I I I I I I I I I l I I i t I i I I i I 1 1 I I I I I I I I t I I I I I I I I I I I * I 

I I I I I I I I I I I n I GGGGGGNNTCCCNAAAAANTTTNNTNN GNNAA NTTTNCCAAANTTT 

NAAAAAAATNCNGNNTTNNNAACTNANNAAAANNNAAAAAATTTTTNAAG NNNCNTNAA A 

TNNNNCNNAAAAAAATTTNTTTTNTNNTTTTACNNCNAAAANNNANAAAAN I I I I I I I I I 

AAAAAAAAA 

Sequence 1414 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCMTTATCTTTATCATAAACATTTTAC 
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ATGCAGCTATTTCAAAGTGTGTTGGATTAATTAGGATCATCCCTTTGGTTAATAAATAAA 
TGTGTTTGTGCTMTAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
AAGGG 
Sequence 1415 

CCCT TCGAG CGGCCGCCCGGGCAGGCACAACCTTTCAGGATGCAGTTCTTTCATGACCAT 

AGTGI I 1 1 I I I ICCTATTACTCTTTCACTTACTCACAGGATTCAACCCATCTGACTCATC 

TGTTCCTCCTCCCAGACTCTTCTTGATCTTTATTTTTTTAATTTACCAGAGAAGAGCAAG 

CACGTGAGCAGTGAATAACTTGCAAGGATGCAGACTTTTTTATTTTGCGATGCTACTTTT 

ATAAAAACAAACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAATATTAAATCT 

ATTCTTAAMGGGTTTAGAMGAMGAAMGACAGCTGTTAGGTTATTTGATTTTCAAGT 

TTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAATGGCATATGAATACTTCTATC 

ACTTAGTMTTMTTTGAACAGAGATGTTATTAGGGTCCTTAGTATCACTCCATCCTTTC 

CCT CCATC TTTATACAAAAAAGAACATACAGAAATTTAACAAAGATATATGACTTACTCA 

TATGTTTTATAAAAAGTATCACCTAGCANGTGTCTTNCATTTAAT 

Sequence 1416 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAG 

CAAATTAATCAAACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAG 

AAGTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTCTTGTGAGA 

CTGAGCCCTCTCTCAGCCTGTGGGATCTAATGCTATCTCCAGGTAGATAGCATGAGAATT 

GAATTGGATTAGAAGGTGCTCAGCTGGTGGTATCTTCTGCAGAACTGATTGCTTCTTGTT 

GGTGGGGAGAAATCCCCACACATTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTG 

TAAGAGCAGAGGAAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGAT 

TCAACTAATGATTTACCTTTCATTGTAAGGTTATCATGCTCAAGTATTAATGTAGGAAGG 

CI I I I I IGATGCANAGTGTGTGTGTGTGTGTGTGTGTATATATGTGTGTGTTTGGAGAGG 

GCTAACATTAAAAAGGGAAATGTATAAGGAAGAAGAAATGGNGNTCTAAACTTAA 

Sequence 1417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCACACCTTTAAGATGGTCCTCCAAACAAA 

AGATTCTACAACTTTAGTTATTTAGAATTAGCTTTGAGACTTTGGGCAGGTCACAATTTT 

TCTCTATCTCCTATCCTGTAACTTCAGAACCAGACACACTACTAACATCATAACATCCAA 

ACTTGGTTTTTG I I I I I I I I I AACAGATAAAAAATGTGACTGGGCACAGTGGCTCATGCC 

TGTAATATCAGCATTTTGGGAGGCCAAGGTGGGAAGATCGCTTGAGGCCAGGAGTTTGAG 

AGGGGCCTGGGCAACATAATATGATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGG 

CAACATTAGTGGGGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCA 

GGAGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTAGTGGGCTG 

CAAAACAGCATCTAGCCATTGTCCTCTTeAATGTACCTGCCCGGGCGGCCGCTCGAAAGG 

Sequence 1418 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTTACACCAACAGGTGAAGTTTCCTAGAAG 

AGTCGTCAACTGGTAACATGGGATTAGCTGCTAGAGGGACTGAGGACTCTAAAGAGAACA 

TAAGCAGCAAATTGCAAGAGCATCTGTAACTGCTGGGCTAAGGCAGGGGACCCAGGAGGG 

AGCAAATCCAGGAATGGGGTGGCTCCCCAGGGCCGAGATCCAGACCTCATTAAACAGGAT 

TTGGTCACGGCCCACTGGATAGTGGGGAAGCCTGTGGGGTTGTCCATGTGGTGGCTGGCA 

AGCAGGGGCCTGCTTTCTGGGGGTGCTGGTGGAAATCACTAGACAGTTACCCTGTGGGTG 

CCTGCAACACTTTCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTC 

TGGAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTCTGGGGAAC 

TGGTGGAACTCCCTAGGAAACTGCCTGTGGGTATGGTGCCACTGAAATTCACTGNGAAAC 

CTCCTTCTG N AATTTTCTTTCTTCCTTTTTCCTTTCCC I I I I I I I I I I I 

Sequence 1419 

cccttagcgtggtcgcggccgaggtacacatmgttcattcttggctttttaaattttat 
ggaaagactaaatacatttgtgtctattaatcaaaatatgaatttagaaggaaataattt 
tgtgtaaaaaattgtatgtg gtaaaattttac ctaattt aaaattgttgttcc ataattt 
ttttaaaaagaaaaattacagaaataagacttggggggtgggggttgaaaagtggtgaaa , 
gaactaaacaagtagaagaggatttctaaagcactggtctcatgaaaaaagtttcatgtg 
tgactgggtccactgagattgaaaagaaattGtttatacgatattctaaaaattaaatgt 
tgctgtcagggatgacatgatacaggaccagagtctgtgtaaacaacaaagttttcttaa 
agtattgatacacgcttttaaaaattgcmgaggttttaagtttmttcaaaaatctgtt 
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TAACAGCCATTTTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGG 
C 

Sequence 1420 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCAGA GAGGA CTTGTATCTAGACCAAGAGG 

ACTATGCCTGTGGGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTA 

AGAATAGTTTTCATAC I I I I IA AAGAGAGAGAGAGAGTGTGTGTATGTGTGTGTGTGTAT 

MTGTGACAGAGAC7TTATATGGCCCTCAAAGCTTAATTTCCTTATTGGCCTTTAAAGTT 

TGCTGACCCCTGATGGATGCTATAAAAATAATTTCAACTATCAATACAAAGAAAACCAAC 

AACCCAGTGAAAAAATGGGCAAAGAACTTCACCGTACCTGCCCGGGCGGCCGCTCAAGGG 

Sequence 1421 

CCCTTAGCGTGGTCGCGGCCGAGGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCT 

CATGCCACCCTATCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAAT 

CAGGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCACCCCATCT 

TGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATGAGGGCGTGTGGTTGGGAC 

CTGAGCATCCTCCTGGTTGGGCTAGTGATG3GGAGAGAGGGCTGTTACTCACGACTCCCT 

CCAACAGAATACCAGAAACAGGCAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGA 

AACCAGCCCTCACCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGA 

GTCAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAAC 

Sequence 1422 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCAAATTCTCTTATCAGTCAGGGTTCAACCAGA 

GACACAGAACCAGTAGGAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAAC 

ACGAAACCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGC ACAG GGAAAAGATGACTGGG 

AGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTCCCTCACCTGTAAAA 

CTGGATCAGAAATCTTACAAAAACAAAAAACAAAAAACCTCTTCAGTATTTCCCTCAAAC 

AGGATCCTCCTCACATCTGTATTTATATTTAAAAAATAAAAACAGAAAAGAAAAAGAACC 

AGCATGACATCATTAGGTGTGTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1423 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCATAGGACTAGTCACTTGTGCTTTCATGG 

ATACTGCCTGGGTGGGGGTTCACAACACTTATAAGTT AGAG AGTTTGAGAGCCAGTGGAA 

AGTMGTGGAAGTTGTTCTGAAATAAGCCCCTGGCAATTTTCTGCAATGAAAAGGAGCAG 

AGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCGCGTACTCTGGTTC 

GGGTTCAAGTGAGAGGCTTTTCATGAAAATCTTAGGATTGAAGAGCTCTAAGTTCAGGAT 

ATCTCAATGTTCAGAAAGCCTGACTAAAAGAAGCCAAACCAAAACCATTTAATGTGAACA 

CAAACCTCTTTTCTTTTAGTAAGTTTTACTTTTAATACCAGAAGTGAMGAAAA^ 

Sequence 1424 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTN I I U II I I I I I I I I I I U I I TGG GTANT 
I i I I I I I I I I I I I II M I I CCTTTC l I I I I I I I I I ll I I I I I I I I I I I I I I N I I i I I H I 
TNGGGNNAAAACCATNCTTTNTNAANNNNTTNTTTTNANNC ATNCG GGGANAGGNTTNAN 
ANNNAAAAACNTTAAANGCATTTTANNTTTTTTNAAACCAA^ 
CTGAAAANANNTTTGGGNTTTCAAATNMTTTTT^ 

TNTTTANNTTTTAAAAAAAANATTTAAAAAAAANGNTNTTATAA MGNGG GNTTGAAAAA 
NNCNNTNNTTAGAAAATNANATTCCATTTTTTACN^ 

CNNTANCTNGTTCCTNAAAAACAANACCCCCTGNCNTTTTGNGTNATTNTAAAAAAATTN 

AAACTTTTTCTNAAATTTTTTNGGNAAAAAAAAAAA 

Sequence 1425 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCATCTTAACAATATTAAGTCTTCT GATC CA 
TGGCCACCAAATGTCTTTCCACTTATTTGGGTCT^ 

GTAGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTAA AGTTATTCCTAT CAAA^ 

TCATGCTATTGTAAATGGGATTGCTTTCTTTTTCTTTTC I I I I I I I I I I I ICGAGAGAGG 

GTCTTGCTCTGTCGCCAAGCTAGAGGGCAGAAGTGCAATCTTGGCTCACTGCAACCTACA 

CCTCCTGGGCTCAAGCGGTCCTCCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCAC 

ATGTCACCCAAAAAAAMTAATTTTTGTATTTTTTGTAGAGACAGGG 

GCTAGGAAGGTCTTGATCTCTTGGACCTCGTGATCTGCCCAGCTCGGCCTTCCAA AAGTG 

TTAGGATTACAGGGCNGTGAGCNGGTTTTCNTTTGNTNTTGGTTTNGAAAATGGANTTTT 

CCCTTTGCTGCCCAAGCCCGGGAANNTGCAAGGGGTGTGNATCTTAACTTCACTGGNAAA 
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CCTTCACCCTTTTGGG 
Sequence 1426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTA 

CTCTCAGTTTACTGCTAAATCCACCTCGACCCTTAAGTTTCATAAGGGCTATCGTAGTTT 

TCTGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTGACCCCCGC 

GTCCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAT TGCTT AGAGCAGTGCTTTCAGATATGA 

ATCATTTCTAGAATGGATTATAGAAGGATGGGAGCTTTTAGTATTTAGTAGTTTCCTTTC 

TTCTCCCTAAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACAAA 

CTGGCAATTGCTCTGAAGACAAGTTTAGCAATTTCCGTGAAATAATTCTCTGGCTTCGGC 

CAAGGCCACTGATTGATTTCTAAGCAAAACAACAAATCCCGTCAGGATCAGGAATGATGG 

CAGAGTGGCCCTGTTGGCTTTGTAGCTAAATTGTGGTCAGCCAGAGAAGAACCACGACCA 

ACAGAGCCCTAAACTGAAGTCCCCAATTCTGTCTACTCTACCGTGCTGCACAAAACTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1428 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTATTT TCAGC CTAAAGAAATGGACAC 

TTCTCAGCATAGGCGGACGTGATTGGTTGTGGTCGAATCCTTTTCCTAACCAGGATCCAT 

AATATCACAGACAAGGTAATATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGAGCCA 

TGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAAGTAAGTCCTGTGGGAGA 

GAATTTTTTTAAATAAAAAATACTGTTTAAAAGTGTCTCTTCTAACTTGATCTCTACCTT 

TTCCCCTCTNCACTTCTAACTGCCCCCCACCAGCTACACTTTCCCAGTTTGAA ATAATGA 

ACAATACCTTTTGCTGACAGACCAAACCTTAATTTCTGTGGGCAAATGANGGG I I I I I I I 

CCCCCCAACAATGAAACAAATTTTCTTTGAAAAAANTCTTCTCAAAGATGGTTCTTATTG 

NAAATAACCCTTCC 
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>Sequence 1 

ACTTAATATTTATATCTTATTTTTATTATAATTTATTTATTTAACTATTA 

TTTTTACTATATTTACCITATATAATATTTTCATTTCTTCATATTTATAT 

TAAACCCNCCCNNCNAATGGCTTTGCTCTGAGCTCNCTCCGGANGGCGGC 

CGAGGTAC T1TI 1 1 1 1 1 1 nTTTTTTl 1 1 G G ACATACT GAGAG AATTTGG 

AATTATATGTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATG 

AAAATTTAAATATTTAGTTTGGGATTTGAGACTTCTATTAGGCCTCTGTA 

TTTCTTTCTAGTTTTTTCCCTACCATTCTTTAATCGGAGTATCCAAGCCC 

AATCACCCTGTATCCTATGTCCTAAAGCATCTTGAATTGGTTGTTCATGT 

TTTTTCTTCATGTGGAGTGTCTTTTGCCACCCTCTTAGCCTATCT GATCC 

CACTTAGCCTCTGAGGTTCTGTTAAGTTCTCACCTTCTTTATGAATTTTC 

CCCAGCCATAATGATCTTTTTAACCTCTTTGAGCTTTTACTATTTATACT 

CTTTACCTAACCAACTAAATGGTTTTTGTGAAATGTGAGAAGATATAAAT 

ATGAATGGATAAAATACTGTATGTACAAAAATTTTTAATATTTACAACTA 

ATAGCAATTTTTTGTGATGGACCTTTTTAGGGAATTTTTATTTGGCTTTT 

AAGGGATTAGGGTTTATGCCTAATTAAATTAATTACCATGCC 

>Sequence 2 

TTTTCTTAGCTCATCGCGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 3 

TTGTCTGTTGCATCGAGCCGGGCGTNCGGAGAGGAGTCCTTTACTTAGAG 

TCAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTATGTTGTGAAATTT 

AGGCTGTGTTTTAATAATACTGATGATGATAGGATGAAATAGTAATTTAT 

TGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTC 

GGAATCTCATTTGATCCTCATAGTTTTTATTGGTTATTATTATCCTCATT 

TTACAGATACAGAAACTGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTT 

GTATGCCTTTCATCTGAGGAGGTTGAGGACAATCCCAAGTTAGAAAAATA 

AATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAATATTAATAAGTTAC 

TCAGATAATCTATTGGAATTTCTTCATGGCAGGGGGAAGAGGCTAGAGTT 

GGTTTTTGGTTTTTGTTTTTGGCACAGGGTCTCACTCTGTCACCCAGGCT 

AGAGTTTTGTGGTGTGATCTTGGCTTACCGAAGCTTCAACCTTCTGGGGT 

TCTACCTCAGCCTTCCAAGTAGCTGGGACTACAGGGGTGCATCAACACGC 

CCCCGTGTACCTCGTCCGTTTAGAAATG 

>Sequence 4 

TGAGCCGTATGCATAGAGNCTGGCGTCCGAGGTACTCAGTTTCCTTATCT 

ATAACATGGGGATAATATTCGTAGCTACATCGTTGTTATGAGGATCAATA 

TCTGTAAAGCTCTTAGAACATGCATTTTTCTTGTACTAAATTGTAAGGTC 

TGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGTCAGGCACAGTGGCT 

CATGCCTAtAATCCCAGCACITTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGTGTAGGAGTTCGAGACCAGCCTGTCCAGCATGGAGAAACCCCATCTCT 

ACTTAAAATACTAAACTAGTTGGGCATGGTGGCGCCTGCCTGTGATCCCA 

GCTACTTGTGAGGCTGAGGCGGGAGAATCATTTGAACCCGGGGGGAAAGG 

TTATGGTGAGCTGTGACCGCCCCATTGCC 

>Sequence 5 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 
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AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 
TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 
GCCTTTCACTACCGGACTCTCCT 
>Sequence 6 

CATCTGTGCCQWATTTGAAATGCGAGCTTCACCGCGGTGGCGGCCGCCC 

GGGCAGGTACCTATGACCATCITACATTATTTTTATGGGTGGGGGGCATT 

GGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAA 

CGGGTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTAC 

ACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCCGGGCA 

CTGGCTGTGCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAA 

AAAGTCACCAGTGACCAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCT 

TGGGCTTGGCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCT 

CTATAGTAGTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTC 

CTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTACCC 

T 

>Sequence 7 

GGGCGATTTGCAGGCCTCTCCGCGGTGGCGGCCAGGTACGGATCAATTCC 

GCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGG 

ACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACG 

GTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTT 

TGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGT 

AAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTC 

GCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGG 

TTGCTCTTC 

>Sequence 8 

GAAATGTTAGTCCACTCACGTGGCCGAGGCGACCGGATGAGCAACCGAGA 

TGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACC 

AAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGG 

AACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 

GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTC 

TGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATT 

GTATCCGTACCT 

>Sequence 9 

TTTCTGTTGTCTGTGCGCGGGGCGGCCGAGGTACCACATGCACTGATAGC 

TCTCTTTGTATGAACAGAGCTGTGGCAGGCCCTATGCCAGGGAGAAAGTA 

AGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTGCACTGTGCTTAAGG 

GGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGAAGTG 

CTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATG 

ATGGCTGCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAG 

GCTGAGGGTGGGAAGATTGCTTGGGGCCAGGAGTTTGAGACCAGTTTGGG 

CAAATTGCAAGACCCTGTCTCTGCAAAAAAATATAAAATGTAGCTGAGTG 

TGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGAGAGGCTGAGATGGGA 

GGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATTGCACC 

ACTGGACTCCAACCTGGGTGACAGAGCAAGACCTGTCTCTAAAACCATTA 

AATTAAATCAAAAAAAAAAAAAAAAAAAAGTACCTGCCGGGCGGTCGTT 

>Sequence 10 

CWTGCGCTTACCGGGTGGCGGCCGAACATCCATGTTTTAACTAGCACAGA 
CAAAACCTATGTGTTACTATCAAAATAAAATTTAGAAAAACAATTTTCTT 
ATAAAATITTCTGTTTGTATTTG^ 

GAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 

ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCA 

CATTCTTCACAAAGTAAATTACGCCCTGTTTTTTATTCnTAAGCACTAGG 

GTTAGGATTGTGATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATT 

ATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGAGGTAATATTTT 

ACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAAC 
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>Sequence II 

CGAAAGACCCTATCAGGGGCGGCCGCCGACAGCTACGGGGGATTGCTGGC 

CTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGCCGTGAT 

GTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTCAAGCTG 

CAAGCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGTAAG 

GTGTGAAGACAGCTTGCCTTTGATGTGGGACTGGAGTAGGCAAAGAGTTG 

GTTCCATGCCCTTCCCCTTTGGTGGACCTTGGAAAGAACCCCTGGACTTT 

TGTTTTCTGCCAAAAGGGCAAGCTGGCAATGATGTTCTGATGGTTTCGTC 

gttagggccataaatgnttgtagggagggtggggagtaagtaggaacccc 

gcaatccgggaatcgcatcaacccatagggcccccttgatttgtctaaac 

gacctgaaccccttggttgccttcaatttgactaacaAattgtaacctta 

TTCTCCAGTTTTCCCCAGGAGAACCGGGGGCGTTGTACCAACCCCCCTT 
>Sequence 12 

aggtac rmrn gttttgtatttttagtag ag atggggtttc accgtgt 

TGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGTCCACCTCAG 
CCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTT 
TC iH 1 1 M i l I I1 AAACGAAAAAATGTTTTTAATTGACAAATAAAAATG 
ATGTATATTTATGGTG 1 'I'l ' I'll CTCTTTTGCATCATCAGTCTCTT TCTC A 
TCACTGAAACCTACAAATATTTTAAAATCTTTCCATTAAAAAAATTTTGC 
TGATCATTCAACCTCTTCAAATTATTAAGAGATACTTACTTTGTATGAAA 
A ATTTTGTCG AG ATGTATA ATCG A nTTTTI CTGGG A AG AG AGTC AGTT 
>Sequence 13 

TGGGGTTGCTTNCCATCACTTAGGGCGAATTGCGTCCGAGGTACCAGGTG 

TCATTCCTGCAGCAGGATTTAACAGATGCAGATCTGGCCCCAGTGTGAGC 

ATCTGTGTTAATGGTATCAGACTTAAAGAAGGAAAGACCTGATTTGACTG 

CTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGGGAGGGA 

GTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGA 

CAAAACAGTAGAATCGTACCTGCCCG 

>Sequence 14 

CTTANNTTGCTGAGACTTCTATCGCGGTGGCGGCCGAGGTACGGTATTCT 

CTTAAACAAGAGCAAGCCCATGATGATGCCATTTGGTCAGTTGCTTGGGG 

GACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTAGATG 

ACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGG 

AGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACAC 

CCTGCCCATTGCTGCATCCAGGTCTCTTGATGCTCATATTCGTCTTTGGG 

ACTTGGAAAATGGCAAACAGATAAAGTCCATAGATGCAGGACCTGTGGAT 

GCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTATCTGGCCACAGGAAC 

TCATGTCGGGAAAGTGAACATTTTTGGGGTGGAAAGTGGGAAAAAGGAAT 

ATTCTTTGGGCACGGGAGGAAAATTCATTCTTAGTATTGCATATAGT CCT 

GATGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTT 

TGATATTGAACTGGAAAACTTCTGCATACCCTGGAGGCCATGCCATGCCC 

ATTCGCTTCTTGACCTTTTCCCGGGCTTCCAGTTCCTTGCATTGTTTAGA 

TGATGGCTACCATAAGATCTATATGGCC 

>Sequence 15 

GAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATG 

TAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATG 

ACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTT 

CCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAA 

AAAGGGTCAGAAAGTCTGTTGACCGATCACriCri 1 1 CTTGG ATAACTGT 

CTGCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGG 

AGTGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAG 

AGACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGA 

AATCCAACAACCCTGGAGGCTAGACTACGCTTGGTGTCATCAGTCACTGC 

AGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGGCGGCCAG 

GGGAGGTGCTCGAGTGTATTGAAAGAAGAGTGGGACTTATTTGAGAAGTT 

TTTCCCTTATCAAGTAACAGAGCGGGGGTGTGCCCTGACTTTAAGTTTGT 
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TACCAGCCCAATTCCGAGAGACCCTCTCCATCAAAGG 

>Sequence 16 1 

TGGTCGTTGATTCTCCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGAAG 

AGGTAATTTTAATGCCATTTTCATGGGACACTTGGGAGCTAGATTAGAAG 

AAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGGAAGTGGTGAAGG 

TCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGGGG 

TGGAGGTGGTTGGATATGGGGAGTTTAAAGGGGAAGGA ATGT GGGGTGAT 

CTGGGTGGTGAGTCAGTCGGTATTGGTGACTTGTAATCATTTTCGGTTGG 

AAAACAGTTTGACTGTGCGCTCTTTCATATTTTAACTT TGGA GCCTCTCG 

CCTTTCTAATTTTGTGTATTCTCATTTTTACTGGTTCACTTTTGGGGTTA 

TCAGAACCCTCCGTTTTTAAAATTTTCCCCGGTTTCCAAATTTCCCTTCC 

CTTAAATATTGTTCATTTTGGCCCTTTTGTAATATTTCTAAAATTTTTCC 

ATTTTTCAATATTTTGGATGCTGTGAAATTTTTAATAAAATATCTGTTGG 

CAAAATTATATTGTTTACCATATCAGTCATTGGGGTTCCTTGCCCTCATT 

ACATTCTATACCCCTTTGGCC 

>Sequence 17 

GGGAGTCTGTGCTCATTCGGGTGGCCGGCCGCCCGGGCAG GTGAC TTTAG 

TCCTCACTCTGTGGGCAGGGGCATTACAGCATAGGGGTCCCTTTTGTCAG 

GGATTTATGATGGCATCACACGCAGGATTCAGAGAGCATGAATTGAAAAA 

TACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGT 

CTGACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCG 

GGCGTGGTGGCACATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAG 

GAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGCGAGCCGAGATTGTG 

CCACTGCACTCCAGCCTGGACAATAAGAGCGAAACTCCATCTCAAAANAA 

AAAAAAAAAAAAATGGTACCTT 

>Sequence 18 

TGGCGATCGAGACCTNACCGCGGTGGCGGCCGAGGTACGATTCTACTGTT 

TTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTGG 

GACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCAA 

CAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACA 

GATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAA 

TGACACCTGGTACCTGCCCG 

>Sequence 19 

CCGGGCAGGTACTTTTTTTTTTTTTTTI 1T1A1 Till 1 111111111111 

TTTTTTTCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAAT 

TTCTACATTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCT 

TGGTGTTTTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCT 

TAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGTTT 

TTTTCCCCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAG 

GTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAG 

TTACCAATTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGTACCT 

>Sequence 20 

TGGGGTGTTGGCTGGTAGCGCGCTTCGGCCGAGGCACCACAATTTTTTTA 

AGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTCAGGGTGTCCATTAAA 

AGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAGAAG 

TAGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGG 

ACACAGCTCCrCTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTG 

CCACAGTCTCCCTGGAAACAGCAGCAGGCTTGGGGAATGCTrCCAAAAGG 

CTATGCCATTCAAGGTCTCAGGTTTTTTGGTTAAAAATACAACTTAGGCC 

AACTGCAGTGGCTCATGCCTGTAATTAATTCCAACTCTGGGAGGCCCGAG 

CGGGTGGATCTCCTGGGGTCAGGGGTTTGAGACCAGCCTGGCCAACATGG 

TGGAACCCCATCTCTACTAAAAATCCCTGTGGGTACATTTAATGAGGAAA 

AAAAGGTCCTTGCCCGGCCGGCGGTTTAAACTAAGG 

>Sequence21 

TGGGGAACGTTGTTCGACTCCGGGTGGCGGCCGAGGTACGATTCTACTGT 
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TTTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTG 

GGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCA 

ACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACAC 

AGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGA 

ATGACGCCTGGTACCTGCCCG 

>Sequence22 

TTATGTACGTCGACTCACCGCGGTGGCGGCCGAGGTACAGAGTAGAGAGA 

GTTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGG 

CCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTA 

ACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTT 

GAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGA 

AGAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATAT 

GTAATGGTGGCTTGGCCAGGGTGGTGGATGNNCATAAl TTTI 1 IATTGTG 

TGAAATTTATTTCCTTATTAATTTTTGAAACAACTTACTAACTCTGAGTA 

TAAAATTTAAAGACTGGGTTTCCAAAATATGATTCCTTATTTCATTGAAT 

GTTATAGCTCTAATTGTTC J'l I I i I I 1 I 1 1 CTGATACATTATTTTTCTAC 

TATATTACTAAATCTTAAAATCTCGGTTAGAGTCTGATATAT AATGGGT C 

CATTTTAAGTGTCTCTCTTTTTTACAAAT TGCGTAGTAGT TTGTTTTT^ 

TACTTTT AATTA ATA T AAGTCTTTT AATTTTTTA 1" 11 T IT 

>Sequence 23 

GGGTGATGAGACTTCATCGGGGTGGCGGCCGAGGTACACAGTAGAGAGAG 

TTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGGC 

CTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTAA 

CTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTTG 

AACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAA 

GAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCC AGAA ATATG 

TAATGGTGGCTTGGCCCAGGTGGGTGGNTNNNTNATATAAATTTTCCTTT 

TTACATTGTAACCTCGTCTACTATTTCTCAACCAAATTATATATTGGTCC 

TCATTTAAAATAAGAACTAGTTCCCAAAAATGAATATATCTAAGGTCTTA 

CTTACCGGTATGAGAACCATTTTAACCTGTTTGGCCCGCTTATATTTATT 

GAATTCATCCTATTTTGCCTGAATAGAACAAATTCGCTTCTGGGGGCCTT 

ATTCGTTATTTTTCTATTTAATTGTATTCCGTCATTCAATAGTGTGGGCC 

GAGGGTCAGCTTTTGTTTACTGTTTAAGIl"rri"l"I ATCCTCCTAATATTT 

TATTGACAAAAAAT 

>Scqucnce24 

TGGAGTATCCTCACCGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTG 

GCTCTGGGTTAGAGACATGCTGACTGATGAGATCACCAAGGCAGCTGCAA 

AGGAGAGTCCGGTAGTGAAAGGCAATGGGCTGTTAGCTCTAAGCAGCCTT 

GCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGG 

GCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCA 

TGGTACCTGCCCG 

>Sequence 25 

TGGGGNATGTATCAGCTCCACCGGGTGGCGGCCGCCCGGGCAGGTACGCG 

GGAGGCACATTCTTTTCTACGTGAAGAGTTTTGTAAACTGAACTTTGTTT 

TCAGTTCCGGCTCCAGCCATCCTGG GGTAG CTTGCCAATAGATGAATCCC 

ACTCGTTTGACCCATGACGCTCCITCTTTTCATTrcrCCCT^ 

CAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTT 

CTGTTATA CTTCT 1 1 C CTTACACTCATTITCCTGTCTTTATTATGATAGT 

CTAACTTTTTCTCCTCAAAGGGATAGCTGCCTTGCTTTCAT^ 

CTTTTCTAATGGGGAATTAAAAGAAGGCCTTTCCATTTTTAAGCCC^ 

CCTTGACAGAATTTATTAATAAATAGGGCCTTTCAAAGGGGAAACCGTTC 

CAACATGCCTACAGAATGTTTTATAACCATGAAATATTTACTGGCGTTAA 

GTCCAAAATGCTGACTATCCTGGTCCGTATCCTTTCGACCACTGTTAATG 

TATAATTTTGCAGGTGAATGGTC 

>Sequence 26 

TGGGATGTGCCTCATCGGGGGCGGCCGAGGTACGGATACAATTCCGCTGA 
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GTTAGATTCCAAATTCTAACCTCTCCATCACACGCCeCAGAAAGGACAGT 

AGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACGGTGAC 

CATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTA 

GCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGC 

AGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGA 

CATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCT 

CTTC 

>Sequence 27 

CTCCCTCATATTACTATTCTATCTCGTAATTATTGTTAATTAATTTACAA 

TATTTTATCAArrAGTAATCTTTTCTTAATTTAACAANNAN 

GTCTGTTGTCGATCCGCTTCCACGCGGCGGCGGCCGAGGTACGGATACAA 

TTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGA 

AAGGACAGTAGCCAGCTTGTCTGGATGCTTTGCCAAGCAATTGACTCCAT 

CACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCC 

AGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGG 

ATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGG 

TTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTTATC 

TCGGTTGCTCTTC 

>Scquence 28 

TGGACTGTGCGCCTTTCCGCGGGGCGGGCGAGGTACTCAGTTTCCTTATC 

TATAACATGGGGATAATATTAGTAGCTACATCGTTGTTAT GAGG ATCAAT 

ATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGGT 

CTGGCAGGCGCGGTGGCTCACACCTGGAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGGTCACGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTGT 

ACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCA 

GCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCTAG 

CGGCCGACCGGGCAGGACGCGGTGAT 

>Sequence 29 

TGGATTATGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTT 

ATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATC 

AATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAA 

GGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAA 

CTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAA 

ATCCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTT 

AAGAAACCAGACTTAAACATTGAAAAAGTTAACATTGGCCAGGCACAGGG 

GCTCATGCCTATAATCCCAACACTTTGGGAGGCCAAGGCAGGAGGATCAC 

CTTGAGGTAAGGGTTTCAGACCCGCCTGACCACATTGAGAAAACCCCTTT 

TTTCTTAAAATCCAAACCTGTTGGCT 

>Sequence30 

TGGGGATGTTGCAGCTCTGTCCGCGGNGGCGGCCGAGGTACTCAGTTTCC 

TTATCTATAACATGGGGATAATATTAGTAG CTACA TCGTTGTTAT GAGGA 

TCAATATCTGTAAAGCTCTTAGAACATGCAl'rrilCri CTACTAAATTTT 

AAGGTCTGGCAGGCGCGGTGGCTCACAGCIXK3TAT(XCAGCACTGTGGAA 

GGCTGAGGTGGGGGCAGTGGGGAGCGAGGCKjTTGTTACTACTCCAATGTA 

ACTGCnTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGA 

AATCCAACAATTATAAACAGTCTCTGGCnTAAGGAGCTTATAGTCTAGT 

TAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAG 

TGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATC 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCA 

TCTCTACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGA 
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TCCCAGCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCTCGGAGG 

TCGAGCGGNCGCCCCGGCAGGACGCGTGGGATGN 

>Sequence31 

GACTGATGTCGACTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTAT 

CTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTAT GAGG ATCAA 

TATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGG 

TCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGC 

TGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACT 

GCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAAT 

CCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAA 

GAAACCAGACTTAAACATATGAAAAAGTTAACATTGGGCCAGCACAGTGG 

CTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAAGATCACC 

CTGAGTAAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATTC 

TACTAAAAATACAAAACTAGTTGGCAATGTGG 

>Sequence 32 

TGGGATGTGCCCCTCCGGGGGCGGCCGAGGTACGTATGCACTTGCTTGCC 

ATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTACTTTGATTCTC 

TGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGG 

CCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGA 

AAAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAG 

GCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGA 

GAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAG 

TTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGTAGAAAGGTAA 

CAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGT GCAGA CTGGTC 

CTCTTGCCCAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGG 

CAAGTTCAGTTCTAGAGGAGCTGGCCTGC 

>Sequence 33 

TGCCTGATGTTTGATCGAGTTCCCCGCGGTGGCGGCCGAGGTACGTATGC 

ACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTA 

CTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCC 

TCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGA 

CAGAGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACA 

TTCCTACGCGGAAAAGGATGTAACACGGGGCCACATCCTATGCCCAATCC 

CAAGGCAGGGAGGGAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAA 

TAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGG 

GCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGG 

GTAAAAAAGGAACAGTCAACAGTTTTCCTACAAGAGAGTTTAAAGCAGCA 

GTTTTGGGGAGCATTCCTGAGCCTGGG 

>Sequence 34 

TGTTACGATGCTCATCGGGGGCGGNCGAGGTACCAGTTAAAGTCTTCTAG 

CCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTCGGTAGCCCAGTTAC 

CCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 

GTTTTGTCrCTTACAATTTATCTGCATCTTATCCTTCCCCCACCCCCCAT 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACT 

GCATATTTGGAAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAA 

CTTACAGTATCTGTTTCCCACAATACTTGCAGTCATATCAGTTACAACCG 

CTGGGTGTGTATTGGTTCAAAAGGACCTACCTACAAGGTTAT ATCAAT CC 

ATTGTCCAATTTGAGAGATTTTTTCTGAATCCAGTTAAAATAAl 1 1 1 iGG 

CTACACCTGGGGACACTTCCCAGGACAAGAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAAGGCCCGGCAACCTTGGTTGCCACCAGATCCCCAAC 

AGACAGATTCTAAGGGAGAAGAGAGTTTATCAACTAACACTCACAGG 

>Sequence35 

GGTATGTTGGNCANTTTAGAAGCCCTGTCCGCGGTGGCGGCCGAGGTACG 
GATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACG 
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CCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTT GCCAA GCAATTG 

ACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATAC 

TCGTTCCAGnTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCT 

CAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCC 

AACrTGGTTTCGCGGACATAATTGTCCGGATTCCGGGTCAGCATCTTCAC 

CTTCATCTCGGTTGCTCTTC 

>Sequence36 

CTAATTACTCTATCGATTTCTTATAACTCTCATATGATATATTTGTTCAT 

CTTATTCATGCTTCAATTAGACGGTTTACTATACTTTTTATTCTACCAAC 

GTACTTCTCATTATCTACTATAANNTTATAATGANTTTTTTGGCGTCTTC 

GAATCCCCGTCGAGGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACTG 

TGTGGCTGATTCAGGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAG 

GGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTT 

CTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTT 

CAATACATTTTTATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACC 

AGAGTGAATAAACAGATTAAAAGGTCCCTGCCCTTTTGGA GCCTACA GTC 

TTTTTGTAG AG A A AATTG A ATTG ATA A ACC ATACC i ' I ' 1 I ' 1 1 1 I 1 1 I ITGA 

ATTTTGGTGGG I ' l ' l ' l ' ll ' ll A AGGTTAG AACAA ATGCTTAGGGTGGG AA AG 

GCCCCCACAGAAAGGGGTGAGGGGGAGTTACCTTTCCCCGGTCGGGCCCT 

TTTCAGGGATTAACCCAGGAAATAAAACCTTGTAGGCAAAAATG GCCCAT 

CAAAAAGGCCAAGGAACCGTTAAAAAGGCCCCCGTTTTTTGTCCATTTTT 

TTCATTAGGGTTTCGCCCCCCCTTTCCAGGGCTTCACAAAAATTTCGCCC 

CTCTAAATTAAAGGTTGGGGATACCCCCCAGGGCTTTTAATATTCCCCAG 

GGTTTTCCCCTT 

>Sequence 37 

GGAGCGTTGAACCCNTTTTAGTAGCGCTCTCCCGGGTGGCGGCCGCCCGG 

GCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTATAGCTGCGAGA 

TTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTC 

TTCACAAGAAGAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACT 

CGGGTTCATATTCCTCAGCGAGTAGCGATTATGATGATCTTGAGCCTGAA 

TGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTTTATTTGGAATTGAG 

TGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCATG 

TCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCNNNNANAA 

NATTTTTAAAAAAAGTACCT 

>Sequence38 

TGAGCGTACGAGCCCTCTCTGGGGGCCGCCGAGGTACTTAAGTTTTTCTT 

CAGTTACAGCTACCATGTGAAAATAATTCTCTGCTTATCAAGTTTACAAC 

TTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTAGTTATCACACAGTCAT 

CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGA 

AATCAACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAG 

AAGACACTGGAGACACAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAG 

AAAAGGCTTAATAATGGAGATGAGGCCGGGGATGGTGGTTCACACCTGTA 

ATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATCACTTG AGACCA GGAG 

TTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTTTTTAAAA 

AATAAAAAATATTNTGTTCCTGCCCG 

>Sequencc 39 

TGACGTTGATTCAGAGCCCTCACCGCGGTGGCGGCCGCCCGGGCTGGTAC 

GCGGGAAAGCAAAACGACAAGCACGCCCTGAGCAGAGCCCCGGGAATTCA 

ACCTTTAAGTGGAlAACTTGGCTTCTGGTTTGCCAAGGAACCAGGGCATC 

AAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGTG 

GGGATGATCTTTCAAATTATCCACAACTTAATTATTTAATATTTTGATAG 

TCAATTACCTAAGACACGGCATCGTCAGTGACCAATCAGAAGAGATGCCA 

GTAGTTGGGCGCAGTGGCAGCACTTTGGGAGGCTGAGTGGACAGATCACC 

TGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTGAAACCCCATCT 

CTACTAAAAATACAAAAATGAGCCAGGCATGGGGGGCACCTGTAATCCCA 
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GCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAA 
GTACCT 

>Sequence40 

TGGGCGTTGACTGGATGCGCTCCCCGCGGTGGCGGCCGAGGTACAGTTTA 

GAAAACTGTGGGGCTGAGTCCTCGGGGCCGTGGGGCGCAG CGTG GCTGAT 

CACCATCATAACGGGCCTATGGGGATACATTCTCTTAGACATTTTGAAGT 

AATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGCATAA 

TCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATA 

GAAGCGAGAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGA 

TGTAGCTGCCATTATATTCATTGAGGTATTTTCCAAAAAAGGCTGTTCTG 

TAGCCAGTGTTGTTAAGATATACAGCAAAAGTCCGAGGCTCATGCATGGC 

CTGCCACGAGGGGGAAGAGCAGTTCTCGtTGTTGGTGTAGACATTGTGAT 

TGTGCACATACTTCCCGGTGAGCATGGAGGACCGTGACGGGCAGCACATG 

GGTTGTAGTCACAAAGGCATTGATGAAAGTGGGCCCCCCATGTTCCATAA 

TCTTTCTCGTTTTGTTCATGACTTGCAAGGACCCCAGCTCCACATCTTGA 

tcatcggtaagcacaagaataatgttgggtcggatGi rrn 

>Sequence41 

TGGAGTGCTAAGCNAAANTTCAGAAGCGCTCTACCGCGGTGGCGGCCGCC 

CGGGCAGGTACACGTGCACATTGTGCAGG1TAGTTACATATGTATACATG 

AGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAAC 

TTGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGA 

AAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGAC 

AGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGA 

ATCCCCGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAG 

GAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGAAAAAACTCC 

ACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAAC 

ATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGC 

CTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAAT 

CATCACGAAAACATGCAAAAGCATAAAACTAACTTGTACCT 

>Sequence 42 

TGGTCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCCGTACCT 

>Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCCGGAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 44 

CCGGGCAGGTA C11 1 11 1 1 111111111 1 1 1 1 1 1 1 1 1 1 C TACTCTGGAAG 
CTGAGGTGGAAGGATTGCTTGAGCCCAGGAGTTTGAGGCTGCAGTGAGCT 

ATGATCACAACACTGCACTCAAGCCTGGGCAACAGAG CAAGA CCCTGACT 

GTAAAAAAATTTTTTTACATTAATTTTTAAAAGTGAGGTTTTTACCTGAT 

GATTGTGTAGGTTTCTCCTAGCTCCAAAGTATCCGG CTCCT ACGACTCTA 

AATATAACCTTCAAGGAAAGTGGAGCTGGTTTACTCTTTTCTGATAATAT 

CAAGCCATTCCTGGCTGGGCGTGGTGGCTCATGCCTATAATCCCAGCACT 

TTGGGAGGCCCCGCGTACCT 

>Sequence 45 
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CCGGGCAGGTACGCGGGAATTCAAGATGGATTAAAGATTTAAACGTTAGA 

CCTAAAAGCATAAAAACCCTAGAAGAAAATCTAGGCAATACCATTGAGGA 

CATAGGCATGGACAAAGACTTCATGACTAAAACACCAAAAGCAAT GGCA C 

CAAAAGCCAAAATAGACAAATGGGATCTAACTAAACTAAAGAAGGTTTTG 

CCCAGCAAAAGAAACCTACCTTCAGAGTGGACCGGGCAACCTTCCCGATT 

GGGGGAAAATTTTTTGGAAATTTGGCCCTTT TGAA CAAAGGGGTTATTTT 

CCCCGAATTTTATAAAGGACITTTAACCAAATTTTCCCAGAGG 

>Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCC 

CTCCAGCCTGAGAGAAAGAAACTCTGTCTCTAAAAAAAAA AAGAA AGAAA 

GATGTCAGTGCTATTTATAGTAATACAAAAATTTAATGTAATTTTTGTCA 

AAATCTCAATGGTATATTrTTGCAGATTTTTCAAATTATATATATATGAT 

TTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

CATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAG 

ACCATCCTGGCCAACAAGGTGAAACCCCATCTCTACTAAAAATA 

^Sequence 47 

CACACACTCTTCTATTCTGCTCGCTCTATTTCTCGTGTCTTGCACTACGT 

ATCTTCTTCCTCTATGTTCTTCT 

>Sequence 48 

GACGTAGTCCTCTCCGCGGTGGCGGCCGCCCGGCCAGGTACAAGGACATG 

CTGGATGCCAAGCAGTTCCCCCCTACCGTCTCACTGCCCCTCAAGACTTC 

AAGGCCACTCTCCCCATAAACATCAGACTACAGATTTAGGTGGAAGAGCA 

GCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCAAGATGCCATT 

TCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGC CCCCT AT 

TCGTTGGGCTCCCAGCAGTGCTTACCTTCTACAGCGTTCACTCATTTTGT 

TCTTTCCCCCC A A C lTI ' lTl 'l'l 1 1 1 1 GAAACGGGGTCTTGGTTTGTCCCC 

CAGGCTTGGAGTGCACTGGACTTGGTCCTCTGCTTGATGGAACCCTCTGG 

CCTCCCAGGTTTAAAGCGATTCCTTCTTGCCTTAACCCTTCCAGAGTAGC 

GTGGGAATTCCAGAATACGTGCGCAACCATTCCCCGGGTTAATTTTTTAT 

ATTTTTAAGAGACCGGGAATTCAACCATGGTGGGTTTAGGCTTGGTCTTG 

GAAACTCCTCACCCTCAGGTGGAAGCCACATGACTCTGGCTC TCCA AAGT 

GCTTGCCATTACAGGCGTGGAGCCACTAGGGCCTGACTTCCCTTTTCCTT 

TCCTGCCCCAGGCCGAACCACATC 

>Sequence 49 

GCCCCTTGGGGG A AAAAA GGCC AAAAGTTGTTCCTG GGG AAAA A 1 1 1 1 1 1 

CCCTTCCACAATTCCCAAAAAATTTAAACCGGGGAAAAAAAAGAAAAAAC 

CGGGTGGGCCCCCAAGGGGGGCCCCACACCAAAATTTTGTGGGGCGCCCC 

TCCCCCCCTTTTTAAAGGAAAAAAATCTGGCCCCCTTTTAATTAATACAC 

CCCCCCCCCCGGGGGGGGGGGGGTTTAA AATTCCCCCT1 " I" IT 1 1 1 1 1 1 CA 

TATATAAAGGGG 

>Sequence 50 

ggtagttgcataccgtgggcggccggaagagcaaccgagatgaaggtgaa 

gatgctgagccggaatccggacaattatgtccgcgaaac caag ttggact 

tacagagagttccaagaaactatgatcctgctttacatccitrtgaggtc 

ccacgagaatatataagagctttaaatck:taccaaactggaacgagtatt 

tgcaaaaccattccntgcttcgctggatggtcaccgtgatggagtcaatt 

gcitggcaaagcatccagagaagctggctactgtcctttctggg 

gatggagaggttagaatttggaatctaactcagcggaattgtatccgtac 

CT 

>Sequencc51 

TGCGCTATGATGCTCTCCGTGGGCGGCCGAGGTACCTCAGCATATATTGG 

AAGTGTTTTAGAGTTGGTGAGTTCCCCGTGCCTTCCAGAACTGAACGCTA 

GGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAACATGGGGAACCT 

CTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATCT TGAG 

GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTT 
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CTAATCGGAGAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGG 
GGCTGATGAGTGAGGTGGCAGCAGGCATCCGCGTGGATTTGTTGAAACTG 
• GACTTTTTATTGTGCTGAAAGCTGCTTGTTGTGATGATCTCATACTTTGT 
AGTTGTTCTATCTGCAGCACTGACTTCCTA AGGGA TTCTT CCAAC CTAGA 
AATCTTTTCTTCTATGG AAGGCTTAC AATCTTTTTCCTGTG'l ' 1 " 1 " 1 " 1 CTTG 
AAATTCTTAAAATTGGGAGGTTTTCCTGGAGTACCTGCCCGGGCGGGCGC 
TCGAAAATAATCTCTCTGCTCCTATCTTAGGTTACTATTCCGGGGAGCCC 
TGGATACCCCTTTTTTTCTTTCCCACTGGGCCCCTT 
>Sequence 52 

TAGTTGATGCCNATCTTTNGANGCCNCCCCCGCGGTGGCGGCCGAGGTAC 

I I I I I I 1 1 1111 1 1 1 I I I 1 1 1 GGCATTCTGAAAATTCATGAGGCTGTGTT 

TTAGGTGAGGCTATTTCTTCATTCACTGAACGGGGCACCCAACAGGCTCT 

TAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAA GCA1 II r TACT A 

GTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGG 

ACTCCAATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAA 

AAAGGTTCTTAGAGGGAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGC 

AGAAGGTGCTAACAGGTGGGTTTCTCTTTAGGATGAGCAGGT GGGAT GCC 

AACTGTCAGGCTGGGACCTTTCCCTCCAGTGCTAAAATGAAAGTTTTATT 

CTGGTCCTTTGACATCCACACCAGAAGTCTTGACTTTCCCTTCCGCGGAC 

ATTATATATTTTATTTTTTATTTATCTATTATTTAATTCTTCTATTATCC 

TTTTTCCTATTCTATTTCCTCTGGGGGGAAGG GCCCCC TCGTTTATAAAC 

TGGG ATTA ATTGGTTCC ATA AGG A A A ACTCTA 1 ' TTT\ CT 

>Sequence 53 

CACTTACTGAATTATGTCTTGACTATTATAAGTTATTACTCTATATTCAT 

TG ATCTATATA ATTTTATA 1111111 AC ACCCAACCA AG ATGTTTCCTCT 

CGTTGGCGCGCCAACGGGGGCTGCCGAAGAGCGACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAGGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAATGTATCCGTAC 

CT „ 

>Sequence 54 

ACTTATTACCTACATGTTACTTCTTATCTTTGTTCCTAATATAGTATATG 

TTCGAAATATTATATCATATTTTTGATATTATTTTATTAATAATTTATTA 

ATATTACTNNNNNTGGTGTGTTGACCATTTGGAGCCCTTCACGCGGAGGC 

GGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGAGG 

GACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGAT 

TTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGCCT 

TTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGAAT 

CTATTCAGTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAACTA 

TCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGGCA 

CCGTATAAACnTGAGTTCAGACTTCCTGATTACTCCTGATTTCTACTGGG 

ACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTCCTTAGC 

ATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATGGA 

ACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTTCGCT 

TGGAGGGGAAGATTGTCAATCCTATTACCATAGAAGGAATGGTTGAGCTG 

GGACCAG ilTlTll ' lG ATCAGTGATACCAAGTGTACTGCAGAGATATTAA 

GTG 

>Sequence 55 . 

TCCTCCCCTCC<nTCCnTrGTTACATCATTTATTTATACTCTTCTTGTCT 

TCnTCTCTATTCTCATTACTCACGTTATCTCCTTCTATCGTT^ 

AGTCGTTTATTTITINGACTNCNNNhn^^ 

CCGAGGCGGCGGCCGCCCGGGCAGGTACTTTGCAAAGTGGATGCAGCA 
>Sequence56 
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TTTCGATTGAGACTCTCCGAGGCGCGGCCGGAAGAGCAACCGAGATGAAG 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TT 

GGACrTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTG 

AGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGA 

GTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACC GTGAT GGAGT 

CAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGG 

CGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATC 

CGTACCT 

>Sequence57 

TTCTTCTCCTCGGTGCATATAATATTTTCCTTtTTTCTTACGGTCCGTGA 

GTCTATTTATTGTTTTTATTCITTTTGATCACTAAT^ 

NNTNNAATTCTTTGTCGCTGCACGCCGAGGCACCGATCACTCAGTTTGTG 

CAAAGGAGAAACGGCCACAGGGAATGGGCGGCGGCTTCACCTGGGGATAC 

CTGATGCCGTGTTTGTGGAAGATGTAGATTCCTTGATGAAACAGACTGGC 

AATGAGACTGCAGATACTGTATTAAAGAAAGTGGATGAACAGTACCT 

>Sequence 58 

TAATTTTATCTATTCATATTATTGTTTTTACTCTGCTAATTTATATTTCT 

TTGTACATCATTATTTACTTTTTTATCATATAATATTTATTTNNATTTCA 

ANNATTGTTTCTGTTTCATTTGGAAGCCTCCACCGGGAGGCGGCCGCCCG 

GGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTT 

CACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGTCAGGTC 

CAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACA 

ACCAAATATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAA 

CCCCTACTTAGCTTAGCA1 1 1111 1 1 1 1 CAAAGAGTGAAAAGTGGTCCAC 

GTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATAI 1 1 1 1ATC 

CATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCCTCT 

CAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTA GTATG GGGTA 

GAAAATGAGTGGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTG 

CAATACTTTCATCAATATTTACAATATTTCAGTCCTGTT TACAG ATGGGG 

ATCACATCAGGCTCAACCAAGTTACAGAATTCTTTGGGTTTT TATCT GGA 

CCTTTTA ATTA AA ACTA A A AG rTTTTTTTTI ACA ATATTCCTG 1 1 III A A 

A 

>Sequencc 59 

CACCGCTACACACTATTTTACTCGTAATAGTTTTTACTCATTITCTTCAT 

GTTTTACTCCACACACAGACTCTTATTTCITTATATATATATTTAGATTG 

TTTTACTCTTTCTTATAGTTAATATNNANCCGGGGATTGGCATCCCCGCG 

GGGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAA 

AGACTTTTCTTTGACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCA 

CCATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTC CTCC C 

TAATTTTCTGAATCAGAAATTACGGAGGTGGAGCCCAGCAATCTGTTTTA 

ACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGAGAACCGCTGAT 

CTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAAT TGAA TTCTAGAGAGGT 

TAATTGACTTGTCCAGTCATACAG ATA GGTTCTGTTTTCT ATTA TTTATT 

TATTTATTTATTTTTATTTrATTCACTTTACCCCCCAGGATTCATAGTTT 

TCTTTCTAATACTCC ATATTTG ACTTG AC 111111 AC AAGTTGTAATTAC 

AAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAG 

ATTTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCT 

AAGCAGTAGGGACCACAGTGAATAAAGGTAGAGATAGGTATGTTTAAAAA 

AAA 

>Sequence 60 

GCACCGCACTAGGTGGGATGCTAGCCGGATCCGGACAATATGT CCGC GAA 

ACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGGGGGTGCTTTACA 

TCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGT 

GATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCT 

TTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGA 
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ATTGTATCCGTACCT 
>Sequence61 

TGGACGAATTGTTNCCGACTCACCGCGGTGGCGGCCGAGGTACACGTTAC 

TGTTCCGTCGTATTTTGTAGTCTCTGTTCTGCCCTTTGGAACATCTCTTC 

GGTGTTCCTGTGGGATCTCTCTACTGCATTCTACTTTATGTAATAATCTG 

TTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGA 

GGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAG 

ATCAGGCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAG 

AAGAGAGATGCAGCAGAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATC 

AAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAGGGGTCCAGATGGA 

ACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCTGG 

CTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAAT 

TGACTTTAACCCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAA 

TCTTCCAA 

>Sequence62 

TGGGTCGTTGTCTTNTCCGCGGGGCGGCCGCCCGGCAGGACAATGATGGC 
TGTCAACTTCGTTTGTTTAAAAAAAGACAATTTGAGCAGGACGACCCTCT 
CCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACGTAGGCTCGGAG 
GATGGGTACCT 

>Sequence 63 

TTACTAACCACGATTGGATTATTTACtCTATGATTTTAATTATTGCATAT 

ATTTAATA 
>Sequence 64 

GGGATCTTTTTGTCTTNGNCGGGGGCGGTCTTCCGGNCNGACNGCGGGGG 

GGCGNNGGGCNGGAGGAGAGGAGCGGCTTTAGNAGGGGGGCGCGGGCCNC 

CCCAGCAGANGNCNCCAGCAGCAGNNGNNNCTTTGAGGCNCCANCNCCCA 

CAGCACCGANCAGNGGGNNCCAGCNNCCACCAGGG GACCCNN GGACCCGG 

GCG ACGGCNG ANCC AACNCNG A AGG AGNCNN A A AC 1 "I" I 1 1 1 1CTCTTGAG 

CGNNGNGNNCNCNCCCGCGACCCCGNGCAAAGGAAGCCCAGCNGGAGGGG 

CGGNNGNANNGACGCCCACGGGGGNCACAAACAACCNNNCAAAGGAAGAA 

NNNGCCACCCACCAANCNNNAGCAANACAACANAGGAANCAANACAAACA 

N A ACCGAAAAACGAGGAA AAAAA AAAA 

>Sequence 65 

TTGTGTGTTACGCGCCGG AGGCGGCTG AGGG ACTTTAC mTTI 111111 
nTTTTTl G G AGG AG ATGG AC AGTGTC AGTCTCCTG ATA AGGGGGTG ATG 
GGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTG 

ccctgtccactgcagtcacatctcccaatactgaaggatcctgagaatac 
gagcgggcatgacacttactcacgtcattcaccatnctcgttgtgcctgc 

CCG 

>Sequence66 

CTGTTTGCTACACGCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCC 

CTAACTTCCTTGCTATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGT 

GTGTATGTGTGTGTGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAAC 

ATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATGACAATTTC 

ATTAGACTCCrATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGT 

ATAAAATTCAGATCTTGACTGTTTTCTGGGGATAAAGCAAGGCTTTACAA 

TTTAGCAGTCTGTAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCC 

TTAAGTGTATTTTTGTGACCTAAAACATGAACrcAGGGTTTCCAAATTCC 

TAACAATGAATAGTG 

>Sequence 67 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 
ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 
TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 
GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
>Sequence 68 

GGGCGGGCGCTGACTTGGCGCTTGCGCATGCGGGAACTCGGGCCTGCCAA 
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GTGGATGAATGGATGGCGTCACGGCCCGGGGGAGAGCCGGGGTGTTGGAC 
GGGCCGCTGGTGGCGTTAGCTGGCTGACTGGCTCGGGTGGGCTGCAGGGG 
GCCGATGGCGGGTGGCGGAGTGACTCTGCCTCGAAAGCGGTAGCGCNGAG 
GCGCCCGGATGGGGGGGGGGCGCGGGGTGGTCGGGGAACGATGCCCAGN 
>Sequence 69 

GGTCCCATTTCATCTTGCACCCGCATACCAGGGATTGTTGCGAAGAATCA 

GTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGAGGTAAATTACTT 

AGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAAAA 

AGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCC 

TCAGGTTTGTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGC 

ACCAGGGACAGCTCTGTCAAATTAACTAGGTTGAAGAAAAC TTTGT CACC 

TAAACCATGATTGTTCAACAGGTTTCCATCTAGAACCAGGCGTTTTAGAC 

TAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGATATGCGATTATCA 

TCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTGCT 

AAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGA 

ATGCTCCCTCTTCTATGCTAACTGCAGAGACAGAGTTGTCATCTAAATGT 

AATTCTTCCAGATAGGGAATTTTTGAAAGTGAATCATAAGTGATAGTCCT 

TATGTTATTTTCTTGCAAATGTAACTCTTTTACATACTTTTGGGAGGTTG 

GTAGGGAATTCATTN 

>Sequence 70 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCT 

TTGGTTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATAC 

TCAGCCACACAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGTTGAAC 

AGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAAT ATGCT GGA 

CACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAG 

GTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 

TTGTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCC AGTT 

CCAGAATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTT 

GTCATGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTG 

CAAGGGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

TTCTCTCTGGATTGAAGATAGGAAACCAGTTTTGTGGCACTCGTCTGTCC 

TCACCTTGGTTTGGCAGCTTATGCTTGCTCACGGTTCCACAGAGCAAAGA 

TTTTTCTCCACCGATCCCGGGGTCTGGCCGACGCCTCTGGGTGACAAACA 

GACCTGACTAATTAGAGTTTTTTCTTGGCCCCTTTTN 

>Sequence71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAA 
TGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAA 
AAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCA 
CAGGGATTTCACAGGC 

>Sequence72 

AGGTACATATATCATTTATTCAAGAGGCAGATTTTAAACGTTTTTGTAAA 
AAGCTAAATAACACCCAGAGTGACTCAAAAAATTTCTCAACTTTGCCCAA 
GTGAATAGTAAGTCTAGAGTTTTTTGGGrrirriirriG 
>Sequcnce 73 

GCGTTTGGAGCAACACCGCGGNGGCGGCTGGNNGNTCTACCGCCCCGAAG 

CACACTT^GCACAAAAGGGACTTTThn^GATGGGTTATGCNNCG CCCT 

GNCCAGCNGGACCANCNATTTTTTCCTCCTCCTCTGAGNCTGCCTT^ 

AGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATA 

TTCATGCAATGGAGGNGNANCTTTITCTTlTn 1GGTTTGGGNNGCGCNA 

CGCGCCCNAGAAGAACNCACGCCCCAGNAACGGGGGCGGGCAGNACCNGC 

CCCGGGCGGCCGCNCCAGAACCAGGGGGACCCCCGGGCGGCAGGAAANCC 

AAAACCAAGCCCAACGAAACCCGGGGACCCCGAAGGGGGGGCCCCGGGAC 

CCAGCNNANGGGCCCCAGAAGGAGGGGGAA 

>Scqucnce 74 

NAATATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGTGAGAA 
GAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAAAGTAGC 
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CCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGCTTTTA 

TTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCA 

GTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCT 

TCTTAAAAGTAAGACTAGGTGCTTCCTGATTATATATTCAACTGCCTGGA 

AGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAGT TCAAACA TATT 

CTTCCTAAAAATGCATTTACAAAAAATATTAAGATTGTGTTTTTTTGGTT 

TGGACmAAAAAAAATTGTTTTCAAAACCATAATTGGGGCCTACCCCAA 

AATGGATTCTCCTCCCTACAGTGGGGATTTCATTTTTCCAGTCCCCACCC 

GCTTTTTAATTTTTGATGACCTGCACCTGGTTGGGGGAGCCACTTGTGGG 

CCCTTAAAAACCAGCAATCCTTTTTGGCCCTGGCAGTGTCCTAAAAAGGG 

AAAGGAACAAGCCCCTTTTGGGAAGGAAAGGGAGTTAAGCCCCGGAAGGA 

AATTTTTGCTTGATAAAAAAGGATAAAGGTGGGTTTGTGCCGGGAATTTA 

ATTTGGTTTTGGGTGGCCTCCCCCACACACCC 

>Sequence 75 

TAGGTAGCGACTCCCCGCCGTGGCGGCCGAGGTGCGCGGGGAGGCGTTGT 

GGGAGG AGGTGCGGGG AG AG AGG A AGGGGCCTGTGC ACTG AGCAGGCATC 

AAACATTAGTGGATGGCCTTGCGTCTCAATCTGCAG TAAAGA GGAAACTA 

ATCTGAAAGGGAACGATAGGACTGTGTGTCTTTTTATTTTTTAAAATACG 

GAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGT 

CGGTGCTGCAGTCGTGACCCAGGCTGA 

>Sequence 76 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGG 

GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 

TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGAAAATATA 

GACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCCT TTAC CTTTTA 

GTGCAGTTTTCTTTTTCACATTAGGCTGGTTGGTTCAAACTTTTGGGAAG 

CACCGGACTGGTCAGTTTCTTTTGGGAAAGTGGGGTCATCG CATTTCC TG 

CAAGGGCTTCTCCTCCTCTGGTCTTTTGGGAGAACCCGGGGCTTTTTTCA 

CGGGGCTTTAGGGAACTGGTCAGGCTGTTTTCAACCAGGAAG 

>Sequence 77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGG 

CTTCTAGTGAGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTT 

GTCAAGAAAACCACATTAATTAGGTACCCTGGCCGCTCTAAACTTATGG 

>Sequence 78 

ATACCGAGGCCGGGAAGGCAATATAAGATGTATAAAGCCCTCGGGGTTGC 

CCTAAATGGAGGTGTAAGCTAAAACTTCAACATTTAATTTGCCGGTTGCC 

GCCTTCACCTGGCCCCGCCTTTTTCCAAGTTCGGGGAAAACCCTTGGTTC 

GGTGGCCCAAACCTGCAATTTAATTGAAAATTCGNGGCCAAAACTGCTCC 

CGGGGGAAGAAGGCCCGGTTTTTGCCGTATTTGGGGGCCGCCTTCTTTCC 

CGCTTTTCCTTCGCTTCAACTTGAACTTCGCCTTGCGCTTCGGGTCCTTT 

TAGGCTTGCGGGCCAACCCCGTATTCAAACTTAACTTCAAA 

>Sequence 79 

GAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACA 
GAGGCAGTTCCAGATTTCAACTGGTTCATAGATGGGCGGGAGAATGAAAA 
CAGATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCCGCCG 
AAAGTGACCGATGTCCTTCCATATTGTTTACAGTAATACACTGCAGA 
>Sequence 80 

GAGATGCCGGGGGTGCCGATATACTGTGCAGAGGTAAAGGATATAGTGGC 
TACGATTACGGCCTCTCT 
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>Sequence81 

TAGATAGCTCCCGCGGTGGCGGCCGAGGTACAGGCAAGCCCCTAGGTGTG 

GACCAGCTGAGGCAGGTGGGCAGATATGCAGAGGGACTTGGGGCTTTGCC 

AAAGGGTAAGCACAAAGAAGGAGTCACGGGTTCTGTTCGAGGC ACTGT TG 

GGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAGCATAACTTTGT 

GTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGC 

CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAA 

ATGGAGAGCAGCAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAG 

GTTATACCACCACTGCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAAT 

GCTGGAGAAAGCTGCACCCTACAGGCAACCAGCACTTTAAAAACCACTCC 

AGGCAAAGTAATGGAAGGAAAAAAGCCCTGCTTTTCAGTAACCTGGGCCT 

G 

>Sequence 82 

GACACCATACGTCTCTGTGTATGATCTCNCTAAGTCATATCGTGTAACGT 

GTACACTTACTCATTCAGCATATATNTCAACGTCAACTTCTGTTTCTCTC 

AGGTTATTATTTCATAACTACTTATATCTGTTTCACATCAGTAACATCGT 

CATATCTCTACGTCTTTAGTGATCTATTGTATTTCTAAGAGAGACTCCGG 

TGGCGGCCGAGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGA 

CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAG 

GTGCCAGATGTGACATCCAGATGACCCAGGCTCCATCCTTTCCTGTCTTG 

CATATTGGAGGAAGACAGAAGTCACCCATTAACTTGGCCCGAACAAGTTC 

AGAAGCATTTGCCCAGGGTATTATGTAATTGGGTTTTCAACCAAAAAACC 

CAGGGTATAAAGCCCCCCCTAAAGGCTACCTTGAATCTTATAGCTTGCCA 

TTTCCAGTTTTGGCAAAAGGTTGGGGCGTTCCCCCAA TTCTAAG GGTTTC 

AAGATGGGCCAAGATGGGATTCCTGGGGGACAAGGATTTTTTTACCTTCT 

TAACCCAATACAAGGCAAGTTCCTGGCAAACTCCTGGAAAAGAATCCTTT 

GCCAAAACTTTTACCTACCTTGGCCCAAACCAGGGAGTTTAACCAGTGTT 

TCCCCCCTTTGGGAACCGGTTCCGGGCTCGCCTTTCTAAGAAAACTTAAG 

ATGGGAATTCCCCCCCGGGGCTTTTGCAAGGGAAATTTCTGATTATTCAT 

AGGCCTTTAATTCGAATACCCCGGTCGGAACGCTTTGAGGGAGGGGGGGG 

CCCCT 

>Sequence 83 

GATGAGTCGAGTGGCGGCCGAGGTTCCTTGTTGCAGCTCTTTATTTCTTA 

GTCCCACTCCCCCGAGGTAACACATTTCTGCTTTTTTAGCTGTTTCCTCT 

AGTGTAGGTTCACCTTTCTAATTTTTGATTCAATCACTTAACC ACCG TTA 

CATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTTCTT 

TTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGA 

TGACCTCTTTTTAAAATTTTCTTAGTATTCTATGT AACTATT ACCGATCT 

TTTCCCCACACACTTCAAAAACTTTTTAATTATAATTTTTTACATAGCCC 

TTAGCACAAATAACCAATCC 111 1 11 111 1 CCCAATA AAAAT GTGCCTTT 

CGTAACCITrGTCCTCTTTCTTTTACCTGGAATATTGCTTTT TAAGG CTG 

TTGTGCAACTTAGAAACTTATTTCTTATTATTCTGGGGrriCI 1 1 1CCCT 

TTTTTTTGTCCTGGAATCCCTTTTGCCGGAACCT 

>Sequence 84 

CTCTCITTTCCTCTTCTACTAGTACATCATACTAGAGTATCTNTGTATTT 

TCACACTGATANGGTAAATCTGTAATAACATTATTCTTTATAATGATAAT 

AATCTAATTCATGATCAATTATCTATAGATCGAATCTATACTCTTACATC 

TCGACTCTACGATACTTTAATATAGAGATGACTCCCGCGGTGGCGGCCGA 

TGTACTATGGCCTATATGGGATAGAAGGTATTTACCACGCACACAACAAA 

CGCAGTTCCATATTTTAACTGCTGATCATATGGCGGTAACATGGGGACAr 

ATGGTGCAACCACACTTTCATTTGATTTAACACCTTGGTAACCCCCGGCC 

GCTCCTAGAAACCTAATTGGATCCCCCCCGGGGCTGGCAGGAAATTCGAA 

TATTCAAAGCTTTATTTCGATTACCCGTCCGACCCT TTGTA GGGGGTGGG 

GCTCCCGGGTAACCCCAAACrTTTTATGGTTTCCCCTTTTTAAGTGGAAG 

GGGGTTAAAATTTGCCGCCGGCTTTGGGGCTGTTAAATTGAATGGGCTAC 

AATTAGACCrTGTTTTTCCCCTTGGTGTTGGAAAAAATTAGGTTTAATTT 
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CCGGCTTCCAACAAAATTTCTCCACCACCAAACCAATTAAACGTAAGCCC 

CCTGCGGGAGGCCAATTAAAAATGTTGTTAAAAAGACACTTGGGTGGGTT 

GCCCCTAAAATTGGAGGTTGAAAGCGTTAAACC TTCAAG AATTTAAATTT 

GGCGGTTTTTGCGGCCTCCAACTTGGCCCCCGCCTTTTTTCCACAGTTCC 

GGGAAAAACCTTGGTTCGTGGCCCCAGCCTGCCCATTTAAATTGAAATAC 

CCGGCT 
>Sequence85 

TTGATGTGCTCACCGCGGTGGCGGCGGGTACTTATATTACATTATGCTAA 

AATGCAAACATCTTATGCTAAATGTTATATTTGGGAACAAATTGTGTAAA 

TATACTGATGACGTCAATGGATCATTACAATTAATGTAGGT GCCGTG GGC 

AGGAAAGCTAACTTTAGCTG A AAGCATCTG A AACGTGCTTA'I "1*1 " I ' r A ATG 

GGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAA 

ATATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACT 

AACCTGGCATGCCATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGC 

AAGGATGGCATTCAAGATTTCATTCCTTTGTTCCACGGGGAGGCCCCTTT 

CTTTTAACTTCTTGAAAGCAACATATTTGGCAACAACCCTTCATTTTTTT 

TCCCCGGTGCTTTACTGTTTAAGCCCTTGGG 

>Sequence 86 

TGTGAGACTCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTC 

CATCCACCGAGGCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCC 

CTGCTCCCGTGACAGCTATCTCACCAGCTGACACTTTACC ATATC TGGCA 

ACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCAG 

GGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCA 

CCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAAC 

TCTATCCTAGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTT 

GCCTTCCTGAACTGGAGAGACCAGGGTAGAGATACAGC CAAA CTTATTCT 

GGAGGACTTCACACAGCTGACGCTCATTATTGTTTAAAATTTTGAAGTCA 

TTGTGGTTAATGGGAAATTTGCCAACTATAGTTTTCTCCAAGAGCACCAA 

TCTCTGAlll I ICATG 

>Sequence 87 

GTCTTCACTTTTACTTTGTTGCTATAAGTTTTTACTTACTTTTCATATTA 

TTGCGTTTATAATTTGTTTTATTGTAGTTTAACTTGCGTTGTTACTTATT 

TATATTATTGTTATATTATAATAATCGACGCTTGACTCACCGCGGTGGCG 

GCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTG 

AAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGAC 

TGGCTGGGCACGGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGG 

GAAGGCCGAAGAGGACAGATGATCTTAGGTTTGGGAAGTTGGAAGACCGA 

GCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCTCTACTTAAAAATAC 

CAGCAAATTTAGTCTTGGGTGGTGGTTGGGTGCCATTGCCCTATTTAAAT 

CCCCAGCTTACCTTTGTGAAGGGGCCTCCGTGCAGGGAGTAATTCTACTT 

TGTAACTCCGGGGGAGGGCAGAAGTGTTTGGTTGGGTGAGGCCCAAAAAT 

TTGCCGCCCATTTGCCACTTCGAAGCTCTGGGGCAAACAAAGAAGCGAAA 

TATTTTTGTCCTCAAAATTAAAAAATAGATTTTTTATATTTAGGGGTTAC 

CCTGTCCCCGGGGCGGGGCCGGTTTTTAAAAAACTAAGGGGTGATTCCCC 

CCGGGGCTTGAAATGGAAATTTCGATTTT 

>Scquence 88 

TCGGACCGCTTTCAAGNTACAGAGGGTGGGCCGAAAACCCCCGACCAGGG 

ACCTTATTAAAGAAATACCAAGGCCCCGTTTTCCCCTCTGGGGAAGCTTC 

NCCTCCGTTGCGCCTCTTCCCTGTTTCCCGACGCCTTGGCCGGGTTAACC 

CGGGATTACCCTGTTCCCGCCCTTTTTGTTCCCCTTTCCGGGAAAGGCGG 

TGGCCGCC T TTTC I I CAATAAGCTTAACGGCCTGGAAGGGTATTTCTCAA 

AGTTTCCGGGGGGTAGGGGTCCGTTTCGGCTTCCCAAAGCTTGGGGCCTT 

GTGGTTGCCACCAAAACCCCCCCCCGTTTTAAACCCCCAACCGCGGTGGG 

GCCCCTTTATCCCGGGAAACC 

>Sequence89 

CGGTCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTC 
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AGCTCTGAGATCTGAAGGTCAGCATGCTTACGCTGGGCCTCACATGTGTC 

AAAGTGATTCTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGTT 

TTTCCCCATTCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAA 

TGTGCnTCTTCTTGT C 1 1 1IU1 1 1C CATGCACCGTTTCACTTCCTCTAA 

CTCAAATGCCATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGACATTT 

GCTTCTCCAGGTCCTGTTTTTTCCGCTCAACCCCTTTCCTTAATCTTCAG 

ACCTCCCCTTGGTCAACCTGATAAGTTTGAG 

>Sequence 90 

AGGTACGCGGGATCACAAAGCAGACAAACAGGAAAGACTGAACCATCTAT 

TTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATCTG TAATC 

TCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

AAAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAAT 

TCAGTGTGACACAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCA 

GAGTTCTTTCATCTGACTTTGCTGACATTTCCAGCAGCTGTATATTTAAT 

TCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAAGCAG 

GCATCCTTGAGCTTCTTCTAGGAACATATACAGATGTGCACAAAATTTTC 

ATTTATTCAGTN 
>Sequence 91 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGC 

AGACAAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTC 

AATTGGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGAT 

TTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAA 

GAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGA 

TTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTG 

CTGACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAA 

ACTACAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAG 

GAACAAATACAGATGTGC 

>Sequence 92 

NGCGCTTAGGAGCNNACGNCGCGCGNGGCGGCCTGNCCGNNCNGTCGCAG 

CCCCANGAGGNCACCAAGCANCCANCACCCCTACCGNGAGNNGTGAGGCA 

ANGGCCGCCAGGCAANGGCACANCAAAANCCGGTTTTCNGCNNNGAGCAC 

NGNGCACCCGAGAAAACAAGGNCNCAACNACNGA CNGGCCAAGAAG GGGC 

CCGCCCNNGGCCAACNNCACCANACAGNNNAGAGC1 , 1 , 11 , 111 1 1 1 1 IGGT 

TTGAGCACCGGGACTATCCTCTTGACTACAAAGTACCT 

>Sequence 93 

GCGATTGGAGCAACCCGCGGNGGCGGCCTGNCCGCCGCTACNNNAATCAN 

GGAANCNhn^GCTNhnWGNCCAGATGCTTTGNCGNTTCTTTAGACACAGNG 

GCTNNNGCAGNNAAACCCNACGTTTAGAACNGGGGGGCAGACCCCGAACG 

NCNAGAACAGNGGACCCCCGGGCGCAGGAANNCGAACAAGCNAANCGANA 

CCGNCGACCNCGATTTTGTTTTTTGGCGGAGCNNGNGNGCCCNCTCCCGA 

GGGAAAAAAGCGCGCTCNGGCGAAGG 

>Sequence94 

TGCCCGGGCAGACACAGCTCCATGAGGTCACCAAGCATCCCATCACCCAT 

ACCGGCAGTTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCG 

GGCAGCGTCTTGAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTG 

ACTGGCTAAGATGGGGCCTGCCCTTGGCCAACTTCACCATACAGTTTAGA 

GCAATCTTTAAAGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAG 

TACCT 
>Sequence 95 

AGGTACCTGTATGATAACATTGCAGTCAAACATATCTTGTG ACAG GACAG 

TTTTTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAA 

CTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCT 

GCTCCTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCG 

AAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTA 

TAATACTGTGTGTAACCTTTTGCATATTTTCAGAAAAGAAACCAGTAAGG 

TGGGTTCAGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAG 
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CCCATTGAAATGTTGATAATATAAGGGATGCATGAATAATAATTTTTGCT 

TCTTTN 
> Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACA 
CCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCT 
CTCCCCGCGTACCT 
>Sequence 97 

GTATGTCGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGG 

AGCCCCCTTCAGAGGGGCGAAGAGCAGTATCTTCAGAGGCCATCCAAGTT 

TTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGA 

CAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGT 

TTGGGATGGAAAGAAATCGAGAATTGGGCT 

>Sequence 98 

GGTTCGATGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGAT 

GGCTTCAAGATGATTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTG 

GTTTGATACACACTGATTACCTTCTTCCTTTTTTATTCTCTGGCATTTCT 

CCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTC TTTT CTTCTG 

CTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTC 

TTCTTACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCAT 

CTAGATATTTGTGATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGT 

AGCATCAGACCCACACTTTCAACTGTCCACTAGATAGCCTCACTTGGATG 

CTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAATAT 

TAATAGGAAAAAATATTAGATTTTTATCTGATGTTAATATTTCTATGTGG 

CATGGAGGACTTCACAGANAAAAGTGAAAACTCTAAAGCAGTTAGATTTG 

AGN 

>Sequence 99 

TCTCTTACACACTCTATATGCATATAATTACAATCCTGTTTATATAGTAT 
CTTTCTTAGTATATACTAACATCTATTAGTCAAAATATATATATATAGAT 
TATACTAATTATCTAAACATCCNCANTAAAGAACAGTTTCCATTCGA 

>Sequence 100 

GGCGAGGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTTTTT 

11111 1 1 1 1 1 1 11 1 1 1 1 1 1 AAATATGTTTTA ATATGCATATCATCCA GGC 

AGCATAATGTTATATTTCAAAGACAGATTTATCCATTGAATTATTGTTTT 

TAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTTCAAGAAT 

ATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTC 

TCAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCA 

AATTCGAGGCAGCTTAGTTGAAAAAATTTGAAACAGCTTACTGAATTCCA 

TTTGCTGATTCTGGGGGGGCTTCCCCAATGGCATGTGTGCTCCTTTGGAT 

GCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCGACTGGGAGTTG 

GGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCT 

CCTGCTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTG 

>Sequence 101 

CTCTTCATTTACACTCTACTGTATTGTT ACTA TAATATACTT ATAT ATCT 

TTTCAGTCTATAATTTGTATCTTATAAATTTTATT ATTCG TACTTTCTAC 

TCATTATTATATATATTACATATTAATATTTAATATTTTAGTTAGGAGCT 

CACGTGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTC 

TTTAAACTCTTGACCTCTGCAATTCATGTTGTGAACATGAAACTTGTCTA 

TCACCAGCCTCTTCrCrGCATTCrcrTTCCCTCCTTGTTATGCTAAAACT 

TGTGATGGCCTCTGAAGATACrGCrCTTCACCCCTCTGAAGGGGGTCTCC 

TCAGGGGAAGGTACCT 

>Sequence 102 

tcgaggtaccataataatgcaattaacaaaatccaggatttaaggatttc 

tataagattaaaaaaaaaatgaggtggtgtcgagtggggagagaaaaaag 

caggaaacaaaactggtgagaggaaatgaccccctgatgaaagatcttaa 

acaccaggctgaagattttagatttctacctattagaaatgaatattcac 

tgaggtttgatgaagagtcactgaagtgtcacaaagaaaacaagatttga 
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GAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGA 
TTAGAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGG 
GAGGGACGCTGGATGTGAGCAGC 
> Sequence 103 

TTCGACGCGAGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTT 

GTTTAAAGCCTCACCACTGACCAGGAAGTCTTGATAGAGCCATCTAGTAA 

TTCTTAAGTCCTACCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCAC 

AGCTTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTC 

TCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATT 

TTTTCTAAAAGACATTTGTTCCCAATGTTCCTCTGACTAAAGTTCCCTAC 

TTTGGGACATTTGCCCTTGGCACCTCAAGGGCCCTTCAAATACGGTTGAG 

ACCGAAAATTTTTTAAAACTCTAAAACAACCTTTG AAAAATT GAATTTGG 

TGTA ATTCCGCCCGGTGG AAG ACCCCCCCGCCCCTC IT1 T 11 GGGGCT AT 

ATTTTCACCTTACCCCCGGGGGGGGCGGGGTTCCCCCCAAAAATCTCAAA 

TTCCCTTATAAATTTTCAGCGCGTGGACACACACTTTCTAAATCGCGCGC 

GGGGTGGGGCGGTCTATTTCTTTCTTCTCTCTTCTTCTTGTGTGGGGGGC 

CG 

>Sequence 104 

TCGAGTGGATGAGCTCCCGGGGTGGCGGCCGGGACACGTAACAGGGTGGT 
TGCATGCATTCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAG 
>Sequence 105 

GACGATGTGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGG 

TATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCCG 

AAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAA 

TCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTG 

TGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTTTC 

TGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGAT 

TCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTT 

CATGGCCCAACTTTGCAGAAAAGGATTTTTCCTCAAAAA AGAA ATTAAGG 

GGGGGTTTTTTTATGGGACCCAAAAGGCGTTGTGGCCAGTTTTAGTAATT 

TTATAAGTTTTGGGACTCCTCTAACACCTTTTTATAAAGCGCCCCCTTGG 

GTGGGGGGGGTTTATTTTTGGGGGGGGGGGTAAAAAAAAAA I'll 1 1 1 T 

>Sequence 106 

TTTTGCGTGAGCACCACTCGTCCGGTAGTGGGCAGCGATCAGGGCTGGGG 

CTCTTTCCTGAGTTGTGTCAGGTGAGAGATTGTGAGAACTTGGCTTGCAG 

GGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCTCAAAGTGA 

ATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAAT 

TATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGC 

GTCTATGTGCAGCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCA 

CTCTTAATTTATGGGCACAATTTAGTTTCTTCCACACAAATTTAGGCCTT 

AACTCTTTTATTTTTTCCTACAGTGGGGGTTTGGAGTAATATTCATACGG 

CATGGACTTTACCAAGATGCKjGTATTTAAGTTTACAGTTTACATCCCTGA 

TACCTCTCCAGACCGTGACTGTCCAGTAGTTGGAGGACAGTCTGCTTTAT 

TGTGGTCCACAG 
>Sequence 107 

TGTTTTTGTGGTCACCACGCGTCCGAAATAATTGCAGAGAAAGCTTGCCA 

ACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTG GAAGT TGA 

TGGTCATGAACATACAGTGTGATAACCTATCTGCCCT CTTGA Cci 1 1 iCT 

AGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTT 

CTTGGAAATAAGGAAACATCAAGAATAATGTAAAAGCCTCATATACAATA 

ATGAATAATAAAGAATAATGTGAAGGCTTCATTCAAGGTTGGGGTTTGCC 

AGATACATTGCAACAAAATGACAGAGCAGCCAAGGTATTTAGGATAGTGG 

CCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAGAGTG 

AAAATGAATAAAAACTAATGGATTGGTTCAGTCGAATAGCAGACGGCACA 

ATGGCCCATGGCCCGTTAGAATAGGGACCCAATTAAATGGAGACCAGTCA 

AGTGGGGGGGATCAT 
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>Sequence 108 

TAAATGTGCCCACCGTCGAATGGATTCTACATCAGGTGTCTGTGCCTCGC 

TGCTGAAGGATAACCCAGAGTGCAAGGTCATCTTTGTTGCTGAACAGGGC 

TGGACCTGTCGCACTTAAGCACACTTAAAGGATTCTATTCTTCATTCAGG 

TCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTCCTAGACTTC 

CTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTA 

TTCCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATAT 

GAGCTAAACCAGTTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTA 

TTTTTTTTTTTTAATTCTTCTAACGGTATTTCTAGCTGTACATTCCCAAA 

GGAATGGGTGGAAGCAAATCGATTCTGGAAG GGTCAA TGGTCTTCCAGGT 

TAGGGAGAACCCAGTCCAAGGGCCGGGGACCTTTTTTCTTGGAAGTGCTG 

AAACCCGAGTTTTTC 

>Sequence 109 

GAAAAGATGTGGAGCTCCCACGCGTCCGAGACACTTCTCTGACTAACCAT 

AGACTATGTGGAAAATGGTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCC 

CTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTTGAGATTAAT 

GAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACG 

AACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCT 

GGCCACAGAGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTT 

TATAGGTTTAAAGACCAGGTCTGTGTTTTGATAACTGAACTTGCTAATAG 

CTGGCCACTTGAGTTGCTTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGA 

GATTCAGCC AGTAATA ATGGG AAGAGCTGCA AATG ACTTCCCCAGTTGGG 

AGTGCCTGCTTGTTTTTCCTTCTGCCTGGGCATGCTGATGTGCAGGCCAC 

ACTCACAGACTTACACGTCTGAGGAGATAGCCC 

>Sequence 110 

TGTTTGCACGCCGTAATACACTCCTCTGTTTTTACAGTGCTGCCTGCACT 

GTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAGATTA 

TAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCAT 

GGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCA 

TTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTT 

CTCCCACTCTATTATATTGTCAAAATACATCTGGAGACACTATATAAACT 

TTTTCTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGCAT 

ATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTT GGTAAT TTAATAAA 

TATCTTCTTTTTACAAATCATATAATTTTTGTTGTTGATTTTTTAGAGAC 

AGGAGTCTTGCTATGTTGCCCCAACTAGTTTGGAATGCCTGGCTTTAAAG 

GGAATCTTTACCTTAGCTTTTTGAGTAGCCGGCCTACA 

>Sequence 111 . . . 

GTTTGAGGGCGACCACGCGTCGCGGGATTGGACCGACGCAGCCATGGTAG 
GTCCAGATCCCGTAGAAGGGAGCGGGGTCCCATAGGTTACGGCCGATTCC 
TGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 
>Sequence 1 12 

GTAAGAGGGCGCGTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCC 

ATGAGGTTGGTCTGGGTGAAGAACGCATCGATGGCGGCACGGGCCTGTTC 

CGGCACGTAGACCTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATG 

GCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCCAGTCAGGC 

AAGGTCTCGCGCACTTGCACGCCGGTGATGGCGCGCACCTGGTCGTTGAG 

GCTTTCCAGATGCTGGACGTTGACTGTGG TGAA TACGTTGATGCCGGCAG 

AGAGCAATTCCTGAATGTCTTGCCAGCGCTTTTCGTGGCGGCTGCCGGGG 

GCGTTGCTGTGGGCCAGTTCGTCCACCAGCACCAGGTTGGGCTTGGCGGC 

G AGCAGGCCGTCT AGGGCCA 1 " 1 T 1 CI ' 1 C AGC ATCaC ACCGCGGTATTTGG 

AGCGCACAACCGGGTTTTGTGGCAGGCCGCTTACCAAGGCTTTCGGCTTG 

GCGCGGCCCTGGGTTTTCACCACCCCGG 

>Sequence 113 

GGAGATGTCGCCACGATCGGGCGCGGCCAGCCGACTGGACCCCTTAGCCT 
CGAGGCCTTTGCTGAAGCTCATGTGAGGGGGCGACTGCCCCTGACAGGTG 
TTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGGAAGAACGGGA 
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GAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTTCTGGACTGC 

AAAGTCATTGTCAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAG 

GGTCCCGGCGTGTCGTGGCTGCAGACCCTGCAGACCCCTATGAAGATGGT 

CCTGCCTGCCTTGCATCGGGCCTCTAGCTAGGGACTGTGGTTGCAGACGT 

ATTTCTGGGACTGAGCCTCTGGTTAGAGGCCAGTGGTGAGGGAAGAGAGA 

CCATCAGAGAAAAGAGTGGAGCCTCGGGCTTGTTAGCAAATGGCAGAAAC 

CCGACCCTGCAAGAGGAAAACATTG 

>Sequence 1 14 

TGGAGATGTGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAG 

CAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAG 

ACGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCT 

GTCCAGCTCAATTCCTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTT 

GTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTT 

GACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGG 

CTCATGCCTGTAATCCCAACACTTTG 

>Sequence 115 

TACGTATGACTCACCGCGGGCCGGAATCGTTGTACCAGACCAGGCCCCCA 

GGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAG 

ATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGTTA 

GTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAAC 

TCTATCAGGGTACCT 

>Sequence 1 16 

GGTGATGATGAGCTCACCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTG 

TGGACCAGGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGAT 

CTTCACGTTGCGCCCGCGGATCTCGCGCATCACCTCCAGCCCCGTGGCAC 

CCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACGCGCGCGGCGC 

ATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 

GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCAT 

ACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTC 

TTCGACCATCGGGCTGTAGCCGAGCAGGGTCGTTGGGCGCGGGGGCTTCG 

CGGGGCCGNCGTTGGTGTCGGGGGCCCGGGGCCGGCGTTCAAAACCGCTT 

TTGCAAATTCTTGGCGCGGGCAAGGTTGGTCGCCAACAACGACTGGGGAA 

TCGGGCCGCTCTTGAAACAGGGTGGGATC 

>Sequence 117 

GATGATGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTC 

AGGACTGTCTTAAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAAC 

GTCAGTTGCTGGCTTTTCCTAAATTTGTCTTCTACCTCAGATCTAAACCA 

TTTGATAACATTAGGGCAATATCATGGCAA TCGTG GCCCAGTAA AA'CCA T 

AGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTT 

CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGT 

GCGTGAAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGC 

ATGAAAAATTTCTATACACTTAGGAGG GCTTCT AGGAAACAGGAAACGAC 

AAAAATGGAATGGGCTTCATTCAAIT1T1 1 111 AAAC ACATGCCTTAC AG 

GTGAGGTTCTTGAGGGGCCTGGAGAAGAACACCAACCCTTTCAGCT 

>Sequencell8 

TGTAGATGACTCACCGGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAG 

CAGCGGACGTGAGCGATAATGGCGGATATGGAGGATCTCTTCGGGAGCGA 

CGCCGACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATCTGACTCAG 

ATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAA 

AGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACT 

GTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTG 

ATAATCACTCTGAAAGATCAGACAATAGATCAGAAGCTTCTGAGCGTTCT 

GACCATGAGGACAATGACCCCTCAAGATGTTAGATCAGCACAGTGGGATC 

AGAAGCCCCTAATGATGATGAAGACGAAGGTATTAGATCGGATGGAGGGA 
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GCCATCATTCAGAACGGAAGGTTCTGAAAAGCACAtTCAGATGATGAAAA 

GGGGGCAGAGAAATAAAA 

>Sequence!19 

TAAAGCGACCGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACG 

GTCCCTGGCCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATA 

GCCGCTGCTTGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGA 

AACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGT 

GCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACA 

ACGTAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAA 

GAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGA 

TGAAAATCTGGTGGACAGGTCAGCGGTGGCAGTGTACCTGCCCGT 

>Sequence 120 

AGACTGACCGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATG 
AGACCGGGAGCTTTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTC 
GTTTCAAGAGCTATGGGCATTGTTTCACA 
>Sequence 121 

TGATTAGATGAGCTCACCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTT 

CCTTGGTGTAAGGCTTTAACAGTTCCCACCTTTCAGCTGCC TGGG CATTG 

ATTGCTCACCTACCACTATGACTAGATATGATTCCATGTGCTTTTGACTA 

GATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGTAATAGTTACT 

GCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTC 

AGCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTTTAC 

AATTCAGCTATTCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTT 

CTTTCTGTAGTTGCTCTCTCTCCCTATATTCTGTTGTATTTTTTTCAAAT 

AACTTATTACTATCTCAAGTAAAATTGTTTTATGTTTTGTTTTTATCTAC 

CCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTACTTTTCCCAA 

ATCATAAAGTTTTTGGGAATCTGCTGGTTATTA 

>Sequence 122 

AGGTACACACTGGATCTCCTTACTCATTTTTAACCCTGACTGGGACACCA 

GAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 

CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCAC 

TGGCnTTTATTATTAAATTGAATGTTGGCTGGAAACAATTTTAACCCCAA 

ATTGTGACAAACAAAACTATATGGAAAAGGTCCCTGCCCG 

>Sequence 123 

GTTGATGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAA 

CTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCC 

CCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCG 

CCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGC 

CAGAAAAACGTTTCAAATATTGGAAAACCTT ACTTTTT TCAATGAGCATT 

TTTGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCC 

AAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACA 

GCCAGGGGTGGTGGGGNGGAAGGACATTTTCCAGCACTAATTAACAGGTT 

TTATGATTCACTAGGTTGGCCCAACTACTGTTCTCACCTAATTCCCAGGC 

CAGCGTGTCAGGAGGCCAAATGACACTNTCCAGTGCAAGTGCTTGTAGTA 

TGAAGGGGGCAGAGATCACCTAGTGACCA 

>Sequence 124 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCC 
>Sequence 125 

TTAGAGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGACTTT 

CATTCAACAAATATTTATGCATCAGCTACATGCGAGGATCTGTAATAGAT 

TCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCAT 

TCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAA 

CTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGGAGAAGTGGAAG 

GAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAACATGTAAGC 

TGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAAT 
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AAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAG 

AACATGATCATCTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATT 

ATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGCCAGATCACG 

TAGAGCTCTCTAGCCTTTGGTAGAAAAGG 

>Sequence 126 

TTATGATGATTGAGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTG 

AAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGA 

CTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGG 

TCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTA 

TTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAA 

TTGCTTGGCANAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGNNGCGT 

GTGATGGANNAGGTTANAATTTTGGAATCTACTTCAGTGGGAATTGTATT 

CCGACCCTCGGCCGGTTTTAGACCTAGGGGGATCCCCCCGGGCTTGAGGA 

AATTCGATTATAAGCTTAATGGATCCCCGCCCACTTTAAGGGGGGGGCCC 

CCCCCCAAITH I Nil I CTTTTAGGGAAGAAAAAACCCCCCGCGGGAAA 

AAAGGGAAAAATTTTTTTTCGGGGGAAAAATTTTCCCTCCAAAATTTCCA 

AAAAAAAAAAGGGG 

> Sequence 127 

ATATGGCTCACAGCTCGGCGGGCGGGTACTGAAAGTGAGGTGAAAAAACA 

AGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAATA 

AATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAAGCTCTCAAC 

CTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGGCAG 

AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATA 

ACACTGGTGGCTTAGCTGTAAATCACAAAATAGCACTGGAATTATACTAG 

TGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATCTTGTTCTTAAA 

CTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGNAT 

GAACCCAGCCCTCTTTAGACTAACATATTCTTGCCC ATCAC CACCAATAT 

TACA ATA A A AATC A AG ACAC ATG AAGG AGCATACC nTl 1 CTGAAAGAAA 

TATTGCTTACCTCAGTCTCTATGGNTATTTGATGCAAAACACCCAGCATG 

CAATTTGAATCAATAAGACATGGAAAGGGAGCAAAATGTAACTCATGCTA 

AAGAAAAAAAAAGAGTGAGAAAGAGACAACAAAAGCAGATCCAGAAATGT 

TAAAACTTGTGCATTATAAGGGAGGGAGCTTTAAATACAATATTNTAATT 

TAGAACATCTAGTGAAAATGTGATCAGATTTATC AAGT AATGGAATTTGA 

ACAGAGACGTAAAATGCTATATTTACAATNCATATTTTATATAAAAAGAG 

TTGTTAAAATAAAATTGTAAAAAACAATGTTTCAAAAATAAGATTATGTN 

GATGGCTTACAGTTGAATAAT 

>Sequence 128 

GTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGG 

CATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACCT 

> Sequence 129 

GAGACTCACCGGGTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAAC 

CACTGAGCTTTTCCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTT 

CAGCTGATGAACTCTTCATATGCCTCCTTTTGGGTGTCAGTGGAAATGTC 

ACTTCTrTCTAGAAGCTTCTCTGGCTCTCCCAGCCTGGCCCAGGGCTCCA 

GCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGT 

ATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCC 

AAGAAGGCAGGAGCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACA 

CCCAACCrAATGCCTGGGCCAGAGTAGGTGCTTAATAAAAAATTGTTTGA 

GGCCGGGCGTGGTGGCTCACGGCTATAATCCCAGCACTTTGGGAGGCCAG 

GCAGGTTGGATCACGAGATCAGGAGATTGAGACCATCCTGGTTAACACAG 

TGAACCCCCGTCTCTACTAAAA 

>Sequence 130 

GAGACTACT 

>Sequencel31 

GACAGTGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAG 
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AACGGTCATTAGCAGTTTTTCCAAACAAGCGAGTTTTAGCA AATTA ACCG 

TTAATTTTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAA 

TTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGAG AAACT AAT 

TTGACTGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAG 

TCTGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACT 

ATTATATACTTAGGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAA 

ACCTGGAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCCAGCCAGT 

TGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTC 

ATTCTGGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCT 

GCCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAATAAGTTG 

>Sequence 132 

ATACGACTCCCGCGGTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCG 

TTGGCGGACGGAACCTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGC 

CTTGCCGACGATGACATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGA 

TGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTC 

GCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATC 

GCTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGG 

TGACATCACCGCGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTC 

AGGCGTTTTTCGTCCTTGTGCAGGGCAAGTTCCGTGGCAAGATCGGCCCG 

CACGCCGTCGAGGAACGCCAGACCGGATACCTTGCCGTCCGCGCGTCCTT 

GACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAA 

GTTTGCCATCCGGAACCCGGCATTGAG 

>Sequence 133 

GATATCGAGCTCCCGCGGGGGTGGGGGCCGAGGTACGATAATTCATGCCA 

ATTTCTTTGGGAATACTTGTTTCTGATATAATAGGTTACAAAGCAAAATT 

GAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCTGAATAACATAAAT 

TTTAAACAGAGACCTGAAAAAAAGCCCAAAAGTATTAACCTTTAAATACA 

TAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCA 

GAAGGCAGGACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATT 

ACATTTCTAGAGACCCATAGAAACAATTCCATAGTTTTAATTTCATCTCT 

CTATCTCTAAGGGTGTGTCCAGGTATCTAACAGCAATTATCTTACATTGC 

TGAATCAACAACAATGATATCACTGAAGAAATA CAGG GAGACCCAAGCTT 

CCTTGGATTGGCCCCCCAAAAATTGGTGTAAACATTTTAAAGGAATGGCT 

TAACTCTAAAGAAAGGGAATTTTCTTTTTGAAAAATT 

>Sequence 134 

TAGAGATTGAGCTCCCGCGGTGGCGGCCGCCCAAGTGXTGGGATTACAGG 

CATGAGCCACCACGACCGGCCCTGGGATTCTATTGGATGCAGCCAATTTC 

TTTGTCAAGATTGGCTCCATGCTGTTATTTAATCAGGTGTTTCCTACTGT 

GTAGACAAACCTAACAGCTCTCCA TCTTA AAAAAGGAGTGAGGAATTGAG 

CTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGACTT 

GATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGA 

CAGTTGCTTCCCGCGTACCT 

>Sequence 135 

GGAGAGAGGATGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAG 

GGCCCTCCATTCAGGGTCTTCCTGGAAAACCCCCTGGAGGAAGCGCTCCT 

GTTGCAGTCGGAGTGAACACCCGTCTTGTTTAACCACCAGCAGG GGGA TT 

CCTTTCrGGAGAGTCCATGTAGTCATCATCTCTTTGACCTCTGCATTTTC 

CCCCAGAAAGGCGAGCATGTTACTTGTCATCTrGGGATCCGAATGACAAA 

CTCCACCAGATGTAAAATCACTTTCTAAACAACTA 

>Sequence 136 

GACGTTCAGCTCCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGG 

CAGTTTCATGCCAGGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGA 

GTAGAAGTTCACCAGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTG 

TAACAGGATGCAGACCCCGCGTCCTGCCCG 

>Sequence 137 

TGTTTGTGGATTGACACGGGCGGCGGCCGAGGTACTAAATTTAGCAACTT 
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TATTCATGAGGAACACCAGTCCAATGGTGGTGCTCTTGTCCTTC ATGCT T 

ACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAGATTTTCT 

GAGGAGTTTCTTGCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTA 

CTATGCTTTAGCAATAGTGCATGGAGCGGCTGCTTATCTCCCAGACTTCT 

TGGACTACTTTGCITTTAATTTCCCCAACACTCCAGTGA AAAT GGAAATT 

CTGGGCAGGAAAGATTTTGAACCAACCCCCTTTTAAAATT TTAAA CTAGG 

GGAAACGGGAATTTTGGGGGGGGCCCCACCCGGGGGT GTCTTT TGGGGGA 

A A A A A' l ' 1 ' I ' l ' l ' 1 ' i 1 G G ACA A A A A A AA A A A A A A A TGGTG G l'l ' l'l ' I ' 1 CC CCCC 

CCC ri 1 1 rTTTTTTI 1 A AAA AA A ACCCC I'l 1 ' 1 ' 1 lAAAAAl 1 1 1 1 1 1 1 1 1 1 

TTTTGGCCCCCCCCGGGCCTCATTAATAAAAAAAACAACCCCGTCCCCGT 

TATTATATATTTTTTTTTCCCCCCCCCC 
>Sequence 138 

GGTGAGTTGAGCTCACCGNGGTGGGGGCCGAGGTACTCGGGAGGCTGAGA 

CAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 

GTGCTACTACACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAA 

AAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAGTTTGCAT 

ACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTG 

ATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAG 

GAGAATTTTTAATGCTATATAAGCATAACTGATAACT GCTATTAC AAATA 

AATATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTTTTTTTCCTTG 

TAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAATTACATGGAG 

GAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCAAAACAAATAG 

GAACTTTGGGGAACAAGTGAGGTAATTTCTGCTCT 

>Sequence 139 

AGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCT 
CTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTC 
TGCATTCTCTTTCCCTCCTTGCTATGCTAAAACTTGGATGGCCTCTGAAG 
ATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAAGGGAAGGTACCT 
>Sequence 140 

GAAAGTAGGGATTGAGCTCACCGCGGTGGCGGCCGCTGTGAAACAATGCT 
CATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGA 
AAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCGGTACCT 
>Sequence 141 

TTTTGTGATAGAGCTCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCT 

TTCCATCCCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAA 

CATGAAACTTGTCTATCACCAGCCCCTTCTCTGCATTCTCTTTCCCCCCT 

TGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCTC 

TGAAGGGGGCTCCTCAGGGGAAGGTACCT 

>Sequence 142 

CTGCCGGGCCCCATTTGATTTAAAAGAAT TGGG CCCCCCCCCGGGGAGGA 

GGGGGTTTTGTATTTTGGGGGCTTTTTCCCTTTTC AATTAAAA AAAACCG 

GGGCCCCCGGGTTTTGGGGGTTGGGGGGGGGGTTTTTTTTTTCTTAAGGG 

GGGG' l 11 1 11 1111 1 CTCCTATAAAGGGGGTGGGGCCAAAAAAAAAAAAT 

TTTTCCTAAAACCCCCCCCTT 

> Sequence 143 

CCTTTTTCCGTTTTTCTCTAAAAAGACCGTTGGGCTCGGGG GATTG GGTG 
GGGGGGGGGGG 1 1 11 1 1 1<JI 1 1 1 A AAG GGGGGG TTACCCG 1 l'l T1CCCCC 
AAATAGGGGGATCCCCCGGAAAAAAATTTTTTAAAAAAGCCCCCA 

>Sequence 144 

GTGTGGCGTTGAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCTCTCA 

TTTGGAAGTGACAGGTATTAAATAAGGGCATATGAAAGCTTAAAAGTCAT 

CAAATACAATCACTGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTA 

AACTCCCCACTTCTTTACTTCTGCGGTCTCCri 1C1 1 1 1ATTCCCCCGCG 

TACCTGCCCG 

>Sequence 145 

GAACGATGGGATTGAGCTCCAGCGCGGTGGCGGCCGAGGTACCGAGCTAC 
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CAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTGCTAAGATGCCGTTAC 
GGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTTCACA 
>Sequence 146 

TGGACGACGGAATTGAGCTCCCCGCGGTGGCGGCCGTTCTGCTTAGCCAG 

TTTATTCTTTATTTTTTTACTGGAGTCATTGCCAGTGATGGAAACGGTGT 

TTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTAT 

TTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAGT 

TATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCTTGATTTCT 

TTTTAATTCATTGTTTTTGACCCCTTTGAGAGTTTTAATAGAGAGGAGTC 

TGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGG AACT AAGG 

ACTTGCACTGGTCCCCAAGTTAACAGTGGATATACTTCCTGCATTTTCTC 

TGGTCTTTCTTGCATTGGGCAAAATGAATGAACGGGACCAGAAGGCCCTC 

ACCCCTTGTGGCATTTCCAAGTGGACAGGACTGGGACCCGGGATTGGTTA 

AATAACCCGAAAAACGG 

>Sequence 147 

TGAGGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTG 

GGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTCTTGTTAGTGT 

TGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAACCATGGTCCA 

TTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCCTCTTAAAGGATTG 

GTAGCTATTTCCCCATCTACAAATACATGACAATTAACTAAGCCCAATTC 

TTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATTTTTTTCTGATTT 

AATTATGGATTACGTAATCCAATAGTTGGCAACATTATAAAACCCTAACT 

TTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGGACATAACCAC 

CATCCTTNCTCCCAACACCNCGCGTACTCAAAGTAAAACCCGGAGCTTCA 

TGATAACCATGAGGCCCGCAGCTTCTGNCTCAAAGCTTTTCTGGCCTAAC 

TTCCGCTGCTTCTTTCTCACTCGGCGTTTAAACTGGT 

>Sequence 148 

GGAGGACTCACGGGTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAA 

AGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAG 

AAAGAGGAGGCGCTGGACTTATCCTACCTTAAGTTGAAGCAGACCAGCAA 

TTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTGAGCCAAGGAAG 

TGTCTGTTCTTGTGCTGAGTTTCAGGGGCCTTCAGCTTGCGGGAAATCCC 

GAAGATGGCCAAAGACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGA 

TTCTTGGAAATGTGATTATTGGTTGATGCGGCATTGCCCTGACTGCCGAG 

TGCATCTTCATTGTATNTGACCAACACAGGCTCTACCCACTGCTTTGAAG 

CCACCGACAACGATGACATCTATGGGGCTGCTTGGATCGGATAATTGGTG 

GGCATCTGGCTCTTCTGCTGGCCGGTCTAGGAATTGTAGCATATGGAATT 

CCACAGGAAATTCTCTGGCGAATTCATCTGAGGTTAT 

>Sequence 149 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTG 

AGGAGCCCCCTTCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAA 

GTTTTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGAT 

AGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAG 

AGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

>Scquence 150 . 

TTTGTTGATTGAGCTCACCGGGTGGCGGCCGCTGTGAAACAATGCTCATA 
GCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAA 
GCTCCACGGTGTCATKXJACAGCCTGGTAGCTCGGTACCT 

>Sequence 151 ' 

TGAGCTAGTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACrnrill 

TTTTTTTTn 1 1 1 1GT1T1TG T TTTTT TCTGTCCCCTCTGAGCCATGGAA 

GATACTGGAGTTAACAAAAATTTTATAAACTAAAGAAAGCAACTTTATAA 

TCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTCT TATTC CTGAA 

AGAATGGATAATGAATCAGGAGATGAGCAAAAACGTATCTTTTACAAAGC 

TCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCITITTAAAGTAGT 

TTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACC 
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ATTGGCATTACCCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAAT 

TGGACAATGACCTCTTGGCATATGAAAGAATTAAAAGAGGGCTAGGGCTT 

GGGCAAGGGATCTAATCGNGAGGGGATGTTGCTTTCCGAGGCTTCCCTTC 

CTTCTTCTTTTCTGGCTTTCAGGTAAATGAAGAAA 

>Sequence 152 

GAGGGTCACCGGGGGCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGA 

AGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAG 

CAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAAC 

TGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCA 

CGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGA 

CAGAGTGGCCCCTCCTCTGAAGATCGACCTAGTGGATTAGTTGTACCTGC 

CCG 

>Sequence 153 

CATGGCTCCCGCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGT 

CCTGTTGCCTCCTGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGA 

TGGAGCTCCTCCTGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTG 

GATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGT 

GCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 

AATTTGGAATGCAGATAATTTITCTTATTTCTTGAGAGCTTACTTTAATC 

AGCATGACACTACCTAAACACTGAAGATGGCCTTATATrAGTAAGATTTG 

CACAAAATTAAGTATACCTATGCAAACTATTACTTTGGTTTTTAGGAGTT 

TGGTCAGATGAAGAAGTAATGGGATCACATATATATGTAAGAAGACAACC 

ATCATTATTTTTGTAAGTGTTTTATTAAAACCAACTGGTTAACTTGTGAA 

ACACAAATAGAAGTCGTATTATTAAGGTCC 

>Sequence 154 

TTTTGCGTTGAGCTCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCG 

GCTTTCAGCGCGCGTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAG 

ACCGATGGACAGGCGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCG 

CTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGG 

CTGCGGCAATCGCCCACG 

>Sequence 155' 

TATAGCGGACTCACCGGGTGGCGGCCGCCCGGCAGGTTTAAAAAGAACAT 

GTATAAACGC1TAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTGTA 

AGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCA 

ACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTG 

ATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 

GGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGA 

ATTGAACCAGAACTGGAAAATTATTTGGGAAAGTTTATTAACTACTCTTT 

CTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTG 

TCTATACAATGCCCTGTACCT 

>Sequence 156 

TTCGAGAGCTCCCACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCT 

TGGCTTCCTATAGCTTTCTTTTTTACAGAGGCCATGAAATGCAATCCAGC 

TGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACGTCGAAGTCATCCA 

AAGGATGGGAACCACAATGTTCTTGTTGTTCCTTGGGTTTCTTAATGATT 

TCTGAATCATCATTATTAATTATGG AATTCTC TGGTCGAAAAGTCACATT 

TGGTTTTCTCCTC AGTTTCTC AC ATCnrn "1 CTTGC AGCTCTTTCTC AG 

CTCTTCTTCCTTGCCTTTTTTTACTGTCCTTTCCTTCT 

GGTTCTATTTTGACCTITAAAAGTTGAAGGGTGTTCAACATCACCCTGTT 

CAAAATAATTAATGTGTTAGTT TCTGTT GCCTTTGTTTAAACGCATTGAG 

GTTTTAAGTTGGATAAGTTGGGTTTTTTGCACCTATTTCTGGGGCCAATG 

T 

>Sequence 157 

GTAGAGGGTCACCGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCC 
CTCCTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCG 
CCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
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>Sequence 158 

TTTGCGGGCTCCCCCGGTGGCGGCCGACTCGCTGACCAGACCAGGCCCCC 

AGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACA 

GATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGCT 

AGTTGGTCGGATGGGAAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAA 

CTCTATCAGGGTACCTTGC 

>Sequence699 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACl 1 1 l l H i 1 I 

TTTTTTTTTGTTAGTGTTTTCTGATGTCTTTTCTAACAAATCTTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATT TTTAGC TTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 848 

GGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTACAGTGCTGAAAAT 

CTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTTCA 

ATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAA 

ATCTGTAGTTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGAC 

CAATATGCTGGACCAATTCGGTAAAATACACCATAAATTATGACTGCTTT 

ATCTGAATGCATGGGACACTTGCTACGATGGCGGGAATTATTACCAGGAG 

TTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACATTGGTGATCAATT 

CAAATCTCTTTCCTTTGCAGCCCAGGTTTGGTCAGTCTGGCCAGGAGTGC 

AGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAG 

TCTCAATACCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATT 

GGAATGATCCCGCGTACCTGCCCGGGCGGCAAAGGG 

>Sequence 849 

GGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAAT 

AAGGGACCAGAATAGCCTGGAGCCAGGTATTTCTGGCTTTATACATTCCT 

TAGGAAAAAAAAACnTATAGATGTATTTAAGTAGAATTAAGGTTTACAC 

AAATGATTTTTTGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTAC 

GGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGTCTGCAGAA 

GTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATT 

TTGGGAGGCTGAGGTAGAAAGATTACTTGAGCCCAGGAGTGTGAGACCAG 

CCTGGACAAAATAACAAGACATCATCTCTCCAAAAAATAAAAAAATTAGC 

GAGGT 

>Sequence 850 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACTACANAGTGCTT 

ACGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAAC 

ATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAG ACTGG CA 

TAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTTCTTTTG-. 

AAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATT 

AATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAA 

TATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAAGGCTTGCTTTGAGGAGACAATA 

GAGGAAGAAATTAAAGAGGT 

>Sequence 851 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTC 
ATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGG 
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ATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGA 

GGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATT 

TCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCATCAAC 

TAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCT 

GCAGCCGGTCTTCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATT 

AGCTGGCAATACAGGTATGTTTGGACTGCT ATTGGTGGTGAGTTTAATCT 

TCTAACTGTGTTTTGTGAAAGGAAATATTCCCTAAAAGCTTTGG TGTCA C 

TTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATAi 1 1 1 iGT 

TTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCAT 

TTATCAAGTGCTTAGGATATGCTGCAATGTATGTACCTCGGGCGCGACCA 

CGCTAAGGG 

>Sequence 852 

GGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGGATGGGATGTGCT 

TGCTTCATGTCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCT 

GGTGACGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTCTCTTCGTCG 

AACATGGGCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTG 

GAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTTGATGCT 

TGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGA 

GAATGAGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGC 

CCGGATGGCTACATAAATCCTGGGAGATCCGTTGTCCTCATAACCAGAGT 

GAGCTGGGCTCCAGACCAGCCCTATGGGAAGATCCTGTCTGTGGGAAGCC 

TTTGGCCACGTGTTTGCTGAAAGGTGTGGGGAAAGGCAAGGTCAACTACG 

TTTCTTTTTTGTCAAACTCCGAGACCCTTGACCTTTGCCTGTTACCAGTG 

GAAAGGGGCCATAGCCAGAACCCTTTTAATATCACCCTGGCTTCCTGCTT 

TCCAAAAGACTGTAAAATTAATAGTGCTGAGGAAGGCCAAATGACGGGGG 

TGGTTTGACCTTGCCCTGCTTTCTGGCTTGGGGAAGAATAATGGCAGGGA 

CCCTTTTAGGGGTTGCAATGGCTCGCTGGAGGGGCACCCACCCGTTGG 

>Sequence 853 

CCCTTAGCGTGGTCGGGCCGAGGTACGCACATACATACACACTAACGCTC 

AGCATAAACTTTCCATTACACTTAGACAATGACTTGTGGAGGAAAAACAA 

GGATAAACAAGAGTCTCAAGAACTTAAGAAAAACATCAGAGTTGATTATT 

TAGCACTTTCTCAGGATTCTAAGGCAATAAGCCTAATTCAAAACGTGAAA 

TTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTATT 

GCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGT 

GTTCTCTAACAGTTCTAAAAACAGTTTGAT 

>Sequence 854 

GGTACCAGAAGCAAGGCAGTTTAGGGACAAAGG GCATG AGCTTAGAGTCA 

GATTTCCTAGGTTCAGATCCAAGCATCACTACTTATTTTCTTTAAGAACT 

TGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTTGTGTGAA 

GATTCAACAAGGTAATACATATAAACGTCACAGATCAGTAGACCAGCCAA 

GAGTTAAAGGCCTCCGGTTGATCATTCGAGAGGCGGCAACGCATTACAAA 

GTGGTGGATAAGGGACCCCGTTGGAGAGGTCTTTAAACCTGTTTAACAGG 

ACACTGGG 

>Sequence855 

GGTACCTGGG ACTACCC ACC ACCATGCCCGGCTC ATTTTTGTA 1 1 1 1 lAG 

TAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGACC 

TCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTAT 

GAGCCACCGCACCCAGCCTTCAAllllll 1 11 AATTGTGATAGAGCACCA 

TCTACTACATGCTTAATATTATCCATAAAdAGACATGTCTGAGCACAGAA 

GATCATGTTAATGAAAGATTATTGAAAGGT 

>Sequence 856 

ACAGAAAAAAGCATAATGAATACAACAACTAGCATCAAACTCAGTGTATA 

TAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTA 

AGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATA 

GTTACGCTTTACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCT 

ACCTACITAAAATTTCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACA 
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TAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATACATG 
>Sequence 857 

CCCTTGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGT 

TTAAAATAAATGTTTGTTTTTTTCTAGCCCTGTAGGTCAATGAATGCCTG 

ACTCCAGTGACAGACCATAATTATCCAAATCTCTCATTTA TGAATA TGGA 

ATATAAATATGCTAA ATTG ATTATGTCATG AATAG AC TTCTl '111 1 GCAT 

AACAATGTTTGGAGTTTCTCACCTTTCTCCTAGCCnrTCITTTTCTTCCTT 

AAATGTAGCCTGGAGGATTCCTATCTATTCCATATAACTAAAAGTAAACG 

TTTATTTAGGAAAGGGACTCAGGAG 

>Sequence 858 

GGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAGATTGGATTTATA 

CACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCAAC 

AAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAG 

AAAGTTCAGAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCC 

AGTGCAAAAGTCAGGCCCCAGCCCTTCCCATATAAGGGACTTGGTCATTT 

GAAAAATCAAAACCCAAAAGGAACAACTATAGGGACCTGTAATCAATTAG 

AATATTCT 
>Sequence 859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTC 

TGAAAAGCTCAAGTGACAGTTACACGTTTGCACTCTCCACATTCAGCTGG 

CCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGA 

AATGCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTT 

GGCTACAGAATTGACGTTTGTGGCCAGAATCCTACTAGAAATGACCTTTG 

GGTAATATCCTTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATA 

>Sequence 860 

GGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGC 

TATAAGGAATTACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAA 

ATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTA 

AAATATTTAGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGG 

TAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGAG 

TAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCA 

1 II I 

>Sequence 861 

CCCTTTGCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTT 

GTTTTTAATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCAA 

TCTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAAATGGCTTTCAT 

TGATGGAGAGGTAAAAGTGAAATGGCTTTGTTGTATTTATATTATAAAAG 

GCCATTTCCCAAATCTAGAATTTATTAC TAAAAAT CAAGTTTGCA TTGAG 

GGG AGG AGTATGATTTGCTC AAGCITACTTTTTTTATAGGTGGGG 1 1 1 1 1 

ATATTTTCAATGTGATTACTCACC 

>Sequence 862 

GGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGTGGAATATAATTT 

GGAAGGAATAACGTTGTTGAAAAACATCCTCTACAGACAATATG AACAA T 

GCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTT 

CGGTTCTGGTTTCTGTGGT 

> Sequence 863 

ACTACACCTCACCACCTGGGTGTCTCTCAGACGTTACCAAGAGACAGAGT 
-AAAC^ATGCTTTCTCXTATCCAAACCAGTCrCTCCrGTTCCCTGCTTTG 
TCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGAT 
AATTTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAG 
GCAGACATAAACATTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGT 
TAATAAACTGCCCmCGCTATGCTTCACTTTCCACGTGTTTAGGCAGT 
>Scquence 864 

ACATGCTCTAAAATGTAAGGATTCATTTATGAGAGAGTGAACATACTGCT 
TGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATTGGTCCCT 
ATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATC 
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TTTTGTTGATAGCACTAGGAAGACTTCTAACGTTTAAATACTTTATTTGC 

CCTCAATTACTATTTAAAAGTCCTATAATTTTAAGTAATTNTACAGCTGA 

CAAAGATAAATATTTTTTTCTTTTAGTTTTTCTAATGTCTTGGAGGTAAA 

GTGGAAATGGCCTGTTTTGACACATAATTTCTAGAACTTGGAGTTAATTT 

GATCAGTTACATTTGGG ril 1 II 1 1 AG ATTACAGTTCTTGGGGTAG ATAA 

CACTTCTTGCTGCTTTAAGTACCCTCGGACGCGACCACGCATAAGGGCGA 

ATATCCACACACATGGAGGACGGTACATA 

>Sequence 865 

GGTACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAG 

CAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGC 

AGAGACAGTTTCAGTTAATATACTAAGTGCTAAGATTGGGATGTGCACAA 

GAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGG 

CAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTTGCT 

TGTTGAAGGATTAGTTATCTAGTTTCCTCCTTTTCTTTTTTGGAATTTGG 

TCTTTTAAGGTCTTGATAATCTTTCTAGTTTAGAGCATGTGAACAGAACA 

GAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA AGCA TTGGTTGCT 

GCAGATTAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTTTTATTAGCATG 

GATGCTTAAAGAACTTCAGGGTTTGGAGGTTAGATTGAACAGCCTGTTTT 

TGGACCTGCCCGGGCGGGCCGTTCAAAGGGGCAAATACAGCACCACTGGG 

CGGCGATACTAATGGATCCAGGCTTGGTACCAGA 

>Sequence 866 

CATTTCCCCTTATATGTTCGTTTTTTAGGTACTATGGTATGCCCTAACTA 

AAAAATAGATATAGGATAGTGATACTTTGATGAGGACTATGAAAAGGGAC 

AGTACGGCTTAGTGGAAAAAGTTTTAAGTTTTCTACTGTTATTGAATAAA 

ATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAGGAGAAAGAATT 

TTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATC 

TTCACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACA 

GTATTTCCTTGTCTTTTGCTTTTTGTATTGTGTTA AGTG TTTCTTGCTAT 

ATTAAATATAACTTCTTTATGCAGCCTAGACTTATTTTGTATGTATTCCC 

TGACCTTGATGTCATAGATAAGAAAGCCATACTCTAAGAAAACTAAGTAT 

CTGCTCGGGTGGATTGTTTGAAAGGGCGAAATTCCAGCACATTGGCGGAC 

AGTTCATAGTTGGATCCGAACTATGGAACCAAATCTTGGCGAAATCATGG 

ATAATATCATGAATTTTCGTGTAAAAATTGTAATATCGATTATCAATATT 

CACAAGAAATAATGAGTCAGGGAATCATATAAGTGATAATGTCTGGCTAT 

GCTTTAAGAAGTAGGCCAAACTCATATATTAATATGGGACAGATGAATAT 

AAGACCTATTTTCTAATATCATGATATATATTACTTTAGTACAATTATTT 

ATATATGTAATTAGACAACTCTTCGTGTGTGAGAGAGTTTGTTTCTCGTA 

TATCTGGAGTACTATTCACAATTTCACGATATTCATATGCA 

>Sequence 867 

CCGCGGGCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAA 

ATCTCAGCACCCATTACTCACCATACA TATTTA TGCAGTGAGCTGCATCA 

TGACCAGCTATCATCTTACCTCATAGTTTTTTTCTCTGGTAGAGATAATT 

AACTTATTATGCTTGATCAGTTAACTCTTGCTTAGAAATTTAAAAAATAT 

TTTTAAGTGACAAATTCTTTGTAGAAATTTTT GAAA ATAGAAATATTTGA 

AGTAGAAAGTTAAAATCACCCACAATTCTGCTTTTGTTAACATTTGAATA 

TGTTGTCTTCCATGATATATAACAAAATTTGTCTGGGTATTGCATATGTC 

GTCCTTTCCTTCTTAATATTGCATTTTGAGCATTTAACCAGAACACTAAA 

TATTCTCCCTAGAACATATGGATTTTGAATAATTTAACTAATTATAAAAA 

TAACTTCCCTAATGGTTCTTTGGGCTCTTTAAAGGTTTGCTGGTATATGT 

TCAGGGTATGAACACTTAAGGCTCTTGACCACATACTGCCATACTGCCAT 

ACTGGCATACTGCTTTTAAAAAATAATTAAGCTGAGTGCGATGGCTCACG 

CCTGTAATCCCAGCACTCTGGGAGGCCAAGTCAGGTGGG TCATT TGAGGC 

CCGGAGTTTGAGAACAGCCTGGTGGACCTGGGTGAAACCTTTTCGTTACT 

AGAATAACAAAAGGTTAGCCAGGTGTAGCAGCATGTACCTTGGGCGGGGA 

CCACTCTAAGGGG 

>Sequence868 
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CCTTTCAGCGGTCTTTTGGCAGGTACTTCCTTGiriri'IGGTAATnTGC 

GGGATGTTGTATACTCTCTAGCATGGGGATGAAGACACAAGAATTATGAT 

AGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATA 

ATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGA 

ATGAAGAATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGG 

TTTATTGATTGGAGATCCTTTATCTGGATTATA TAGG GAACACTTTGCTT 

TAGGAGAACCACCTATGATCTAGGAAAACGGCTTTTAAATGTACCTCGGA 

CGAGACCACGCTATAGG 

>Sequence 869 

TGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAA 

TTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGA 

CAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGA 

GATGGAAAGCCTTGTATTTTAGATGAAAGGATTTATGGCTGGA ATTAA AA 

GAAATTAAAAGGCAGAAAAGTGGGTGAATGGAAAACATTTACTTTTTGTT 

TTTAAGTGTTAATAGCCACTTTTTGTCCAGTCTGTATCTCCTTTCATTAG 

TCTTTATATATATATATACACACACACACACACGTATGTTATATATACAT 

ATAATGGTTTATGTATTATATATGGTATATATACACTTATATGTTATATA 

TATGGG 1 1 1 1 1 1 IC AGGAGCATTATATCATGGGAATGAGTTCAAAAGTAC 

CCGGCCCGGCCGTCGTTCGAAAAGGCCAATTTCCACACACTGGCGGGCGG 

TACTAGGTGATCCGACCTCGGACCCAACTTGGGGGAATCATGGGCATAAC 

TTGTTTCCTGGGGGAAATGGTTTCCGTTTACAATTTCCCACACACTATAC 

AACCCGGAAAGCCTTAAAGTGGTAAAGAGCCGGGGGGGGGCCCCAAAATG 

AAGGGGG AGCCCTTAAACTCTCCCC AATTTTA AAATTTTGGCCG I ill iC 

CCGGCCTCTTAAAAATTGTGGGCCCCCCCG11 11 1 1 1 1 1 1 1 1 1 1CTCAAC 

AAAGAGTTG 

>Sequence 870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATG CAATAAA 

ATACG AGCTAC ATA AATCCA A ACTTGGTTCA AAGGTAGCTATG 1 1 1 1 1 1 1 

AAAAAAGTTATTATAACAGACAAAGCANATGCAAACTTATCCTTCCAAAC 

CCTGATAATTGGTAATACCAAATAACTGGTATCTAATAAATATACAAATC 

AAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATCCA 

TACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCG 

CGTACC 

>Sequence871 

CCCTTAGCGTGGTCGCGGCCTATGTACAAGGGCTTCTTTGGTGATAGTTT 

CTACTCTCTTTAAATACTGTTCTGTTATTTTTGAAATCT GATCA AGAATT 

GACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTAACCTTT 

TAGGAAAACTTTATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGA 

ATATTCTAAAATTCTGAAGAGAATATGAACGGATTG TTGGA ATGGAACTT 

TTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCA 

TATTTAGTTTCTGGTTATTCATGGTTGCACTCACTTTAGAGGATGTGTTC 

CTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATT 

ATAGAAAGAAAGGTTGGGAGAATAGTCGTGTGATTCT TCTGG TCAACATA 

AAGCCTTGTTCATCCAGCCACTGACrATTTT GNTC TTTCTTTTGCCTTGA 

AGCCAAGATGACTTTTTCATTACTTCGATGTTTTTATGGTCTATACCTCT 

CTCTTGCTCCATATTATTTTGCAGTGGTGCGCAGATTATATTTGATTCCA 

TTAAAAATGAACCTGGGTTTTTAACCATTACCCTGGAAA ATTCAAGAAG T 

TTGGGCCCTTTGTCCCCCCCGGGGGCCCGGGGGCTCCCCG 1 1 i 111 1 1 1 1 

GAAAAAAAAAAGGGGGGGGGCCGCCCAAAAAAAAT 

>Sequence872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGA 

GTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGA 

AGGAAAAACITCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATC 

TACAGGAACAGAAACATGATGGAAGAACAAGGGTTAG TTACT GCAACGAA 

AAAACATGGCAGGAAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAAC 
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CATGAATGAAAACAAATGGGAAAACAACAACAACAAA AAAC AAAACAAAA 
CAAAAAACAAGAATGACCAAATACAGAAATTATTAATGTTTTACACATCT 

TGTACC 
>Sequence873 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTGTTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCC 

CCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATG 

GCACCTCCTGAACTGGGCCGAGCTCAATCACTTTCCCAGACCCTGCCCAC 

CTCGCTGGAGCTCAGTGGGCCCATGGTGGGCAAAGGAACCCAGGTTGGGC 

CACAAAACCCTATGCATTTATAAGTAGATGGGGGCTGAATTACAACACAC 

AAGCACTTAAGGGACTTTCTGAATATCTGGACTCATAGGATGGCGAGCAC 

AGCAAGAGTGCAGATTGAACTTACTCTTAGTAACAGATTGTGACTCGGAG 

AGACCCTGGGTCGGGATGGTTCTGAGTAATGGCAATACTCTTATTTGATA 

TAAAGAGGCACCTGGAAACTCCTTACAAAACATGTCTCTTTGTAAGACAG 

GTGATATGAGACTAATTCTATTACTGGGCCTCTCCAAACATTTCAAAAAG 

AAACAAGGGTCAAACTTGCGATACCTCCCTTTCATATGTGACCGGTAATA 

GGGCTTATAAGGAGGGCATGCCATTTAGTGAGTATTCGACGTCTTAACGG 

TATACAAATTACATCTACGCCT 

>Sequence 874 

CCCTTTGCGTGGTCGCTTTTCGAGGTACTGAGGATGACTAGATGAC AAAT 

AATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTT 

TAAAGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGG 

CCTAAAGACTGTAAATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAG 

AAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAACATTT 

GACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAA 

ATATGCACAGTAGT 

>Sequence 875 

CCCTTAGCGTGGTCGCGTCCGAGGTACTTTAAAAATAACAGAGTGTGATT 

TAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGT 

GAAGTCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGA 

GGAAAAAGATACCAAAATGACAGCTTCAGAATAAGCAGTAAGGGAATAAA 

GAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATAAATCCATGGAA 

AAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTCT 

GTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAAC 

AGTCCTTCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAA 

TTAAGAGTAGAGAAGGGCACAGGGCCCACTGTCAAAACAAACAGGCAATT 

CTGGGTTCCAAGTTTCATATAATTTTCTTGAGCCTGAAAGTCGTGAAAAC 

TGCTTGTTCTAACATGGACCACTCTAGCACTGTAATGGGATAACCCATTA 

ACCTGGATTCTGGCCACAAGCCTTGCCTTTGTGGCAAGGTACCTGCCCGG 

GCGGGCGCTTAAAGGGGAATATCAT 

>Sequence 876 

CCCTTAGCGTGGTCGCTGTCGACGTACTTGCTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCTC TGCA GACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCC 

CCATTGCTATCCACATGGTCCTCGCCTCCCXGATACTGTAGTCTCAGATG 

GC ACCTCCTG AACTGGGCCGAGCTCAATCACTlTCCCAG ACCCT 

CTCGCTGGAGCTCAGCGGTCCCATGGTGGGCAAAGGAGCCAAGTTTGGGC 

AACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGCATTACAACACACA 

AGCACTCAAGGACTCTCTGTAATATCTGGACTGATAGGAAGGTGATCACA 

GCAAGAGGGCAGATGAAGCAGACTTAGAGAAACAGATGAGACACAGAGAG 

ACCCTGGTTCTGGTTTGTTCTGAAACATGGCCAATCTCC TATTT AGATTT 

AGAGAGGTACCTGAAACATTCITACAAAAAAAATTTCCnTTTGATATGA 

CGCTTAATTTG AGGCCTAATTTCTAATACTGTGCAATCTCAAAGCTATTC 
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AAGGAAAATAAAAGGCGCAAAAATGTCTAATACTGCCATTGGATTGGTGC 
AAGGATTAAGGGCTTTCAGGGGAGGAAGGGCCTTTACCTGGAAAAGTTTG 
GCCTGGAAGGCTGTGACAATTACTTGTTCTCCCTTCT 
>Sequence 877 

GGTAC TTTT1 1 1 11 11 A A II 1 I ' ll 11 1 1 1 1 1 1 1 1 A ATAG AGATGGGGTCT 

TACTATGTTTCCCAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCT 

CACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCAGACCACTGTGCCC 

TTACTTCTATTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAG 

AGAAATTAAGTAGTAACTTGTCCAAGTTTACCCACAACCACTAAGTGGTA 

AAGCTGGGGTTTGAACTTCAGCAATGTGCTTAAATCTCAGTA ACTGAA AA 

TACACTATGGAGG ACCTTTAGGTTTTCTTAAATTC AG A AGGTC ITTTTCC 

ATGT 

>Sequence 878 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAA 

TATTTATGCTCAAACCAACATTTCCATTTTATCTAT CTTAAAT ATATCTT 

CCTCTTCTTTACGCCTA ATTTCTTA A ACTCCC AG AG I " mTTI CTGTA AG 

ATCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAA 

ACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATT 

TCTTATGGGACAAGAAATTAACATTATTAGTCAA ATGT TGATGCCGGTAG 

GCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTA 

GAAAAACATTAGTTAGATGAAAAANANAAAAAAAAAAAAANANGGTACC 

>Sequcnce 879 

GGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACAGGAT 

GAGGGCACTTTGCCATTCTTTTGTGATATTGGTCAACAAATGACACAGGT 

TATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACA 

GGAAAGAGGAGGTAGAAAACAAGTGCCACAGTAGAAACACTTTGATAGCT 

AAGATGCTGTCTATCCTTTGTGGNTATTCTGTGCAGTTGTCTGCCTGGGT 

TCTTGGAAAAGTCCAATCTAAAGGTGCTTGATTGCGCCCAAGGATGTCTG 

CATTCATTCACTGGGAACTTACAAGCCCTCTTGCTTCAATCAACTCCTCA 

ATCAGTTTTCCAAACTCTTATTCTTACTAGACTGCGAAAAAATATTCTTC 

TTTTTACCGCAATGGAAAAAGGGCCTTGGGGGATCAACCTGGGGATGTGT 

GAATTATTAAACCTATATTTTTATATAAGTGGACCTGCCCGGGCCGGCCT 

TTAAAGGGCCA 

>Sequence 880 

GGTACATACAATAGAGTATTATTGAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 

TGGATATTGGTTGCACAGCAATATGAA TATA CTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCAC 

ATTTTACAAAAAAATTTTAATTAAAGGAATTACAAAATGTACAAAATACT 

ATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTATTTCAGGTA 

TAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATA 

TCCAACTCTTATTCATACATTTTGTGATTATCTAAGAGAAACCAAGCCCC 

CAATGGAATGGAGTTCTCACTACTTCACCTGCCAGCCTTCAAAAAAAGCC 

TGTATTTCACACTACCTATTAAATGGGTACCTGCCCCGGCCGCCGTTCAA 

AGGG - 
>Sequence881 

accactgcactcccacctgggtgacagatcaagaccctgcctaaagaaaa 

aatttaaaaaaataaaaaatttaagaatatttctatgccctttaccaggc 

cagcttaatcagacttctctaggcctaggacaggcttaagatcagttaat 

ttaaaacacttctgatgtttcttgagcattgaaaagttttattcittctg 

cttgtgttttcaatctttttgtgtttgtcttttactaaGgctagaaacac 

gtatttggtttggttatctgaagtttaattgcAttcattgtgtt tatag t 

atttatccctgtagtgttggaattaccagtcacttacattcAtattttag 
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T7TTTTGCCTTATCTCCTGAAAGTGTGGGGGACTTTGAATGGGTGTGTAA 

TAAAAAAGCTTCGTTCTAGAAAGTAATAGTTTCTCCATGTCTTAAATATT 

TTAAATGACACTGACATGTTtTTAAAAATCGGGATTGTTGGCTGGGCACC 

GTGGCCCACGCCTGTAATCCTAGCACTTTGGGAGGTGGAGGCGGGCCGAA 

CACAAGGTCAAGAGAACGAGAACCATCTTGCCACACGGGTGAAACCCTAT 

CTTTGCTTGTGAAGGAAGAAGATGATACATGATGAAGGGTCCCTTGGCCG 

GGACCACGCTAAGGGGGGATTCCGGACCATGGCCGGCGTTTCAAGGGGAA 

CCAGCCTCGG 

>Sequence 882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATACAGAAACCT 

CAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAACCATCCAT 

CAGTCTTTTTTAGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCAT 

TATTCTTACCCCATCTTTTTGGGCAGGGGGTGGTAGAATTTAAAATTTAC 

CATTACTAAGACAGGGTGATAGTAAGCATAGAATTTTGGGATGTCTTTTT 

TTTCCTTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAG 

ATCCCATAATCTCGCCTGTGTGCTCAAGCGAACACTAACACTTTAAAAAG 

TGGGAATGAAAAATCTGAACTGTTGAATTAGACACAGTATTTGGGCCCCA 

TCTTCAATTTCAGAAAGAACAAGTGGAGATATCAAGGCCATTGCGGCCTT 

CTGTAGTCATACTGAAGAATGATGTACCTTCGGGCGGGAACA 

>Sequencc 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAA 

AAACATCTCAGGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATT 

TTTTCTCACTAAAACACATTTTATTTAATAGTGAGGTGAAATTACATTAG 

CCCTCTTCACATTTATTTGATTCAAACCTTTTTTAAAAAACTTAGATTCT 

TTTAAAAAAATAAATTAAAGAAAAATGACATCATTCATCAGATAGCCAGC 

TACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 

GAACATTGAGTACC 

>Sequence 884 

GGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGA 

GCTATACTAAGATATAGAGTCCTGCCACAAATACACACAAAATAACATGA 

ATACAAAGTGTCCTAAAAGTCATGCCAAATAAAACAGAGCATATAACTGG 

GCAGAGGGATGGAGAGTCACATGCTGGAGGAGGTGAGCGTTGACATGGTC 

TTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTCTGGA 

AAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAA 

CAGCAAGCAGCTCAGTTTCTTGGGTGGTCCAGGAGAAGAAGCTCAAACAA 

CAGTCAGTGATAACACTAAAAAAATCAAAAATTTTAAAAGTCTGGAATCA 

CAGCATAAAGAACCCGTATGCAGGATTTTTATCTCGCAGCCCTGTCTCCC 

TCAGGAGACAGAGATCCAGAATCACTTTCCAGAATGGTTTAGGGTCACCT 

TCCAGATTCTTTGTTACCAACCCTTGACCACACCATTTTAAGATTTCCAA 

TGGACCTGACCGGGCGGGCGATCGAAAGGCGA 

>Sequence 885 

GGTACAATAAACAAGACAGTGCCTGCTTGTGACCAGGGGCTGGGCCTCTT 
CATAGCTCTTTTCCCTGCCTTTTGTCTTCAGAGTTGATCTGCTTCTTACA 
C ATTC AC 14 T i'l C AG AGTTTGCTATCTTAG AAGC AAGG ATC ATTTTT AAT 
TGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGCAGGGTTTCGCTTAT 
ATTrGGCrCAACTACTTTCTCTTGCTTGGTTTAGTAAC^ 
TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATA 
• ATTATTTATTTCAAACTGTATATTCCAAATTTAAACATATTCAATGCTTA 
TTGAACATTCTAACATAATAGCTTATGATAAAGGAAAATATAACATCTGG 
TTTTGGATCTGAAGCACAACCACTGCT^ 

TTCCAATTCAAGGTGAATCTCCGAGGGTGTGGTGGCCTTCCCATTAACAG 

CAAAAACCTGTCCAATTTGGGATTGGTAGAAATAAACCGGATGACCATTA 

CCTTCTTTT 1 ATCCCCAAATTGGATTTTATGCCTAGCTAATGGCTTTCTT 

GGATATGATGGTTGGCAATAGCCTGCTTCTAA TCTA TTTTGGATAGAAAA 

GGGAACTTTAATATTCAGATTAGGGGGCTTGATTTTGACTrCCTTTAACA 

CCGAATGCGAT 
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>Sequence 886 

GGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAAATTCTGGTAATA 

TAGTAAGGACAAAATAAATGTAAAAAAGATAGAA GTAAA TGTGAGAACAT 

CAACATGAACGCGTGCTCCTTTGAGTAGAAAGTAATTTTTCTGCTTTGTC 

ACTCAAATAGCTGGCAGACCTGACATCACCCTGCCTCT GCTTC CATGCTC 

TAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTTA 

GTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAA 

TTAGAGCCTGAGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACG 

CAGAAAGCTTGGTAAAGACTGTCCTGGCCAATCTGATTACAGTCAGTTGG 

TACCCGCCCTGGCGGCCGCTCGAAGGGG 

>Sequence 887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAA 

AACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAA 

GTCCGGTAACTATATGTGTTCATTAGATTCTAAGCTGTTAAGGGAGAAAG 

ACCCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATNGTCT 

GTTATAGAAAAGTGGTCTTTCAGGTTTTGTAAAGATGAACTATTTCATCT 

TTTGTAGTTGAATGCTCATGGGGATTAGCTACCTCCATTTGTTTTAATGG 

AAACCTTTTTTAACCACAACCCATTTAGTTGCTTGACTCATATGAAGAAA 

AGGTGCCCTTGGTTGGGAAAAGTGGAAAATTCCTAATTATGGAAAATGAT 

TATCCCTTTATGATAATTAAATATTTTATGTTTCATGCTTCATCTCTTAC 

AGTTATAAAGAGTAATTTTACCTGTATTTATAATTTATTCCTAATGCGTA 

TTCTTAGATTTTTATAATCATTTTATTTCTAGAACTTATTTATGTAATGA 

TCTAGATAGTACTATTTTCTGACCTGATATTCAATTCTGT TATGA ATTTC 

TTATAGGTCATTAGTTAATTAGTTGAATCATTGCTTCTTCTTTTTCTATT 

TATATAAATCGGTCGTATTGTTCTACTTATANAGTTGTTGAACGCATCCC 

TTTTATTTGTTGTTGGTATCTCTATGTAACTAATCTTTTATATTACGATT 

TAACGTATAATAATATTTTTACCCTGATTATCCATTGTCATGTTCGTACT 

TTCAGTATTCTTTATCATATTATTGAATATTTG 

>Sequence 888 

CCCTTTAGCGTGTCGCGGCCGAGGTACCATTAACCGTCTTTTAAAAAATT 

ATTATTAGTTTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCN 

ATGTTGTCTTCTTAATTACAAGTCTGCAGTTGCCAGCTCTAGTTTCTTAA 

AAGCGGACATAGTATCTATGACTTCTGACTACCAC ATTCA TGCTGAGATT 

TCCTGCTCCACTrTATATACTTTGACATAAAATAT GTTTT A CCGTA GCAA 

AATGTTTTTTAATCACTTTTTCTTTTATTAGATAACTTTTAATTTTCTGC 

CTCGAGTTTATTTTATGTTTCATCTTCTTTTATAAAAATTGTCAATTCTC 

CTTTCTAACTTTTTTTACTTTTAAATTAAATATATATACGATTCTTCTGC 

TAATCGCTGCTTCTCTTATCATTCTAATATTAAACTTTTTTATCTAAATT 

CCTACGTACTTACTCTTTCTTCATCTTTTTTATTTATT AAACT AATACAA 

TCGATATATTTTCGTCGTTTATGGCTTTTATTTATCTCTTTTTATCAATT 

AATATAATTTCATATTTCCTTTATCTTCTCATCTTTTCTCGGCTTATTTT 

CTCTTTATCTATAATAATGTATTAATTTTGTATAAATCTTTCTGTTATGT 

ATCACTTATTCTTTCCTTCATCTTCCTCATGTTAAAATATTCATTTAGAT 

TATATTTAACTTTTCCTTCAAATATGGCACTTACTCCTTCTCTTTACTCT 

TTTACTAATACCATTTAAAAAATATAATCATAGTrCATGTTTATCTAAGT 

CCTGCCTATTTATCTTTTACTATATTAATGCTGTAAATTTATACGTATGT 

TGATT 
>Sequence 889 

GGTACTAAACAGGCCAGATATATTCTCTCATTAACTTATTGCCTAGCAGA 

GAAGACCAACATTTTTAAAAGTTTATACATATAGTTAATTTCTATTATGA 

TTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAAT 

AATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATGACATCTGAGCTA 

AAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACrGAAGGAGTTAGCCrTTAAAAAAATGAAGAAAGTTCTATTTGGCCAG 

AGCAGAGTTTCAAATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCT 

TTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAAGCTTGAGAGTGA 



Page 37 
(of 261 pages in Table 2) 



WO 01/42467 



259 

Table 2 



PCT/US00/33312 



CAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTACAAGGAGTTGGGT 

CTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAATGAGTGAGAAAAGAAAGAGGAAAATAAATAAGTT 

CCTTGCCTGGGGGTCGTTCGAAAGGG 

>Sequence 890 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGG 

TCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACG 

ATCTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCA 

CCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGA 

CGACACATTTTTCATCATTAATCCAGTCTATTGTAACCAGGGCCACTCAC 

ATTGATTCGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCG 

CTAAAAATGAGGGCCTGAAACTAATCAAATATATTTAGAGCCTTCCCTGG 

CAACTTGCTGGGAGAGCAGCAGTAGACAGCTAATAGGGGAGCCCCAGACA 

GGTAGCGCGGAGCTCACCATGCTTTGGATGGGAATGTGAGAAATCCATTT 

TGGAAGCCTGGTGTGGAATTCCAGCTATTATACATTGTAGTACCTTCGCC 

GCGACCACGCTTAGGGGC 

>Sequence 891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTT 

ACATCTTTGCTTTGCCTCTTCTTTCCCTGTGATGAGTCTTGGGGTAGGCC 

TCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATG 

GTTATTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCA 

GGTTGCTCACCTGTTGACTGGAACAAACAATAGTCCCTTCTTCATGCGGG 

CATGGTGAGGGTTTTAACCCCGCATTGTCCACAAAGACCGCTTAAATTAT 

AGTAGATGCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAG 

GTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCCAGCAGG 

GCCACTTACTGTTGGAGCCGGGGCAAGTCAGTTATTCTTCCCTGAGGGTC 

AGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTTTCAATGAT 

GCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGG 

CACAAATTGGATGGCAGCCAATGTCCTTGCACCCCTGTGTCTCCTGCCTT 

AATTTGTGTTGAGGAATAAGGCCAAATGTGTACCTCGGCCGCGACCCCGC 

T 

>Sequence 892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCC 

CTGGAATGACAGTTGCCAGGGCAGTTCTTCTGAATTTGCAGGTCAGAATT 

AGTGGATGATGAATTTTTTTCACACATGGTCAACTCTGTGCCACCTGCTA 

CAAGATGTTGGAACAGGTATATTTATTTATTTAATGATGATCAA TGATTC 

TTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTATATGCTCTTTTTG 

AGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTA 

CTTTTGTTAAGCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAA 

GGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAGTGTGGGCAAG 

TTTACCATCCATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAG 

AGAGAAGGATGTTTGGCCCAGTTGTCTTTTTTACCTATA TCTGA AATTCT 

CACTTAGTCAAGAACAAAACATTTAGACATTTAATTTCCTT TTGGG GTTN 

TAAGTGATACATGTTTAAAATTGTATATTTAGAAAAAATTGTTTTTATTA 

TATATAATTTATAAATCAGTGGAGAGACAATTTATACTGAGAAA ATATTT 

AATTGGAAGTTTGTTGTCTTTCTCACACACACGGACAACCCCAACTTTTT 

ATTGCTnnTGAACmGCAAAAATGGTTAAACCCCTTCCACATrCAT^ 

TGAAGGGAGGAG 

>Sequence 893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGC 

ACGCAAAGCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACA 

GAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAAC 

CGTTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACAAGAT 

ATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAA 

AAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAA 
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GAACATATATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAG 

GGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGACATGACAC 

CAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATGATTAATATGGT 

GGAACAGGAAGTCTTCAGCTTGCATCCTCCGCCTTCTTGACACAAACAAC 

AATCTGGCAGCCATCCATGGACAAAAGTGCCTCTGTGGGAGCTCTAGGAT 

CCAGGTAAGAAGGTATGAAACCCTGGTAAAGCCCAAGACGGAGGAGAGGT 

ACCTCGGCCGCGACACGCTAGGGGC 

>Sequence 894 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACGTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Sequence 895 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 

ATCT 

>Scquence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTT 

GCCATTCGTGCTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCT 

TAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTTGAACAT 

CTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACA 

CCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAA 

TAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTATC 

>Sequence 897 

GGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACTAGATCTACATTA 

CTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGAAC 

GATAATATATATTTCTTTAGAAAGTCTCAGAAAACCCATTCCTGA ATGA C 

AAAACGGAGAGATAACTTACAACTAGGTGATATCTGAAGTTAAATTTTCT 

TGGTTATCTATTTCAAAAATTCACAACTATTCTGCACTAAAATGTTTCAC 

TGGGTCAGGCACAGTGGCTCATGCCTGTAATCCCAACACGTTGGCAACCT 

GAGGCAAGAGGA 

>Sequence 898 

CCCTTTCGAGCGGGCCGCCCGGNGCAGGNNTACGCGGGTTGGACTCTTCT 

GGTTTTTAAAACTTrCINGGACCATTGACTTTGAAACCCGGCCAAAGAAG 

GGCTGNGGGCTTGGTGGATTGTAGCGCCAACCTTAAAAATTGGTTGTCAA 

AAAAAAATTACGGGTTACGTCCCTTTCCAA GGTGGAAAA AGCCGGACTTT 

I I 11 1 1111111 IC CCACAAAAAGAACCCn I I 1 1 1 1111 1 AAAGGGGGG 

GAAAAAAGAAGTATAAAGGAAAATTTTGGGGGGATTTCTTCCGGGCCCCG 

C 

>Sequence899 

ACTGACAGATGCCTGGGTAACCATGTCCAATGTTCAATTrACTTTCTGCT 

GGACAGATAGAAGGCTCTCCTGCAGCCTITTCGTCTTCGGGTGTCCGCTG- 

GTAAGAAATCCGCCACACAAGAAAGCACTGACATTTGGAGCC TCATC AGG 

TTC AG AGTTG AAAGTG AAATAAAGG ATAATAATCTTTGTCTTA ri" 1 TCTT 

TGTTITAATGTTTCCCAACTTACGTTAGGACAATGTCAACAAAGACAGAT 

GTCCCTAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 

>Sequence900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGG 
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ACCTGTGATGTGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGA 

TATCAAGTGGGGGACATGTGTTTGCCCTGGGGCTCTATTGGCCTGGAATT 

TTGTGGTAGGAGGAAGGCACAAAAAGTAGACTGGGATTACAGGCGTGTGC 

CACCGCGCCCGGCCTAAAGTGTGTTTTATAATAAAAC CTCAA TCTGAAAC 

ATTTTAATAAAACCTTTAGATGACTAGATTTATGTTTATTTTGGATTTAT 

GTTTATATGAATAAAAAAAGAAAAAAGACGAGG 

>Sequence901 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCT 

GTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACC CTGAT AACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGT 

>Sequence 902 

GGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAAAAGAAAATCACA 

CTTCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTG 

TATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTT 

TAAGAAACAGGATAAACTNTAGCATATAAACAGTCTGATTACATTTTCAC 

ACTTTCAACCATCTTATTTATACTCTACATTAG ATAAT CTTTAAATTCCA 

TCATAAGGTTTCCCATGTTAACTCCATATAAAATTTTGTAATCCTGCCCA 

CCCCATGTCAACTCAGTGTATACN 

>Sequence 903 

GGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTC 

AGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACT 

AGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAA 

ACTAGAGGACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAG 

CCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAACAAA 

ATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATAC 

ACTCTATACTTAGATGCACATTT 

>Sequence 904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 

TGTAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAA 

AAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGTC 

TAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCT 

>Sequence 905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAAGTAAGAATACTTTATTATTCAAGTAACTTAAAA 

TTGTAATTCAAATTGGCTTTTATGGTATCTAAAACAATCTGGGCTGCTAT 

AAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAG 

TCTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATGTCTTGCC 

GAGCTTATTACAGTTTTG 

> Sequence 906 

GGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGACTGATATCAGAG 

ACTTTCTTGGAAGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTATG 

GGCGAAGAAAGAAGGGTCAGTTGGGTGGTGCATTGAAATAAGTGGTTCCA 

AAAGCAAACTAGGTCAACTTTTTAACTGGCTAGTGAAAATGAGATTCCTC 

AGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACAGGC 

AGAACAGGATTTATTTAGGGCATGCAATGTGGAGGGCCCTAATGGGAACA 

TGACAGTGTT 

>Sequence907 

GGTACAAATTGCATTGTCAATTTATATTTGTTTCCCCACTAAAGCCTCCA 
AACCTTGCTTGTTTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCTGT 
TGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCT 
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TCGGGATAATGGAAAGCTAATAAGGtTTATGCTAGAGGCTCTTACTGCr^ 

GGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCTAGAAAATCCAAC 

TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAACANAA 

ACTGTTAAG 

>Sequence 908 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGi TTCI iCT 

GTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGA ACTTG CAACC CTGAT AACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGTT 

>Sequence 909 

ACCCTCTTCTCAATTTTGCTATGAACTTAAAACTGCTCTTAAAAAAATAT 

T TTT T I I AAAAAAGGAGGGAGTTATTATCAGAGATCCCATAGACCTTAAA 

GGATAATGAAAGAATGCTATGGATAACTTCATGCTAAAAACTNCAACAAC 

TTAGAAGTATGAAATGAATGAACTTCTCCAAAAAAATACAAGTTACCAAA 

ATTGACATGAATAATAACAGAAAATCTGAATAACGCTCTAACTATTAAAG 

AACGTGAATTTGTCAAAAGCTTCCCCAAAATAAAATTCCAGGACCAGATG 

GT 

>Sequencc 910 

ACTCAATGGGGTAGGGTGTCTTGGGATCTGACTGTTTCTTAGACCTTCAA 

TGCTTCTTGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTCAGGTCT 

AAGTCATTCATCACTCTTTTGTCTGCTTTTCAGCTTCCAAA AATTC ATTG 

CTATTATCTCCTCTCCTGTTTTCCCTATGGTGTGTTTGTGTCTTTTTCTT 

TAAAAAAATTCCTTTGTGGTGGTTTTAGGGGAGTTTTTGGGAATATATAT 

TTAATGTACCTCTGGCGAGACCGCGCTTTAGGCGATATCCTGCACACTG 

>Sequence 91 1 

GGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATAT 

TAGACAGATTCAATTATTCATCTTGTGATTATGAGTAGTAACCAAATTGT 

CTATGTAATTTTCTTATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGG 

CTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTT 

TGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACCGG 

TTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATC 

TTT 

>Sequence912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGC ACAA TGCTTAGATTTG 

GGTGGATTTGAATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTA 

AAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAA AGTA TCT 

TGTAAATTCTACCTGGTGAAAGTTTGATATAGCACACATATGAC TTTTC T 

ATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTC 

TTTAGTTGCAACTAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

TTTTTTTTTTTTTCTTAACAGTTATCTTA 

>Sequence913 

ACCACAAAGTTATTGCCTACATCCAGGTCAAGAAGATCTTCTACTGTATT 

TTCTTCTAAGAGCTTTTACATATAGGTCAATGATCAATCTAAAATTAAGA 

GTTGTGCAATCATTAACTCTAGCITrAGACTGGTATACTAATTG 

ATACGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCA 

CAGCAGGGCTCTGTAATTAGGCAATAATTACTTACCATCATACCTAGTGA 

GGCAATATGGGAGAAACAAAACACKjCCATACAGCTTCACTATTATTCCT 

CT 

>Sequence914 

AAAACCTTAGCGNGGNCGCGGCCGAGGGACTNGAGGACCAAGCCACAGAG 

caagcgctaaaaaaaaagnnaactagaacc™accactgnnnca 
ccaatttcataaaatgtatcagtaaaaaaaaacaattatctaaagttttt 
taaagtaaagaaaaattatttatcacataggtaacitggtgtca actag g 
taactgatctattttaatttaggaagttagtgtcttccttcctcaatt^ 
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CAGATTTTCTGAGGGGAGGCTCAAAAGGCCGGAGAGGCTCTCTACAAGGA 
GAAAGCAAGCCAGAGAATCTGA 

>Sequencc915 

GGTACCAGAAATGGTAAATATATGAGTAAATATAACACACTTTTTTCTTT 

TAAAATTTTATTTAAAAGGTAACACTTTGCAGCAAAATAATTAACAATGT 

ATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAAT 

TGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATAT 

GAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACA 

TATTGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAA 

GG 

>Sequence916 

GGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTA 

TAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCC 

CCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCT 

AGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGTCCCCTT 

CCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCTGGTA 

ATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAGGTCAGGG 

>Sequence917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACA 

TTCGTTAAGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAATGTTTCA 

TCAGCAAAGTGAATTGCGGTATAGTCATCAGACTCTAGAAATAAATTATC 

AACGATGACTGCAGTGGGTGAGGCTGTTTGTTTATCACATCACTTGAGAA 

CAGAGTAAAGTGAGTTTCATATTTTCCTGAGTCTTGAATTCTCATTTTAG 

ACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAGCA 

>Sequence 918 

GGTACTACAATTATAAAGTTACCAATAACTTTACATTAAGA AAAT CATTT 

TCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTATTC 

ATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTGCCACAGAATAC 

TGAAACAGTGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTG 

GGAACAGCTTTCAGCAGTGGTCACTTGTCTTTTTTTAATGCATTTCAAAA 

TGTGTTTGGTTAGCAAAAAATAATGAGATAATTCCCTCAAATAAATGG 

^Sccjucncc 919 

GGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGACACTTAGAATGT 

AAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGGGC 

GTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTAATATAAATTACT 

GAAAGGTGGTGTTCACATTTAGAA1 TTTI 1 1 1 1 1 AAGTTGCATGTTTAGG 

ATTTTAGTGCTCAGGAGGAAAGAAGGCCAGTGTTGCCCTTCCAGACCATC 

GCTGCCATTTCCCTGTAATATATCGTGTGTAGAGGAACCTAATGCCTGCA 

G 

>Sequence 920 ' 

GGTACTGCTATTTCrAGTTCAAAATCACAGATTTTCAGATTGAAAAAATT 

TCAATCCACTTATTTTTCAAATGAGATAACTGGGACAAAGAGAAATTCCA 

TGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACC 

ACAATCCACATCTCCTGACTCCCAATCCTTTCACTT AAAA CAAACAAGCA 

CACAAACAAAAAAGATTTCTAATAAAGTGGAA TAATT TTAAGAAAGGCAA 

GTATCACTATTTTACAAGGAAAAAATTAAATCATTTTAACAGATTGGC 

>Sequence921 

GGTACTCACATGTAAACTTCTACTTrCCCCTTCAGATTACAGCAACCATC. 

ATGCCAAAGCTATACACTCTCAGGGAATCCCTGTGGATTTCACTGATGAC 

CACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCTCAAACTCTCA 

ACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTG 

GGCCACACTTTGGTTTGTTTGACTGGAACAT AGTTTG AAAGGGATGGAAA 

TTTCCAAAAGGTGTTAATAGAGACATAAAGATTTTTAAATATTAAAAAAA 

AGAAAAAGAAAGAA 

>Sequence 922 __ 

GGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTGTCTGAGTTGATG 
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ATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAACA 

CATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAA 

CAACTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAA 

TGCAGGCGAGGACTAGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCA 

GGAGAAATGTGACTGAGGACAGTATGCCACTGAAAACTGATGAAAGAGGA 

GGGAGACAGGAGGA 

>Sequence 923 

GGTACTGTTGTCTCATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACT 

CTGGGGGACATTCCTCCTCTCTTTTTGGTCTGGAATGTCCCCTGGCTTCA 

GGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGG 

GACTCAGGGAGACCATCCAGTGACTGTTCCTGAAGTGCTGGGAAGGCAGA 

GCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAGCTACT 

GNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAG 

CA 

>Sequence 924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTTTCAGGTC 

CGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGAT 

CTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACC 

AATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACG 

ACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACAT 

TGATT 
>Sequence925 

GGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTAGTTTCGTCAGATC 

CTGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAACTGAA 

GTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAG 

AAAAAGACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAA 

CTGGTAATAGTAATCACTATCATCATCATGTGACATCCAGAAAGCCACAA 

ACAGAGCGGTCCTTACCAGTGACTTGTCCATTGGTTCCAATTCCTAGCT 

>Sequence 926 

GGTACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATA 

AATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTT 

AGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCAC 

TTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTT 

TGGGGCTGTTACAGTTATTTCCTTTATTTGAAGAAGGAATATGATATACC 

TACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 

>Sequence 927 

GGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTCATGCCTTGATCC 

CCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATGTC 

ATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAG AACA AAGATT 

TGGGGCACTTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTC 

ATCTTCTGCTATATACTCCAAATATGCAAATGGAATTGAAATTCAACTTA 

AAAAAGCATATGAAAGAATTCAAGGTTTTGAGTCGGTTCAGGTCACCCAA 

TTTCGAAT 
> Sequence 928 

GGTACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTT 
CACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAG 
- CCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCCCGAGTGTGCCT 
CCAAAACATAAAGGAGAAAATCATACAGAAAAACCTCATGTAAGGGTTGG 
AACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTAGCTA 
GGGCATGGCCTGAGAGAAGCCCCTTCCTGCTTTCAGAGCCTACAAGTAGT 
CCCCAG 

>Sequehce929 

GGTACITAAGCAATAAATCTGAGCAATrATCAGGTTATTTTATTGCATTT 
CTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATATGT 
TCTGTGTGTAAGGAGTGCTTGAGAGTCnTAATTGTAACATTTATTAAAT 
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AAGAATAAGAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCA 

TAAATGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCT 

TGGGTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTG 

CAATCACAAT 

>Sequence 930 

GGTACGCGGGTGGGAAAGGGAGGATGACTCACTTACTCTGAAATCTGGGC 

CCAGGAAGGACCTCTCCCATCCnTGGAGCCTCGTCATTCTCCTGTCTCTC 

ACTGTCCCCCCACCTCTACCATGATGTCCTCATTCTGGGAACCCCGAGCA 

GGGATAGTGGCTTGGGCCCTTCGTCTGGCTTTTCTCCeCACACTTGCTTC 

CTTCTAACATTTTCTCCCTCATCTGACATGGAAGGGGGAATGGTTAACCC 

AGAAGGGAGGGCAGAAAACAATGGCCCCACATCCTGGCTCTGCCTCTGAC 

AAGCTGAGT 

>Sequence 93 1 

ACGCGGGATTTAGAGACAGGGTCTGGCTCTTTTGCCCAGGCTGGAGTGCA 

GTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCTCAAGAGAT 

CCTCCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCA 

CGCCTGGCTAATTTAAAAATTTTTTTTATAGAGACAAGGTCTCACTATGT 

TGCCCACACTGGTAAAGTATTTTTAAATTCGAGACATGAATAATGATGCA 

AATCATCCTTTCTATGGGTCTGATTCTGTTCTGCTACCTTATTCAAGGAC 

TAAA 

>Sequence 932 

GGTACT I TITI 1 1 1 1 1 1 I rn 11 11 11111111 IGGATTTTTAGTAGACA 

CGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCTGA 

TCATCCGCCTTGGCCTCCCAAGTGCTGGAATTACAGGCATGAGCCACCGT 

ATCTGGCCAGAGAAATTTTTTAATATAAATTTTTTCAGTTACCACTTAAA 

GGGAAATATGATTAAAAAAACTAAATAAAGAAGAGCTTTAGTAAAACCAT 

GCCCTCTTGCTAATCTATTAAGAGTCAAATCTGAAC 

>Sequence 933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAAC 

ACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGG 

GAGGGACAGAAGGAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTA 

TTTGTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAAT 

ATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAACCTGAG 

TGTTGGGTGCCTGAATGTTATATTGGTCTCTGCAN 

>Sequence 934 

ACCCAGTATATGAGCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGAT 

AGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACAGAGAATT 

ATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTAC 

AAAGCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCACGGT 

TAATACTGTAAAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAAT 

AGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGG 

CGTG 

>Sequence 935 

GGTACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCC 

CTTAGATAACAATGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAA 

ATGTTGTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTT 

TCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTCTGTGAGGATA 

TGTCTATTTGGTTTACCACTGTATCCTCAACAACT 

TGTAGGTGTTAGGTATTAAGTGCATGATAGTGAATACATAAAGGTTA 

>Sequence 936 

GGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGA 

AACAGGCTGTTTGATTTCACCATGGTCAATGCTCTGATGTGCCAAACACA 

GGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGG 

AAGATTTTCTGGAAAAGATGACATGTAGCAGACAGCTGACAGACGAGTTT 

ACCAGGTTCAGAACTTAAGTGATAATAATCTTTTTATCATAAAATTTTAA 

GTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTA 
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TG 

>Sequence937 

ACACTAAAAATAGAATATAAGGCAGTGAAATCAAATCCTGGCTCACTTGA 

AGAAATAACAGTCTGTGGGCAACTGGTTGTTTCTCAGGTCACCTCAGGGG 

ACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACT 

GATAAGTTTCTGTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATA 

AATTACCTTTTAGCCTGTGTATTTACACACAA ATATGCAACC TGCAAACT 

TCTTCTG AGG AC AG ATGTC A ACTACTTTTTCA ITTl 111111 1 ACAGTCA 

AAG 

>Sequence 938 

GGTACCAAGTATACTTCACCAGATATCTATAGAACATTCCACTCAGCAAC 

AGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACATTC 

TCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAA 

AAGGACTGATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAAT 

TAGAAATCAATAACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAA 

TTAAAAAACACACTCCTTAAACAACCAGTGGGTCAGAAAAGAAATCACAA 

GGGN 

>Sequence 939 

CCCTTAGCAGCGGCCGGGCCGACGGGCTCTTCTTCCATACTCTTTTAATT 

GGATATGCCAGTGTGTCTCAGTAATTTCCAGTGGCTGTAAAACTTTGAGA 

AATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCTGATTGCTTATT 

AAGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGC 

AG lllTl T1C CATGAAAATTTCAGTGGTGACAAATTATAGAATTTATCAT 

TCAATTCAGTCTTAACTAGAAATAATTGCATATAATAAAACAGGTTCTTG 

ACTGTTCTTTTT 

>Sequence 940 

ACTGCCACTTCCATTTTGTAAGTGAAGCCCAGAGAAGCAAAGAAATGTGC 

CCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTC 

GAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAG 

AGAAGAGACAGAAGTAGCCAGGATGAAGG TCTTCAGG TTTAAGAAGAACT 

ATG A AA A AGC A A AAG ATTTTTGTTTTCGTGGT ITTT 1 "1 ACTATAA AGG A A 

AACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 

>Sequence941 

GGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATT 

TGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATA 

GTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGC 

AAAGAAACTGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGT 

GGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTCAAA 

TCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATA 

TAAAAAT 

>Sequence 942 

GGTACATGAAAATGGCTGTTTTTCCCCACATT AGTCAGCTCTG GATTTTG 

CATGTGTGGGGC1T1 11111 1 GATAGTTATTTGTTTTTTATTTTAAAAAT 

TTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTA 

TTGGCCATCTGCATTTCTGCTGCTTATTGGCCATGTA TTTAT TGGCCATT 

TGCCGTCTGCTGTGAAATGTCTTAAATTTTTTGCCCA TTTTT CTAGTGAT 

AAAACACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTGTC 

>Sequencc 943 : . . . ,.,,.> 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGT 

CAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACTGATT 

AATGTGTATATACTAGTTCTGTTACTA AGGAG GGATGTTAAATTAATCCC 

TAGCTGTAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTT CTAGC TTCAT 

AAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTC 

TTGGTGAACTAGACCTTTTATCATTAGGAAACT 

>Sequence944 

GGTACAAAAATCAACTTTCCTTTTTACTATCTGGAAATAGGAAAATGTTC 
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CATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGAAA 

GTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTA 

ATACCCACTTTACAAAATTAAAAATGAATTACAGCTTnTAAAAATAGAT 

TAAGCTGGGTGTGATGACATGGCACCTATAGTCACAGCTACTCAGAAGGC 

TGAGGCAGGAGAAGCACCTGAGCCCAGGAGTTTGAGGCTCTAGTGAGCTA 

TG 

>Sequence 945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCGCCGCCAAAAGAAGGGTAA 

TCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATG 

AATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCT 

TGCCTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTG 

GCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCAT 

CCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGC 

AGGG 

>Sequence946 

ACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGAAGCATTTGT 

GAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCT GACTTT TAT 

TGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACTTTTTAAA 

GAAGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGC 

TTATGGGGAAAAATTGGAAAATAGAAACCAGTATCTAGAAGAAAAATCAC 

TCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTTCTAA 

TA 

>Sequence 947 

GGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAG 

AAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTG 

AGATAGTAACATTAATAGAATTCCTTAGGTGGAATTTCTTTAATGCCTTC 

AGTTTCAATTTTAAAAAAAAAAAAGTGTTTATGTAGAAGAGGGAGTGAAG 

GTTTGTTAGAGGTAAAGAGGGTGAGATTTGATGGTATTTTTTTA GTTAGG 

ATGAGATAGTAGAGGTAGAGGTTATAGGGAATGTAGGTTGTAGTTTTTTA 

TTTN 

>Sequence 948 

GCGCCTTTCAGCGGCCGCCGGGCAGGTACTGATATTTAATGAATATTTTA 

TAAATTGCTGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCT TTCAA 

TGCTATTGCCCAGGCTGACTTTTATTGCAACTGTTTTATGATACAGTTTT 

GCATTGTATGTGTTTACTTTTTAAAGAAGCATTTCCTGGGAGGTTTCTTT 

TTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGA 

AACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATA 

CTTTGTCTTTTCTTACAGTT 

>Sequence949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAAT 

GTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGT 

AGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCA 

AACTGAGCAGGCAGCCAATGAAAACCGTGAGC TTTCTTT ACATTAACTTT 

CTGAAAGTCA 11 1 1 11 C 1 1 ATTCCACTTTGTGCC 1111 111 AAAAGCTGC 

AGCTTCATGGAATTTAATCCTGGTATTTAAAACACTT 

>Sequence 950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTC 

ACTGATTACTCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGG 

TCTGCACCCACATATGCAAATAAATACCAGATATCTCTCTTGGTTATATT 

GCACATATNTCAAACTCAATANGTTCAAAACTGAATTCATCTTCCCCCCT 

AAATGTATTTTTTCTTCCCCCTCITTTGATAAAAGGGATTA GCAAAAAC C 

CC ACCCGCC AGGTTAAAAACCTGGTTTGG AAAAATTTATTG 1111111 AC 

C Cll 1 1 1 1A AAAGG 

>Sequence951 

GGTACTCTTAGGAAAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCAT 
CCTAACTTCTGTGAGATTTTTTTCAGAATATTTTGGATGGTTCTCTCACT 
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TTTGTTATTAAGCATTTGGGAAGAAGATTCT GCAGC CTACTCAGGTGAGC 
CAATCTCATGGCATTGAACAGAGAAGATATGTTTTCACGTCTCTAACCAG 
TGTTTTTCATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAACC 
AAGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATGGGCTTCATGTAA 

CTA 

>Sequence 952 

GGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGTTGCAAACATTA 

TAACGTAATGTAAGGTCTGGATTACATGCGTAAAAATCCAATGATTCTTG 

GAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATAT 

CTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCA 

ACAAACTTAGGTTGTTCTAACATACATACACAAATACAGG AGGGA CGTTT 

ATGGGTC AC ATCTGCG A A AC ATTTTTTCCCA A AA AGCTG A A I nil 

>Sequence 953 

GGTACCACCAATAATTATGCCCACAATTTTATCCTAAATAAGAGTGATTC 

CCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAA 

AACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAAT 

CACCTGTGGGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATA 

AGCGCTCTTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCAA 

GGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGATTA 

TAAA 

^ScQiicncc 954 

GGTACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGA 

ATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGT 

GCTATTTANNGTTCTCTACATTTACTCCATAGTAAGCTGTTGTTTGAGAA 

AAAAAATGCCAGTTTGGTGCGTAGTAGATACGCAGAGGCTGAGAAAGGAA 

CAGATTACCCATT ACCCAAT GGTTACAGAATGTATAATGCTTCCCTTTAA 

ACTGGTTGATTTGTTTTTTTACA 

>Sequence 955 

GGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAGCATAGCACCTCC 

ATTGACCCACATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTG GAGTC T 

CAGATCCCTCACCTGTTAAAGGAG AGTAATACTACCCACTTACC 1 1 1 l iG 

GGTTGTTGTGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAG 

GGCTGGGCTTTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGAATTGGA 

TGACAGTGAACTTTGCAGCATTTCCTAACCTCAGAAGTTCAAGAG 

>Sequence 956 

GGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCA 

GGTGACATAATTTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGCAA 

ATATTCTTAAAAAGAAAAACTTAGGA1T1T1 11 1 1 ACAAAAGTTAACTTA 

AAATGCATTATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGT 

GAATAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAA 

CAAATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATG1T 

>Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTT 

TGGGGTGGTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATT 

TTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGTTACT 

AAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAGTTTGTC 

TCTTTTCAGCTGTTCTAGCTCCATAAATTTTTGGAGCTG TTAG GTGCATA 

TACGTTTAGGATTATTTTGTCTTCITGGTGAACTAGACCTTTTATCATTA 

GGAAACTGTCCATATAACCACT 

>Sequence 958 

CCCrTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATACAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCAA 

TTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGT 

TCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAA 

TGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATT 
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>Sequence959 

GGTA C1 I ' l l 1 1 H 1 1 1 1 1 1 1 H i l l 11111111 1 AAGACAGTCTTGCTAT 

TTTAAGTCCAGGCTGGACTCAAACTCCTGAAGATTGCTCAAGCAATCTTC 

CCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTA 

GGTTCCAGCTCTTAAAAGAGTTGTCAGTGTGGTGGGCGAGGTGGGTCACA 

TACACATATAATTATAAGGTAAAAAATCACAACTACTACAAGAAAGGTGC 

AAACATTTATGAGAAAACCAAAGAAGGGAN 

>Sequence960 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGAT 

TGG 

>Sequence961 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACA 

>Sequence 962 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATA 1111111 1 1 CAGATGCATTCCTTTGATTGAATTTAAAGTCA 

AGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAA 

AATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAACAACTTAATAACCAATAACAAAATTGAAATAGGT 

CAACTT 

>Sequence 963 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATA 1 11 1 11 1 1 1 CAGATGCATTCCTTTGATTGAATTTAAAGTCA 

AGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAA 

AATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAAGAACTAAATAACCAATAACAAAATTGAAATAG 

>Sequence 964 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGC 

TGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGAT 

AGGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAA 

TTGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTA 

AGCAATCTGAAATGGACTTTAAATAATGATGT 

>Sequence 965 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAACCTGGTGGAGTTGAGGCAACTGCT 

GAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATA 

GGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAAT 

TGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTAA 

GCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAGAGGA 

AAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAA 
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TACTTATGAAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATA 

AAAAATTCAACACATGGTCTAAAGAATAAACTGCACACAGCTGAAAGGAA 

AATTAGTTAATTTTACGAAGAAACAATAAATCTCACAGAATGTNAAAGAG 

ATAAGATATTTAAAATAAATCAGAGTAAAGAGATATTAAACTATATACAT 

TTGAGTATATAAAATCCATATGGTGATATGGATACATATATATA CCAGA A 

GGA AGGACAG A AG AG ATACAATATTTGGACAGA ACATGGCTAA 1 1 1 1 iCA 

GAATTATTAAAAGACTTGAGCCCTTGAAACAGGTCCAGGAGTACCTTGGC 

CCGGAACACGCTTAGGGGCGATTCCAGCACACGGCGGGCCGTA 

>Sequence 966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGAT 

>Sequence 967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAA 

CTTCTAAAGATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATG 

GCATTA 
>Sequence 968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAGCTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTC 

>Sequence 969 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCCTCAATCGTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAACTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCG 

TGTT 

>Sequence 970 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGA GGTTATA ACCTT 

TTTCTATTCTCTGCAACAGTGG ATATAGGATTGG AGTTA 1 1 1 1 111 CTTA 

AGTTTTTGGGTGAAAACTAGCCCAGTGAAGTCATTG TGGGT TTGGATTTT 

TCTTTGTAGGAATGGTTCCTTAATTTACTAATATAGCTTTTTCCAAAATA 

TGTTAATGAGTAATTATTCCAGGGGTTTTTCTATTATCCTTCCCTTGTGG 

ACAAATTTTTTGTCTGGTCTTTTGTTACTTATAAAAGATATTGATTCCAT 

GCCTAATAAAGTGTTCTAAATTAATTTTATTTGGG ATATCTA ATTCTTTA 

TTTTTCCAAATATACGAATTCCTATGTXTATATTTATTTTTTACCAAAGC 

ACCAAGTGAATACTTTTAAAATGGTTCTTTAAAG 

>Sequence971 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGA GGTTATA ACCTT 
TTTCTATTCTCTGCAACAGTGGATATAGGATTGGAGTTATTTTTTTCTTA 
AGTTTTTGGTAGAAACTAGCCAGTGAAGTCATGTGGGTTTGGATTTTCTT 
TGTAGGAAGGTTCCTAATTACTAATTAGCTTTTCAAAATAGTTATGAGAA 
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TATTCAGGTTTTCTATTTCTTCCTGTG TCAAT TTTGTT GTC 1 111 1 CTAT 
AAATTTGTTCATCTATAATTTTAATATTTTTGGTATAA 1 1 1 1 1 1 1 C AAA A 
TAATCTTGTATTTATTTACAAGACAGGATCTTAATGTTTAATGACAGGAT 

CTAT 

>Sequence 972 

GGTACTCCAGCCTGGGGGACAGATTGAGACCCTGGCTCAAAA A A 1 1 nu 

TGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAGAAAAAACAAGAAAT 

TAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 

TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTC 

CCTGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAAC 

TGTGT 
>Sequence 973 

GGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAA 

AAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGAAA 

TTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATT 

TCAAAGCACATTCACAAAGTGTATGTCACTTAAATACCTCAAAATTTCCC 

TGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTG 

TGT 

>Sequence974 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCTAAACTGT 

CTACACCCAGACTTTATTCTTCTACAACC AAATT CCTCAAACACACAATT 

CTGGAACAGTAGCCAGTGAAAAGGGGAGTTTTAAGGGTGGGGGTGGAGGG 

AAGAAGGGATTTAATATTTAATGGTTTATATTAGCTGTGTGATGGATTTA 

TGAATTTTGTTCGTATGTAATCAATGTGTGTGAATATTGTA TCTAT ATTT 

AATCTTATTGTATGTATATAATGTAATGTTCCGTATTCGCTATTTTGATA 

TTAATAAATGATATAAATTAATGGATAAATTCAAACATTGATCCATAGCT 

TCTGTCTATACAGTAACAGTATTTTCTATATAGTTATATCTCTAGTCATG 

CTTTTTTCTTCTTATGAATCTTTTAATCGC 

>Sequence 975 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTGGGGGCGACACA 

ATGATCTTATCTCTAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTACATAGTTTGGAAGTTGGGTAATGTGATTCCTCTAGC TTTG T 

TAGCTCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTTCTTTT 

TTGGTTCCATATAAATTGTAAAATAAAATTTTTCCAGTTCTGTGATAAAA 

TCTCAATCGGTAGTTTGATATGGAATAACCATTGAAATCTGTTACCTTGC 

CCCGTGGCGGTCCGCTTCAAAAGGGCCGAATTTCCAGCTATCACCTGGTC 

GGTCCGTTTACTATATTGGATTTCTTA 

>Sequence976 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAAGCAGGCATCATAAC 

TGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGC 

CAAGCTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGAACCTC 

AAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAAGAGGCACGAGGCCCTC 

CAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGAT 

CACCAGGAGGGCGTAAATTGTAGAAAGGAGAGTCCTTTATTGGGTGAAAT 

GTTTGGCAACTGGGAAAAGATTTGCCTCCCATTGTGGAAGCAC 

>Sequcnce 977 

GGTACITTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGT 

GATTCTTTGTAGATTTTCTGGAAAGTCTTGTJTGTTTGTATTAAACATTA 

ACTCTGCTGTATGCTGTAAATAC ACTGC TAAGATCAATATTGAAA AACG A 

ACAATAATACCAATrCATATGGATJCTrCAAATTAGTCTTATAAAATTTTA 

TGATATGGTATTATCCAGCCAAGTGACTTTGAGACTGACAAAATATTCTA 

ACTTTAACCAGGTGATTCTTGCATTCTTTGGTTTAAAACCTCAAGTTTAA 

AAATATCTTTATATTTACATTTAATTGTCATTAATCA 

>Sequence 978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGG 
AGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCA 
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ACTGTGTCCTGAGTGGCTCTTAGAGTT TAAGA CTCTGAATGAATGCCTAA 
ATTTAGAAAGGGTGTGGACCAAGGGAll'll 1GGT TAATG TTCTCTAAAGC 
AGGCTGACTGCCAGGATTTCAAGTCAGTGATAAATTTTTAATTTTTATTA 
1 111 1 1 1 IC CCCCGCGTACCTCGGTCCGCAACCACCGCTAAGGGGCGAAA 
TTTCCAGCAACACTGGCGGGCCCGTTACTAGG 
>Sequencc 979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATA 

AACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATT 

ATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGG 

AAAGAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTT 

GAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTT 

TCTTATCTGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCAT 

AGGTTGTTGAGAAAATGAAGTGATTCA 

>Sequence 980 

ACATTACCTTTTATGTATGCTGGAATAAGAACTTGTGTCTACATGCATGT 

AGAAACAATGGAAGGATAGGCAAGAAAATGAAAAAAAAATGATAACCTAT 

GGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCG 

CAATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTTTCTA 

GTTAAATGCAGTAAGAAATTCCCCACAAGCTC TGCAA AATAAGTTCTGTC 

AATCAAATCTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCAT 

GAATTCATCTTTAAAGTGTGACTTTGTAAAGCAGATAATCCTCCTGTT 

>Sequence981 

GGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAGA 

AATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCAGG 

AATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTG 

GCTGCCCCTGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAGC 

ATCATCACCTAGAGCCAACAAGTCAAGGAGGTGATGG TTTGCC TTTGACA 

TCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCTTTTTTATCACT 

GCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGTAG 

TATAC 

>Sequence 982 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 

GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 

AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 

TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTC 

>Sequence 983 

GGTACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAA 

GCTGTAATTCACGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCAGA 

AACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGA 

TTTTCTTTTTCCTTTTTAAACTCAGAAGTTAAGTTCCAGCTTCAGTGGCT 

ATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAAGC 

CCTGTGCTTGGCATGTAGTAAGTTCTCAGTAAACTTTAGCTGGCGGGATC 

ACTGAC 

>Sequence 984 

ACTTTTAGTAAAGATGGGGTTTTGCCATGTTGGCTAGGCTGGTCTCGAAC 

TCCTGACCTCAGGTGATCCACCCACTTCGGCCTCCCA AAGTGCT GAAATT 

ACAGGTGTGAGCCACCGCGTXCGGCCGAGGACACTATTTTTTTGCTTTGG 

AAGAAATGAATCCTAGTTTTGGTTCAGAAAGTGTCAACAGCATTGTGCCT 

CTTCTATGACTACTAAATTTCAAGCAAAGAGAGCTGAGTTGGGGGTAAAA 

GCAGGGCTATTCCCCGCCTTCAGACAATGCTGTCCCTTATCAGGGCAGAC 

TGCTGTCTGGTTTCCTGTCTCCAGCTCGGGCATG 

>Sequence985 

GGTACTTACTTAATHT1 1 1 1 1 1 111111 1 AGTAGAG ATGAGGTTTCACC 
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ATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTGAGGTGATCCACCTGCC 

TCAGCCTCCCAAAGTGTTGGGATTACAGGAGTGAGCCACCGCACCCAGCC 

TGTGTGTGTTTTTTTACTTAAAAATTTTTAAATTTAAATTTAAATGTTTA 

ATTGACAAATAATTTTATATATGGGGTATAATGTGATGTTTTGATGTATA 

CATTGTTGTATACGTTGTAATTGTATACATTGTGTTGTATACATGGATGT 

ATACATTGAAATTATTGTATCCAGAAAATTAACATATCCATCACCTCAC 

>Sequence 986 

GGTACATGGAATACATAATTTTGAAATGGAGTCAGGGCTTTCCTAATGAT 

CCATTTTGTAATTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAA 

CTCAAGGTTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTC 

TTTTTGGTCCCCTAAAGAGTATTTATCATCTTAGATTCAGCTTAAGTTGT 

GGACAAATATCAAGGGGAAAAGTATTTACAGTTAACGTTGGAATCACACG 

GTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGA 

GGGACGATTATTAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGC 

AACT 

>Sequence 987 

GGTACCTGGCCTAGAAAATA III T 1 1 TTTT1 G A A ATGG AGTCTC ACTGTG 

TCGCCCAGGCTGGAGTGCAATTGGCGCAAATCTTCGTCTCAAAAAAAAAA 

AAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGT 

TCTTAATTCCTTCAATCATCCCCCTCTTCTAACTCTCACAGCAC TTTCT T 

CCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 

CCCTCTCTCCCACTTGCCCAATCACAGAGTTCCTAAAGAACCAGGACTAT 

GTTCTACTAGTCTTTGTAGCCACTGCAGTCGGAATGGTGTCTAGTACCTG 

CCCGGGCGGCCG 

>Sequence 988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTG 

CACAGATTTATTCATTGCAGCATTTGTTTTTCATATCAAAAGATGGGAAA 

CATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGT 

ATATCCAATAATTGAATATTATGCAAGTATATAAAAAATAAGAATCATGA 

ATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGG 

GCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATA 

ATTATATTTAAAAACTCATAGGATAAACAAGAAGGTAATGAAATAATTAA 

T 

>Sequence 989 

CCCTTATCTTGGTCGCGGCCGAGGTAC11 TTTI 1 1 1 1 Ti l l 1 11111111 

TTTGGTAGAGACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCTCGAATT 

CCCGGGACTCAAGCAATCCTCCCGTGTTAGCCTCCCAAATTGCTAGGGTT 

ATAGGTGTGAGCCACCCTGCCCAGCCTATGTTTATTTCAGATGTTCAAAA 

CAACAAACAAAAATAACACACTAGAAAAAATGATCAGAGAATACGTGTTA 

AATGAGAAATAGTTCAGGGCTTTTATAAATTTGT GACCT TCACCCTTCCC 

CTTAGTCCTTTTTCTCCATAAACTCTAATTACAAATTTTTCTTCCACAGC 

AAAAAAGAGGAATACATTCTTCTGAA 

>Sequence 990 

GGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGCTCCAAAAATTAA 

AATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTTAA 

GAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTAATAGGAAGCTGTG 

CACAGTGGCTCACACCTGTAATCCTAGCACTTTGGGAGGTTGAGGCAGTG 

AGGCATTAGGATTGTTGGAGCCTTGGAGTTTTGAGACCTGCCTGGGCAAA 

CACAGGGAGAATCCTGTCTTCTTCATTA AGTAA AATTTATAAATGGAATT 

TAGCTGGTTGGTGGCTlCil TiGACAA rri ' l ' l ' l ' lG GTAATGCTTTGGTGTA 

CCTTGTA 

>Sequencc991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAAT 
AATAAAATTAAAAAAACCAAAAACAAAGATTAACAGAAAACAAAACAACA 
AAAAAACrCCCAGCATATACATTGAGTCATTT GCAG G TTTGG GAGGGGGG 
GAAATGCrrTTTrGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCT 
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ATATTACrTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAA 

AATTACAAGAGAGAATATGAAATAGCACAGTAATACAGACTATAGTAATG 

CTAGAGAACATAATGAAAAACAAAGAAAATATGGGGGGGAAAATAGCTTA 

AATCCTAATCCAAA 
>Sequence 992 

TTTATACGTATATATGTGATTGATGAATTATGGTATTAGCTGTGTTAGTA 

GTTTATGTGTAGTTATTAATGAAATTGAGGTTGAGATTGTTGAGGAATAT 

AGAGTTTATTTGAGGTTAGAAGTTATCATTTAGGATCTACGCGTAAGACG 

TGTTTTGCGACCCG 
>Sequcnce 993 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTTGG 

CTTTCCTGTATGTAAACCTTACTAATACTTTTCAGTCACCAACCTTCTGT 

GTCATTTCCTTTTAAGCAAAAAGGAGAAGTAAAGTGGAATTTGGGTTTCA 

AGAGCCATGCTTTTGGCTTTTTCACAAAGAGAGTTGCTCTTAATAAGGCG 

CCTGGGTGTAGTTTTCCAAACACCTTTATTTTCTACTTGACTGTCCTGGA 

TATGTTGGCCTTTGAAAGTTGGTTTAATTTTAGTAGAGGAAGAGGTGTTG 

GACTTTGGAGTAGTGTAAATGTTTACCCTTTTGGCCCGTTGGAACCACCT 

GCCTTATGGGGCCGAATATTTCCCAGACCACAACCTGGGTCGGGA CTCG T 

ttaacttagttgtgtattccctgtGgcattggggttaccccaaagctttt 

GGTCCGT 
^Sccjucncc 994 

GGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAATCAGCTGA 

GGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTGAC 

TCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCT 

GACAATTCCGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTC 

TGTAGTCTGGCAGATAAAGAATTCTTAACAAGGAGGTCCTGCCCCGGCGG 

CCGCTCGAAAG 
>Sequence 995 

GGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGAT 

TTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGA 

GAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTA 

GAATTATGTGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACA 

GCTAANAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCTCA 

ATAAACATTTAAAGTGGAAAAATTCTTCTCTAACTCATATCAAGTACCTG 

CCCGGGCGGCC 
>Sequence 996 

ACCAAAATAGATAAGGATCCTGTTTTTTGAAATGAACCCCAG TTGCGCC T 

TAGGCATTGTG AGTTGGCTC ATTTC AAGCCAGTTGTAATATGG ill 1 1 iA 

TTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGG 

TTCCTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTAT 

GACACTAAATGCTTATATTAGAAAAGAGGAAAATTGGGCGAGCACGGTGG 

CTCATGCCTGTAATCCCAGCATTTTGGGAGGCCGAGCCAGGTGGATC 

>Sequence 997 

GGTACTTGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAG 

ACITTTAAAATAAATTCACTTACTTCTATTCCCAACTCAATCTAGAATAT 

TATTGGTGATAGTGAAAAGACCAGACAGATGACATTACTTCCAAATTTTA 

CCAATCTAATTGTTTTTACTCACACCTGTAGATGTCACTTTAAAAATGTG 

AATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCTT 

TGGCAACCATTAAAGCTCTCTGTTCCCAACTCTAACAATATGTGGTAATG 

TCTTCCCTGACTTCATTTTATGTTTACACAAAATCAAAGGTT ATATT TAA 

GGTTTTCTACA l ' irilllG GATATTTACCTCCTT GTAAT TTAGTTTTATA 

TGTCTGTATTACAAAACATATTATATTCAAGAATTTTTAACACTTAGAGT 

AGAAGTGAAATTACAGGTTGAAGATTATTAAATTAGCCATTCAGAAACCT 

TCCAAAGTGTCCATAAAAGGATATATTTTATGTGAATGGTCTAT ATACTA 

TAGAGACAAATATTTAGGAAACAGGCCCATGGAGTTTGGGCACATTTTTA 

AATTCCAAAAAGGGGAAGTCAAAAAGAACTGCTGAGTAACCCACAGAATG 
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TCTAGGGTGATTTCCCTGAATGCTGCAAATATTCAACATCTATTACATGG 
GTTTAACAATTTTTCGAGCTTCTTTTAACTCGAAAAT 

>Sequcnce 998 

GGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTT 

TGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGCAA 

CCTTGAGAAATACACTTTTAATCATGACTCAGCACACACACTCAC ATGCA 

CGTGTGACTTAGACGTTCCATGAAACAATGCTTATCTTACAGTGTGTTTT 

CTGCTCTGGTATTTTTACTTATATTCTATTAAATAGATATGTGTGTATAA 

ACTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAG 

CCACTAATGGG 

>Sequence 999 _ 

GGTA C1 1 1 1 ! 1 1 1111111 1 1 1 1 11 1 1 1 1 C T1T1 1 1 1111 1 IT1TI I 1 1 1 

TTTTTTTI 1 I I I I 1 I 1 1 CCACTTGGGTTCTCCTTTTTTATTATTCGGCAA 

AATGATAAAAACCTAAAGCCTGTTTATATAGGGTTTTCATGGCTAGAGTT 

GTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATGAGTCAA 

ATTTTTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGG 

GGGTTAAATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAA 

AGCAGAACAAATGGGN 

>Sequence 1000 

ACTAACTGAATATTTATTTAAAAAAGCATTAATTTATCTATCTATATAAC 

TAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACT 

CTTCCTGTGAAAAAAGTCATGTATTATATGCCTTCAACAC AGAATT TGTC 

ATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGCTTTTTTTCC 

CATAGAGCATTTTTTCCCATAGAACTTTGTATTCCTCCACTTCTACCACC 

TTTCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 

>Sequence 1001 

GGTACCCAG A ATATGGTATATCTCTTC ATTTATTTAGCTC ITTI 1 AAATT 

TGTTTTGGTAATATTCTGTGArn 1 1 1 1111111111 T GGTA TGGAGGTC 

TTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATC 

ATAAAAGAAAATTATTTCACTGACTTTTCCAGTTTGCTGCTGGCCTAAAC 

ATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCTAAA 

TTCATATATTAAATAGTTGCTCCATAGATTCCTTAAGATGGCAGACACAG 

CTGTTTG 
>Sequence 1002 

ACTACTTGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTT 

ATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGTTATGTTT 

TAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTA 

TCATACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCA 

TCCAAGAAAGACTGTGATAATTGTGAAGGGGTTAGTATGGTCTGAGCATG 

GTTGATGGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTG 

ATTACATGTCCTAAAAAAGTGAGGGGAAGAGTGTAGGACAAATGCAAAAT 

AAAATAACACATTTAGCTATACTTTTAGTATTTTTTATTATTGAGATTCA 

ATATTTAAGTGACCGATTCAAGAATCTTTTATATAAAAAAT GAATATA TG 

CATAAGTAACTGTGATAAGAACTGTGGATGGATAAGAACACTTTTTTGAT 

GTA 

>Sequence 1003 

CCCTTAGCGTGGTCTCGGCCGAGGTACATCTGTT TCTG AAAGC Al I n l C 

ACTGAACCAATTTTCTATACCTITITCTTGTATTCTTTTCCTTAGCTTTT 

GTTTATATGGTTGCTATATTTTTCAAGCCTCATACCAGTCATATAAAACC 

ATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTA 

AAATTGTAAAGAAAAATTTTTTACTAGTTTGGAAATAGATCTACATGTTT 

GATTTTCTTTCCTTCCTCCCTCCTTTGTTTCTTGTCTTTCTCTCCCCTTT 

CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGTTTGTATA 

CCCATAAAAATGTCAC 

>Sequence 1004 

GGTACTCCTGAACTTAAAAGTTGAACAACAAAAAAAGAAGGAAAATGCGT 
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TAATACCTTATTGTAATTATTATTTTTTGG AAG ACTA 1 1 ill l ATATTCA 

GAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACA 

ACAATGGTTTTAAATGACTGGATAGATAGAAAT CTCTT TCAACTTAACTG 

CTTAGCACATTGCATTTTTCTCTGTTTCAAGTTAGTTTTCCAAAGGATTA 

CTGACT1TTTACCTAATTTGCTAAGGGATGTCAGGCCTTAATGACATATT 

TCTCCTCAAATAAAGATACAACATGCTTTTACTGTGTAGGAG 

>Sequence 1005 

GGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAGTCCTCATAGCAC 

ATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATATAA 

CACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGG 

AACCTAGACACATTTATATTATTTTCTACAAGTAAACAGAATATCTATTA 

GATATGTTCACAAGGGTTTTATCAATTTTGAAATCCAAGTGGATAATCCC 

CAAATGCTGTAAGGACTTAGATTTTATAGCCAAAACAATTAACACATAAA 

ATGCTATTACATATTTGG 

>Sequence 1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAA 

GTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGC 

TGGTCCAACTCCTTAATTGCAACAGGGATTTGATTCTTCTACTAGTAGTT 

AGGAAAGGTTGCATTAATATTCAGTAGTTAAAATGTGCGATTCTAAATTT 

TTTGTAATTTCCCATGAGAGAATAAATTTTTTGAAAAATATTCCCAGTAG 

GTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 

>Sequence 1007 

GCGCACTTAGCGTGGTCGAGGGCGAGGTACATCTAAAAGGTGATGCTAAT 

ACTTTAAAATGTTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATAC 

TGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAA 

GTGCAAGTTGTTACACTTACATATGATAGTTGAATGGCAAACGTGACCAA 

ATTTTTTGTACTCAAGTGTAAAATACCCAAAAGACTATTACAGGTGGTCT 

AACTGGGATTTTATGTTCTAATATGGAC AAATT CTTTGATTA CTTGCA AT 

TCCACCAACAATTAACTGGGCGGTGCTTTTTTTGCTTTATGCCTTTTTGG 

TTGTGCCTTTTTGGGGTTGGTCTGCCCTAATTAAATACCGTTCCCGCTGG 

CTTTTI GGGCTTGGGGTCTG 

>Sequence 1008 

GGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAG 

CTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCTTT 

GTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATCTTAT 

CGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAGGAAAACATCCCAAG 

TTGAGCTTTTCTATTCCTAGAATTTCAGATTTCTTTCCTTTTTAAAAATT 

TTATCTCCTTTTATAGTAGTAAAAATATTTTC Crri I'l l 1 1 1GGAATGGA 

GGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTTA 

> Sequence 1009 

ACCTTCTTGCCTACAGCGTTTAGCTCCGTTTGTTTTGCATAAAGATCTGT 

TTTCTGACTTCGCATGAGGGGTAGTATGTTCAGGTTATTCTCACTATGTA 

AATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCC 

ACCAGACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTC 

TCCCACTTCCTCTGAGGATTACCTTCCCCTCTCTCAGCATTCCTCTGTCA 

GTGGC 11 1 1 11 1 1 1 C CTTTGGCATGCAAACATGCTCAAGTCTGTCTTATA 

AAAAATAAAAAAAAAATTTATTTGTACCTCGGCCGGGACCACGCTAAGGG 

> Sequence 1010 

CCCTTAGCGTGGTCGCTTTCGAGGTACTCTTTTCAGATGAAAGTGTTCGG 

TCACCTGGAACCrGTGAGTATGTGGTTTTTGATCTGT GACTA AACTGTCA 

CCCATTTCCCAGTTTCTCTGCTCCGTCAAATATCAACATTTTACCAGGTT 

TCTCTGTTGTTGCCAAACCTGTCATTTTTATTTGGTGTGGCTTCTTGGGA 

AACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGA 

TGCAACAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTCAGGAGGAAAGGCACTCTAAGGTATCAGAAGG 

TAGAAAGGAGAGGTTGGATGATAGAATGGGGAATGGATTCCTCCTCGCGT 
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TCACAGAAATGAATTAATGGGAGACACAAGGGTACCACTTAATATTCCTG 
CTCTCCCTAGCATGGGTCAGGGTCACTGCCCGGCGGCCGCTTTAAAGGGC 

C ' • 

>Sequence 10 11 

CCCTTTTCGTGGTCGCTGCCGAGGTACTGAGACACTGGATCCTAAGAAAA 

TCAGAGTTATAGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTA 

TTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAGCAACAA 

CTCCCAATTCGTAATGTCTTAAAACAAAAACAAGTTTTATTTCCCATTTA 

TGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTAC 

TCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAAAACAAAAGAAACCCAAAGA 

TC ATGTATG AGCTATTC ACTGCTCC AGCCC A ATAGTGGTTC AC rTTTl AC 

TGACCAGAACTAGTCTTCCAGCTCCACCAAAACTNCACGGAAGTTCAGGA 

GCCCCAGAGGAGAGGAAAAACAACTTGGGCCCGCGTACCTTGCCCGGCGG 

GCGCTCGAAAGGGC 

>Sequence 1012 

CCCTTTCGAGCGGCCGTCCTGGCAGGTACGGGCTTTTTTGTTCTTGTGCA 

GTAACAGTGAGGGCATGATTAGCCATCTTTGCCAGCTGATGTCTTGTGGA 

CACCTGCCTTGTTACCACTCTAACAGGCCCGTGTCAGCAGCTCCGCTTCC 

TCCTGACAAGCTGCGAGCACAGGGGACAGCACAATCTGAAACTCTTACAG 

ATACCAACAGCAACAAAAATGAAAGCAGTTATGGTGGGCAAGCATTAATC 

TAAAATTTTTTTTAAAGGA 

>Sequence 1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCT 

CAAGTGATCCTCCCCCGTCAGCCTCCCCAAAGT GCCAGGA T TATAA GCAG 

GAGCCACCGCGCCCAGCCTATTTTGTTTCTTAAATTTTTTTG TTTT I CAG 

TCACCACAATTTCACCATGCATAAATCACAACGGTTAACAATTTAGCATC 

TTTGCCTTCTTTTCCTGTGCACTTACGTTTTTATGTAGCCAAGATCACAC 

GTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGTCATCAGCACTCTAT 

TGTGATGATTTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGT 

GTAATATTATATCATAAAGTTAAAACATAATTTGTCATTCAATTGTTGAA 

ATTTTTAGGTTACGTATATTTTCTCTTATAAATATGTAAATATGTTTATA 

AAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTATACTGTT 

TCCTTAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGT 

GTGAGTATGCATATATACTGGTACATATATGTTATTATTATAAAGGTAAT 

AATCTTTTTTTTTTGGAGATAGAATCTAACTGCACCTCAACCTGTGTAAA 

AGTGAGACCCTGTCTCAACCAACCAGAAAAAAAGAAACTTCAATTAAAAT 

TAACCTTGGGGTTAATAAATATTTGTGAAATGTTTGGTGATCAGTATATA 

CCTATAGCC 

>Sequcncc 1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGATTATAC 

ATTTCAGTATTACATTGAAGATATTTCATTTTTAACCAGACTAACTTAGT 

ATATTGTTATTTTTAATGTGACCAAAGAAATATTTTCATAGAAGCTAATG 

CTGAGTCTTrrGATAATTTGCCGTATCTTAGTCAATCCCAAAAAATTTAT 

TTTCTACTATTTACATATTATCCTAGTGGATATTACATTACTTACTGAAG 

CCITrGGTTCTATGTTTCATCTACTCAGACTTAATTCAGGAAGAGCTTCA 

TCCAGATGTTTTGTTTATTTGTTTCTCGATTACATGTATGAGATTTCAGA 

ATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGTCAAGTA 

AGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGTGCCAAATGA 

AAGGTCAAAAGTCAAGTGACAGACTCAGTACC 

>Scquence 1015 

ACGCGGGAGAACCAGTGACAACTGTCAAATTATTGTAGTTAGCCAGTGAA 
TTTCATTTTTGAATTTTTTCTTTC 

CAGGATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCTCAAGTC 

TCAGCCTCCCAAAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTT 

CTGAATTTTTTAAACAAATAAATATCAAGCAATCAGATGCCAAANATTAC 
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AAAGAAAATCAGTATCAAAAATTTGGAGTTTGAGGCCAGGCACGGTGGCT 

CAGGCCTATAATCCCAGCACTTTGAGAAGCTGAGGCGGGCAGATCACGAG 

GTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCCCGTCTCTAC 

TAAAAGTACCTCGGCCGCGACCACGCTA 

>Sequence 1016 

GGTACTATTATAATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTG 

ACTATATCTTTTGGTTGCTTTGGAACACTA TCTCC TCACAACAGTCCTTG 

TCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGC 

AACATTCGTAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGA 

CGAAATTCACTTCCATTCACCCTGGTTAAAGCTTCCTTGAATCAGAGATA 

AGAAACAACATGAAAAATCTATTCCTTTTAGAAAACAAGTCTTTAACCCA 

GAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGCCCACATACCGCT 

CGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGTGA 

CTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATA 

TAACTCAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATG 

AAATGCTAGCAGACTGTTTCATTTGCAGGGAGGCATTTTCTAATTTAAGC 

CTAGAACAATGCAGTCAGCTTTATTTGGCAAGCTAATATGAATGGAGGCA 

AAGCTGAATCGAAGGAATGGTTTTTATGATCTCCTCTAATCACGCTATTC 

TTTAGCATCAGTTATTTAAGTCTGACTTACCCACCTTTTGGGACCTTGGC 

AAAGTGACGAGAAAAGGATTTTTATAACTTTGTACCTGCCCCGGCGGGCG 

GTCGAAAGT 

>Sequence 1017 

GGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGATGGAGACTGGCTA 

TAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTTTG 

AAGGACTGGTGACAAAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCA 

TTGAAGATTTTTTTGAGCAGGAGTGCAGGAAT CAAA GCAAATTAAATTTA 

AAAAAATTTAAATTAAGGCTAGCAGGATTCAGTTTTCAAACTGGCCAGCT 

GTGGACTAAATCCAGCCTACAGATACATCTTGTTTGACCAGCAGAGAGGC 

TTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGAGAAGATTAAATA 

TAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCAAT 

GCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTC ATGT TTAAAG 

CAAGCTGTGCTCCCCGCTGCAGCTCTCTCGGTTC TCTTTT CTTTTACCTA 

CTGACCCCCATATGCATTNNTAAAGATTTTTTAATTTTTATGGATACATA 

ATACTTGGACCTGCCCGGCGGGCGCTCGAAAGGCGAATTCCAGCCACTGG 

CCGGCGTACTAGTGGT 

>Sequence 1018 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGT 

TTACTTGGGATGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAA 

TTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAAGAATG 

GAGTTTGTTGGAAGGTAATAAGTTCTGTGGAAACAAGGAAAACCAAGGCA 

TGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGATTGCTCTTGCT 

CAG 

>Sequence 1019 

ACITAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCTTA 

TACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTG 

AATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATA 

tttacttggaagctactttatagccactgggctggatttcatatacagag 

ttcttgcccttgggagttttacaactgcttaacactttgtctatgctaga 

atacataaaaaaaaaaaaaaaaaaaaaagtacctgggccgcgaccacgct 

TAGGG 

>Sequence 1020 

GGTACCTAATGCTTTCAGCCCAGGAGCAGAAAGAGAAGTGGGCTCTTTGC 

TTTGAGAGTCTCTGAAAATTATTCAATACCCTGGGACAAATTAAATGAGG 

TAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTrGTTTTGTC TCCA TA 

AAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATT 

GTAATACACTAATTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAA 
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ACCAGACCTTGGATTTCACCCATAAC TTTAA 

GATTTGACACACTCITATTATGGTGTCTTITCTCCTrATTT 

TTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAAGAGAGC 

TAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACC 

AG'1' 1 T T TC 1 1AATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAAT 

AAAATGTTATTTAACTCAAGGATATTTCTTCACTGAAAGAAAACTTACTT 

CTACATGTAAACCTGCCATATACTTTTTCAATTAAGCAATGGATCAAAAG 

TTCTGAAAATGA 

>Sequence 1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGA 

GAAGATTACTGAAAATTTAATTCCATTTATGTCATTGG ATTTGT AAAAAA 

CCCCTTCTGGATTCAAAGATGAAGGCCTCACTTACTITATTTTTGTCATT 

TTCACAGACCCCTTATGTAAATGCCTCAAGAGTAAGAATCTTGCTCAAGT 

GATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCTGC 

TTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGTAACCTTG 

GCCGGGACCACGCTAAGGG 

>Sequence 1022 

GGTACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAG 

GTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTG 

CAACATCTCTTAAAAGCTTGTCATCATGTTACTTCCTAT TTCTTT AGAGT 

TC ATTTGTTTA AG ACGG A AACGTGCTTC ATCTTGTTCGC J n i l CTGC AT 

TCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 

CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGT 

TTTAGTAATAACAAGAGAAATAATAAAAACACACCTATTATGAGACGCTG 

CCCATGCCAATAAATTTGAAACATTACCAGGAATATAAAGGAAGGAAGGA 

AACAGGTGGAGACACTCACAACAACAACAAAAAGGTAGGAAAAATAAATA 

GGAGAAAGGAATGGAGGTTAGAAGGAAGAAAGAGAANAAGGAGGAGGGGG 

GCTCAAGGAACTGTGGAAAACAAGTGTCATAGCTTACCTCATATTTAATC 

TTGTCACCTTCATAATCCTGCCTTACTAATGCAGAGAGAGAAAAATTTCC 

TTCTGCTTAAAAAGTTGTGAATGACTTGGAATGGGGTTACCAAATATTTC 

CGCCTAATAAAATTAATTGGAAAGCATTGAATTTTTACATAGTAAGGATA 

TTGCCACGCCCAGGGTTAAGCCTGTGTCCCGCCTTTGGAGGCCAAACCGG 

AGATTGTTAACCCAGAGTTCAAACAACTTGGAACATGAAAACCCTTT 

>Scqucncc 1023 

ACATATATTTCAAACAACATTTTCTAAATTAATTAATGTTTTCACTCATA 

ATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATAATCCCA 

TCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCC 

TCCCATTGCACATAAATTAACTTCTAATGCTACCTACITAT CTTTG AATC 

CACTCTTCTATTTGCAGTGGCAATACTTAGGGCTTCCTTACTTTTTACCA 

GGACTATTACTAGAGCTTCCTAAATGCTTTCTATCTGTAGGCTTACTCTT 

CTGCATTCTATTTTCTTCAAAAACACCAGAGGTAATTGTTCCCAAACTGC 

ATATTCTGATCATTGTCAACTTCCATACTTAAAATCTCTATAATAGCTCC 

CCATAGTACCTCGGGTCGGGACCACGCTAAAGGCGAAT 

>Sequence 1024 

ggtacccacaatggaaagatgatcttcctgcattgtgaaggttgttctca 

tcaaccaagcctgcaatgactagacattctaaagagaagagtgatggcaa 

tggaaagaggacacatccgcttgccaggtcacttctatcagttgatgaca 

tgccatatgttatggctaggtcagctttccacaagtatgcacatgcaaaa 

tagaacttgggaaaaaaatctttgatttggccctttaccaagtggatcag 

tgtgtcagagttcagttgack:aaaggtcagagtttaagttgaatctccag 

tcactcttttgaacatatttggtgatgccaaattaaatatAggatattat 

gtaggtaagtattctgtacaggcatttatagggtgaatatacaagatgta 

gcctgagtccgaaaagaactggcccctggcccagactatgcaccaagcgg 

gtctgaacatatacaagtgatgtgaaagaaagaacagatggcgacgtaca 

tagctcctgaataacatttattgacatgtgagctggttggttgaataaaa 

tgaatttggcttaataaggcgttcattn 
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>Sequcnce 1025 

GGTACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTAGACAGCTGTATG 

GCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACCTC 

ATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCG 

TCGTTCTTCATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGT 

GCCTAGAACACAGAACATCCATTAGCAACATTTGTTTAATGAATTTATAG 

TGCCTAAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATGCAAG 

GCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCGAG 

GTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATG 

GCGAAACCTATTCTTTACTAAAAATACAAAAATAACCTAGGGCTGATGGC 

ATGTGCCTATAATCCCAGCTACTAATAGAGGGTGAGGCAGGAGAATCCCT 

TGAATCCCGCGTGGCAGAGGTTGGCAGGAGCCACAACACACTACTGCACT 

CCAGCCTGGGCACACAGCAAGACTTCTGG 

>Sequence 1026 

GGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAGTGGGGAAGGGGC 

AGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAACA 

ATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATC 

TAAGCACCCCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGT 

AATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAGGCCCTGTGC 

GTGAGCATGTCTATAGTTAAAGACTTAATGAGAAAGCATCAAATTGTGGT 

GCAAACAGCTGAAAGTAGAAGTAAATCACAACGTAATAAGATGCAACTTT 

GGAGGAGCTCAAAGCAACAGATACGTTTTTATCCAAAAAGGAGTAAAAGA 

AAAAAATCGTCAACGGCAGTTCCTTCAGATAATCAACTGATGATTTCATT 

TGAAACCATAATTAACTAGCGTTGTTTGTAAAATAACTTTTTTCCATTTA 

TACTTTTTAATGTTTATTACATTACTTTTCTCTATATATTTGCACATAAG 

ATGTCTTAATGTGTAAGTGGTATAT 

>Sequence 1027 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTC 

CCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCC 

CCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACG 

ATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCAT 

GTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGC 

TTAAAAAATATTAACAGCTTTATATCATGAAAGTTTNAACATGTACCTGC 

CCGGGCGGACGCTAGAAAGGG 

>Sequence 1028 

GGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCGTCCTTTGTGTGA 

GCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGTGCA 

ACAACTTAATGGTGTGGCAGGGGTATCCGGTGTCTGGCTCTGATCTTGGT 

CGCTGGATAGTCGACTGTGTGTCTTTGTTGCCCAAGGCGACAGCTTTGGT 

ATGGGTCGCGGCGGATTGATTGGCCAAGATGCTGCTAGTAATTTCAGGAG 

AGAATACTTCGGTTGCTGCTAGAAGATCAGCCATGGTAGTTTATGGTTTC 

TGAGAACAGAGGGTGCACACAATGTCTAGTGTTGCCATGAACGGTTTTGT 

ATAGTACCTGCCGAGGTGGCGGCTCGAAGGGCAAATTCAATAACGCTGGC 

GGCCTGTATTATTGAGTATTAGGTTATGTACCAATCGTGGCGTTGATGAT 

GGTCATGCTCTGTTGGCTAGGAGAACATTGGATATAGTTAGGAGTGGTCG 

CAAGATTTAGGCGTGGAGCATAGAGAGTAAAGAGTGGAGGGCTGACTGAG 

AGGGAAAATTTTAGTGATTTGGGTTAGGCTGT 

>Scquence 1029 

ACTTAAACATTTNAGACTCACTGTGTAGCCTTCTTGGAATCGGGAATTCG 

CTTAATGCTGTCCGTGAAAAAATAGCCTTTAACATCTGTTTGATTGAGAT 

TTGTGATACATAGAAGTTGGGAGGAAGATGTGGAAAGCCCTAAGAGAGCT 

ACTTGCCAACCCCACCATCAGGTCTGCCTCAGTGTTCCTAGTCAGGACAG 

ACGAGGCCGAGTCTGATATTAGATAGTCTTTGAATGCAACATAAACAGAC 

CACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTACATAG GAAT 

GAAATGGAAATGATAGTGAGTTGGATTCAGAGTGTAGAAGACTTTATTTT 

AGAACATAGTGGGGGCCTTAAGTTGGTTACTTCCAAGGGAGAAGTTGAGA 
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TCTGAGGGTAAATGAATTATTGAACTGCCTATAGGTTGCACAGCATACCT 

ATAGAAATGGTGGCACCAGATTTATTTTGCGTTGAGAGCGCATGTGGCTA 

TTTAGGGTGTACCTGCTTTTCCCAAAAGGGTGGCTAGCGTGAGCTTACCT 

TCTGGTATTCATGGAGGAAT 

>Scquence 1030 

CCC1TTGAGCGGCCGCCCGGGCAGGTACTTTGACCTGTATGTAAACTCTA 

GTTACnTTGGTCTTCTCAGGCTCTTGACTCTTTCACAATTAAAGTAGTCT 

TTGAGGCTCAGCCTGCTTTCCTCATAGCTATGCTATGGCCTGGACACTCA 

GGGGAGTATAAGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCA 

GGGATTATTGTCCATCATTGCCTGATGTCCAGTGTCTTGAAAAGCAATTT 

TTCTGAGTAGTTACTTGATTGTTCGGTGTAGGTTCAGGGAGG CAAATCTG 

GGGTCATGTTATTCTGTCTTGACTGGGAGGAGAAAGCCACTG l l I I I 1 1 1 

TAGTGGCATAGTATGGTCTTAGGAGGTGTAGAAGTACGTCGATGCTGTGT 

AATGACAATTGGAGATACTCGGAGGGGCTGCACCAGCAGGGTAGGAGTTG 

GACGTACCCCAGTGGAATTTCTACGAGGGATGGAAATCGAAGGGGAGAGG 

CAGAGTGGGAGGGTAGCATGGGGCCTTTGTGGGATTGGAGGGAGATTGCT 

GTGGCCAGGGAGATTAGTGCTAAAGGAATTTTGGGAAACATGAATGGCTT 

>Sequence 1 03 1 

GGTACCATTGTTTTGTTCAAAATCACAATTTAAATACTTCGTGATTTTAG 

AAATAATGGAGCCACGTTTTCACCATTAAGGTGAGTGATTGTTCAGATAC 

ATTTGGCACTGTCCATAGGTTTATGGCTTCCAACTTGTTTAAGACCATTC 

CCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAAC 

TATAAGAATGACAAACTACAGCAGTTGAAAATGTGTCTTCAGATACTCAC 

TTGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGA 

CCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACATATAAATATTAATG 

TTCGTTGCAGTTAGTGTGGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1032 

GGTACAGTGGTGTGATCGCAGCTCACTGCAGCCTCAACCTCCCGGGCCCA 

AGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAATTT 

ATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGT 

CAACTGCCATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATA 

ACAATGCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCC 

AGGCACAGAAGGATTGACTAATATGACCAAAGTCACACTGCCAGTGAGTA 

GCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTCCACGACAGCAGC 

TTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAGCAACGGCTAT 

GAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGC 

TGGAGGGAGTGGAGAACTAGCCATOTGTGACTTTGTGAACATCCCTGGGG 

AGTCTGGAATTACCCAAGAG 

>Sequence 1033 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAG 

TTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 

TCCATTTTTGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACC^GTGTAAAGATCATATTTGATGGCACAGGATGGACTTTCTTCTGG 

GATTTGAGTATACATAGA 

>Sequence 1034 

CGCTATAGTGAGTCGCACACGCGTCCGATCACGCGTGGGCAGGCATTAGT 

TATCGCCCAGTTTATCGAGTGTGAGCATACCACAGTACTGATTACTGTGA 

AGCTGAGTCCCATTTTATATGTTTATTGATGTTTAAGATTTTCT 

CAAATTGTTCATTTTCTTTGCCCGTTTTTTCTTTATC 

ATATTCTGGATGTTGATCATTATGGATTATAAAAGCTGCAAGTATCTTCA 

CAAAAAACGAATTTTCTGGCGGACCGAACAATTTATGACTGACAAAAAGA 

ACGGGGGGCGGCCTTTCCACTCTTTAAAAAAAAACACCCCCCCCACCTCC 

CCCTAACCCTAAAAAAAAAAGAAAACGCGGGTGGTGGTTACCACCTTGTC 

TCTGGCACTTATTGGTGGCCACTAAAAAACCATTTGCCATAACTTATTCA 
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AAAAAAGCGTCTTTTTGTCTGCTGTATACCAAGCGGTGGCAGGCCCCCAC 
TCAAGAG rnrrrniA TTGGGTGGCGGGCCCCCCGGGTTCCC CGAAC AA 

aaaattaattc attattgcttctttc aac a acc a c attaattac ill i cg 

ttgagtatgtctggccagcgggccagtcgttttccttcttacaccagagg 

ck:gttttttgctgtttcccac^^ 

aaaataatgttgttaagtaaaagcggccggatcggtggtcctgcccctta 

TAAGGGGCGCCCTGGATGGATGGCCTTTATAAAACGGGGCCGCCGCCCCT 
GGTTGGCAGGCAATTAAAAATTATCGGTCTCTATAGGTTGGGTGGTTGAC 
CAAACCCCCATTACT 
>Sequence 1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAG 

GACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATA 

ACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAAT 

AGCTTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGT 

GGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGG 

TAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAG 

GCACAACAGATA 

>Sequence 1036 

TGTATATGGGAGTCGACCCACGCGTCCGGTTCGAGCGGTACCACGAGGAC 

GCACATATGCTGGACACTCAGTACCGCATGCATGAGGGCATCTGTGCCTT 

CCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGGGCCTGA 

GGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAAGCTGTCCTGTCA 

TCTTTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGAC 

GAAGGGAATGAGAACTCCAAGGCCAACCTGGAGGAGGTGGCTGATGTGGT 

CCGTATCACCAAGCAGCTGACCCTGGGGAGGACCGTAGAGCCCCAGGACA 

TCGCCGTGCTCACGCCCTACAACGCGCAGGCCTCTGAGATCAGCAAGGCC 

CTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCACCAAGAG 

CCAAGGGAGCGAGTGGCGCTATGTGCTGGTGAGCACCGTCCGCACCTGTG 

CCAAGAGCGACCTGGACCAACGGCCCACCAAGAGCTGGCTCAAGAAGTTT 

CTGGGCTTCGTTGTGGACCCCAACCAAGTGAACGTGGCTGTCACGCGGGC 

CCAAGAGGGGCTCTGCCTGATCCGAGACCAACCTCTTCTGCGCTGGTTGG 

CCCTTTGGCGTAACCCTCCTGACTTCTGGGAGGCTCAACAAAACCCTTGT 

GCCTGCCCGCCAGGTGCGCGTCTTGAGGAAGCCAACTATGCCTTTCTGAA 

GAGCCCTTTTCACCTGCAGGTCCCAGACTGGAGGGAAGATCAGGGCCCCC 

C 

>Sequence 1037 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAG 
GACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATA 
ACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAAT 
AGCTTCTTGGGCCTGACTGATAAACTTTTT^ 

GGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGG 
TAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTTGCAAGGGAAA 
AGCACAACAGATACCATAAGGAGGTCTGATTTCTGAAAGGAATACCTTGG 

CCCGCGAACACCCTAAGGG 
> Sequence 1038 

CCCTTTCG AGCGGCCGTTCGGGC AGGTACTTTG ACTA 1 1 1 1 1 1AGCA ACA 

AATTACTTTTGACACACAGCACAATTGATTTAACACITCCAATTTTGGAA 

CTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTACTA 

TTACAGCATAGGGTCTCTTGTAGTCCIXiriTAGTAAAAACrAT^ 

TTCCTTCTTTCTCCAAATATTCGGC CTGGA AAGACCTAAATACAATGCAG 

GG ATTG AATC AAATTC ACAC AIT I" 1 " 1 " 1 " 1 1 CCTA CGG AAAC AAC AACCTTT 

CTTGCTTATATTTAACAAAAACTAGTA 

>Sequence 1039 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 
GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 
AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 
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TACnTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCA GCTC TCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAAC CTTA CAAGCAGT 

GTGGTTGTATCAGCATATGGGAGCTGACTGCCTCAGGACTTTGG 

>Sequence 1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAGCT 

TATTTGAAGTCACAATAATATTAACTAAGTAAGAGCAAAAGCCAAGATTC 

AAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCC 

TAAGATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGAT 

AATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTGT 

CCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAG 

AATGTC 

>Sequence 1041 

ACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGG 

TCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGG 

CCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAA 

TATAAAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGT 

GTCGTTTGGTTTAACTTCCTGCTGGATTCTGGATGGGAGTTGTTGAACAT 

ATTAATCTCATTATTTTCTGTAGAGGACAGGTTGTCCCCCCTTCCTCATT 

AGCGCN 

> Sequence 1042 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATCTTAAACTTTN 

>Sequence 1043 

GGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAA 

TGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTGTCATGAC 

TCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAAT 

TCATTTAAAAAAAAAAGTGACnTTCCTACCTTTAGATAGTGAGGACAATC 

TGTTAACTCTTTGTGTTGATAAAAGCAAACATTTCAGGGCACGGTGAAAG 

AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTA 

GGACCAAATTAAGATTTGAC 

>Sequence 1044 

GGTACATAATGTAATTGTTACATATA ATTGTTGT ATACCATAACTTACTA 
TTTTTTCTTTTTTATTTTTAT 

TTTTTTAATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGTC 
>Sequence 1045 

ACTTTTCCTGGGTTGTGAATCTTGGAGGTTGCCCTGTCAGACTGGTGAGA 

TCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAGCCATAG 

ATACTTTTGCTTAGTAAAATCTTTCTTTGAGGGTAGGGACTGGAGTATGG 

AACCTTTTCAGAGGAATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGG 

AATACCTCCCTGCAAAATCTTACACAACTAACTAATGTCATAAGGCCGAG 

GATGAGAAAGTAGCACTTAACTGTTTCATCCTCATCACACATAAAGCATT 

CCN 

>Sequence 1046 

ACAGCACTTTCAAAGTAGTGGAATATAAATCTTTCCATTTAACAGCAACA 

TTCAAATATTTCCCATTCTGCITATTATTCCTCTCTGAAGGTGATACATA 

GAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGC 

TCACATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACA 

GCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCT 
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TGAGGTAGAAATOGTAAACTAOCATGACCTCGAATCATAATTTAATATCA 
TTCTAA 

>Sequence 1047 

ACATTATTGGTAGTATCrCAGAATCCTGCfTAGCTTTTGAGATAAACCAA 

GTCATGATATTTTGGGTAATATGGCCATAGGTATCATGCAAGATTGAACT 

GCCCAGTATTTGCCTTTTTCAATATTTACTTTGTAAGAACCTGACACTGT 

AGGTCCTCACCACACCAAAACCTGCAACATAAACTTCAATnTGGGCAAC 

TCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATAT 

ACAATCACCCTGCTTGTCTACATTTAATTTGCTTCATTCANAATAAGCAG 

TCACTGC 
>Sequence 1048 

ACAACACTTTAAAAAGTGAATTATAAGCTATGTGAATATCTCAATAAAAA 

CATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAGGAACATA 

ATTCAAAATAATTTATGGATCAGAAAATAAATCATATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACACTATTAGATAAAAATC 

TGAGCTGGATAACAAAGATAGTACC 

>Sequence 1049 

ACCTATAAACAAAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGA 

TCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGATTTTCAT 

TATCAGCTCATCACACCACCGAAACTCTCTGGTGATTTGCTATCCACATC 

CATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTT 

AAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACC 

>Sequencc 1050 

ACCTCTCATCTCCAAATCAACTAGACTCTTATGTTAAGAATACTAACAAG 

AAAAAATCCAAACCCCCAATAGAAAAATCCCCAACAACAACATATACCCT 

TAAACACAAGAATTGTATTATTCAATGAAAGCAATACAAGTAAACACAAC 

AGTTACCTTGGCTATTTTTTCAATGTACC 

>Sequence 1051 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTA 

GCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCAT 

TAAATGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGA 

AAGAAAGATGACATTTCAGCACATATTGGGTGAAATAAGTTGTTTAGTCC 

AGCACTTCTCAATTTTTAGTGGATATGTGAATTGCCTATTAAAATGCAAA 

TTTTAAATTAGTTAATCTGGGTTGGACCTGAGTCTGCGTTTCCAACAAGC 

TCCCAGGTGATGTCN 

>Sequence 1052 

ACGCGGGTATAGCTATATACTCATATTTTTATTTTTATGTAAAATTTCCA 

AAATGCTTAATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAAC 

ATAGACATAAAGAAGATTACATGCCTGTAGAAGTTCATTGAATTAGGAAT 

CACATGCTATTTATTTTAGCAGATATCTTCTTAATTAAATGTTTGACCCA 

TGTGAAGTCATTTAACAGATCTGTTACGCATTATTCACATATGCAAAATA 

ATCTATATGATCTGAATACCATTTCCATCTTTAAAATTACATATTCCT 

>Sequence 1053 

ACAATCAAAAAAAGACAAAAAAGAAATGGTGTTAAAAGCCACAGTAAACA 

TAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGA 

CAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTCAAAC 

AGGGAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTG 

ACTGAA 1 TIT11H 1 1 1A AGACAGGGTCTCACTCTGTCACCCAGGCTGOA 

ATGCAGTGACGTGATCTCGGCTCACTGCAGCATCAACCTCCTGGGCTCAA 

GCGATCCTCCCACCTCAGC 
>Sequence 1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAA 

ATGAAAAGAGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGGATTAAG 

ATCTCTTCTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCAGACT 

GGTTTrGTCTGAACGTTTTTGAATAAGTCAATGGCTTATTTCAAAATTCA 

TATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAAGA 
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AAGATTGAGGATTTGCAATAACTGACTTCAAAACTCACTAGAAGAACGAG 

GCCAGACTGCCCAGGGT 

>Sequence 1055 

GGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATAAAGTTATTAACA 

CAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAG 

TGCTTACACAGAAATGGCCCTTGATAAAATATGGGCTGAATGAATGAACA 

TATGAATTTGACACTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCAT 

TTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAAAATGTT 

TGCnTATTCATTTGATTGGCAAACTTATAATGAACTCAGTGAAACTTGT 

CCACCTTTTTCTACATGTN 

>Sequence 1056 

ACATTAACTCACTGACTTACTCTGGGTTGCTATTGTATTAAAATTCTGTA 

TAGACATTACGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAAAATAAAA 

AATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACA 

AGTTGGAAATGATTACTTTGCAAGTCATAGTTTACTTTGAAGTTAATAAG 

AGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 

TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTCTCTTGTTGGCTGG 

AATGAAGTGGAGACCCTGCTG 

>Sequence 1057 

ACAGCTTGTTCAGGATATTTCTTCTATTTTTCCTTTGAGTTCTTGTTCAT 

ATTCTAGTTAATTTCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTT 

TGTCTTCCTTCTGCTTATGTATTCCTCGTAAATGCTTTTTGTGACTTGTC 

TAAGTATAAACAACTTTACTATTAGCTGTAAAATT TTCAT TTTTAGTATG 

TCATCAATCTTTTTTTGTGTTTAGTATGATTAAATGTTTTTCACT TGGAA 

AG ATATGAATAGTCTACTTC ATTG Al'l ' 1111 1 1 A AAGTCATTTCA 1 1 1 1 I 

TATTTTTGTAGCTACAAAATCATAAACN 

>Sequence 1058 

ACTATACCAGAGTTAAATTGCCTGTGTTCTTTTCTGCCATTAACTGGCTT 

TGGGTTGGGAAATTCAGATAATCCACTTTTCCAACTTTAAAATGAGATCT 

CATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAG 

ACAGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTT 

AGGCCGGGCTCAATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATC 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGTTAAAACCCTA 

TCTCTATTAAAAATACAAAAATGAGGCATGGTTGGCAGGTGCCCGTTGTC 

CCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCAGGGAGGTG 

GAGGTTGCAGTAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACA 

AGAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTG 

TTAGATTGAACATAGAAAACACGTTTTTGTAGATAAAAATTTGCCAAGTG 

TCAGCCAACTTTGACAATTTTTAAATCACCAACTTGTGCCAT TTACCTC A 

TTTAAATGAAGCATTTAATGGACACAAAAACCCTTTAAGCAGTTTTTTCG 

GAAGAAAACCCAGTGTTCGCTGGACCGGATGCCCACCTATTAGTACGGCC 

CGAGAGAATT 

> Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATT 

TTAATTTAAAATATTTTAGAAATTTTACnTAATACATTTATTTAATGAAG 

GCTGCTTTTAAGAACTTTAAATCCTCACGTAAACACCACCACCTGCAAAG 

TATTAATATCAACTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGA 

AAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAAT 

CTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGC 

CTGACACATAATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCAGTG 

AATAAGTAAAGAAATGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTT 

TAAAGTTAACAAGCAGTGATGTGTTATTCAGTAGCAAATAAGATTGTTTC 

CTAATGTCATAATTCAATTNTCCCTGCTTCCTACTATGACTAGATGTTGG 

TTGGTGATAGTTTATATGATTCAGTTATTTGGTTGGTTGATTTAAAACAG 

TGAAATAATCTACAAAACCTGCAGTTGTNCTGCTATTCTCTAGATGGAAA 
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AGGCTTATAAATTTGGTCAAAAAGGTGGGGGGG GATAT AGGGCCCXrrTAC 

CATTATATATGTGATTTTTAAAATTGGCAATCATGTTTT 

>Sequence 1060 

ACAGTTACCAAAACCCATCCAACTAAAAATTTAAGCTTTTTGCATTTTAG 

TGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAAGAAAGA 
TAATGTTGAAGAAAATAACAAAGCTTAAGGA CTTAA ACTATTACCATCAA 
GACATGTATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATA 
GAGAAATGTACC 

> Sequence 1061 

GGTACTTACGCTTTATGATCTTGAATATTTTCAGTGTTTAAGGAATCTCT 

TCCTTCTTTGATCTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACA 

AGGAAGTTTGAAATAGAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGT 

AGTAGAAGGAGATCCATTATTAAGAAGGTATAATGGCAACANAAGAATAA 

TCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGGA 

GATGAGGAAAGTGGTTAGGGAAGACTTTATGGAGGAAGTGGGCTGTCAAC 

AGGGATTGAATGTGACAAGAAAAGTTGGGGGGAATTCATGGTAATGACTG 

ACTTAGGCATTTTAAAACAAGGTATGCTTGTGAAAGGCAAACCCCCATGG 

TTGCAACAACAGAAGCTAATTGCTTCCTTTGCCTGGAGTTTACTGGGGGC 

CTITTTTAGTTTTGGTTCCTTCCTGGTCTTCGGTCCAAAACACAGGAAGG 

GTGGAGGAGGGAAAGGAAACCCTGGAAACCCTTTATAGGGTCTAAACTAT 

GCTTGGAAAAACAGGGGTACTTGTGCCCCCATTTA TTTGGC AATGGAAAT 

AACTGGCCACACTGGATTTCCTTAAAGGGGGCTCCTTTTTTGGAAAAAAT 

TGTGCAAAACGGCCGGGTGAAACAGGGGGATTTTTAAAACAGGGGGTTTA 

TTTCTTCCCCT 

>Sequence 1062 

GGTACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAAT 

TTTACTTAATACATTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAA 

ATCCTCACGTANACCACCACCACCTGCA A AGTATTA ATATTCAAC inn 

CAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAAT 

AAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACAT 

TCTTTTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATT 

TACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATAATAGATGC 

TCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAG 

TGAGCAAATTTCTCTTAAAAGAACAGACTTTTAAAAGTAACAAGCAGTGA 

TTGGGTTATCAATAGCAAATTAAGATTGTTTTCTAATGGCATAATTCAAT 

TTTCCCGGCTTCCTACTATGACTAGATGTTGGGTGGTGAATGGTTTATAT 

GATTCAATTATTTGGTTGGGTGGATTAAAACCGGGAAATTTCTACCAAAC 

CTGCAGTTGGGCCTGCTTTCCTTTAAAGGGAGAG GCCT TTTTAATTTGGG 

GCAAAAGGGTGGGGGTTTTTAGGCCCCTTCCCATTTTTATATTGGGATTT 

TAAAAATGGCATTCCGTG 1 " 1 1111 1CCAACG 

> Sequence 1063 

AC AC AAATTCTAGGTAATCTAAATTATTTAAATGTCTAG AA 1 111 1 1 1 1C 

TTTTATGAACCAGATCACAGTTTCTGACATCGCCTAACCATGTAAAACGG 

GTGAAGCCTTCAGTCTTGGTCTGTTATCTCTTCCCATTACAACTGGTTTC 

AGTAAACAATTGCAGGGCGGCAGGATAACCTCATATTGGAATTGTTAGAA 

AACACGCAGTGTTTTCACAGATGCCCTACATTAACCACNCTTCATAGAGA 

CGTGGTCTCTTCATTATGTATGGTTATGGTATGATCGTTAAA CCATC AAT 

ATATACTGGTTAACAATTTTTAGTAGGTAGTTATTCCTTTCGCTTT^ 

ATAATATCCCAGTTTTGGTCGTAACCGGTAATTACCTTTTTTCGTAATTC 

GATTTTTAGGTAAAATGGTTACCCCATTAATTTAAGAGATAAAAATAAAG 

TCTCTACTTTTGGAGTCTTTTAAGGTTGTCTATATTGGCCACTTTTGTTG 

CCAACTGGAACCAGAAAGGTGCTAAAACCATAAATCGTTGGG AATTA AAC 

CCGGACTTTTTAAGGGAATGGAGAGATTCTTTCGACCACCGAGTTTTATT 

AAAAAGACCCTAATAAGGATCCCCGATTTAC ATGG G GGGTG GGTGTGTAC 

CAGGAGGATTATTCAAACCTTATAGAGAGGGTTTTCTCTTTATTCTGGCG 

CTTTATAAAATATATTTGGATATTTTGGCACATATAGGGCTCAGGAACAA 



Page 65 
( f261 pages in Table 2) 



WO 01/42467 



PCT/US00/33312 



287 



Table 2 



CCCTAGAGGTTTGTGGTAAAATACAAAAAAATTGGCGCTTTGGAGGGCGA 
TCTTCATAAACCCTGGGGCCCTCCAAAAGAGAAAAATAAATAAAAAT 
>Sequence 1064 

acttactacaagcagcaaaaggaagctgtagaacaaggaattaaacacag 

tgtttgtttccaatcgcagaagaggccatgagcaccatatgtgtgtcagg 

cttatcatctgaaccaaagaaaggccaatccttcacctttcttatgactc 

ttataggctgcaatatttcacttgck:cataaacaacttaatatctcacac 

ctagtagtattcagtgacacagaaagggaaagagaaaggatgaagaacag 

aggaaagagaaataatttcccaagatacaaatttaatattctttccaaag 

cataagagcaattaaaaaatatttctctgttgtagttgtaggatggattt 

ttctacattattgntcagacatcctgganataatatcaaactttgtaaag 

aacacaaaatatttttattttttaattaaaaaacaatccttctaaagggg 

tttaagagctttgaacacaggccttagtaaaagtcccttggccgcaacca 

ccttaagggcgaattcacgaca 

>Sequence 1065 

GGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAAAGCTGAATTAAA 

GTAAAAGTGTGTGTTGGNGAATAATAGGGGAATGTNGGATTGGTAGCTGT 

TTAATANAAGATTTAGGATACATTATAAAATTGCTTAAGGGCCAGGCGCT 

GTGGCTTTACGCCTATAATCCCAAGCACTTTGGGAAGGCTGAGGTCGGGT 

GGATCANCCTGAGATCAGGAGTTCGAAGACCACCCTGTTCAACATGGTGA 

AACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGGG 

>Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGAGGTACCCACATGATCCCAAAGAGGAGGG 

GCCCTGTATAAACAAGAACCAACCAACATAAAGCAGTGACTACAG GCACC 

ATGACAACAAAAGGAGTTTTAAAGTGCATCTTCAAATAGCACACAATTTT 

CCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATTAGA 

TACAACTGAATTTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCT 

CAAATGTACCTGCCCGGTCGGTCGCTCGAAAGGG 

>Sequence 1067 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTCCGTGACTTTTCAGGGTCTCC 

TGGTTGAATGAATTTGCAGAAGGATTAAAATGTGTGTTCTTATTTGTGCC 

TTTGTATTTCTCCCATTAAGTAGTGTGTTGGAGGCTTATTAGAATAAGCT 

GAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAAC 

ACATNAGGTAGGAGCCTGCCATAAAGCACCGTATGTAAAGAACTAAAAGG 

GGTGTTGTTTCCATTTTCATGTGTCCAAGCCTTCCTTCCATACTCTCGAG 

ATGACAAGAACACAAAGTTTGCTGAGCTTC ACAC C AACTA ATTGACTAAA 

TCCAGAAAGTTTGGAACATGCGAGAACATNTTTTCCTTTTGTTACAAGGG 

TTATCTAATTAATGTTGGACATTTTAAAAATCCACAAGTGTGGATAATCT 

TGTGA^TTTCTGATTTAAACAGAATCATGGTGAAAAAGGGACCTTATTT 

TCAAGAAAATCTTGCATTATAAAACCCTAAAAGTTACCTTCGGGCCGGCG 

CACCACCNCCTTAAAGGGCAGAATATTTCCAAAACCACTTGGGCGGGACC 

GTTAACTAATTGGAATTCCCAAACTCTGGGGTACCCCAAGCGCTTTGGCG 

GTGAATTCAATGAGGCATTAAGGCCGGTTTCCCTTGTGTTGAAAAATGGG 

TATTCCGCGCTCCCCAAATTTTTCCCACAATAACATTTCTGAAGCCCGGT 

AAAGCCTTTAAAGAGTGTAAAAAGCCCTGGGGTGTCCCTATTTCKKKj 

ACCTTAACnTTCCACTTTATGGCGGGTGTGGGCTCCTTTGTACGGGTTTA 

ATATTAGAAAAAATTTGGGGGCCGTAATCTAGGGGATCCCCT 

>Sequence 1068 

ggtactatattagtgtagcaatittccaaaack:cattcatc^ 
taaatgattttaccttatcaattcccctgtgaaaaaatatctctaaagag 
gttttctgctggaaaatattgttgctgtcacattgatatgccaacaaaag 
ctaagcagggaagtcaggccaagaaatatctccctgcaagagaaggcatc 

GCACATGTATCTCTCCATGCTATTTAAAATTGCATTCTGCAACATAGAAA 
GGATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCTTTCTTTGGC 
CTTTACACANTCCTTTTGGAGAGATGCTGGTGAAAGCAGCAACTACCATC 
TGCCTTCTGTTGACTTATTGTCANCAGGTGGAGGGAGGAAGGAGGGCATC 
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GCAGACATCATTCTATTATCTCAACCTTGCITTCTCGGATC CAAA GCCAA 

GAAGTTGCTGTTCCATGCCCTTAGAGCTCTAATTTGGCACCTTTTCCTGA 

AATGAAAGCTTGAAAGGGCTTITTGCTTTGGTGAAACCGGTTCGTGGCCC 

GGGCAAATTCTGGTGGTTTCGCGTCTGTCAGT GGGT CCTAATAACTGTTA 

TAAGTGTGGTTCTTGGGAACATTTGTAAAATATTTTCTATTGGTCACACA 

CCTTTTCTGTTTAGACATTTATTTTTAACACAGACAAATGCTTAAGTGTT 

CCCGCCCCAGGGTTCTTAACTT 

>Sequence 1069 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATC TTAAA GTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATCTTAAACTTTCATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA 

T TI f T T T C AGGTG ATTGTTGGG AGCGTATAG A AGC ATATATA A ATATGG A 

ATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAATCAA 

ATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCAT 

AAATGCATOTTTCTTGGGGAAGTTTCCATGGTCAAAAT TATT AGTCATTG 

CAAAACAGAAAAGTTTGACAACTGGAAATGCAGACNCTTTTGCTTGATTN 

TGTAAAGACAGGA 

>Sequence 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCT 

AGTCCTTGCAAACITGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAG 

AGAAACTTCACACTGACATTTATAATTGTAAGAACTAAGAACCAACCATC 

AGCTTTTCTATGCCAATCCATGCCCTTCAGGAAGTTCTTGAGGCCT TGAG 

GTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAGCTACATTTT 

GGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGT 

AGTTTAAAGCTCTCTTAGATCCCAAAAGAGGAAAA ATTCC AGGTCCATTA 

ATCAAAAGGCTGAAACTTAAACTTTAGNTAAAGTTATTTTGATTAAATAA 

CAAACTTCCGGTTTCCTTCCACAGCCGTTTATCCGAAACTATC 

>Sequence 1071 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTA 

TCCAAACATTATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAA 

CCATGGTGCTCAGAGGTTGTAACAGTCCATGTAAGTTGAAGAAAAAGAGT 

TATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTT 

TCACATATCTATGAATTCAGTAGAAGAACCAGCACTCATAAAGGTGGCCA 

TTCCTATACCTGCCATCGATTACATTATTTTACTTAAATAAAGCTTATAT 

TACATCTGACAACATTCCTTGTTAAAAAATAAATT CCTAA ACAGGGCAAT 

ATTCCCATCTTTTAGAAATATGCCAAAAAAAAATATTTTTAAACTCATTT 

GGAAACATTCCAGGAACTTATTCCAGAATCTATTTATTTTTGAAAAACAA 

ATTTGTTCAAAATAATCCTTTGGCTTGGTTGGAATAAAAAATTAATTCAA 

ATTTTCAAACCAGACTGGTTTAATTAAAAATTAAGGCCCCAAAACCCCTA 

ATTTATTTCACAGGGGGCCGGTAAGCCAATT 

>Sequence 1072 

GGTA CTl 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 A 1 1 GAGACGGAGTTTCAGTCTTGTTGC 

CCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTC 

CCGGGTTCAAGAGATTCTCCCGCCTC AGCC TCT TGAGT AGCTGGGATTAC 

AGGCATGTGCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGG 

GTTTCTCCATGTTGGTCCGGCTGGTCTCGAACTCCCGACTTCAGGTGATC 

CTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCAC 

GCCCTGCTTAAGTTTTAATAAGATCTCTTGGCAA 

ACTTAGGTCTCACAAACACAGAAAAGCTTGTCTTTAAGTATATrGTCTIT 
GAAAAGTTAATACACTCTCTAAATGCTCCATTTAAAATGATTTACTTTAT 
AAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACANCCACATGT 
TAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAATTTTCTT 
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TTTCTTGTTTATGCnriTTCTC 
TCTCTTCT 

>Scquence 1073 

GGTACCTATTGTATCAGAAAAATGCTAATTAATTTTTTGCAGATAAAGGG 

CATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATGGT 

AATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTA 

GTATATGCCTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCC 

GGAAGTTCACGTTTAGCCTGGGCAGCATAGTGAGACACTGTCTTTTATAA 

AAACAACAGCAAAAATGATCAGTTTGGGATAGTAAGACAAATGGCTTTCT 

TTTGTTAGGAATTTCTCTATTTAAAGGACTTTTAGGCCTAGAGTGGTGGC 

TTACGCTTGTAATCCCAGCACTTTGGGAGGCCAATTGCAGGAGAATCACT 

TGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTAGGGAGACCCTGTCT 

CTTCAAAAAAATACAAAAATTAGCCCAGTGAGGTGGTGCTTGCCTGGGGT 

CCTAGCCACTGGGAAGCTGGGGTGGGAGAAATACTTGGGCCCAGGAATTT 

GAGGTTGTAGTGAGCTATGATCCCGGTACAGATTATAGACCCT GTCTCTA 

A A A A ATTAA A A ATA A ACCTTTTTTA A AGG ACTTTA A AGTTGGA l l J I ill 

CTTGTTAAGTTATTATCATTCTTATGTCCTGCTTTGACCTGCCCGGCCGG 

CGTTAAG 

>Sequcnce 1074 

GGTACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATCAAGATCCGACTG 

CTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGG 

TCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTG 

CACAACACAGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTA 

TAACGCTCITCCCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCTCAAG 

GTAGAAACAAACTGTCGCTCAATCAGCTAGAGCCCTCCCACTATGCTCCC 

GCGTACCTGCCCGGGCGGCCGGTCAAAGGG 

>Sequence 1075 

ACTCTTCAAAGAGGATAAACTTAAAGAAAATGACTAGATACACATCAAAT 

TAAGCTGCTGAAAACCAAAAACAAAGAAAAAATTTTTGAAAGCAGCTAGA 

AAAAAATTACACACCACACAGAGGGGAATAAGGTTTACATTACAAAGATT 

TTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATTGAG 

GTGCTCAAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATA 

TCCTTTAGGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGA 

GAATGTATCCCCAGCAGACTGATCTGCTAGAAAAGCTAAGGTCAACATTA 

GGCTGAAAGGAAATGCTGCATCTTCAGGAATGAAGAAAGAGCAATAGAAA 

CAATAAATATATAGGAAAACACAAAATACTAGATTTTTCCTCTAAGTTCT 

ATAAAGTACC 

>Sequence 1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCC 

TTGTATTGTCAGGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAA 

CTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTCATGCAGAA 

AGAATAAGTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATT 

ACTTTTTGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATA 

ACAGAATCCACAAATTCCAGATTTAAGAAATAGGTCTATATAAAGCTTAT 

TTAATATTTGGTATATTTTTTAG 

AAAAGCATTTmGCGAATCTTGTTTTCCTAGTTAAAAT^ 

TAACATACAGTGGTGAATAGGAACACCACACAACCCTATATATTGATTAA 

AGTAGTTTATTAGGTAAGCTTACAGTNGAAGTAGCTTCCGAAAAAAAAAT 

ATTAAGAAAACCATTAGAGAAAGGGTATTTACTATTTCTTAAGGGGGAAA 

AGGTCCTATTATGAATCATAGGTGTTCTATTTATAAAAGGTATGTCCTTC 

AGAACCTGGAGAAGGGCTTTACAAAATACCTTGGAAATTATTCCAGGGGA 

ACAAATTGACTCAAAAAACAAGAGCTGGGTTAAAACCCTGGAAAAAGGCC 

TTATAGCCAAAT 

>Scquence 1077 

GGTACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGT 
GTGTATATGTGTGCATGCATGTNATAAGTGTGTGCATTTGCACACATAAG 
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AGTTTTAAGCTGCTCCTGTCATTTATTGATGGTC 

TATTGCTGGACTCTTAAGATTGTCTTGTAATTGTCri ri iGTTGTTGTTG 

AAAATTAAGGGTGTATATTAAAGGTAGTTTTTACCCAGATCTTATATGTG 

TGATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAATGGCCACCCAAT 

TGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTATCTTCTTT AAAAC T 

CATTTAAAATTAGAGACATGTTTGCATAC AATGG ATTAATGACGTTTTCA 

CACTAACCCACAAAAGTCTGCTGCACTTTCTTTTGTAGGCCTAACATTCA 

TTTCATATGCATTGAATATTATTGGTGAACTTGCATT AATTACA TCGTGC 

ATATATGGACATACAATGTCATCTGCAGAATTTAAGATTTTTTATTGTTA 

ATTTTTATAGGGACTGGGAAATTGAGAATTTAAATTAGCATGCTTCATTT 

ATAATAATATTTCTAGTGGTTCATTAACCCCTAAAATGTGATTAGATCAG 

GATTAAATTGGGAAGAAAATTTTTCCTAAAATGGGCCTGGCCCGGCGGGC 

GTTTCAAGGGCAAA 

>Sequencc 159 

TGGCTATTGAGACCTCACCGCGGTGGGGGCCGCCCGGGCAGGTACACAGG 

ACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAA 

GGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAAC 

ATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGC 

CGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCA 

TGCCATATGACTTTGATATTCGTGTGCCTTTTTTTATTCGTGGTCCAAGT 

GTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGC 

CCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACG 

GCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTT 

CGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAGTGGGAAG 

AGGCNANATTCTACGTAAGAAGGAAGGATCCAGCAAGAATATCCAACAGT 

CAAATCACTTTGCCCAATATGAACGGGGTCAAGAACTATGCCAGCAGGCC 

AGGTACCCTTGGCCGTCTAGACTGGTGGATTCCCCGGCTTGAAGAATTCC 

ATTTTAAGCTATTATTACGTCAACTTGAAGGGG 

>Sequence 160 

TGGATGATGNATTGGTAGGCCTCATCGCGGTGGCGGCCGCCCGGGCAGGT 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTT TGGACTG GTCAAGGGG 

AAATCCATGCCATATGACTTTGATATTCGTGTGCCTTTTTTTATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGGCAGAATATC 

CAACAAGTCAATCACTTGCCCAAATTGAACGGGTCAAGAACTATGCCAGC 

AGCCAGGGTCCTCGGCCGCCTAGAACTAGTGGA 

>Sequence 161 

GATAACGTTGAACCTCATCCGAGGCCGGCCGAGGTACCATCCTATTAATA 

CTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGATGATAGAAATCAA 

TGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGGC 

TTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAG 

TATCTATATACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTAT 

TCCCACTTAAACCATGAGGTCACACCACAGGATATAACCCATTGGCAGTG 

CATTGATGTGGGGATGTGCAACTGAATATCCGGGCACCGCCAATCACAAG 

TTGCTGTTGTTGATGCTGGAAACGGTGGCCrTCAACGCCGCTTCCCCCTT 

CCGGGAATCCCCGCGTCTCCCCCCGGGGTThWTATTTCTCTAACTACTCA 

GTCTATTCTCACTAAAATATTCTTTATAATTTAAACTTTATACGAATTTA 

ATAGTTATTCACTATTATTTATTTTTTATATATTA TTAC ACAATTCTATT 

TTTTTTAAATCAATACriTAACACTTTTCm 

CCAATAGATTATAACATTTTTACTTATTACATCTTTCTAC 



Page 69 
(of 261 pages In Table 2) 



WO 01/42467 



PCT/USOO/33312 



291 



Tabic 2 



>Scquencc 162 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATAT 

TTGGGCAAGTGATTTGACTGTTGGATATTCTTGCTGGATTCCTC CTTCT T 

ACGTAGAAATTTGCCTCTTTCCACTAGGAAT GTATC ACGCCAAATTTTGG 

CCTTCTTGTTTGTTCGAAACCTGTTACCTGGCTITTCTGGGTCCAGAAGT 

TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 

ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATA 

TCAAAGTCATATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAAT 

ATGGTAACCATGGTCGGCGGTGTAAATGATGTAAGGATTCTNCAGCTTCC 

CCGTCTCCACGAGCCTTGTTTACAGGCTTTCCACAGAATTAT 

>Sequence 163 

TTATTATCGATGCGCACCACGCGTCCGGGTGGCTCTATGTAGTTCTAATT 

TGCATTTCTCTAATGACTAACGATGTTAAACATATTTTT ATGTAC TTGTT 

TCATGTACTTGTTGATATGTCTATTCAATTCCTTTCACCATTTTTATGGA 

GCTGTTTTTTTATTATTGAGTTGTAGGATTTCTTTATATATGCTGCATAC 

CAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTT AAAAT CTG 

TGGCTTGCCTGTTC AATTCATTAGTGGTGTTTTGTTA AGC AG 1 TTTI AAT 

TTTGATGAAGTGTAACTTATTCATTTTTTATTATGGTTATTGCTTTATG 

TTCAGGTCCCAAATTTTGCCTTCTCACAAATCACAAACATTATCCTATGT 

TTTCCTTCAAAAATTATATGGTTTTATGTATTTTCAATCTCAAAATATTC 

TCTAA' l ' I ' I TTTTGCTG ATTTATTTACTA A AG A A ATTTG AGGG ATTTGCTA 

TAATGTTAGGGATTTTTCTAGATGCCACT 

>Sequencc 164 

TCGATGACTCACCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCT 

TAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAATAGTATTTAGCCC 

AGAGGGTTGTGGTGAAGTGTGAATCATTTCTCCATGTAAAACACATAGGA 

CAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTACTTGAGAGGCT 

GAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCGA 

GATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTC 

AAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1078 

CATGCGCTGTATATAAAATCTTCGTCTTGTTGTATATATATATTTAAAAA 

TGTCGATGACGTTTAACAGATAAAThWNTNANCNCNGNN 

NNAAAGTGGNGGNGNGATTGTATACGACTATATAGGCGAATGGGCCTCTC 

AAGCATTCTCNANCNGNCGCCANTGTGAT AATTC TCTCTATAA TCGGCC G 

CCCGGGCAGGTACAGACTTAGTACCTTTGCTTTTATATATTGTGTTTTTT 

GCATAGATATGAATAGTTTCACTAATTCCATTCATGGTACTGTAAACATT 

CTTAAAACTTTGTTTTATGGGATTATCAGAGTAACAAAATAATGTAGTCC 

CTTTATGGACTATAAGTAAC 

>Scquence 1079 

GGTACAGCTCACATTCATGGGGAGGAAAATCAGGGCCTGTCTTTAGATAG 
GAGATGTATCAAAGAATTTGTGGACATATGTTAAAATCACAGCACTACTC 
TTGATGT 
>Sequence 1080 

CGATATGGGAGTCGACCCACGCGTCCGCTGCCATCGCCCAATGGGCTCAT 

AAACAAAGTGGCCATGGTGGCAGGGATAGACTTTCTCAGCAACATGGACT 

TTCACTCACCAAGGCAGACCTGGCTACAGCCACTGCTGAGTGCCCCATTT 

TCCAGCAGCAGTGCCCAACACTGAGCCCTTGATATGGATCATTCCTTGGG 

TGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTTCCAT 

CATGGAAAGGGCAGAAGTTTCTCCTCCCTGGAATGGACACTCCAGATATG 

AGTTTGCCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGA 

TTCACGGAATGCCTTATCCACCGTCATGGTATTCCACACAGCATTGCCTC 

TGACCAAGGCACTCACTTTACAGCTAGTGTGACAGTGGGCTCATGCTCTT 

GGAATTCACTGATCCCACCATGTTCCCCACCATCCCGAAGGAACTGGATT 

GATAGAATGGTGGAATGGCCTTTTTGAGTCACAATAACAATGCCAACTAA 
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GTGATAATACTCTGCGGGGCTTGGGCAAATTTTTTCAGAAAGCCATTGTT 

GCTCTGAATCAGCATCCAATATATGGCATTGGTATTCCATACCCAGGATT 

ACAAGTCCAGGAAATAATGGGGTGGAATTGGAATGGATTACTTAACATTA 

CCCCTAATGATCCATAGAAAATTTGGCTACTGTTCCCACACATTCATTCT 

GGTGGTCTAAAGGTTAGATCCCAAGGAGAAAGTTCCACAGAA 

>Sequence 1081 

GGTACACGATGTGGCTGACATTTGGCTGGAGTCTGCTAAGATGTCTTCTT 

ATGCTGGATGGACGCAGACCTGTAACACCTCTGTTTTTC ATCTT CTCCAC 

CATATTTTTCATCAGCCGCCTCATTC 

GCACGCTGATCTTGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATC 

TTCCTCAACCTACAGCTCATGATCTTGCAGGTCCTTCACCTGTACTGGGG 

TTATTACATCTTGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCC 

AGGATGTGAAGAGTGATGACTAGGATTATGATAAAGAAGATGAAAAGGGA 

GATGAAGAGGCTACCCAAGGCAAAGAAATGGATTGTTTAAAGAACGGCCT 

TCGGGCTTGAGAGGCACCTCATTTCCAATGGGCAGCATTGGCCTTAACTG 

GAAGCCTACAGGAACTCCTTGGCACCAGTTGCTTAAAGTAACTTGCCCGG 

CCGGCCGATTGAAAGGGGGA 

>Sequence 165 

TCTTCCATACTTCGTAACTCTATACATTTACCATTGTTATCATCTACTAT 

AATTATCCATCTTATACTTCCGAACTCGTTTAATAGTAmATCTAATTA 

TTATATAATTTCTATTTATAAATTACTTTCNACTGCNAANAGCCNTTGTG 

TTTTTATCCGCCTGACGAACGCGCAGGNACCGGCATCAGCATTAGTAATC 

AACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCCTGCAAGC 

CAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGA 

GAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTTACTGAAAG 

CAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCA 

AAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCC 

ATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTG 

CAGTTACCCCTAAAGGTGACCAATGATGGTCACCCAATCAGCTGCTACTA 

CTTCCTGTAGAAGGTTAAATGTCATAATTCTTAGCTTTTCAGGAATAACT 

TTACCCTGGCACTATTAATGAAAGCTCTACCGGGGTGCCTATGTCTTAAG 

GGTGGTTTGGACCTGCTTCAAATATTTTCCTTCACCTTTCCCATCTTCCA 

GGGGTCCTTGGGCGGTCTGAACTAGTGGGATCCCCGGCCTGCAGGAATCC 

ATATCAACTTATATGTCCCGCGCCCTCAGGGGGGGCT 

>Sequence 166 

TTCTATTATTCGTTGATCGACTATTCCTTCTTCGGTNTATTGATTGAACA 

GTATTCATTACTTCTATTACTTCTTTTTATACATCCATTATCGTCTGTTT 

ACGATGTTTATCTATfATTATGTTCCTACATTATGTTTATTACNNNNAAG 

GGTCGTTGCTTTGTAGCGCNCTCTCCNAGTGGCGGCCGNGCGGGCAGGTA 

CTTGCTCAGCCTTGCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAG 

AAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAG 

TTTGTGAGGACTTATCTGTTGTACCT 

>Sequence 167 

CCGCCCCGAAGTACGTNTCCGCTAATATTGATGGCAATTTCTACGTTATT 

CTCAACnX)GTTTTCATGTTACITATATGACATCTACATCATCAGTTTATA 

GTACATAATATNTNTTNNAATGTATGTGCTGGTAGCGGGCTGNCGNCCGG 

GCAGGTACGCGGGATGGCACGTGCAGCGCAAGTAGGTCTACAAGACGCTA 

CTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACGCCCTCGGA 

ATCATTTTCCTTATCTGCTTCCTAGTCGTGTATGCCCTTTTCCTAACACT 

CACAACAAAACTTACTAATACTAACATCTCAGACGCTCAGGAAATAGAAA 

CCGTTTGAACTATCCTGCCCGCTATCATCCTAGTCCTCATTGGCCTCCCA 

TCCCTACGCATCCTTTACATAACAGACGAGGTCAACGATCCCTCCCTTAC 

CATCAAATCAATTGGCCACCAATGATACTGAACCTACGAGTACCCT 

>Sequence 168 

(nTGTCCITTCACTTCACACATTTTTCGAACTTCTATCI^ 
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TCTCTATATTTTCTTTTTTAATATAAATATAATATAGTCTATCATATTG^ 

ATTAATNNNWfhnXjTTAAGTGTGCTGTAGCGG GCCGC CGCACGCTGGCAT 

TGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTTTCCTAGGACAGTTC 

GCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGTCGAAAT 

AGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACCT 

>Sequence 169 

CCGTGTGCCCATTGANANTCTGNCTTACCGNGGNGCCGGCCGCCCGGGCA 

GGTACTTCCACTATTATTGAATGTATTCT GTATT ATAATTGTATATTTGA 

TTGCCTATCTCCCCTCAACTGCATTATACATTTTCATGGGTGAGCCAGTG 

TCTTTTTCACTCTATTTCAGTGCCCTGCACATTTTCTGGCACATAGTAAG 

CATNCCCATGAGTNATCTGATGNAATAAATGTANTTTCCCTAAATTCAGG 

TTCAGTATNCCTTAATCTGNAAAATACTAAAATCCGAAATGCTCATAAAA 

TTCAAAGCTTTTTTGAGGACCTGACCTCGTGCCTCAAAGGAAATGCTCAT 

TNGGAGCATTTTGGACCTTCAGAATTTTCAAGATTANNGGGATATTCATA 

CCCGTAAGAAATAAGTGCTCAATATTTCCCAAAATNTNNCAAAAAAGTCT 

TTGAAATCCCCAAAACAACTTTTCTGGTCCCCAAGGTATTTTTTGGAAAT 

AAGGGGATTACCTCANACNNCTTGTACCGTNNAAAATACCCATGCANNNT 

ACThfNTTCGATTAGGCACCCATGTGAAAGGGGTATCTTTCTCTTA>WAAA 

TTGANACCCTCATTGGGNNTTTCGTTCTTCAAGCCAAAACTTGACCCTGG 

GGCCCCACTTTCAACATGNNNGCTTTTAATTCCGTGCiXTNGGATGTTA^ 

ATGGCCATGGTTCCTCTTTTTTTACCACATAAATTTCAATGGCCCCATCA 

AGATTGAATATTCACATTTCGACCATAACACTGGCCATTCAA GGTCCC TT 

CAACAAGCCCACTCATAANGGTTTTCCTCCTCTCTCCATCCAA1 TTTTGG 

TTCCTTATGAAAATTTCTACCTTTGGCTTTCCCCCAGGAAACCTTTAAGT 

AGGTTTCTCGGTCAGGTCCCGCAACACCACCGCAACGCGGGGTCCTCCGC 

GTAACCTTCGGCCGGTTCTAGACCTAGTGGGATCCCCCGGGCCTGGAGGA 

AATTCGAATTCAAGGCTTATCGATTCCG 

>Scquencc 170 

TGTGTCGATGCGTCACCGGGTGGCGGCCGAGGTACTTAGCTGTGTTTTTA 

TTCAAAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGAT 

GGTTTCACAGTTACCATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGG 

GCATGATTTTCTCCATGTAATCCAGGGAGAAAACAAGCCATGACCATTGT 

TGGTTGGGAGACTGAAGGTGATTGAAGGTTCACCATCATCCTCACCAACT 

TTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAAATCTGG 

GCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCC 

CTTATGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAG 

ATCAAGAGAGAGAAACAATGAGGAACATTT CATTT GACCCAACATCCTTT 

AGGAGCATAAATGTTGACACTAAGTTATCCCTTTTGTGCTAAAATGGACA 

GTATTGGCAAAATGATACCACAACTTCTTATTCTCTGGCTCTATATTGCT 

TTGGAAACACTTAAACATCANATGGAGTTAAATACATATTTGAAATTTAG 

GTTAGGAAATATTGGTGAGGAGGCCTTA 

>Sequence 171 

TGTTGTACTTATCGGGGGCGGCCGCCCGGAGCGGCGCGGAGCATGATGGA 

AGTCGTAGTAGGAAATGGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAA 

CCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCGGAGAGAGAGGCTCC 

AAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGG 

GGGGAGCCGAGGTTCCGGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTAT 

GACTGTACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACTTTTATA 

CAACTCAGGAGATTAAAAAAAAATCTCCACAAGAAGAAGCAACTCAGCAG 

GCCCTGGCATTAAAACATTTCCCAGAATAAACAGATATGCATTGCATTAA 

AGGTAATTTTCAAATATTTAAGTTACACCAAGATTTCCCTCCAATATGTG 

CCTTTCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGGC ATGAA T 

TTTTGGCAAATGTTTATGGTTTTACTTTCTTCATTAATCAAAA^ 1 1 1 1 1 

TAAAGTGCTACCAAGCAGCAAAACATGTCGCATCAGTTCTCTGCTCATGG 

CAGAAGTGCCCACTGTGAAATCGCAAAAGGTAT 

>Sequence 172 
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GACGATGCATTCACCGGGCGGCGGCCGGGTACAGATTTAAGGTTGATGGA 

CTCAGGGTAAGGATAGCTACAGCTGTGTGGGGCTGAAGGTCTGTGGCACT 

GAGCTACTGGGGAAGGAGGGCTCTGTTTTCATTGTGACACACTGAGTTAA 

TAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGA 

AAAAGGGCCAAGTCATTGACTGCACCACTCCTTCAGCCAGAGGTAGAAAG 

GATTTACTCTTCAGCCATCTGGTAGAGCCCCAAGAACAAGTTACATGTGG 

ACAAAGGGAGGGAGAGGTATCATGGTGATTAATAAATTCAAACAAAGCTG 

AATGATAAGACCCCAGGATGGAATACAGTCTGAGAAAGGCCTGGGCAAAG 

GGAGGCAGAGGGACTGAAGGAAGCAGGTCAAGGAAGATACACCC 

>Sequence 173 

AGAATGACCCCTTACGCGTGGCGGCCGAGTACGCGGGATAGGTGGAAAAA 

AACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGGA 

GCACACATGCTGTGGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAG 

GTTTGTGTAGTAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAATGGA 

TTGAGACTGCATGGGGGCATAAATGAGAAATTGCCTGTAGCATCTAGTCT 

ACTTGAAGGAAGTGGAGACATAAGGAGAGACAAAAACAGGTTTGTGCCAT 

AAAGTATTTTTTCAAAGACACCAAGATGTGGGTAAATGAAAATTATTAGT 

TCACTTCCCTGCTGGCATGAAACTTTGCCTTAAGAAGGGTGGCTGGAATT 

CC AAGGTTTGGTA A AGGGC AATTTTGGGTAAAGG ACTGGC I inn G AAA 

TGCCTTATG 

>Sequence 174 

GTTTGATTGCGGTGGCCGAGCGGCCGCCCGGGCAGGTACCACTAGGGTGT 

TGTTAAAGGACTTGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAAT 

GGAATGAAATTTAAGCATCAATAAGGGTAATAACTGCAA GAGAC TGACAT 

CC ACTATGGTTTA A ATCC ATG AGGTC AC AATG ATA CTTA A n i l i CATTA 

TTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGC 

CTTTCCTCAATGAAATATATCTTAAGAGAACCGAATAGTTAACATAGAGA 

CATGGCCGGGCAAGGTGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGC 

CGAGGTGGGAAGATTGCTTGAGCCCAAGAGTTCTAGACCAGCCTGGACAA 

CATGGTGAAACCCTGTGCCTACAAAAAAAA AAAA AACAAAAAA AAAGT CC 

CACTTCCCCTTTTTACTGTAGGGGGGATAACTTTTAGGAATTAACTTTTT 

GAATATTATTTCTTGAATAAAGCATGTGTTAATGGTTAAAAANACAAAAG 

ATCAAATAATAGAAATAATAAGGTCCCTCGGCCGCTTAAAAATAAGGGGA 

TCCCCGGCTGGAGGAAATTCATTCAAGTTAATGATACCGTTACCCTTAGG 

GGGGGGCCGGTACCAACTTTTTTTCCTTTAATGGG 

>Sequence 175 

AATCAAGCGCATTATTCGTATTACTGTACGTAATACATCGACGTCTGCTA 

CTCANATTTTTACTTTATTATATATGTACACTCACTCTATCTATATATAC 

TATTATTGTATCTATGAGGCTATNTATATATTTANhnWAAGTTTGGTGTG 

CGCGACCGGCCAGGTACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTG 

GAGAGACTCTGTGGACGTAAAGAAGGGAATGAACACAGAGAAACTTTCAG 

CCAGATTCCTGAGTGTCACCTGAACAAGAAAAGTCAAACTGGAGTGAAAC 

CATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCCGTCATTCATTCCTG 

GACAGGGACATGAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGG 

GGAATGGAGAGAGACGCCCCGGAAACAGAAACAACATGGGAAAGCCTTCA 

TTTCCCCCAGTAGTGGTGCACGGCGCACAGTAACACCAACTCGAAAGAGA 

CCTTATGAATGCAAGGGGTGCGGGAAAGCCTTTAATTCTCCCAATTTATT 

TCAAATCCATCAAAGAAACTCACACTGGAAAGAGGTCCTATAAAAGGAGG 

GAAAAAGGTGAGAGCCTTTACAGTTTTCAG'I'i'l'CrrilGAAAACATGGAA 

AAATGCATACTTGGGAAAAAACGCTATGAATGTAAATACTGTGGAAAACC 

TAATCGGTTATTCCAGGTTATTTTAAATTCATGTTAGAAA TAACA CTGGG 

GAAAAACCTACCAAAGGTAACCATGGGGGAAAGGCirTATTTTCCGAGGG 

TACCTTTGGGCACATTGAAATAAAACTTAACCGGCTGGT 

>Sequence 176 

CCGGCCAGGACGCGGGGTGCTGTGAAGAGCTTTGCATTGTGGGAAGTCTT 
TCCnTTCTCGTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCG 
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TCCCGCTCCTAAGGCAGGAAGATGGCGGCCGCACAGAAGACGAAAAAGTC 

GCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGT 

GCCT 

>Sequence 177 

CCCCCCCGTTACCCGACGCCGTCGCGATTGGAACTCCCCGCGGTGGCGGC 
CGAGGTA C1 1 J 1 1 1 1 1 1 1 1 1 1 11 1 1 1 ATG AATTATTTATTTTCTTTCTCA 
GAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCA 
TCTCCCCACAGACGGGGTGGTTCTAGA 
>Sequence 178 

TGGGGCGTTGAGACTTCCTCGCGTGGCGGCCGCCCGGGCAGGTACCAAAC 

CATTTTCACTAGTTCAGGATAGGAATATTCATCAGATTGTCTCTGTAAAA 

GTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGACAGCTGAGT 

GACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTC CTCT GAAAT 

ATCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACA 

TATTGCTGATTTTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTC 

CATTCCTCTGGACAGGCAGCCACAGACCAGCACTGCTTGACCCATGTGTA 

TACACATGTGTGCTTTGTACCT 

>Sequence 179 

TGGTCGTTGTTGCGGGCTGCCGAGGTACTCACAGTCACGCAAATTCACTG 

TCTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGG 

TCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGAGCGATAGATAA 

ACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGA 

TCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 

CCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAG 

TTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCT 

TCTTCAATATAACCCCAAA 

>Sequence 180 

TGANAGATTTGCGGNGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAA 

GGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTG 

GGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACC 

TTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTC 

CTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGG 

GGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGT 

TCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTAT 

GGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAG 

AGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 

> Sequence 181 

TGGATATGTGCATCGGGGGCGGCCGAGGTACTCACAGTCACGCTCCTCTG 

AACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTC 

CCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAA 

GGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGA 

AGGTTITTCCACTATTCACACTCTGTGGCGTAACCnTCTTCAAT ATAAC C 

CCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCGATCTTTTC 

CTTGATCTGAGACAGTCTGATCAGTTTT 

>Sequence 182 

TGGATACTGCAATCGGGGGCGGCCGAGGTACATGGATACGTTCTCTTCTG 

GGGGCGGTCTCCAGTCCTTTCTCATGAGGGAGCACACTCCTCTGCCTCAT 

TGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAATA 

AACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCGAT 

CTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 

>Sequencc 183 

TGGATATCGAGACGTCTATCGGGTGGCGGCCGAGGTACGCGGGGAGCGGA 

AAGGGAGACTGTGGGGAACTAGGAGCAACAGCAGGCATGGACCAAAGCAG 

TGAAGGATGTATGAAAAAGATTAGCAGTGTGAATCTTGACAAACTTATAA 

ATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGAAAGAAC 

AATATACTGGATATTCAGTTGGAAAAAAGTAATTGCCTATTAAAAGTAAT 
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GCAAGCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCATAATA 

TAATAAAAGGGCTACAACAGACCATTGAATATCAACAGAATTTGAAAGGT 

GAAAATGAACAACTAAAAATAAGTGCTGATCTTATAAAAGAGAAGTTAAA 

GTCTCATGAACAGGAATATAAGAATAATATTGCCAAACTTGTAAGTGAAA 

TGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCAAACTTTATCAG 

GACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCACAAAGAACTAAT 

AGAGAAAAAGGAGATGGAAATTCANAGTTAAATGCAAAGCTCAGAAGTCA 

AAAAAAAAAAAAAAATGAAATAATCAAGCTACAACTAGAANTTGATGCCA 

AACTAGCAAGAGTrCAGACTAAATCAAAATCTATCAGGATTTACTTGriT 

>Sequence 184 

TGGATGATGCTCATCGCGGGGCGGCCGAGGTACATGGATACGTTCTCTTC 

TGGGGGCGGTCTCCAGTCCTTTCTCATGAGGGAGCACACTCCTCTGCCTC 

ATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAA 

TAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 

>Sequence 185 

GCNNNATGATTANTCCTTACCGGCCGCCCGGCAGGTACGCGGGGGTGTCC 

GGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTG 

ATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGA 

TGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAAT 

ACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGA 

GTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTG 

CAATTCCTTGCCAGGTTGTCCTGGTGACAGACGGCTGTCTTGGCATTGGT 

AGAGGGTCACTGGAACATTCCTTACCCACTCAAACTTAACGAAGTGAGAG 

CAACCGGTTTCCACTACCTTTTCCTTTCCCATCTAACTTATATACCAGGC 

GCGGGCGCGAATTGGAGGGACCACCGCGCCCCTGTTCTTGGGAATTTCTA 

AAATCTATTATATATTCACACATTTGTAGGGGGCCATATTATAATTGTGG 

CCGCCCCTGTGTGAAAAAAAACTCCCTCGGCCTATAAAAAGTGGGCCCCC 

CCCCGGAGGGGGAATTAAAATAATCTAACCCCCCCCCCCCGGGGGGCCCC 

CCCCCCTTTTTTTTTTAAGAGAGGACACCGCCC 

>Sequence 186 

TGGGCCGATGGAAGCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCA 

CGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTT 

ACAGGTrCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGAT 

GATCGATAGATAAACACACCtCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGC 

TTTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCAC 

GAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTC 

TGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTC 

TTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCA 

Gil 1 i 

>Sequence 187 

NGGATGATTGCACTCACCTGGTGGCGGCCGCCCGGGCAGGTACCAGAGAT 

TCCAGAGAGTGGTCTTTGGAATTTCCCAACTCCnTrGCTTCAGTGCCCTG 

ATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTA 

CAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATACTGCCAAATCG 

CTACACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCA 

ATAAGGTCCTACCCTACTACAGCTCGTACTACTGGATTGGGATCCGAAAG 

AACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCACCAACGA 

GGCTGAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGG 

ACTGCGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGCAAGTGGAAT 

GATGAGCACTGCTTGAAGAAAAAGCACGCATTGTGTTACACAGCCTNCTG 

CCAGGATATGTCCTGCAGCAAACAAGGAGAGTGCCTCGAGACCATCGGGA 

ACTACACCTGCTCCTGTTACCCTGGATTCTATGGGCCAGAATGTGAATAC 

GTGAGAGAGTGTGGAGAACTTGAGCNTCCTAACACGTGCTCATGAACTTG 

AGCCAACCTCTTGGAAACTTCTNCTTrAACTCGCAGTC 
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CACTTGACGGTACCTTGGGCGNTCTAAGACTAAGT 
>Sequence 188 

GGAGGATGTGCANNNTTNTTTTGAA NANGCGACT CCACCGCGGTGGCGGC 

CGCCCGGGCAGGTAC 1 ITTTTI rTTTTTTTTTTTI 1 GTAACTACAGGTGT 

CAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTCTCTGTGCCAT 

TCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAG 

CCATGATGTCANCTCGAAGTGNTCTCTGTGATTGACAGAGAGGGACACGT 

CGTAGTCAAGAGGTGTGCTCCTCAGAAGAATATCAGAACTCAACTCGCTG 

TGCCTCCAAGGGGCTCAATCCCTTGATTTGAGGGGAGGGATGNAAATATT 

CTCTGCATGAAGAGAGCNAGCGGATGGGAAGTGATACTAGGTATGTAAAG 

GATGGTCAGTTACCTCTAAATGTAAGTTAGACCAGGACAGCCAGAATCAC 

CGAAGGTCTTGGTTAAGGTCCCTCTGTAACAAGGCCGTAGAAGGCCCAGA 

AATGTNGGTGACAGCGAGACACNATTTCTTAAACTCTTACANCTTGTTGT 

AAATGAGTAAGAAAGGTGACANTTTGTTTTGGAAAATCCCCCTCCCCAGC 

CCTTTTGTTTCCCAAGAAACTCAGTTATTCAATTTTTCCTGGTGCCCTAA 

CATACAGTAGTTCCCTTAAGATAAAACACTACCTACTTGCAACAAAATCA 

TNAGAAGTGCCAGAGCCATTACCAAGATGGGTTACCATAAGAATTAAAAA 

AATATTATTGCAAAAAAAATAAAGGTTCTAAAAGTTAAAAAATGGGATTA 

AGATGGTAACTCTTACCTAATTCCCTAAAAATGGCTTGTTATTAACCGAA 

CCGGCITGGTACAAAACACCGTGGTTTTAATCTACCCGGAAACTTTGGTC 

TTAACTTCCCTTCCTCCCTGACAATCTTAAATACCT 

>Sequence 189 

CCGGGCAGGTACGCGGNGAAGGAAAGCAGCTGCAAACTTCCCATCTGCAG 

TGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATG 

AATTCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTG 

ATTAAAAAGCTTTATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACA 

TGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTT 

GGGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCA 

CCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATCTCACCAA 

TTTTTAATCAAGAATATTCTGTGAAAAAGACTAAGATATCAGAGAAATTA 

TTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAA 

AAGACTCTTGCTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGA 

TTACTGGCTAGCCATATGCAGAAGATTGAAGCTGGTCCCCTTCTTACACC 

ATATACAAAAAGCAGCACAAGATGGATTACTTAAATGTAAAACCCAAAAC 

TATAAAAACCCCTGGAGGACAATCTATGCAATACCATTCTGGACATATGA 

AAAAGCAAAGGATTTCTGTGCAAAACACCAAAAGTTATTTGAACCAAAGC 

CAAAAATTGACTGGTGGGATCTAATTAAACGTGAGAACTTCTTGACAGCC 

AAAGGAAATTGCGGCCGAGTAAATAGACCATCTTAAT AATGG GAGAAAAT 

ATTrGCAAACTATGCTATCTTCAAGGGCTTATTTTTAGCCTTTATAAGGT 

TGTTTCCAAATTCCC 

>Sequence 190 

TGAATGATCTGATCGCGGGGCGGCCGCCCGGGCAGGTGCCATCGCCGTCC 

CATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGG 

AGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTCAGGAAAGGG 

GAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAAC 

TTTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAA 

ATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGA 

AAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACC 

TGAACGCGCCTTCTGATTGGGACAGCCGTGGGAAGGACAGTTATGAAACG 

AGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTCCAG 

ATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCATTCCGATGTGA 

TTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATCCACAGCCATGAAT 

TTCACAGCCATGAAGAATGGTGGTTGTAGACCCCAAAAGTAAGGAAGAGG 

ATAACACCTTGATTTTCTATTTN 

> Sequence 191 

TGGGAAGTGATCTAATCCCTCTACCGGGAGGCAGACGCCCGGGCAGGTAC 
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tccctggaaagtccagctgagaaagcgatcctgccctctgctcctcccag 

ggttaccctcctgtaagtcttctgcttagtgttcagaattgggggatgct 

gggactgggcaaggacttgtaggcaagaccccatagcctgctcatgcctg 

ttgggttgcctatggatcattccctgctgggctcactcaccggcttcgta 

taaggtcctttttgaggtttattatttccttgtccatatacttgatgctc 

ttcattgck:ttgtctgggacctgccttaggttctccgagggataaaaggg 

ccggacagcccccgagttgggggaactctgaagcttcttggtggctggaa 

ccttggtcatcttaaaaatccttcaggttttagcctgtgcccccaagaca 

AGGATTTTTCCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAAGTTT 
CGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACACGAACTCCAAGCGG 
TTTGCTTCTNCCGCGTACCT 

>Sequence 192 

GAATGATGAAGCCCTCTACCGGGTGGCGGCCGCCCGGGCAGGTACl in i 

mm n l n i rn i i i \ i i ictggcttgaaatacagctgaaataactg 

AATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAAGGCCCT 

GGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAG 

GGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTA 

CCT 

>Sequence 193 

ACTGTACAGATCTAGTACTTTATCATACTTAATACGTGTGTATGTTTCAA 
CAACGATTATCTGTATACAATTCTATAATTTATATAGAATATCTTATAAT 
GGTTTGTATAATTACGTTTTATTAAAATTACAhTNT^ 

AATTAGATGCGCCTATCGGGNGGCGGCCGAGGTACGCGGGGGCTGTAGTG 
GCTTCGTCTTCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGT 
TAGCCTCCCGC 
>Sequencc 194 

CGCGCATCTTGTGTCTATAGTTAAATCATCATCTCTGAGATCACTATTAA 

TTGTCACCGTATTCGAATTTCTTCAGATGATGATTGAACAATAGCTTATG 

TGATATCATGTACGTCTGTTCCTTTCTCAANCCNTTGGGCNAGATGATTT 

GGGAGACNCTCTCCGCGGAGGCGGCCGCAGCGGCAGCTACAACAACCGCG 

TCGCTCTCCGCTCAATTTCCAAGAGCCAGCTTTGAAGCCAAGTGCCCCCG 

CGTACCT 
>Sequence 195 

AGGACGATGGTCGNANNTGCAGCNTTACCGCGGTGGCGGCCGGTGTGCTG 

TGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGT 

GGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGAG 

AGTGTTGTAAAGTGTGGAAATGCC 

>Sequence 196 

TGGATGATGCGCTCACCGCGGGGCGGCCGAGGTACTTTGAGCTCATAAGC 

TGGTATAAAATATCAAACATTTTGACTGTTTAAACAACTCAAGATATGTT 

TTGCAAAATTACAAAACATTATACAGGTGACTTAATTAATATCTACTCCA 

ATTATACACAACACATCATGCTGAAGATTTAGATTTATTTGAAAACACTT 

AGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTG 

TAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTT 

GATATTTAATTAAGGGATGATGAA 

>Sequence 197 

TTCTATCGTATGTATATATCTATACATGTCTTATCTATGTGTCTATCTTT 

TATTTGTTTTTGCATCTATATTATTTTTTAATGCGTGTATATATCTATNT 

ATTTTGGTGTATGCGTTCTCGNGTGGCGGCCGATGTACCTGCCTCACAGT 

GCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATGATGCA 

>Sequence 198 

CTTGCTCAGCCTTTGCAGGCGCCTCTGATGAGCTCTCTAATCAGCAGGAC 
CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 
GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 
GTTTGTGAGGACTTATCTGTTGTACCT 
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quencc 199 

GTACITGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGC 

GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGG 

AAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGG 

CAGTTTGTGAGGACTTATCTGTTGTACCT 

quence 200 

AAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGG 
TTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCT 
\GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCC 
jTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGG 

c 

quence 201 

GTCGTTGTTCTACTAAGTATATTACGTGTTCTTAATCTAGTATTATAC 

3TTTCTAATATACTCTCAATCTTATTTTGTTATATTATAATATTTGTT 

rATATTATTATTACATATCCAATANATCNATTATATGGTAGTTGTCGG 

3GCGGCCGAGGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACA 

TCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGG 

AAGGACAGATGAAGCT 

quence 202 

\CTGTGTTTATCTATTTX^ATGTATCTGTAATTCTATT TATCT ATCTAT 

\ATCTTTTTTATTCTTTATTCTATTTTATCATATATTGTTTTATATAT 

NCN>HTGGCTTTGTCTTTGGCGCTCTGGCTGCCGTGGTACTTGGGGCA 

GAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAAGATGACGA 

3GGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGT 

rGCACCATTGATTCAATGGAGACTGGCGGGAGGAAATGGAAGACTAGG 

rGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAGGCAGACAA 

\ATGCGTTCCATTTATAACAAGTAATATATATCAAAGACTTAAAGGAG 

rAAAGACCAATCAGAATAATTTGGCAACTTTAATTCTTAGGAAGATCA 

GTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGCAAAGACCA 

ATGGTACCTGCCCG 

•quence 203 

ITTCTGTTTCAATTTTCTCATAATGGATCTATTTATTGTACTGTTTAT 
TTTCTATTTATTTTTCTAAATTATTTATTATTT^ 

AThHT^COICTTNTTGGTGTTGCAGTOACCGNGTTGGCGGCCGCCCGGG 

GGTACGCGGGGAAGTCTTTCCTTTCTCGTTCCCCGGCCATCTTAGCGG 

3CTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCC 

AAAGAAGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACT 

TTATGAAAAGTGGGAAGTACCT 

jquence 204 

GATGTAGTTGATGCGCTCACCGCGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGG 

GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 

CCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 

GTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 

GAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

ACCT 
squence 205 

ATGTGNTTTTGAAGCCTCTACCGGGTGGCGGCCGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

GGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAA 

GTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 

CAATGTGTGTCCTTGTTCnTATTTGGAGAAGTTCACAAAGCGCTCTGG 

.GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 
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GCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 
AGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 
AAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

GTACCT 
>Sequence 206 

GGCGATGGATTGATGCGCTCTCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCA 

AATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCT 

TCAATATAACCCCAAATGTCACCCAATCTATTTCT TCCA GCTTCTCTCTG 

GCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTTT 

>Sequence 207 

TGGATGATGAATTGAGCTCCCCGCGGTGGCGGCCGCCCGGCAGGTACATG 

GTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCTTTTTACCCCTTT 

TCTTCTTCTTCTTC AC AG ATGTTTCTTCTTCTTCTGCC ACT I Til CTTCT 

TCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTA ACA 

CTGTATCAG ATCTC ATTCCTTCC AAAAACGTTTG AGT CCTAG 11 1 1 ill C 

TGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGG 

GAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATAGAG 

CTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGGATT 

AAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTA 

TATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTT 

AATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTC 

CCTATCT 
>Sequence 208 

GGTGATGAATCCACGATCCCTCACCGCGGTGGCGGCCGCCCGGGCAGGAC 

ATGGTTCnTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCTT TTTAC CCC 

TTTTCTTCTTCTTCTTC AC AG ATGTTTCTTCTTCGTCTGCC AC TTTL i CT 

TCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAAC AAATTA 

AC ACTGTATC AG ATCTC ATTCCTTCC AAAAACGTTTG AGT CCTA G Hi 1 1 

TTCTGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAAT 

TGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATA 

GAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGG 

ATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAA 

TTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGG 

TTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAG 

CTTCCTATCTATAAAACTTAAGAATGTCTTATCTTACTGGACTGTTACTG 

ATTTAAAAAGAT 

>Sequencc 209 

CATACTATATAATATTACGATATAATGATTATATCGATCTTCTAAACTTA 

ACTATGTATATAATTATAAAAATAATTAATACTACGATGAGTATATCTTA 

TGATCAACTACCAAATTCTGTATGATACGTATCTCCACCGCGGCGGCGGA 

CGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGGCTGCT 

GCTTCTTTCTATCTGCCCCTAGACCAGGCTCCTTTGCTTCACGTAAGATG 

GAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGA 

AACAATTCCTCACTGCCTATAAACTGTAGTCACATGTGGGATAGTCAATA 

GAACATGAGAATCAGAACAATCTGGGCAAATGGGTATGGCAAGAATGGGA 

ACACCACAACAGGACAGATGCCAACrCTCATTCATGCCAGGCCTTTTGGC 

ATATGGGTGCCTTCTGTGTCTTCTTTCCACCTATTCCTTCAGTCTCAACA 

ATCTCTTTGACCCTGACCGGGCG 

>Scqucnce210 

GGGATGTGATTTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACG 
CTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTA 
CGACAGTCCCCTGCTCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAAT 
AAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCA 
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TATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCA 

ATATAACCCCAAATGTCACCCAATCTATTTC TTCCA GCTTCTCTCTGGCC 

ATCTTTTTCTTGATCTGAGACAGTCTGATCAGTTTT 

>Sequence211 

TGGGCTATGATGTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCAC 

GCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCT 

ACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAA 

TAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTC 

AATATAACCCCAAATG 
>Sequence212 

CAGTCTACATCTAGTNTCTCITTTCATNATCTTGTTATAGATGTATAACT 

ATCATCCTTCTGTTCACATATACCTTATTGCTGTATTATGGATATACATA 

TATCAATTTACATTAGTTAGAATTTTATGTCTATAAACAACCAAGACGAT 

GATTTCG AGCCCTTCACCGCGGNGGCGGCCGCCCGGGCAGGTAC 1 i l 1 1 A 

AATTTTT1 I 1 1 1 ICTGTAGAGACGAGGTCTTTCTATGCTGTTCAGGCTGA 

ACTTCATGGGTTTATTGGGGATGGCTAATGGATGACAT TGGCG GTGGTCC 

TTGATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTC 

TTGAGATTGCTCTGGAATGGAAATTAGGC TTTTTT GAAGGTGTGACCCTT 

TTTGTTCATTTCTTCAGCAGTTACTTTTTAATTTT^ 

CAGTCTCTGATAAATGATCATTCACCAATCACCGATTACTCTCCTTGCTC 

TGTTAAGTGTGACACTGTCCCTTTGAGAATCTGGCGACAGCTATGTATCC 

CATAACCACACACCCCAAAAAAAAAAAATTTATGTCTGGTTCCAGGAGTT 

ACCTTTTATGAGAAGTCCATTTGTGAAGAACCTGGATGTTCAGAGAACTT 

CCTGGGAAACACTGGAAGAAAATAAAGAGGCCGGGCCCGGGGGCTCATGC 

TTGGAATCCCCACACTTTGGGAGGCTTAGGTGGGCAAATAAACTGGGGTC 

AGGAGT 

>Sequence213 

TCTCCCTCGTACTCGATCATCAGAGTATACATATGAGTGTACTCTANTAC 

TACTACGATCTCTATACTAAAGTTATCCTATTCACTTTAGTGCCATCTGG 

TTCTATATGAAACTCTAATATAATCATAGCGTGTTATATATATACTATAT 

ACATTACCATGGCGGTAGATTCGAAGCCCTATCCGCGGAGGCGGCCGTTT 

GAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTGGGT 

GCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCT 

>Sequence214 

TGGCGATGTTTGATCGAGCTCACCGCGGTGGCGGCCGAGGTACATGCCTA 

CAGATAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACTGCACTCCAGCC 

TGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGCA 

AAAAGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATAC 

CTAACATATTTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTT 

TGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAACAGAAGTAATACCTGAT 

TAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAGAAGAAACC 

CAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGA 

GTGAGGAAAAAGGTATTAGTATTGGCTTTTCACAACCGCCTGGACCTGCC 

CGGGCGGGCGCTCTAGACTAGGGGGA 

>Scquence215 

TTTTAATGTGCATCTCGCAGGGCGGNGGCGGCCGAGGTACTTTGGAGTCC 

CCTGGTTTCTAAGAATTGCCGTTGACTCTTTCTTTGGCTTCTGCTGGCAC 

GGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAGCCG 

CGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGT 

CCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTG 

CCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACC 

AGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGATTCT 

GCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAATTTGC 

CTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGCAAGG 
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GAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGA 

GTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCAAACC 

ATTAGAGGTAGAGCTGCGACGCCTAGAAGACCTTTCAGAATCTATTGTTA 

ATGATCTTGCCTACATGAAGAAGAGAGAAGAGGAGATG 

>Sequence216 

GGGTGTTGATAGATCGAGCTCCACCGGGTGGCGGCCGAGGTACTTTGGAG 

TCCCCTGGTTTCTAAGAATTGCCGTTGACT(nTTCTTTGGCTTCTGCTGG 

CACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAG 

CCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACT 

GGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGC 

ATTGCCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCC 

GACCAGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGA 

TTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCAACC AAGG GGAAAT 

TTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGC 

AAGGGAACAGGGCGGATACCTGACCACTCGTGATCCTAGACATGAACATG 

GAGTGGAGGCGAAAAATTACGAA 

>Sequence217 

TGGTNTACCGTGGACCTCACCGCGGNGGCGGCCGAGGTACTATCAAACAA 

CATGATACAATTTAAATGTGTCATAGCAACTACTAGTGGTCACCTGAAAT 

CCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGCTGAATGAGTGGCCACT 

CATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCATGG 

GACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACA 

CACTGGAAGAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCAT 

CAAGGATAGCTGATGAGCAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

G 

>Sequence218 

ggggnatatgtgcgctcccgcggtggcggccgaggtaccatcctgttcca 

cagagccattgcctattcctaaattgaatccgactgggcgtgcccctcct 

cggaacacaacagtagaccttaatagtggaaacatcgatgtgcctcccaa 

catgacaagctgggccagctttcataatggtgtggctgctggcctgaaga 

tack:tcctgcctcccagatcgactcagcttggattgtttacaataagccc 

aagcatgctgagttggccaatgagtatgctggctttctcatggctctggg 

tttgaatgggcaccttaccaagctggcgactctcaatatccatgactact 

tgaccaagggccatgaaatgacaagcattggactgctacttggtgtttct 

gctgcaaaactaggcaccatggatatgtctattactcggcttcttagcat 

tcacattcctgctctcttacccccaacgtccacagagctggatgttcctc 

acaatgtccaagtggctgcagtggttggcattggccttgcatatcaaggg 

acagctcacagacatactgcagaagtcctgtttgctgagaa 

>Sequence2l9 

CACTACTCATCTCATATAACTCGATTTGATCATTTATACTAAATACTTCT 

CA 1 ' I4U44 ' 1 ' 1 ATTATTTTACTACCAAATCTTTATTTCTTATATAAAATAT 

TTAAAAATACNCANAGGGGGCGTTGGCTTGAGGCCCCCTCCGCGGNGGCG 

GCCGNTATTGGTGGTGAAGACC CGTAG CAACAGTGGGCATGTCTTCTCGC 

GGTCGATCGGTTTCTCTGGCTCCTTTTTAA 

>Sequcncc 220 

GATATGTTGAACCNTTTAGAGACGCTTTCCGCGGTGGCGGCCGAGGTACC 

ATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTGCTGTT 

TGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGA 

TCTGGTAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAG 

CATATTTCCGAGGATCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTT 

CTGTCTCGGAAAAACCCAAAACTTGTTGATGCAGAATACACCAAAAACCA 

GGCCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAGCTGCTAAGGATG 

TCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGC 

GTAGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGT 

TTTCCATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGC 

CATGGGTTCACTATATCCCAATCAAAACAGATCTCTCCAATGTCCAAGAG 
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CTGTTACAATTTGTAAAAGCAAATGATGATGTAGCTCAAGAGATTGCTGA 

AAGGTGAAGCCAGTTTATTATGT 

>Sequence221 

CATGCATCTCTCTNTGTCCATCACTA TTTTG TAATATCGATATTATAATG 

TCGATAAGTATCTNTTTGTGTATGTATTTTATACTGTC TATC GATCTATC 

TGTTATTATNTAATAACNANANCAGANTTGTTGACCATTTTCTGAGGCNC 

GTCGCXXGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCT 

CCATTTCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTC 

ATATAGATACTACATATTCAAAGATAACTTACTGAAGCT TGTTC ACAGAA 

CCAAGCTTTCTCCTGATAGCTCTTCTTCCCCTACCCC GCACT TTTGGAAO 

TATTACCCCAAATGCTCTTCAGGATTTAAATAACAATTTTTAAAAAGACA 

CTTAACACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTA 

CTCCAGATGCTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATA 

ACCATTTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGT 

CTTCTTCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCA 

TCATATCTCCAGACCTGGTTTCCTGAGAACAGGAG AGTCT TGCCTGTATC 

CTCAAAGTGAACAGCTGCACTTATCTTCTTAACTTCTTTTGGAAGACCCA 

GTTCAGATATTTTTTTGGGATAACCTTCCAAAATGTCATAACCATT 

>Sequcnce 222 

TCATCACTCACATTCAGTATCCTCTCATTGTTAGTCTAATTACAATCGTT 

CTAATATCACACTCGTATTTCATAATATGTTATAACATGTTGACTTATGT 

TCTAGGAGATATCACTTATATTAATGCACTTAGTGGGGTTGATTCGAGTC 

ACACTCCGCGGAGGCGGCCGAGGTACGCGGGGAGTGTAACTATGGCCGGC 

CTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAG 

CAGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGA 

GATCTATTAGGATTTTATATCTTACTATGTTTCTCAGCAGTGTAGGGTTT 

TCTGTAGTGATGATGTCCATATGGCCATATCTCCAAAAGATTGATCCGAC 

AGCTGATACAAGTTTTTTGGGCTGGGTTATTGCTTCATATAGTCTTGGCC 

AAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGA 

AAAGAGCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCT 

CTATGCATATCTTCACATCCCAGCTTCTCATAATAAATACTACATGCTGG 

TTGCTCGTGGATTGTTGGGAATTGGAGCAGTTTTTCAGAACTTGTTTACA 

TTCCTTGGAGAAAAAGTGTGACCTGGGATGTGATTAAACTGCAGATAAAC 

ATGGTTCCACACCCGGTTACTTAGCGCCTTC 

>Sequence 223 

TGAGGTTGATTCGACTCCGNGTGGCGGCCGGAGTGATGCCATCTGCAGTT 

TTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAAT 

CCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCAC 

TGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTG 

AGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGA 

AAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 

TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTG 

TTTAGAGTACCT 

>Sequence 224 

TGGAATGTTGGACCTCTTCGAAGGCGCGGCCGCCCGGGCAGGTACTCCCT 

GTAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCT 

AGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGT 

TCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTC 

CTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGA 

AGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCT 

GGACATGTACAGACTCTCATTTTATGATGTATCCTACTGCATCAGGACAT 

TTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGATGAGACGATGAG 

AGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTGTT 

ATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAA 

AAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCA 
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TAGAATTATTTTCATTTGTAAATATTTGGTATCAGGCCAAGCAAGGGAAA 
G AAGCTTTACTGTATTACCATCTTT 
>Sequence 225 

GGGCGATGATTGGTGCGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTT 

TACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGA 

TGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGG 

GTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCG 

CTTTGTGAACTTCTCCAAATAAGAACAAGGA CACAC ATTGTGTCAGGTCA 

CGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACT 

CTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

>Sequence 226 

TTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATA 

GCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTC 

GCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATTGGTGCCGTGTTAAA 

TAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGG 

CTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAA 

GGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATT 

TTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAG 

GCTAATATCACTGACTGATGAAAATG 

>Sequence 227 

TGGTTGTTTCCNNTANNATTTGAAGCGCTCACCGCGGTGGCGGCCGCCCG 

GGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTA 

GCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACAC 

AAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGT 

TACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAAT 

TGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 

ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGA 

GATGGATAAAATG 

>Sequence 228 

GCATAGGAAAGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAA 

GAATCCTTAGCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCC 

TAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTT 

CCTGCATATGCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAG 

ATGGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCA 

CCTGCCCGGGCGGCCGAGGTAC 1111 1 1 1 1 1 1 1 1 1 1TT1T1 1 1CAGTATG 

TAGCTTTAAAACAGTTACATATAACATGGAACAGTATGACATGAAAAGAG 

AGAGGTTTATAGAGGGAGAATGGAATTGGGACAGCCCCTGCTTACCGAGG 

TTGCCCCTCCAGTCCTTGATTCTTTTGGATCCCAACTTCCTGTTTGGCTG 

AAAACGGCTGGAGCTTGCTCCTTGCATTCTTGGCCTTACAAAACTGGACT 

TCTGGCCCATCTTTTAATTTTGATTTTTTCTTAGGAACCCCGTTAAAGGT 

TTTGTGGGAG 

> Sequence 229 

TGATGATTGAGACCTCTCCGCGGGGCGGCCGAGGTACTACAGGATGATGG 

CTTTCTCTTCCTCTGGGTCACAGGCAGGGCCATGGAGTTGGGGAGAGAAT 

GTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATTTGGGTGAAG 

ACAAATCAACTGCAACGCATCATTCGGACA GGCCGTACCTGCCCGGGC GG 

TCGAGCGGCCGCCCGGGCAGGTACTTNN 111 1111 1 11111111111111 

TA1T1TH 1 1 1 1 1 1 1 I I 1 11 ri l l Tl'11'1 T1GGGAACCTGTTACATTGGT 

CAGTTTTTACTTGTAAAAAGTATTATAGAAGAGTTTTATTGGAATGTTAT 

TTTATTAAGCCATTTTCATGGGTTA1 1111 111 1AAAGTTTAAGAAGTTT 

TTACAACAGGCTGGGGGGGGGGGGTTACACCTGGGAATCCAGCACTTTGG 

GAGGCCCGGGCGGGCAAAATACCTGAGGTGGGAGGTTAAGAACCGGCCTG 

CCCAAATGGGGAAACCTTTGTTTTTTCTTTAAATTCCCAATTAAATTCCA 

AAATTTAGGTCCTTGGGCCGTTTAGAAACAGGGGGATCCCCCGGCTTGAG 
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GAATTCGATTTAAGCTTATTGAACCCGGACCTTGAGGGGGGGG 
>Sequence 230 

ACGAACTGTGGCTGCACCATCTGTCTTCATTTTCCCGCCATTTGAAGAGC 
AGTTGAAATCTGGAACTGCCTTTGTTGGGTGCCTGCTGGATAACTTCTAT 
CCAGAAGGGCCAAAGACCCTT 
>Sequencc 23 1 

TCGTTGTGTCTTCGGTCTCTTTGTGTCTTCTTATC I I I I CGTTCCTTTTC 

TGTGTTCCTCGTCTTTGTACTTTTTTTTCTATTTCGTCTCACACTAGAAA 

ANNNTTTATGCTTTTATCAACTCCCCGCGGTGGCGGCCGAGGTACGACGT 

TTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGAGCAATATGACCA 

TCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCT 

>Sequence 232 

TGCACTGAGTCGGAGCGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 
TTATTTTTTTTTTTTTTTTTT^ 

TTTAATATATTCAGATCCACAAATATGAAATAAAACTAAGTAGAGCTGGT 

ATTCATTTACACATAATTATCTTATACCGTTTGGAATAAGAATTTGGGGC 

ACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATATTTAGTTCTTG 

TCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATTCCTAGGGGAG 

TTCCTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGCAATCTCAAAA 

AAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAACTTTGGGAGGC 

TGAGGCAGATGGATCACTGAGATCAGGAGTTTGAGACCAGCTTGGCCAAC 

ATGATGAAACCCCCTTTTTTTTTAAAATTCCAAAAGGTTTCCTTGGTTGT 

GGTGGCAGGGGCCTGGAGTCCCAGCTTTTCCAAAGGCTTAGGGAGGAGAA 

TTACTTGAACCTTTGAGGCGGGGGTTGCAATGAGTTTAAATCTCCCCTAT 

TGACTCCAACCTGGGAACAAGGGGAGACTTTGTTTTCAAAAATAATTTAA 

AAATTAAAACTTGTT 

>Sequence 233 

TGTCCCCTCCCGCTCCACACTTACAACTTCTACATTTCCGTCTCTCGTTC 

TCTTGTTGTTTTCGTCGTTGTATTTTCTTGGTTGCTCATTGTTGTTCCCA 

TNAAATNANNNCANTAGCGTTTTCGGCTCCCCGNGGNGGCGGCCGCCCGG 

GCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACGGAGAGAC 

TCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATT 

GTTAACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAG 

TCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACAGA 

TTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAGAACTGGTATAAA 

AAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGAATGTTGCCCTGG 

TTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAGTTTTGCCCATTG 

ACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACCACAACGCAACGC 

TATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGGAAAGGGAATCCT 

TACTTACTTTGGACCGAGTATGAGGCTTGGG 

>Sequence 234 

TTCTCGTGTCTCTCGTACATATANTCCATCTTTATAAATTCTCTCTGTTA 
TCCTACCCTCTTCAAGTTCATCTATTATAAGTTGATCGTATTATTGTCTA 
TATACGATATTTTTTACATATTACTATCTCNC^^ 

NCCATTTAGAGTCCTCTTCGCGGAGGCGGCCGCCCGGGCAGGTACAGTAT 

AGGTTGGTTTTGCCTGTTTTGACGCTTTATATATACGTAGACACACATAC 

ACATGTATATATACACACACACATTTTACATATATATATGAAACTGTATA 

ATGTGTTCGCITCAGTGTCTGGCIXKriTTTAGTC 

TTCCTGTTATCGTATATGGGATTAA^ 

CTCATTGCTTCTGAATTGGGGCAG 

ATGTCTGGAG ACA I "1 1 1 riATTTTCATAATTTGGAGGGACATGGGGGAGG 

TGTGCTACAGAACTTAGTAGGTAGAGGACAGGGTTAGTGCTGAACGTTCC 

ACAGTACCT 

>Sequence235 

TCTTTCATTTTCTTGTTATTCTC 

CTCTTCTCTTCGTCTTGAGTTATGTTGTTATTGATCGACTGTGCGTGATC 
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GGTTTCTTTTCTATGTTAACGGCCACN^ 

CCGCGGNGGCGGCCGAGGAC I I 1 11111111111 I I I 1 111111111 1AT 

AATAATTTTGTCATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCT 

GGTCTCAAACTCCTAGGCTCAACTGATCCTCCTACCTCCACCTTTGCCTC 

CCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAACGTT 

AACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAAC 

>Sequencc236 

GCGAAACTAACCAGTGCTCCCTACACGCTGCTTTCGCGCTC CCATTC CTC 

CCACTCTTAGCTCGTTGCATATCCGACGATACTCTTTGGCGGTTTTTGCT 

TNCNCNTATTTTGTGGGACGCGTGGCCGAGCGGCGGCCGCCCGGGCAGGT 

ACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGCAGCCCCTC 

CTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTG 

GCAGCCATTGCAGCTCCAAACTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACAGTCGATTTTGAAGAGCTTCTACATATCGGTTATGT AAATT CA 

TATATGTATTTTTGGAATCAGTTCTTATAAACAGCTCGATTCAGTTTTAG 

CTAAATTTATAGTCTAGGTAGTATGTTACATTTGAACTTTTGT CTTAA GA 

AAAGTTGACTGTTCAGATATTTTTCTACTGTAAAGAAATATACTTTTCTA 

TTAAAGATCTGTACCT 

>Sequcncc 237 

GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGTACCT 

>Sequence 238 

GGCTATGATCAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGT 

GCAAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGA 

CAATGGCAGCCCAATACGGGAGTATGAGCTTCAACCCCAGCACACCAGGG 

GCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAAT 

TGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCA 

TCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACC 

AAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGT 

AGTTGACACACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGT 

CCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGCCTTATGCT 

CTGGCTTTGGTGGTTCCACTGGGCCGGTTCACTGAGGAAGAGCACCAAGC 

CCCAGAGAAGATCTTGAAATGTTTGAGAGAGGACTTGAAGTTTCT 

>Sequence 239 

CTCTTGTTCTTCTCCCCATTTTGACTCCTAAACCACCTCTCTGCATAACT 

TCCATTGCTTCTTTATCATCCTAATTCnTCCTACTCTTCT 

TTTCCCCCNNNCANTTGCGTTGTTCGACTCCCCGCGGTGGCGGCCGAGGT 

ACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAACACCCAAATA 

CAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATO 

GGCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGC 

TGATTAATTCAGTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAA 

TTCACACTATTAATACACTGTCnTGCTGAAGAGTCTGACCTGCCCAGAAC 

CCCGTTATGGCTAGCCCAGGGAAGCAGTAAACTGCAAAGCAGAGAAAAGG 

GGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCCCAGTTAGGTC^ 

TGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGC 

TATGTAGAAAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGG 

CAGCACCTTTTTn CCCTTTCTTAAGAGGCTAACTG 

>Sequencc 240 

TCATTTCATGAAATTTTATTCATATTATTTITCATAAACTCC ATAGT TCT 
TTCTATGTCTACTAGTTTTTATATTATCTATTTCAACTTC^^ 
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AAAAAATATNANTTGCCGTCTGGCGCCCTCACCGGGGGCGG CCGAG GTAC 

11111 III 111111111 1 G GTATG ACTATGAAGGCTAGTGGTCTTTTTAT 

TAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATGGGGGCAT 

TAAAATAGGAAGAATTAACAATAGTtCATTAATCAATCTTTCAGCTGTTC 

CTATTTTATC AC A ATAACTTTTCCT ATAATTG AG AG ATCC ATG AGG A AGT 

CTTGAAAAGAACGTATGTTTCTTTCAATTCCATAAAACATTCAGCCAAAA 

TAATAAAAGAGGCGCTATTACTTTGTTTTGGGTGAATGATATGCAGGCTA 

GGCTTTGCTGTAGTACCT 

>Sequence 24 1 

GCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGA 

TCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAA 

AAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTA 

A AGTTTATA A A AGTA A A ATC A A ATTAC A' rTTTTTTl CCA A A A A A A A A A A A 

AAAAAGTACCT 

>Sequence 242 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 

AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAG 

AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 

TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 

CGCTCTGGAAGACGGAGCAGGGGAC 

>Sequence 243 

TGGGCCCTTTGCCTCACCGCGGGGCGGCCGAGGTACGC GGGG TGCTGGGA 

TTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCT 

GTTCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGC 

CACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTCCTGT 

GCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTT 

GAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAAT 

TCCTGGGACAACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGT 

TGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAA 

AGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTA 

ATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAG 

ACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAANAG TGTTC 

TCAGAAGACTACTAGAAGAGACGAAACGAACCCTGTGGCTGTAACTTTTG 

AGTGAAAAGACAAAAATGGCTCTTCGTGGTCCCAAAAAAG 

^Sequence 244 

GTCTTTTTAGTAGGGATAAGGTTTCACCATGTTGGCCAGCTGGTCTTTAA 

CTCCTGACCTCGAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGAT 

TACAGGCATGAGCCACGGCACCCGGCCCTGGTTTGCTTTCTGAACCATGT 

CAATACAGTACCACCACAGTTGCTATCTCrTGAACATCTTTCATTAAAAC 

ATCACCGTCTAGTTTGAGAATACTTTTAAGC CTGCT GGCCTCCTTTGGGG 

CATTCTTTTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGT 

AAGCTTTTAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGA 

GTGAACGACAGGGGTGGGCTCCACTTTATCCAGTGCACTCGGAAGCCGGA 

GGGCCCCCACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTG 

CATCTCCGGACTGGAGCTCAAGTATAGCCCAGCGAGTGTCAAGAAACGAA 

ATTCTTCAGGGTGGCGGAATCAAGCCCAAGTCCCATGTTTACTGACCGGG 

>Sequence 245 

GGGCGATTAGCCCCTGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAA 

TTGCTTGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCACCAC 

CITCCACTGTTTCrrACAGTCCTGGCCAGCAAGTTTGGAGTTAAGGCTTCA 

AAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGGGT 

CrCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTA TGAA GAGTTCAA 

AGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCITTATTT TCTTCTGC 

AGCTGTCGCATTCTTTTCTTTCGGTGACTGCTAAACCCCAAC1 ITTTTTI 

TATACCACCCCAAACACTTGAAGGGCGGACCCTITACAAA GTGGCT TTTG 

GAATAACCCCGGGAAGGAAAATTTTTTCCCCCCCGGGGTCrrrri'l C 1 11 
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GAACCCCCCAATTTCCCACAAAAGAGGGAGA TTTTT TGC CGGTAAA CTTA 
CTCCATTTTTTAATGGGAAAATCCGGTTTTGGTTTTTCCCCTTTTTTCCG 
GGGGCAGGGGAAAAAA 1 1HTI1 1G GCCCCCAGCCCCGGGGGTCCN 
>Sequence246 

CGTCTCGTTACACCTCGTCGACTTGCGTTCTGTATGTTACTTATTATTAT 

ATTTGTTACTATGTTTATAACTATCTATCTTTCAGTCCATCATAATAATT 

TGCITTACCATGTGTATAGTAGTTTAGGTAATCTTTTGCTACNNANTCNN 

GCNANTTGGGGTTGTATGTCAGCCTNTCTCGGGTGGCGGTCGTGGGGATC 

AGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTACGT 

GCGTTCGCTACGAGGATTGAGCGTCTCCACCCATCTTCTGCGCGGGACCA 

TCTACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAGAG 

AATATAAAGAATAGTTCTGTCCCAAGAAGAACTCTGAAGATGATTCAGCC 

TTCTGCATCTGGATCTCTTGTTGGAAGAGAAAATGAGCTGTCCGCAGGCT 

TGTCCAAAAGGAAACATCGGAATGACCACTTAACATCTACAACTTCCAGC 

CCTGGGGTTATTGTCCCAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 247 

GCTCTAAGCTATAACGTACTAATATTTGATCTATTCATATACATTATCAA 

TCACTAATACACACATCAATATACTTACGTATAATACACTATCTTAGTTC 

TCTAATATAATTATNANTNTANTTGGCGTTTGGCTTCTCCCCGCGGGNGG 

CGGCCGAGGTACTCCCCAGCAAATATGCTTGGTGGGCTTGCTTGACTAGA 

TGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTTTGTCTG 

AAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTAC 

TCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTGCGGCCGCCGCCATC 

TTC 

>Sequence 248 

TGCCGCGTATATGCANCTTCCCGCGGTGGCGGCCGAGGTACTTNNTTTTT 

rnrn i m rniiiici 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 acagaga 

CGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAGAAAAA 

CCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCA 

TAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGC 

TCATGTAACTAACTGATACTCAGTAAAAGGGTCCATAATCCAAATTTATA 

TAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTACTCTT 

AATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTCTTACT 

GTTTTCTAGGGCAGATAT l'lT 1 " 1 CTATTGTGAGGTCGG ACTGGGTCTGTC 

TGGGCTGGATGGAGATCTGTTTTTGGGAGCTGCAGGAATGCTCTGTGTTG 

CCAGATCCCGTAAATGAGGGACTGTTTTGCTGAGCTGAACAAAAGTGAAG 

CAGG 

>Sequence 249 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 

AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGG 

AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 

TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 

CGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAAC 

CCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCA 

TCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTA 

AAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGT 

GACTGTGAGTACCT 

>Sequence250 . 

GGTNTCGTATGCTTATCGCGGGCGGCCGGAGTGATGCCATCTGCAGTTTr 

GTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCC 

GGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTGATCGAtTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGGGAGTAGAGGGTTTGTT 
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TAGAGTACCT 
>Sequence251 

TTATCTCCCACATTGATTTCTCAATAAACATTTTCTTTCGATCAAGAATT 

ATTCTAGTATAATATATA 1 1" 1 ' 1 "1 ' I GCTTCCGTTGTTATATTTATC AC ACA 

CAAAAAAATAAATGGGTGTTGTCTCGATAACCTNTCCGCGGNGGCGGCCG 

AGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGC 

GTCTACCCGGGAATCCGGGGTCCCTGACCGA 

>Sequence 252 

GGGGNACGTTGCTTGATCGCNGGGCGGCCGAGGTACATTTTACTACGCAC 

CCTTACGC ATTC1T1 TI CTC ACCTCTGTGTGTGTGTGTGCGTGC ACATGC 

ACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 

CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTG 

CTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTA 

AGAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTC 

ACATAAATTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTT 

ACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACCACAGGTATATC 

ATAACAAAAAGAACATGAGTTACCATTTTCACAAAGTTCAGATATATTTA 

AATTAGCCTATTTAATCTTTTTTTGGGTGGTGTTGAAATGGAGTCTCACT 

CTGTCTCTCAGGCTGGAGTACGTGCTGGTTTAATTGTCCAAGGCGGGTCT 

GGACCAGACAACTTTTGTAAGGGCTGGGCCGTGTCTTTGGTGGTTGGAGT 

CGGTCTCCTTTGGCCCTTTTTTGGTGGCCGGAATCGTGGCTGGCTGATTC 

AACAGTTCAAAAGGAAATTTGGTGGTTAGAACGGCC 

>Sequence 253 

TTTCTTCGCGCCCGTGTCTTTTGCCTTTCAAAATTTTATTTTCTCTGCTT 

ACAGCTTTTTTTTACATAATACATAATTTTATTTTTTCGAATAATTTTTC 

TACCCACAAAAAAAATTTTGANNAGGTTGCTTGTAGCGCNTCTCGNGGNG 

GCGGCCGCCCGGGCAGGTACITIITI 111111111111 1 CTACCGGTAGC 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

ACCTG 

>Sequence 254 

TGTATATAGATAGAGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGC 
TGTAAATCTGGCCGCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATG 
AGATCTGGCTATTCTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCG 
GG 

>Sequence 255 

GTNTAATCGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGT 

GTGCAAAATCAGAGGGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGC 

GACAATGGCAGCCCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAG 

GGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGA 

ATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAG 

CATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTA 

CCAAGAAGTGTGAGAAAGGCAGCAGCTCATGGAAGGAAACAGAACTTGTC 

GTAGTTGACACACCAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAA 

CGTCCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCAGGGCCTCATG 

CTCTGTTCTGGGTGGTTCCACGGGGCCGTTACACTGAGGGAGAGCACAAA 

GCCACGANNAGATCTGAAAATGTTTGGG 

>Sequencc256 

GCCCCAGATTCAATCTGTGGTGACGGTCGGATACGATGAGGGACTACACC 

GCACACCACCACTTCTGTTTAATGTTTTGAATCTAAACGTTGAGGTGGGG 

CTNCACCATGTTGCCCAGACTGGTTTTGAACTCCTGAGCTTAAGCAATCC 
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ACCTGCCTCGGCCTCCCAAAGTGTTGGGATCACAGGCGTGAGCCACCGCA 

TCCGGCCTCATGTTCTTTTTCATTAAAGAGAGAAATCAACTATTCAGGAC 

CGGCCCCCACCTTTCCTCAGGAGTCATTTCTGTTCCGCACAGGCCTGCTG 

AACTGGGTGCTTTATATAGGGAAAGTGGGCCTCATTTTTTGGTC CCTGTC 

CTCAAGCCTTAGGGGCAAAAAAAACCTCCAAAATTGAAAAGGGTTTTTTT 

TTTTAAATCGGGAGGGGGGCCCCCCTCITTGTGTCGGCGATTTCGGGGAA 

AAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCGCGCGCCCTTAAAAAAA 

AGAAACCCCCCCCGCGGGGGGGATTTTTTATATTTTTTTTTTACCCCC 

>Sequence 257 

GGAGATGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAG 

GGCCACAAGACCGGCCTTGCGAGCGTCGTTGGCTGATGGGAGTAGAAGCC 

ACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATTCTGAGGTTTGGGCGTC 

ATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATATTCTC 

TATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTTTACAA 

AGGCCTTGAAGCCAAATTGGTTGAAAAAAGGCCCTAACTGGTGGTTTAAA 

AGGGTCCTTGGTTATGAAAAAAATGAACAGTGCCCCCCTTTCAATTTTTG 

GGGGTTAAAGGGGGGCCCCAAACATTGGAAACCCCTTCCCAAAGAAAAAT 

TCTCCAAAATTTTCTAAAAGGGGGGGGGTTTCCTTCTCTGGTAAAAGAAA 

AAGAGAAAAANTCTCCTTAATATATTGTGTGTTTCTCGCCCCCAAAAAAG 

ATACCCCCCCCTTGTTGTGAAAAAAAAGAAAACAGGGGGGCCCCGGGGGG 

GGGGTGTCAAAAAAACCCCCTGTACACCAAAAATTTTTATCTCCTCCTGG 

TGGGGAAAACCGGGGGGGCTGATATATAAT 

>Sequence 258 

TTAGTCGTTTTGAGGCCCGGTGGCGGTCGGGTACACGGGCCACGTGACCG 

ACGCCAACATTGCGGCGCCCAGTTGCGTCCACCTGCTTGTCCGCAGAGGT 

TCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCA 

GTCAAGCAGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATA 

TTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTT 

CCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCATTGTACCTGC 

CCG 

>Sequence 259 

ATGTTATATTCGTCTAATAGCTACATTGAGTCGAATCGTATTATGTTCGT 

ATCTCTTTTATTTATGTATTTATTACATGTATCTATCGTATCTGATTACG 

ATACGATTACGTTTTATCCTATCTCTTCNTAATGGTGTATGCCCACCGCG 

GTGGCGGCCGGCGGGAGGC 

>Sequence 260 

GCTCGTTATGTCGTTACTATCTGTGTCTGCATCGTATCGCATTCTCATCT 

ATTATTATTCTATTCTCTTGTTATCTG 

>Sequence261 

TCTATATATCTATCGTTCTATATATTAATTATTTATTCTTTGTACTTGTT 
TATCGAATGACTTTAATATTTCTATCTCTTTAATCTATACATCTGTTTCT 
CTTTATATATAGGTAGCGCGTG 

>Sequence262 

TTACTCCACACTCTACTCA1144U1"1CATTTCATTTCTGTACTCGTTTTA 

ATAGTATTTACTTATTGTTCTATGTTATGTTATCATCATTATATCATATA 

ATATCTGTTTGATTCAACACCCATTANTTTATTTATTTATTATGTTGTAG 

CCGGGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGA 

CG AC ATGG AAAAG ATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTG 

CCCCTGAAGAGCATCCCACCCTGCTCACGGAGGCACCCCTGAACCCCAAG 

GCCAACCGGGAGAAAATGACTCAAATTATGTTTGAGACTTTCAATGTCCC 

AGCCATGTATGTGGCTATCCAGGCGGTGCTGTCTCTCTATGCCTCTGGAC 

GCACAACTGGCATCGTGCTGGACTCTGGAGATGGTGTCACCCACAATGTC 

CCCATCTATTAGGGCTATGCCTTGCCCCATGCCATCATGCGTCTGGATCT 

GGCTGGCCGAGATCTCACTGACTAGCTCATGAAGATCCTGACTGAGCGTG 

GCTATTCCTTCGTTACTACTGCTGAGCGTGAGATTGGTCGGGACATCAAG 

GAAAAACTGTGTTATGTAACTCTGGACTTTGAAAATGAGATGGCCCCTGC 
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CGGATCCTCATACTCCCTTGAGAAGAGTTACTAGTTG 

>Scquence 263 

AGGTACT1 1 1 1 1 1 1 1 1 1 1 rTTTTTTTTTGCAGCCGTTTTTCTTACTAGAA 
GCTAGGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAA 
GGTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 
>Sequence 264 

NGCGTTCGGAGCACTACGCGGNGGCGCTGCGGGGAAGACGGGNGACGNGC 
GGATCTTCTTCTTTTTGGGGCAATGNCACGTTTAATAATGCGTNCCCGGC 
CTNNAAAGCCTTCGC 
>Sequence 265 

CCGGGCTACCGCGGGGGTGGAAACCTCTTCAGCANNNGCTNGGTTCANNG 

AGCTATNANACAANCAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAA 

CAGCCATCATGAGTGAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCA 

CAGCTGAAATGCCATTTCACCTGGAACTTATTCAAGGAAGACTGNGNCTT 

TTTTTATCGAGTGGATAGAGNGCGCAACCAGGTTGAATTTTTAAACACTG 

AGTTCAAAGCTGGCCATGTACCT 

>Sequence 266 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGC 

TGGGCAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGG 

ATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCA 

TCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTA 

CCTGCCCGGGCGGNCGNTCNGAGCCGCCGGGCAGGTACTACCTTCACCAA 

CTTTTTCATTTGGGCATCACAAAGACGAGTCTTCTGATGTTCTATAAGCA 

ATATGTTTATATGAAAGTCAGAAGTTTAGCGAAAATTCGGCCTAAACAGT 

AATAAATGAAAATGGAATGGAAATCAAAGTTCTTAAATAGAACAGAAGGC 

TGGGCACGGGGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCCAGATG 

GCCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACTAACACGGTGAA 

ACCCCGTCTCTACTAAAAATACAAAAAAAATTTGCGCGGGCGTGGAGTCC 

GGCCCCCTGGAGTCCCAGCTACTCAAGAGGCTTGAGCAAGAAAATGGCGT 

GACCCCGGGAGGAGAGCTTGTAGGAGCCCGGATCCGTCTCCTGCACTTCA 

ACCTTGGGCGACTGACAAGGCCTTTGCGCAAAAAAAAAAAAT 

>Sequence 267 

AGGTACTTTACCTCATTTCCTACCAATC^ 

TTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGTTTATTTTAGCGT 

GGTCGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTC 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGA 

TGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAG 

GAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTA 

TATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTT 

GGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>Scquencc 268 

AGGTACATTTATATGAAAGTCCTCACTTTCAGAAGCAGAAAAGGAGTAAC 
TAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTA 
CTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGAC 
TGCAAGTGGAAGACCTrCTGGCACTGCGACCACTAAAACTGTAACTCCAA 

taatgaagaacttcacaaagtattgtatataaattggtgtgcactcagca 
ack:catckitcttitctgaacccagaaggtgtcaatgacaaaatataatac 
tagaatgataactgtgatcktcagctc^^ 

tgaaagaaaaatgtgattattaaatttccagacactaacccttgacagat 

ATAAATTAAACACTGTAAAGAGTTATAAGTTGCTTGATAGTATTGAATTT 

CTCTGAGAAATTACTTCTTTCTTGCACCTTATAACTTGA 

TTAATTTTTTGCTTAAGGCNCNGCGCCCGG 

>Sequence269 

AGGTACGCGGGATAGTGGAGGCACTGAAAGACCAGCAGAGGCATAAGGTT 
CGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTTGAACCA 
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ACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGT 

TTAGGCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGC 

TGGGACTTCAGGCCAGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACAT 

TTTCTGCAGTTGCTGAACCAGTAGCAACCAGG TCCT GAGAAAGCCCTCTC 

TTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTTTCATTCTGCAAAGCTG 

GGGCAGAAAGTTCTTCTTTGAATCCCGCGTACCT 

>Sequence 270 

NGCGATAGGAGCACTCCGCGGNGGCGGCTGCAGAGACGCTTTCGGC 
>Sequence 271 

GCGCTAGNGCNACCCGCGCNGGCGGCTGGCAGTTGATCGACGACAGCCGG 
GAGGCGNNAGCGAAGGAAGAGACCTTCNGAGNCNGAATAAACTCNAGCGC 
CCCCCACGNACCN 
>Sequence 272 

TTGGAGCTCCACCGCNNGGTGGCGGCCGAAGTCCCACAGTTAGCTGCAGC 

AAAACGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTG 

TCAATGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGT 

AATTTAATGGCTGCTGGACAAAACCTCCAAAGTTCTGAAAGATCAGAAAT 

GATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCC 

CTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCT 

TAGCAGAATCTTGAAAAGCCCAGAGATCCAAAGAGCCCTTCGAGCACCAC 

GCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTG 

AGAATCATGTTGAAGCTAAACCCATATGGAAAGACCATGCGCCGGAACAC 

CATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTG 

CTGCAGCAGCGGCACTACAAGCCAAATCAGATGAAAAGGCGGCGGTTGCA 

GGCAAGAAGCCTGTGGTAGGTATAAAGGGAAGAAGGCTGCTTGTGGTGTT 

AACAAGCAAAAGAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAAAA 

ACCAGCCCCTGAAAAAAGCCTGCAGAGAAAAACCTACTAC 

>Sequence 273 

GCGGATTAGGAGCTACTACCGCGCGNNGGCGGCTTANANGACCTGTACNG 
GCTTCGAGCCCGCGNCCCAGNCNGGGCGAANGANTTTTNGGCGGGTTGAG 
GCGAGGCACCTCCCTGCCCG 
>Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATG 

CGCTCAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTT 

CCACCAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGAC 

TTACAAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTG 

AGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGG 

ATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCANAAAACTCCTGGTGCCAGGAAAAATTCAGCACA 

TTCTCTGCACAGGAAACCTTTGCACCAAAGAGAGTTATGACTATCTCAAG 

ACTCTGGCTGGTGATGTTAATATTGTGAGAG 

>Scquence 275 

ACCTTATTCCCATTCCTTGGTACACATAACTCTCTTTGAATACGTCAGAA 

CAGGCTCCGCGGAACCGACTACAACGTCATTTTAAAAGGGGAAATAACTG 

TTTTATCCCCCCAATAAAGTGGAAAACTCACGCGAACAACCTGTTATCTC 

AAAATGCCCACCCAAAACCCCCATGAACCCTTAAAAAAAAGGCCCCCCCA 

GTTTTCCA 

>Sequence 276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGCACCGGCCC 

TCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCC 

CACGCGCGTCGATCTTTATGTTATACCGTCACTGCCAGTGCCCTAATGGA 

ACTATCCCTCCACTCACTCCCCCTGGTTCTACCCCGGCTCCAAGAGCCTC 

TCCCGGNNNCCACTAATTTATTCCCAAATTCTAGGGCCCGGCCCCATCAG 

NCCCTCCTCCGCGTACCCTGCCTCGG 

>Sequence 277 

AGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCT 
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TGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTG 
TTCGGTGCTTCCAGGGCCTGCTGATTTtTGGAAATGTGATTATTGGTTGT 
TGCGGCATTGCCCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAA 
CACAGGCCTCTACCCACTTGCTTGAAGCCACCGACAACGATGACATCTAT 
. GGGGCTGCCTGGATCGGCATATTTGGGGGCATCTGCCTCTTCTGCCTGTC 
TGTTCTAGGCATTGGAAGCCATCATGAAGTTCAGCAGGAAAAATTCTTCT 
GGCGTATTTCATTTTGAAGTTTATAGTATTATGCCCTTTGAAAGTGGCAT 
TTTTGTATTACAGGATTCACCCCCACCCAGACTTTTTTCAACTCCAACTT 
TTTTCTGAAACAAATGCTAGAAAAGGGACCTGGCCCGGGCGGGTCGGTTC 
TAGAAATAAGGGGAATCCCCCTGGGCTGGAGGAATTTCAATTTCA AGGC T 
TTTTAATCCCGGCTCACCTTCTGGGGGGTGGCCCGCGGTCCCACAATTTT 
TTGTTCCTCTTTAAAGGAGGGGGTAAATTGCGCCCGCTTTGCCG GAAAA C 
ATGAGTTATACGGTTGTTTCTCTGTGGGTAAAATTGTGATTTCACTTTTA 
AATGTTTCCGACATGACATATTCAAGCGACGCCCCGGCG 
>Sequence 278 

GCGTTTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCC 

ATAAAGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTC ATCC ATCACCAA 

CTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGT 

CAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATA 

GGTTCCACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAA 

TATCTCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCT 

GACGTTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACAGAT 

GCTTCCAAAGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTT 

TTGTAGAGTTCCATCAGTTTCCAGTCCGTCTGCANAATGTTTCAATTCTT 

CAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTA 

GTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGAGAACTGGAAACTGGG 

AAGCAGGAGACAGCCAAGCCGTTTGCTTTCTGCTAAATCGACACTGATAG 

ACCGGCTGAGCTCTGTGATGCCCTGGTGAATGGGATGCAGCGACTTCCGC 

CGGTTCGTTTCTTTCATACTTGCTCGCCGCCGGGATTGCCTNCTGGCTTG 

ATACT 

>Sequence 279 

GCCTTAGGAGCACCACGCGGTGGCCTCCGAGGTACTACTCTGCACTGTTC 

TTTCTTTCTAATAAAACTTTCCCTGTCGAACCTATACTAGTCTTCTGTAA 

ATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAG 

GGTTCTGACACCTCACCTGGCATAATATAAAGTGTTTTTTTTTTTATACC 

CTTCCACTTGGAAAGACTACAGAGGAATCTTGCTCTGCATAGTTCAAACT 

AAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAA CAAGAA GGGGT 

AAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAA 

TTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGA 

TGGAGACATGCTTATTTTATTTAACTCCCCCAAAATTNAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 280 

TGCGGTGACTCCCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGT 

GATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTG 

ACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAG 

TTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAA 

CKjAGTGATACTIXjGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATA 

CCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA' 

GAGTACCT 

>Sequence281 

TATGTGGTCACCGGGGTGGCGAGGTACGCGGGGGGAGACATGTGGAGTCC 
CAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGAAGGGTGCCCCCG 
AAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAGAC 
TAGGTTGAATCCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGA 
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ACTATTGATGCCCCCTACTGGACAGCAGAAGCTCTGAATCGTGTTCCTGA 

ATGAAAGAAGTCAGAGATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAA 

GGCCAAGAATCGAAGTAGCAAGCTGCAGCCGTTTTCCAGACAAGCATGAT 

GTGGGGATGCAGAAGAATTCAGGACTGGAGGGGCAAACTCCGATGTGACT 

GAGGCCCCACTGCCAAATGGCGGCATGCTCAGATAGCACCCAAGAAnTG 

GGGAAAAAACTGGTGCTCACAGCTGCCCAGTTAAGC 

>Sequence 282 

ATTATATTTCTACTGCTCAGTATAACGTACTGAACGACAGGTGTACCACG 

TCTGCATCTCTTTTCGTGCGCTAATCGTCTCGACGCGTAGGCAACGTATA 

CGAGACTATAGTTTTCTTTCTTATCTACTTCTATTTCTACACTATATATA 

TTTATCCNTTCTTGCGGATCGACTCACCGCGGCTGGCTGGCCCGCAGGAT 

ACCTATGTTCCACTGCTCAGCAGTGCTCGTAGTACGACTCGATGTATGTC 

AGGCACGAGACAGACCCTCTTCCACTTGTCATGTTGTATTGCCACTTCCG 

CGCGAGGATATTCTGATAGGATGCGTCTCTCTCTCAGATCAACACGGTAG 

GCAACGTTCCTTGCGCTGGTACCTTTTCCACCTTTCCCTTTTCCCATTCT 

GGCATTAACACCGGTTCCACCCAACCCTGGCACTTAAGGGCTTGTGAGAC 

TTCAACCCCAACCTTCCAGGCCTCCCCATTGGGGTGCTCCTTGCCACCTT 

CATTTGGGTTCGTGGGATACCAGAGTTGGAACAAGGGGGCCCAGGAATCA 

AAGCCTGTTCCTTTTCAACCCCCACTCAATTGGGCTCAAGGGGAATGTGT 

GTCCCTCCAGTAAGGGGGTTCCCCAAAGGCCAACAAGGAAAAAAATCTTG 

CAAGCCTTTGAAGCTGGAAGTGGCCACTTGTATGCCTAAGGCTTGGAAAA 

AGCCACATAAAAGGGGAGGGGGCCTAGGAACCACCGCAAAAAAGGTTTTG 

GATGGCCAAGAAAAAGAGGGAAAGGGGGCTCCAGTGGAATATAACCCTCT 

GGGCGC A ATTCTNTTTTCC A A 1 1 1 1 1 CCCATTTGGCCTTGGCCCATTAAA 

TTTCCAGGGGCGAAGGATTTAACCTCTGGGTAAAAGGGTGTGGNGNNNGG 

GGGCCAAGNAACCAACCTTTATTGGACACCCTGGTGGAAAAGAGAAGCCC 

TCTATTAAGAAAAATTTCCCCAAAAATTGGGGAAN 

>Sequence 283 

AGTTGTGACACGATTATATTGAATGTTGTCTTCAACGATATAATTTACTT 

CATCAATATTCTAATAATTACATGCTAATATGATATTTATATAATAAATA 

TAGCTAATGAATAACGTACTTGTCTATTTTCTCTAGAGAGCTATCGGGAG 

GCGGTCGAGTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCC 

TATAATTCTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACG 

GTGTCCTAATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGC 

ATTCGCACCAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGC 

CATTCTTGTGGGCTTCCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGAT 

TTACTGAAAGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTA 

GATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAG 

CCCATACCAACTGCCTGACTGCTTCCAAGTCAGCTTCATCCATCCCCAAG 

GAGAACTTTAGTTGCTTGACTTCGTTGGATCACAACCGAGCTAAAGCTCA 

AATTGCTCTTAAACTTGGTGTGACTGCTAATGAAGTA 

>Sequence 284 

TCACATCTCATTCTTGTGATTATGTAGATTCTTTACACTTCGTATCATCA 

CTCTTTACATATATTACCGAATGTGATATCAATGTACTACATAGTTCCTT 

CATATATATATAATTTTTCATAATTTAGAGTGACTCCCGTGGCGGCCGCC 

CGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGTGA 

GGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTT 

AAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCCTCCITTCTTGCC 

AAAGGGAGGGGGAAACATACATTTATTCATGCCAGTCTGTTGCATGCAGG 

CTTTATGGCTTCCTACCTTGCAACAAAATAATTGCACCAACTCCTTAGTG 

CCGATTCCGCCCCCAGAGAGACCTGGAGCCACAGAGCTTTTTTGCTTTGC 

ATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCCGCnTCCTGAGCT 

ACCGAGAGCGCCCGTGAACTGGAATGAACTGCTTCAGAAGATGTACCCTA 

AGGCAAACAGGGTTCCTTGGCCGGTTAAAACTAGGGGATCCCCCGGCTTG 

CACGAATTCTATATCAACTTATCG 

>Sequence285 



Page 93 
(of 261 pages in Table 2) 



WO 01/42467 



315 

Table 2 



PCT/US00/33312 



CGTGTTCCGGGTGGCGGCCGAGGTACTAOGTCCCAAATGTTTCAACCGAT 

TTTACCCTATGTTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAG 

TGATGTCCACGTATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACT 

AG 1 I I I I 11C 1 1 C ACTTACTAAATG AGATGGCCCATAAATTTAATCAGG A 

GATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTC 

TCTCTTCTGCCATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGAT 

TATAAACATTTTAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCC 

TGAAACAGGAACTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAAC 

CAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGG 

>Sequence 286 

GTCCTAC ACC ACTGG ATTACTATG A ATTATACTTTA ATCCTAG A 1 1 1 1 lC 

TGTTTTGATTCTCAATAGATGATGTCTCTGAGTTGATTTGAAATATCAAT 

ATATATGTATTTACTATATGTTGTATATATNATNTANTAGAGAGACGCGG 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCA CCCC TGAACCCCAAGGC 

CCACCCGGGAGGAAAATGAACTTCAAATTAATGTTTTGAAGAACTTTCAA 

ATGTCCCCAGCCCATGGTATGGTGGCCTATCCCAGGCCGGTTGCCTGTCC 

TCCTCTAATGGCCTCTGGACCGCACCAAACTGGCCATCTGTGCTTGGGAC 

CTCTTGGAAGAATGGGTGGTCACCCCAACAAATGGTCCCCCATTCTATTG 

AAGGGGGCTATTGTCCTTTGCTCCCCATGGCCCATTCAATGGCGGTTCTG 

GGGATCCTGGGGCTGGGCCCGAAGAATCTTCAACTGGAACTACNCTTCAT 

GAAAAGATTCCTTGACTGTAAGCGTGGGCCTATTTCCCTTTCGGATAACT 

AACCTGCTGGAAGCGGTGAAGAATTGGTCCC GGGAA CATTCAAAGGGAGA 

AAACCTGGGGTTTAATGGTAAGCTTCTGGGACTTTTGAAAAAAG 

>Sequence 287 

GATGTGAGCTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGA 

TCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACA 

TTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAA 

AACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTG 

TGTCCTTGTTCTTATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGAT 

CACGGGACTGTCGTATGGATCCTCAATGCCAACCCCATGAAGCCCAAGGA 

TGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAA 

TTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAAT 

GGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 

>Sequence288 

GTGATGACCCGCGCGCGGCGCGAGGTCCCTGTACTCCAGGGCACTGGCGG 
>Sequence289 

GAGATGCTATGAGGTGGCGGCCGATGACCGTCATTGTCATGGACAGACTG 
GCTCAGTGAAGACATTTACTTTGATGGGACCAGATAGAA TCCGATAATT T 
TTCTCATAACCTGAGAGGAGTTATCCCACGAAGTTTTGAATTTTTGTTTT 
CCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTT 
TGTAAGTGTTCCTTTATTGAAATCTATAACGAGCAG ATAT ATGATCTACT 
GGACTCTGCATCGGCTGGACTGTACTTGGCCCGGNATTTTGAAAAATGGG 
GGACCATTAAAAGCATAAAAGGCATTTGGGGCCTGGGGGACAATGATTTA 
TACTTTCCACGATTTAGCATCTCTAGCCCACCCTTAAATAAACTGTGCGA 
:-:CCTCACTTTTGGACAGCCAAGAGCTTACGATTAGTACCTCCCGGAAACCC 
CTACTATACAGCGCGGTGGGCACCCTAAAGGATGGTATTATTTGACCGAA 
ATTGGGGGGCTGCATCCCATATTGATCTTCAATCTATTCG 
>Sequence 290 

ATCTATACAATACATATTATAAATAAATGGTGTATATATATTGTTATTAT 
AACATATTATAA 1I I 111 1 1 G ATAATCTAATTGATAG AGTTATCAAAAAT 
ATATATCTTAATTTATTTAATCTATACTATTATATTAAAGATACTCCGGG 
TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCATCTC 
CCTAACTAGCTGCTTACACAAAGAACTCCTTGAGAACTTGAACCTTGCCA 
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GGGAAGTAAAAACCCATTGAAAAGAAGGCTCTGAATCCCTTTTCTTTGCA 

CTATCTCTTGGCCCTGACCTTTAGACGGGATATGATAAACCTATCTG GTG 

TCTTAATGGAAAATCAACCAATCGAAAAAGGCCATTGGGAAAATTCTTTT 

AATAGAAAACCTATAATTTCCCCTTTTCTATTTAAAACCAGGGAAGGAAA 

TATGTCAAAAAATCCCCCTTTTTTATTACTCCCCCTCTACAATCCAAAAT 

GGATGGGGGAAGATCTCTTTAAACCGTTCTCAAAAAAAAGTAGGGTGATC 

AAAATAAGAAAACCTGTCATTCTAAAAGGCTCTTTGGTCCCCAACCAAAT 

GTCTTTAAAATGATGGAGTAACCTCTCCCTTTGTTAGATTTATACTATTT 

TCAGAAAGATATTTTTTGTTCGAAAAAACCCGTCTTAACCCACCCACAAA 

TTGGGGTTTTATATATTGGGGAAATAAACCAAAAATGGGCTTGGACCTAT 

ATTATAAATTCCGGATTTTCCTTTTCTAAAGGGGAAAAAAGCCCCCCTCC 

CATGAGGGTGGCACACCCACAATATTTATATACATCCTTGAGAGGGGGAA 

AAAAAAAAAAAAAAAAGAAAC i ri l Til 11 J I ATTATTTATTTTTGAGGA 

AGGGGGTGGGCCCCCACCCACCTTAATAATTTGGTGTCCTCCCCCCTCAC 

TGTTTAAATCATCTATATATTATAAAT 

>Sequence29I 

TGAGACTGACTCCGGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTT 

TTTTTTTTGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCC 

TAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CCAGACACTTCTTAAATGATTTCCCTTGGGTCAAAATTTACCCCTTCTTG 

TTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAA 

GTGGTTGGCTCACGGGTCATAGGGTAGTAAGAAGAATTTTACAGAAGACA 

GTCTAGGTTCGAAAAAGAAAGTTTTATTTGAAAGAAAGAACCGTGCCAAA 

ATAGTTCTCATTCCAGAATGGGAGAAAGGGCTTCTCATAGATCATTCG 

>Sequence 292 

TTGATGCTCCGGGTGGCGGCCGAGGTACTTTTTTTTTTTTTTTT^ 11111 
TTTTTGCTTGTTTTTATCTTTTGGCCTTTTGGTGACTTGGTGCTCCTTGG 
AGTCACTGGAGTTCTACTTTGAATCCCACTCTGACATCAATCGACTGCCT 
TAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTCCCGCTC 
>Sequence 293 

GAAGTGGCTCCCGGTGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAG 

TGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTC 

CAAGTGAGAGTCGCAGGCAATAGAACTACTTTGCTTTTGGAGGAAAAGGA 

GGAATTCATTTTTAGCAAACACAAGAAAAGCAG1I 1 1 1 1 1'ICAGGTGCTG 

ACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCA 

CGTTCTTCAAGGCAGAATAATTGCAGAAAATCTTCAAAGGACCCTATCTG 

CAGATGTTCTGAATACCTCTGAGAATAGAGATTGATTATTCAACCAGGAT 

ACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTT 

TTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTT 

TGGCTGTCCTGGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAAA 

TCCCCGAGGTTCAGAGGACGGAT 

>Sequence 294 

TGAGAGGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACA 

TT C 1 ' l ' l ' 1 CTACGTG AAG AGTTTTGTAAACTG AACTTTGTTTTC AGTTCCG 

GCTCCAGCCATCCTCGGGTAGCTTGCCAATAGATGAATCCCACTCGTTTG 

ACCCATGACGCTCCITCTTTGCATTTCTACCTCTTTC 1 

ATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACACTCATTTTCCTGTCTTTATTATGATAGTCT 

TCTCCTCAAAGGTATAGCTGCCTTGCTTTCATGAAAACACACTTTCCTAT 

TGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTATGCTATGACAGA 

TTTTATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTT 

ANCAGATGTTTTTATAACATGAAATATTCTGCTGCGTTAAGAACAAAATG 

CTGACTTACTTGTG 

>Sequence295 
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TGAGATGACTACCGGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC CAAG TTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGTAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGAC 

TCT 

>Sequence 296 

TGTGACTGGACCGGGTGTGGCGGCCGCCCGGGCAGGTACGCGGGGCTCCC 

TTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCACCATATCTGGAAACTA 

CAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGACTCCCCC 

GGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAGCTTACA 

ATGAATAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 

CCCATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCT 

GTGTGAAGTCCTCCAGAATAAGTTTGGCTGTATCTCTACCATGGTCTCTC 

CAGTTCAGGAAGGCAACAGCAAATCTCTGCCAGTGTTAACAAAAATGCTG 

ACTCCTATGAAAGAATTATGAGTGTGGAAAGATGAACTCACCACACACGC 

TGATGAGGCTGTGGAGAATCCGTCCATGAAAGAATTTCTCCTGGGGGAAG 

GGCTTACCTTGGCACTGCTAGAAT 

>Sequence 297 

TGCGATCTCGCGCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGG 

CTCCGAAGTCTGGTTTTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACA 

AGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGACCATGGTGCGGC 

CTGTGAGACATAAGAAGCCAGTCCATTACTCACAGTTTGACCACTCTGAC 

AGTGATGATGATTTTGTTTCTGCAACTGTCCCTCGGCC GTTCTA GAAACT 

ATGGGATTCCCCCGGCCTGAGGGATTCCATTTTAAACCTTTTTGGACCCG 

CTACACCCTAGGGGGGGGCCCGCGCCCCCCTTTTTGGGCC CCTTTTGAGG 

GGGGGTTTTACGCCCCCCGGGGAAATAAAATAGGGGTAA C1 Tl'1'1 1 1111 

GCGGGAAAAAATTTATTCCCCCCAAAAAAAAAAACGCCCTTTTTTCCCGG 

GGGGA AAA A A AT AGG ATCCCCCGGGGGGGGGGGG A ATI " mTTI ATT ATT 

TTTTTTTTl C CCCTTCCCCTCCGGGGGGGGGGGGGC 

>Sequence 298 

ACCACACACTTCCATCTCATTATATCATCTGATTGTAATCAATTATGTGA 

TATTACrTATTTATAAATAGTATCGATATACTCTTCTAAATGAATTATGT 

TTTATAGTAATTTAAGTGTTTTATTTACATTCTTAAGCGTTGACTCACGG 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGAC 

TAGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTG 

TCTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCAC 

>Sequence 299 

GTTCCATCCATATCTCTATAATrACTATTTCCTCACATTTAAC GATTT CT 

TTACTATCTATTAAAATACTCATATTTATATCTATCTATCTTACTTTTAT 

CTAATTTTATATATTATATCGTTAGCTCCGGGTGGCGGCCGAGGTACTTC 

TGTCTTCCAGTTTTCCACTTCAAACTTCTATCITCTCCAAATTGTTTCAT 

CCTACCACTCCCAATTAATCTTTCCATTTTCGTCTGCGTTTAGTAAATGC 

GTTAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGATTTAAGG 

TCTTTTAATCACCrTCGGTTTAATCTCTTTTTAAAAGATCGTCTTCAAAT 

TATTTTAATCACCTACAACTTTTAAACTAAACTTTAAGCTGTTTAAGTC^ 

CCTTCATTTTAATCTAAAAGCATTGC(XriTCTATTGGTATTAATTCGGGG 

CTCTGTAGTCCTTTCTCTCAA1'111'C1411AAATACATTTT TTACT CCAT 

GAAGAAGCTrCATCTCAACCTCCGTCATGTTTTAGAAACCTTTTATCTTT 

TCCTTCCTC ATGCTACTC 1 1 11 1 A ATCTTCATATTTTCTCTTAAAATCTT 

AAGCTATTA 

>Sequence300 

GCGATGTCCGGGGGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAA 
CTTCTGATACTTATCACACAAGATGGTGCCTCAGCATTTAAATAAATGGA 
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GGTAGGGGAGGGCGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAG 

CAAACCACAATGCAAGTATTTCTGACTCCCAAGATTGCCGTTTCCTAAAG 

AGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCT 

TTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTC 

ACCCTTCTTTTTCATTGTAGCAATGATCTCAACACGTGGACAAAATTGGC 

TTGCAGGAATAATTTCAAGTTTTTCTAAAAACCTTGGATTAACAGGTGGA 

TTACTTATTGCTATGCAGGGTACCTGGCCGGGGGGGCTGT TCGA CACCTG 

GCTAATGGTCTTGACATGGAACCGGGCCTTAAATTTGGCATTTT 

>Sequence301 

GCGACTGTGCTCACCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTT 

GTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCC 

TGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 

TAGAGTACCT 

>Sequence 302 

GGGATTGGAGCACCACGGNGGCGGTTGGGGACCACGGAACTGCATGNTCA 
GGACCCACAGGAGCGACCCTGAAAGGACCATTATTCGCACAGAGCTGCAA 
ACAACTATACATGATATAATTTTAGAATGTGTGTACCTGCCCC 
>Sequencc303 

GCGGATTTGGAGCNACTCCNGCGGNNGGCGGCTCGGNNGCTCNTACGGCC 

CCCCANCANGGCGGACCCNNAGAGAAAGGCCCTGNANNGACTACNTTGAA 

TACNGNNGCCCGAACACAAGGAGANCGA 

>Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTT 

GCGGGCGCTGTCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCT 

CCAGGCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGAGCGA 

GACATCTCGGCCCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACCTGCC 

CG 

>Sequence 305 

TTCCCGGCAGGTACTCAGGTTTTATGTCTGCACTCC AAGTA GGATGAAAA 

GTAAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAA 

ACCCAGCAGCTTTATCAAGCAGAATTCCACCTGTATTTCTTAAC TTGCC A 

GAGCTGAGTCTCATGGCCACCCTTAGCAGGAGTTGGGGAGGTATTTTTAA 

CAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAA 

AAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGG 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTC AAGTG 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATTTTG 

TTTACACACAA 

>Sequence306 

GCGATTGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGG 

AAAGCTCAGCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCC 

CTGGTCCTGGAGGTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGT 

CGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGC 

GCTTGCCTTCAGCTTGTGGG AAATCCCG AAG ATGGCC AAAG ACAACTCAA 

CTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGT 

TGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCA 

ACACAGCCTCTACCCACTGGGTTGAAGCCACCGACACGATGACATCTATG 

GGGCTGCCTGGATCGCATATTTGTGGGCATCTGCCTC 

>Sequence 307 

TGAGCCCGGCGCCANATCACCATTATTCCCCTTTAGTCACCTCAGAGGCT 

TGTTAATGCTTTCTTTGTAATTAGGCTATATCTGGTATCTGTATAATATC 

TTCAGTTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCT 
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CAGGCGGCTCCGGCAGCGCTGGACACAGGAAACTCCTGGGTCCCCGACTC 
CGGCTCTCCTCTACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAA 
ATGGCGCCGGAGGTCCCCCGCGTACCT 
>Scquence 308 

GCGGTTTCGGAGCNAACCNCGCGGGNGGCGGCCTGGNNGACCANTACNGG 

AAACCAAACGAACGGCNGGCNGCACCANGCNGGCNTTANCNNNGCCGCCT 

TCANGCNGAGCAGCCCGAAANCNNGGAACCGGCCNCNNGNNGNGTTCCNN 

GNNGAAGAACGGGCNNANCCCCAGAGAGAGCCAAAGNNACCCCGGCCCGC 

NCNAAGAACAAAGCGGANCCCCCCGGGCCGGCAGGAACNGCGANAACACA 

GGCCCAANCTTTTCCTTTTTTTTTTGTGTTGGGGGGGCGCGCGGNACCCC 

CAGCNAAAAAGAACCACAANAAGCCGAGGGGNNGAAGGGGAGCAGCNCNN 

GGCGNAAANCATTGGNCAANAGCNNGCCNNCCNGGNGANGAAANNNGCNA 

CNCCGCGNCACAANNNCCACACNAACANNACGCAGCCGGGAGCANNAAAG 

NGNAGAAGCCCGGGGGCGGGCCCAAGGAGGGGAGCNNAACNCACANNNAA 

NNNNGCGNG 

>Sequence 309 

GCGTTTGGAGCACACCGCGGNGGCGTTCGAGTACTTACGAACATNCNNAN 

ATGGNNNACCTTCTAAAAATGTTACACAGAAGAATAAAGGCNACCAACCG 

CTQ^NNATNATCGAGNGCCAGAAACCTTTTACAAGATGGTAAAAAAAAAA 

ACAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACTTTACAACC 

ACAGCTAATGC A A I "1 " ITTl CC ATTGTTCCC ATTTTTTTCC A A ACCTATTG 

GGNGCAAAGCCCATTTTTTTCCATGCATCTAAATGATAGATACAGGCTAT 

GAAATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAACACA 

AAGCTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 

>Sequence310 

GGCGTTANGNGNCNACTNCGCGGNNGGCGACTCGANGNCNGCATCTAAGC 

ACGCNCACCGNGGACAAGAGCAGGNGGCCCTAGNNNGACNGTNTTATGCT 

GCNCCGCGANGCANGAGGCNCNGCACAACCACNACATGCAGAAGAGCCGC 

GCCCGGCCCCCGGGAAAAAGAGNGCGA 

>Sequence 3 1 1 

GCGCTTTGGAGCNACANCGNCGGNGGCGCGCTGNNCGNCGGTACTCNGAG 
GAAAAGCNCGCACCAGGNGGACGCGGACCGTTAGCAGNGGTTTAGGCACC 
CCAACAAGCCGCGGGGCAAAAGGNCCNCGNATTT 
>Sequence 312 

GCGCTCGGAGCTACACCGCGGTGGCGCTGCCGCGCCAGACTCTTGGAGAA 

AGTATAGCAGCAAACAATGCCTATTTTCACAGGAAACAGAACACATACCC 

AGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATAAA 

GTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAG 

AATTAATAGAGAAACTTCAGTCTGGAATGGAGGTTATGGATCAGATTTGT 

GATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCAC 

ATTAGCTTCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAAAACTC 

TAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAAGA 

ACTCAAGC 

>Scquencc313 

AGCGATTGGAGCTCCCCGCGGTGGCGGCTTCCCGGGCAGGCACCTTAGCA 

TTAGATTGAGTTATGTTGCTAGGAGATGTTTATTCATCAGCTGATCATTA 

AGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCnTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAA 

TTTATCnTTCTAAACAAGACACAAGTTTACACATTACXJCAGCACAGTAAC 

CCCTCTTGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATA 

TAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTA 

TGGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATA 

AGTAGGTTTTCAAAGAAAAAGAAGA 

>Sequence 314 

GGCGATTGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCT 
GGAGGTTCAAAGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAG 
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ACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGG CGCT CAGGAA 

TGCATGAATTGATTAATTAAATGTCGAGAGCTGTAGATGGCTTTTCTCAA 

GGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTACCTTTG 

TGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCC 

CGAAGATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTG 

ATTTTTGGAAATGTGATTATTGGTTGTTGCGGCATTGCCCTGACTGCGGA 

GTGCATCT 

>Sequence 315 

GCGATTGGAGCTACTCGCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCAT 

TAGATTGAGTTATGTTGCTAGGAGATGTTTATTGAGTCAGCTGAAACTTA 

AGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTG ATAGT CTTTAAA 

TTTATCTTTCTAAACAAGACACAAGTTTACACATTACCCTTTTAGTAACC 

CCTCTTGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATAT 

AAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTAT 

GGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATAA 

GTAGGTTTTCAAAGAAAAAGAAGAGGCAGTTCCTAAG 

>Sequence 316 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGA TTAA GGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTC 

AGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCC GTTTG AAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGC 

CTTCTGATG 

>Sequence 317 

GCGTCAGGAGCACACCCCCGTGGCGTTCGCCCGGGCAGGTACTCTGCAGA 

AAGTATAGCAGCAAACAATGCCTATAGACAACA GGAAA CAGAACATATAC 

CCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATA 

AAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGA 

AGAATTAATAGAGAAACTTCAGTCTGGAATGGTTTTTAAGGATCAGATTT 

GTGATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCC 

ACATTAGCTTCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAAAAC 

TCTAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAA 

GAACTCAAGCTGAAACAGA 

>Sequence318 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGA 

AGATGAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAA 

ATGAAGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGAT 

GATGGTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGAA CTGAA AA 

GATCTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAACTTTTCT 

CTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGT 

ATAAAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACAC 

TGTTCATCTAGCCTTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGA 

ATCTTCACTGTTATATA 

>Sequence319 

AGGTACri'l'l 111111 1 1 11 111 1 1111 1 CAATGTTCAGTTTCCTTTAAT 

GACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATGGCAAGA 

GATGTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTG 

GAAGGCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCAT 

TTTCAGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATAC 

TGCTGGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTT 

ATAAATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTG 

GCTGATCAGAATAGAAGTGGTTGCTTCCAATGCATGCGAT 

>Sequence320 

Page 99 
(of 261 pages in Table 2) 



WO 01/42467 



321 

Table 2 



PCT/US00/33312 



GCGCTAGGGGCAACCCGCGGNGGCGGCTGCCAGGCGTNGAACGNGCACCN 

NCAGGAGACGCNCGNAGCCCNCGCGCCGTGCNCCGGGGCAGTTAGCCGAA 

GAAGCGGCNCACGCCNNCCAGAGCCACANCATCTGTGGNCGAAAGAGAAG 

CCCAGCGAGAGAGAGGNGNAGGAGGCCNGCAGGNACCN 

>Sequence321 

CGGGCTTGAAGCNNATNCGCGCNGGCGGCTGANAAGCTCGTCGGNCGCGC 

ACAAGCGGAGNNAACCGAAGAGGGGGCTGAAAGNACGCGTTANCCGGACC 

CACCAGNNNCCNGNGNCCAGCGCNGCCGTTTTCCCNGAGGGGGCACNNCC 

CGCAAAGGCNGGAGNGCAGCGGCACAANCCCGGCNCACGGCAGCCNNNGA 

NANN(^GGNCNCAGGNGACCAGCACCTTTTCTTTTTTTACCTAGAAGNNG 

CCAAGCCACCCGNCAACAAAGCANACAAACCGAAACGGGCGGGGGGAAGG 

ANCCCAGATGNNGANGCCAGGAAANGGGANGAAGACCAAACGNGCCANGN 

NNCAGAACNAGAGAAGACCCCNGGGAAAGAAGAACCGAAGANANNANACA 

GANACCAGANAAAGCCCAANNACAAAGAAAGCANA 

>Sequence 322 

GCGTTAGGAGCTACACCGCGGNNGGCGTTTTGGGGACAATACTTACAAAG 
ACTCCCGTGACGAAAACACAANNGNNCTTGCTGGCACATTGACCCNAGAC 
>Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAA 

ATAGTCTTCCACAAAAATACTTTATTTCTGATCTATACAAATTTTCAGAA 

GGTTATTTTCTTTATCATTGCTAAACTGATGACTTACCATGGGATGGGGT 

CCAGTCCCATGACCTTGGGGTACTTTTTTTTTTTTTTTTTTTTTTTGGAA 

AGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGCCACACTCG 

CACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 

AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCC 

CG 

>Sequence 324 

TGATGTCGAGCTCCCGCGCTGGCGGCCGCCCGGGCAGGTAC1 TTTTTTT1 

TTTTTTTTTTTTTTAGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCT 

TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 

AAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAATTTACCC 

CTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTT 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGGGGAAGGGTT 

TAAAAAAAAACC1T1 11 11 11 1ICCCGGGGAGGGGTCAAAACCCTTGCTA 

TTGAAAAGGGGTGGGTTTACCGGTTATATAGGTGGTTATAAAAAAATTTT 

CAAAAAACAATTTTATGGTTTTTAAAAAAAAAAGTGCCCTGGGTCCTTTT 

TAAAAATAATGGGGTCCCCCCCGCGGGTGGGGGAAATTTTTATTAATAAC 

TTTTTTTTAACCCCCCTTCCCCTCTAGGGGGGGGCCCCCGCCCCCCATTT 

TTTTGTTTCTTTTTGAGGGGGGGGAGATAA 

>Sequence 325 

TTCGAGTCGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTT 

AAAAGCAGAAGATGCTTCTGGTAGAGAGCATTTAATCACTCTCAAGTTGA 

AGGCAAAGTATCCTGCAGAATCACCAGATTATTTTGTGGATTTTCCTGTT 

CCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCTCAGAGCTCCTT 

AATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 

TCTGGGATGTTATGGATGAAATCGATGAGAAGACCTGGGTACTTGCCCGG 

GTCGTTTGTTTATATTTATCTTTCTGGTACTTACTCTTITrATCCATTTT 

ATTCCATCCTATATTATTATCTATTTATTACTTAATCCATTCATTCCTTT 

TTAGGGCCTCCTAATTTXn'CAGTATC^GCATATTCGTTTTCCnXrrATTT 

TTTCTTTGTTTATCnTGCTCTCTCTCCTO 

ATCTTACTTTATAACATC1 1 TCTATTCCI 1 1 iCTTATATCTGTATGACTT 

CTTCAATCATTCTCTC 

>Sequence 326 

TATGATGTGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACTTTTTTTTT 
1 1 1 1 Ti l l Tl 11 1 1 AGGGGG AGTTAAATAAAATAAGCATGTCTCCATCCT 
TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 
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AAAAATACCAGACACTTCTTAAATGATTTGCCTTGGTTC AAAAT TTACCC 

CTTCTTGTTTTCTCTTGCTTTTC AGGTAATTAACTCTTCTC 1 1 III AGTT 

TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTA 

TAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCA 

TCGGAAAGTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAATTTGTA 

GAAGACAGTATTGGTTCTAAAAAGAAAGTTCCTTGGTCGT 

>Sequence 327 

GCTGCCAGGAATATTTTGATAGGCCAAGTTTGGCCCTTTTTAAAATTGGG 

ATCCCCCCGGCGGGGGGAATTTTGTTTAAAAGTTTTTT GATACCG GCCCC 

CCTTAGGGGGGGGGGCCCGGCCCCCACTTTTTTTTTCTCTTTTTTGGGGG 

TAATATTCCCCTTTGGCCACATAGGGGAAAAAATGTTCCTTGGTGGTGTA 

CTTGTGTTAAATTTCAATTCCCCTCACCATTCCACACAACTTTCTTCCCG 

GGAGCATTAAGGGGTAAGCCCCGGGGTCCCTAATGAGTTTAACTA 

> Sequence 328 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 

TTCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGCACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

GTTCGTTTTTGTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTT 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTTGGGGCCGTGGC 

TACTCACTAGCTTGGATGGGCCCCTGTTGGAGCCCAGATCCTTGGTACCT 

TCACTGGGTG 

>Sequence 329 

AAACTATACTCCTAGTACTATTCATTTCACTATTATTGTGTAATTATATT 

AATTCAGTTAACTTTACTCTCTAAATACTTCTATAAATACTATCTTCTAT 

TCATATTCATAATTTTATTCTATTTATTATAATAATATTTATTATATAAA 

1 ' I ' I ' 1 ' 1 CGTTCTCGTTGCGCCGCAG ATACTTTACAGG ATGGC ATTTA ATAC 

AGATATTTCGTATTTCCCCCACTGCTTTTTATTTGTACAGCATCATTAAA 

CACTAAGCTCAGTTAAGGAGCCATCAGCAACACTGAAGAGATCAGTAGTA 

AGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTCAGA 

ACTATATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTCTTATTAAT 

ATTAAGAGACAGTTTTTCTATGGCATCTCCAAAACTGC ATGAC ATCACTA 

GTCTTACTTTTGCTTAATTTTATGAGAAGGTATTCTTCATTTTTAATTGC 

TTTTGGGATTACTCCACATCTTTTGTTTAATTTCTTGACTAATCAGATTT 

TTAATAGAGTGAAGTTAAATTGTGGGTCATAAAAAGCATT GGATTGA CAT 

ATGGTTTGCCAGCCTAAGGGTTTACAGGCATTGTCCAAACATTTTTTGAG 

AACTATATTTATAAGCAGGCATGGATTTCTG 

>Sequence330 

GATGATGACTCACCGCGGTGGCGGCCGAGGTACGCGGGGATAGTTCACTC 

ACTTTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTT 

CAGTGTGCTTCTGACTTTTACGGACTTGGCTTGTTAGAAGGCTGAAAGAT 

CGAGCGGCCGCCCGGGCAGGTACl 1 111 11 1 1 1 1 1111 1111 1GGCTTTC 

TTTGCTCC1 1 I C I 1 ATGATCAGCCACATTTCTTCGACCTCCTTCTCCTTC 

ATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATG 

CTCGAATAGAAATTCTCTTGTCTGGATCTTCTCCAT^^ 

TCTTCATGAACAGCATCTTCrrGGAATAGCCTGCATCTGGACACCAGGTGC 

ATGAGGTAACATGCGCAAATTTTCAAACAAACGCTGTTTTATCTTTTCCA 

TATATTTGGAGTGTTCTGGTTTGTCATGTTTGAAGGACTAATATGCAGTT 

TGAAGTCTGGT 

>Sequence 33 1 

TCTGATGTGAGCTCACCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAA 
GGAGGCTTTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAA 
GTGCTTCAAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCT 
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GGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACAGCC 

AAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCA 

TCAATGCAGCCTCAAGTCAGTTGCCTTTTGTAAGTTTGAGAAAGCTGTAT 

TCTGTACCTGCCCG 

>Sequence 332 

TGATGGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTG 

GCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGG 

AGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTAT 

GGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGG 

TACCT 

>Sequence 333 

TTATATGATCACCGGGTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTG 

AACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAATTCT 

TAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTT 

GGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGCNNG 

AAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 334 

GATGTGATCTCCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGA 

GCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATG 

CTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGA 

TTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCC 

TGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTAC 

CT 

>Sequence 335 

TTGCTGGATTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGAC 

TGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCAC 

ATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAG 

AGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCA 

ACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCT 

GCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCC 

TAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGG 

TGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGGGGG 

GGTACCT 

>Sequence 336 

GATGACGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGG 

AGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGATCCCAATGGAAA 

CAGGAGGTTCAGCCAGAGGAACCGACTTTTAAGGGATCACAGAGCTCACA 

CCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCCTCAGGCTCCCA 

GGAACCTGCCTCAAAACACAGGtCTCCACGACCAGGAGACAGGTGCTGTG 

GTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGT 

ATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCC 

TCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACA 

AGGTGTGCCCTGGGGCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTA 

GTAGTTCTCAATTTTATGGGAAACTCCAGACCTGTCAG CAGA ACAGCCAG 

AACTACAGGGCCATGGCGGAAGGACTCTGGAGAAGGGTTTTCG 

>Sequence 337 

GATATGTGAGCTCCCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGT 

GTCACATCCCGGTCKJCTCKjACATGCCCTCTTGGGCTTGGCAGATGCCAGT 

GGATCCATACAACTACTCCGCCTGGTGGAATCTGAGAAGAG CCAC GTGCT 

GGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTTTGTCCC 

TAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAG 

ATCATTAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATGGTGAATGA 

GACGAGGCCCAGGCTGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCG 

AGGCCTGGATTGCCGCTTTCAATTACTGGCATCCAGAAATTGTGTATTCA 

GGGGGCGACGATGGCCTTCTGAGGGGCTGGGACACCAGGGTACCTGCCCG 

>Sequence338 
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GGAGACGCTCGATTCGGCGGCCGATGACGTGACGTCTCTGGGAAGAAGTT 

ATTCTGCAGGCACACATTAGACCCAGNGATGACAACAACNGCACATCAAA 

AGGCGGGGGGAAGATGACAGACGGTGCCCGCCCAGGGCGGAAGAGACCCA 

CCTGGGTGCCTGGGCCCGACGACAAGGGGGACCTGCCCGGGCGGACGCAC 

GAGAACTAGAGGACCCCCCCGGCTGAAGGAATGCGAAATCACGCCAAGCG 

AAACCGGCAACCCCGAGGGGGGGCCCGGGACCCAGGGGTTGATCCCTATA 

AAGAGGGGGAAACGCACGCTAGGGGCGAAACACGGGCAAAGGACGGCTCC 

CCGGGCGAAAAAAGGGGAACCCGCACACAAAAACCACAACAACATACCGG 

AACCCGGGAGCCAAAAAGGGGAAAAACCCGGGGGGTGCCCAAAGGAAAGG 

AGGCCAACCTCACAATAAAACTGGCCCTTGGCCCCCACAGGCCCGGGTTA 

TCAAAAGGGAAAACCCCCGGCCGTGGCCCACCCTGGCACAAAGGAAACCG 

GGCCAAAGACCGG 

>Sequence 339 

GATGATTGACTCCCCGCGGTGGCGGCACTTTCTTTTGl"ri TTTTTTI TI 1 

TTAATGCTGAAGATTTAGATTTATTTGAAAACACTTAGTCTAATTTATAT 

TAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAGAGACAGAT 

AAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAG 

GGATGATGAATCACATTCCATGTAAATAATGATTTATTCTC TCAG TAATA 

GAAGGATTCTCTTTTGGGTATTGAGGGG CTTTTGGGGTTT ATTTTCAATA 

CAGTGGCCGGTTTAAAAATATAAGGGAAlTlTlTn Till AA GAACC TTT 

TCCCTTTCCAATTTTTGGGCAATTTCCCGGAAAAAAAAAAAATTTTTCCC 

GGGGATAAACCCCCCCCCAGGTGGAAAAAAACCCCCCTTTTGACAAAAAA 

TTTTTTGGGGGGGGTGTTTTTATTTTGAAAAA'rrrrrriUCTCAGGAA^ 

AACCCCCTTTAAGAGGG GGGGGGGGGGGG 1 T 1T1 111 GTTTTAAAAAA AG 

ri"ii"rrriAAAAAAAAAArri"ri"rrrn rriTTAGAGGGGGG 

>Sequence 340 

CCGGGCAGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACT 

CAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

GGTTGTTGCGGCATTGCCTGATGGGAGTGTATCTTTTTTGTATCTGACCA 

ACACAGCCTCTTACCACTTGTTGGNGCCAACGACCACGATGACATCTAAT 

GGGCTGCCTGGAACGGCATAATTGTTGGCAATTGGCTTTT CTGGC TGGCT 

GGTCTAAGCAATGGAAGCCTTATTGAGGTCCACAAGGAAAT TTTCT GGGC 

GATTTCATTCGGAGGTTATAGGTTAAGCCTTTTGAAGAGGCATTTTGGAT 

TACAAGAAGCAACACAAACGAGACTTTTTTACACACCCAACCTCTTTCTT 

TAACACAATACTATAGAAGGGACCCTTGGGCGCTCTAAAAACATAAAGGG 

ATCCCCCCGCGCTGTTGGGAATATTTAAATTAAAGCCTTATTTGATGACC 

CGCCGAACCTCCAAAGGGGGGGGGCCCGCGGACCCCACATTTTTGTTGCC 

1 ' 11 ' 11 G TTG AGGGGGGTAATACCCCCCTCTTTCGGG AAAAATAAGGG A A A 

AATGGGTTTCTGTCTGGAAAAAATTTATCTCTTTTCCAATATTCACAAAA 

TTATAAACCCGCGGGATTAAAAAATAAAAAACCGCGGGGG CCCAAT AAGG 

GGGCGAACTTAACACTATATTTGGGGNGCGCCTAACCGCGCTTTTTTAAA 

GGGAAAAAATTTTGGCGCCCCTCCTTATAAAAACACCCACCCCCCCCGGG 

AGGAGAGTTTGTCTATATAGGGGCTTTTTCTTCTTTTCTAATATAAGAAG 

GC 

>Sequence 341 

AGCGACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTA 

NAATACTGCCAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCC^ 

ACTCTTGCCTTAAAACTTTTCTCACCACACCCACCT^ 

TATCCAAGGTCGACAGACCTGGATTAGAATGACTCTAAGCTTTATGCAGT 

GCGTATTGTATTTTCTGCATAAGAAAGGGCTGCGTGTAGAACACAGTAAG 

TGTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAA GTGT TATAGTA 

TACCAACTTAGTATATTTTTCAAGGAGAGGTAAACCACC TTTTG TAATGT 

TCGGTTTCTCACTGTTATCXrCCTITC 

ACAAATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTA 
ATG TAATTG TTCCC AATT ATTAG AAAC 1 ' 11 1 1 " 1 CC ATTTTTC AAAATGTT 
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TGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGC 
ACATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTACCT 

>Sequence 342 

TTTGATGACTCACCGGGTGGCGGCCGAGGTACA GGTTT AGTCTGAATGCA 

CTGTCATGAAATTTAAACTTTCATTATAATACTGTTTTAAGAACTTACAG 

CATCTGCrTTACAAATGGTGTTAGCTACATGTCGACACAGCATCTTTAGC 

CAGTTTTCTnTGGAAGTTCATCTGATGTCATCTGGAAACTGAGTAGCAC 

ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGC 

AATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAA 

ATGACAGATGTATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATG 

AAATGAACTATCACrrCTCCACTTTCCTTGTCCTATTTTTAATAAGACAA 

AGAACATCACCATATTAAGTTGAAGTACCTGCCCG 

^Sccjucncc 343 

CCGGGCAGGTACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAA 

CTCATTTTAACCACTTTTTATTCTTTGTATTCAAACCAATCACTGGCAAT 

AGCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGC 

CACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGT 

TCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCC TGGAG ATAATATA 

AGTGGTGGCAGGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGA 

GAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGC 

TGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAA 

ATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTA 

TGTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGT 

GTTGCTTAGAATCTAGTAGTAGTAAGTAATAA1TACTAACATATGCATTT 

ACTATATAGGCAATACTAGGGTAAATATTTTACATAGATTACCTTATTTA 

GTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATTAAGATGTCCAGTCTAG 

AGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGGATCAGTTGC 

CATGGAAACACAGGGGCGGNGCCCTCAGCTCAGTTTAGGAAGGAGCAGAT 

TACTGAGTGTGGTCTTTACTGGGTAATACCTGAAGAAAGAGAGGTTGGCC 

CCCACAGCAGAGGAAGTACAACAGGCAGGCCT 

>Sequence 344 

AGGTAC i 1 1 1 mm I II 1 1 1 1 1 1 1 H IG TGGGAGTTAAATAAAATAAG 

CATGTCTCCATTCnTATTCCTAAACATTTACTTATGACAAATGTAACAA 

CTGACAGAAATTTGAAAAATACCAGACACT TCTTA AATGATTTCCCTTGG 

TTCAAAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTC 

TTCTCTTTrrAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTC 

CAAGTGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGT 

GTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGT 

AAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>Sequence345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAAT 

GCAGAAGCTCCTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGG 

CAGTCTCTTATGCTGTGGCTCTTCTGAAGGATGTCTCAAGGGCTCCGGTG 

GTGCTCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGT 

TTTGCACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAG 

CTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCT 

GTTGCCCTCACCGTTGACACATGCGGACCCTCCCCAGGCT 

>Sequence 346 

GGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAGACAAGTCTGAATG 

CTCCACTTTTTCAATTCTCTCTCCATTGTTCAGTAAGTCAAGTTC AATG T 

CGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTrGACTTTCCA 

TTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCC 

CTTGATGTCTACAATATCACCTTTCTTATAGATTCGCATATATGTGGCCA 

AAGGAACAACTCCATGTTTTCTAAAAGGCCTAGAGAACATATATCGGGTG 

CCTCTCCTCTTTCCCrTTGTGTTCGTCATTTTGGCGAATTACTGGAAGAT 
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G 

>Sequcnce 347 

CCGGGCAGGTACCACGCCCAGCTAAITI T I ' I' I ATGTTTGTAGTAG AG ACG 

AGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGAT 

CTGCCTGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCA 

TACCTGGCTCTTTTGCTTCATCCATCCCTTAATTTCTTTGCTGGAGCATT 

TTAAAGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAACATGCG 

GCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTC 

CATCCTCCGCCGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACTA 

CCCAGTTTCCGAAACTTTTCGAGGGAGCGCTTTGGCACCACCTTGAACGG 

GGAACGGGTGCGTAAACCAAACTTGGAACGCCAGCCCCCCCGCGTACCTT 

GGCCCGTTT 

>Sequence 348 

AACGATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTA 

CAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACATCTGG 

GAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAA 

GCTCAATCCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTA 

CCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGCTTTC 

TCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAA 

GCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGT 

GTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGGTACC 

T 

>Sequence 349 

GAGTCGACTCACCGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGT 

GTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTT 

ACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTC 

CTTAGAGGGAAGAGGTTGGAAAAAACCATGACTGTATTCAGGAAGGCACA 

TGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGA 

ACTGAATTGTTTAGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGT 

GCTGATCGAGTCAAAGAGCCCTGACATAGCCATGCTTTTTGAAGAAGCCT 

TTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCA 

GAGTGGAGTGGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTA 

AGAAAGCTCTTTTACTGTATAAGTGC 

>Sequence 350 

GGCGAAGTGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCGTGCTA 

AAGACTTTTAGTTCGGCTCTCCC AGTG TI" 1 TTTTTl CGTCGATTTGGGCA 

CAGAGTTTCCTGGTTCACGTGGATGTGAGGATCCTTTACTCCAGATCGCC 

AGCCAGTTTTTGTTTTTTTTCCTGCGTTGCTGAGAGTCTGGGTTTATTCA 

TCACACCAGGTGGATCTTAATTCCATATCCCTGAGGCCACTGCAATGAGG 

CAGAGGAGTGTGCTCCCTCATGAGAAAGGACTGGAGACCGCCCCCAGAAG 

AGAACGTATCCATGTACCT 

>Sequence351 

GTAGATGGTTGACTCACCGCGGTGGCGGCCGCCCGTGCTGGTCCTTATTA 

TTGCCCGTTGTTTCTGG ATGTG AATGG ATTACAATGTA I'M 1 1 1 1AGGGA 

AATCCTATTATTATCAATGTGACTCCACGGGGGAGTCCATGGTGATGATG 

ATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAAGTT 

TAAGACTTTATGAGAGAAG AAAAAAAATCACCAACAAGAATTGTTTGAGG 

AAAAATCAIAl^.CTATCCTGTGTTCATTTTTTTTTTTATAAACAATAAGAA 

AAAGTTGTTGGA11 1 1 11 1 1 1AATGAITIU1I111 TGGGGGAGGGAATTT 

TGTTGCAGnTTATGGTGGAAAATGCAAAAACCAGAGCCAGGTGCATAAT 

CTTGTAATCTGTGGATATCCCTGGAGCAGGACTGATGTCT 

>Sequence352 

TGATGAATCGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTTGGTAACA 
ACGCAGAGTCCCGGGAAGCAGTGGTAACAACGGAGAGTCCCGGGAAGCAG . 
TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCAG 
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GGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGCAAATAGAA 
TGAGAACCATATTATGTACCT 

>Sequence 353 

GTAGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACACCCAGCTTTGTC 

TCCTGGCCCCAAATCTCCTTITCCTTACTTTGGGCATTAACTGCTGTTGA 

GGTCTCACAGCCTGATGGTCATTATCCCTGAATGGCATAAATCAACAGGC 

TGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAACCCA 

TGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGAC 

TTAAAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAG 

GCTACGAGAGGCCATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTG 

ATCCACCGCACTTGGGGCAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTC 

TACTTTCTGCATCATTGGTTCTCCCAGCTCACTTCCATAATGTCCTCCTA 

GGCTGCATTGGAATTGTGTGTTGTCTAGACCCATGGCCAACACTGTCATT 

GCCTGTGAGGGAGACCAAGCTTACCACCAAAGGCTTTTGCG 

>Sequence 354 

GATGGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTT 

TTTTTTTTTTTTITrGCCTTTAGAAGGTTAAAATGCCAATATAA AGCTA A 

AACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTACTGTTTTTAC 

TATATAAATCTTTACGTGTTAATGGAAAGAAAATTAATTCATTCTGTTAC 

TCC A' l TTTTT1 C TCTCC ATATTGTATGCCTG A AGTG AGCTG ATG AGGGGC 

AGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACA 

GATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCT 

CAATTCTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCAT 

GAATGCTTTCTAATAAATGCTTCCAGGATAGTATCATAAACAAAGTCAAA 

ATTAAGAAAAATCACCTCCATGGCATCCTGGTCA TTCTC CATCAGCTCAC 

CTTTCTTCTTATCAGAATCCACAACTGCTTTTTTGGTTTTCACAACAGTG 

>Sequence 355 

GCTGAGATGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCG 

CCAAAATGACGAACACAAAGGGAAGGAGGAGAGGCACCCGATATATGTTC 

TCTAGGCCTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCG 

AATCTATAAGAAAGGTGATAATGTAGACATCAAGGGAATGGGTACTCCAA 

AGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTC 

CTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTT 

ACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTT 

TCAGCAAGGACTGGTCTTTCTATCTCTTGTACCT 

>Sequence 356 

GATGATTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGA 

TCTGCGTCGCAGCAGCGAGAGAAGAAATCACTCCATATCCGATGAGAGGA 

AGGGTGGCACAGAGATGGTGTCTACAATTAGAGACATTTCTGAC TCCACC 

TTAGCCTAAGCAAACITTATGTACTGAGTAACATTTGAAGGTTGTCTTTT 

AATGGTGGGGGGTGTTTTTTCCTTTTTAAACTACAGTGCTTGCACAAGAG 

AGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGC 

CTGGGATGACTTGAGTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCC 

ATGTTTGATTCAAATTCCATGAGTGACCTACCTTTCCCCAGGAATGGGAC 

TGAGAGGGTAGTCrTCCAGCAACTTAGTCTGCACAGGGCTCCCCGTTCAG 

GCTGCCTTTGGTGGTTGTGC 1 TTI GTAAG ITTC1 1 1 CTCTGCACTTCGAC 

TTACCTTTGAATCAGAAAGCAAGCCCAGCAGGTGAATGAGGGATGTCTGT 

G 

>Sequesoe 357 

GATGCAGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTG 

ACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATA 

TTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGA 

GGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCA GTAGA A 

CATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATTTTG 

TTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAA 

TCTCTCCATCTATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCA 
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TCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATTAAGCCCTC 
CTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAACAATTATA 
ATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTGTACCT 
>Sequence358 

TGTACGATGAATCGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTTCTAG 

CAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTC 

TCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGATCTTGGAGAC 

CAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGCTGTGGTG 

GGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCC 

CTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACC 

AAGTCAGGTTTGGCAGTTTTTGCTGCCCTTTGCCCAAGGCTTCAACAAAA 

CCAAGCTGGTCCCCTTGCTTGGTTGGGTCCCAACCCAGGGGGGATTTGGG 

GTGGGTGGATAAGAACCCACCACTTGTTTTTTCCCCCACTTTTTTTATTA 

GGGGAGGGTTTTGGGTTTGGTTGGGTTTTGGGGGGGAGAAAAAAAAAATC 

CCACCTCTTTTTTTAAACTGGAAGGCCCGGGGGTCCAATTTAATTTTATT 

TGGACCTCTCTTTTCGGGGTAAAACAT 

>Sequence 359 

ATATGAGCTACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATC 

GGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCTCCAACTGGATTTAT 

TACTCCGGGAATGGTAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTG 

CCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTAC 

ATCACTGAACGACACCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGC 

CCCTGAAGAAAGACACTGAAAATTGGAATGCAAGCTACTTCCGTAGGGGG 

GATTTCTTTTATAATGGTAAGGCCCTTTAAAAAAGGGCTTAAC AACAAA A 

AAAATTTTTTCCCCCGGGGGAGGTGTTTTAGGGGGAAAAAGGGTTTTTCC 

CCCGGGGAAACCCCCCCCCTTTTTTCTGGGAGGGAAAATTTTTTTGGGTC 

CTGGAAGTTTTCAAAAAATAAAACCCCCCCTTTTGTTTTTTAAAAACAAC 

ATAAAAGGGGGI 1111 II 11 1 I G AAAAAAAA AAAAA AAA A ATTTTAG A AC 

CCCCCCTTGTTGTGGTTTAAAAG 

>Sequence 360 

TTAGGACTACGGGGCGGCGGGTCCTCTGCAAAACTAAACACGCCCGAGGA 

AATTTGGCCAGTTATCCAATTGATGAACTAGTAGATAGAGCCAAACAATC 

TTTTCAAGAGGGTGTTTGTGAGATATGGTTGACCAGTGAAGACACGGGGG 

CTTATGGCAGAGATATTGGCACCAATCTGCCCACACTCCTGTGGAAACTG 

GTTGAAGCGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAATCC 

GCCCTATATTTTAGAGCATCTGGAGGAAATGGCAGAAATCCTTAATCACC 

CCAGAGTCTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGC 

GTACCTGCCCG 

>Scqucnce361 

GTCGACGTGCATTGAGCTCACCGC GGTG GCGGCCGAGGTACTTAAAACCA 

AATAAAAAGTGACATTTGAATTTCTTTTAAAAGGATTTCCGAGCTCACAG 

TCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTC 

CTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGAC 

CGA 

>Sequence 362 

GTCGAGATGCATTGAGCTCACCGCGGTGGCGGCCGAGGTACGTATGCACA 

GCCTCACACTCTATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATG 

AATTATGGAACTTGATAATGATTGGATCAGGCAGACAACACCTGATCAGT 

CCTA^TATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTGAGGTGAG 

GCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGG AAAAAAAA 

TGTAACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATT 

GTGGGACATTCCACAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCAT 

GAAAGACACACCACACACACACACTGCACATCATACACAAACACCACCCC 

ACCACCCACCACTCAGACACACACAAAAGGGCAACTCTAATCAATTAAAG 

GAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTGATTGGAT 

CCTGGATTTAAAAATAAACAGCTATAAAGGATATTTT 
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>Sequence 363 

GCGATGAGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAA 
ATAAAAAGTGACATTTGAA m Cl'l 1 1 AA AAGG ATTTCCG AGCTCACAGT 
CAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCC 
TAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACC 
GA 

>Sequencc 364 

GTTGCGTGAGCTCACCGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAA 

GCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGT 

CCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAA 

CGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTC 

ACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGATGAAA 

GCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAA 

AAAAAAAAAAAAAGGTTCCTGCCCG 

>Sequence 365 

GATTATGTGAGTGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCAAGC 
ACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCAAGGAGCT 
AGAGAACCGGATGGGAGACATGAGCGGTAATTAA CTCA CTT GTTCC CCAG 
AGTTTCTATTTGTTTTGTTTTC 

TTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAA 

ATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAA 

TATTTATTTGTAATAGCAGTTATCA.GTTATGCTTATATAGCATTAAAAAT 

TCTCCTCCTTTGACTACACACACAACCACAGTGTGGTTCTAATCATGGAG 

ATATCAGTAATTTTTAGTAACTGAATTTTGAGGACATTTCT CTGTTTAG C 

ATGTATGCAAACTGATATGTAATCCGGGGTTCCAAAGTCAA I 1 1 1 I l l CT 

TTTTTTTI G A G ATGG AGTCTTACTCTGTC AC 

>Sequence 366 

TGTGACGTGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCC 

TTCAACCCAATCAAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGG 

ACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCA 

AAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAACTGA 

GAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACC 

TGGATAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGAT 

GGATTGCAAACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACAT 

AGAATATTTTGTAATGTTATGATAGGCAAAAGTCTCTTAGGACACACAAA 

AAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCTCACACCTT 

TAACACCAGCATGTTGGGAGGCTGATGCAGGAGCGTCCCTGAGCTCAAGA 

GTTCAGCCCAGACTGGCAACATAT 

>Sequence 367 

GTATGATAAGAATCGACTCCACCGCGGTGGCGGCCGAGGTACATTGAGAT 

TCAAGAGAAAAGTCACAGCAGGTCTGAGCTCCTCCAGCAGGCCTTATGTA 

ATGCTAAGATTTTTGGGGAAGATGAAGTTGAACTGATGAACTGGCTGAAT 

GAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCACTGAG 

GGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTT 

ACTCAGGAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTAC 

TTAAACAAACCACAGGTGATGAAGTTTTAATAATTCAAGATAAATTGGAA 

GCCATTAAAGCAAGGTACTGCCAGATACGAATTGAGCATACCACAAAAAA 

GTTCTCATTTTGTGTCCTCCCATCCCATTCTCCTCACTAACCAAAGGCTA 

GGAATTATCTGTGAATGTAGGACCACTGGATTTGCAGTCnTCATCTGACA 

/\CTGGGGAGAGTTTCTAGGAATGAAAT 

>Sequcnce368 

GATGTTTATCGACTCCACCGCGGTGGGGGCCGCCCGGGCAGGTCAATGTG 

CCAGGCACCTTACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAG 

AAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAGAATTACCTGGGGT 

CCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCATCGCCC 

ACAAAC 
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>Sequence 369 

TGTTGTGATCGATCGACTCACCGCGGTGGCGGCCGCCCGGGCTGGTACGC 

GGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 

CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAG 

ATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACA 

TGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTT 

AAAAGAGTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAA 

GCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGAACAT 

CAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCATTAAG 

GATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAATGGC 

CCTCACCAGAACCCAGCCATGTGGTCAGCCTGATCTCGGACTTCACAGCC 

AGCAGAACTGTGAGAATTAAATCT 

>Sequence 370 

CAGCCATTTTATGATAAGGCCACGGTTGGGCCGGTTTAAAACAAGGGGGT 

CCCCCGGCGTGGGGAAGATTTTATTAAGCCTTTTTTGTACCCGCCGCCTC 

CAGGGGGGGGGGCCCGGCCCCCCCCTTTTGTTCCTTTTTTTAGGGGGGGA 

AAATGGCCCCCCGGGGGGAAAAAGGGAGAAAAGGTTTTTTGTGTGGAAAA 

AGGGTTTCCCCTTCAAATTTTCACAAAAAAAAAAAGCGGGGGGGG 

>Sequcnce371 

GGACGCGGAGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGAT 

TATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGTGAGTG 

GCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGGAGAGA 

AGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTT 

TCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGT 

CTTTA I I I I I I 1 C ATCCCA ACTTCTTTCTTGCAC ATTTTTCTTCTAGCTA 

TATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATC 

TTTTTCCACTTCACTTTGTCTGCANAGAAATCTACCTGGACAGAATAGCA 

TC 1 " l ' I ' 1 ' 1 ' 1 ' 1 1 ' 1 CCCCCTG ACCCTTG GC ATTTCCTCTTCCTCC A ACTTCTG 

CCTGATCCTAGGATGGACTCTCTCATCCCTCATTCTCTATCATTAGCTCT 

CAGGCTGG 

>Sequence 372 

TGGACGATGATTGAGCTCACCGAGCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAAG 

TCCGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCAT 

CGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAG 

ACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAG 

TCAACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGAA 

ATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTG 

GAGTACCT 

>Sequencc 373 

TGAGATGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAAT 

GGAAAGCCTGGAGAAAGAGGATGAAATGACGGATGAAGCAGTTGGAGACT 

CTGCTGAGAAGCCTCCITCTACTTTTGCCTCACCTGAGACTGCTCCAGAA 

GTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACGAACCCTTCAAT 

CAAGAAAAGACCTTrGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGGA 

CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

>Sequence 374 

TGAGATGGTCACGGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTC 

CTTGTGAATCTCCTCACGGAGGCACTTGCGAGAGTTAATGGGCAGATGGA 

AGGAGATGGCAAGGACCAATCTGGGGCCGAGCAGGAACAAAAGCAGCAAC 

GCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAGACAAACCAGACAT 

GGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTGTAA 

AATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGA 

TCATAGGAGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAG 

TGGGACAGGATATGGAGGTGGAAGACAGTGACATGGATGATCCGGACCCT 

TTGTAGGTCTAGGCTAACGGGGGTGTTTGTGTCTTAGCTTTTAACAAAAA 
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AGGTTAAAAAGTTAAAAAAAAAATAATAAAAANTAAATTNTAGGTACCTG 

GCCCGGGCGGCCGCTCTAAACTTGGGGAATCCCCGG 

>Sequence375 

GATGCCCCCGGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCC 

TAGGAATCATTTTACTGGAAATGTTCTCAGGAATGAAACTGAAACATACA 

GTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACAT 

ATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAA 

GAGACCTTATCAAAAGCATGCTTCATGATGATCCAAG CAGA AGAATTCCT 

GCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCA 

TATTGAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATG 

TGCTGGATGATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGT 

AGAAGATGTAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTA 

CTTGGTCCAAAGGAAAATCCTGGCAGAGGAACAGTCTTTGTTGAGTATGC 

AAAGGCTGGGGATTCAAAGTTGCGCAGAA 

>Sequence 376 

CACATCTTATAATTATTTATTTTCACTACTTATTAT TCTAAT TTATACAC 

A ATCTTTCTT ATTTATTATTCTTTTCTATTTATTTAC 1 Till ! AT A CT AC 

TTTTTTTCAATTITGAGATGGAATCCCCGCGGCGCTGCCTTGTTCTTTTA 

CTGCCCAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGG 

GATGAGGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCT 

AAGGTGTTCTTCCTACCTAGCCTAGTTTTTTTCTACCAACCTAGTTCACC 

TAGTITCCTGCCTAACCTCGTTAGATATCACTCTTCGCTGCTTCAAGAAT 

ACTAAAGCAACACTCCTGATATtAACCTACTACTCAGTJTTGTGTGGCAA 

AACAGAGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAA 

GTTTAGCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGAC 

AGAATTTGTTATTCTTAAACCATTACTGTTTGTTAGTGAGAGGGCAGATG 

TTAAAGTAGCTCATTGACGTTACCCCCTTTTTTGAGTAAAGGGAAAAGGA 

GGTAAGATTCCCCCAGGTCTTTGTGGGCCCAGTAATTTTGGCTTGGAATT 

>Sequence 377 

TGTATGCGTGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGT 

GCTGTGTATGAAGAGGCAGTGAAGACTCTGCCAACAGAGGCCATGTGGAA 

GTGTrACATCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTG 

GGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGT 

TTCGTTGCTGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAG 

CTGGAACrGAATTGTTTAGAGACTTTGGTACAATGTGGAAAT TGAAGCT G 

AAGGTGTTGATCCG AGTAAAAGGAGCCCTGGCAATACCATGC 1111 1 1 1 G 

AGAAAATTTITITGCCCCCTGAAACCCCAAGTTTGTTTGCCATTGTGGGA 

TTTTCTGGGCAGAGTGGAGTGAAGGGTCCCAAAAGCCCAGAAGACACTGT 

TG 

>Sequence706 

ggtacgagtaaattttcattacctttaatraggcaatgtttcttagataa 

ccataaaactgcaaaagcaatttttaaaaatgataaataggacttcatca 

aaaagtaaacgcttcaaaagatactactgagaaagtcacagaataggaga 

aaaatctgatgagactttatgtctagagtaatgaattcttgttaacgaat 

aaccaacccccttttaaaaatgggcaaaagatttgaataaacatttcact 

acagacaataaacaaatggccttaagcacaagagatgctcaacatcagta 

attattagggaaatgccaatcaaaactacaacgagataccctatatccac 

tagtatggctataataaaaaagagtaacaaacgttgaggaggatatggag 

aaactcgagccctggtcaggtgtggtggatcacacctgtaattccaacac 

tttgggaagctgaggcaggcagactacttcactGaacccaggagttcaag 

agtaacctgggcaacaccgcgaaaccceatttctacaaaaaattcaaaaa 

ttaatcacgcttggtggtggtgcccgcctataatccaacttcttaggagg 

ctaagatgggaggattggttgaacccaggcaggtggagggtggagtgaac 

caagaaaaaaccggtggacctttacccgggtgaccgagtgggaccctact 

tcaaacaaaaccgaactactggggccctataaaactggccgtttcttaaa 
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CATAATTTACCCTTGGT 
>Sequence707 

ggtacccatatccaaggcttattck:aacttttagtcttgcccctgctact 

tacacagtccagaatcacttggtgagcattccagtaggacggtggcattt 

taggattcagaatattaacctataaacctgtcatttgattcttgattatt 

AATGTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAAT 

ATATITGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAAT 

ATTACACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATC 

CCTTACCCACCCTTCTTCCCAATGAAGATCTTATGCATACCTTCACTGGA 

AGGTTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTC 

TCTGTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCA 

TTGTACCTGCCCGGGCGGCCGCTCAAAGGG 

>Sequence 708 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTAT AAAC TCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATT ATATA GTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTA GAGTT TATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCATCCTTTCAAAGGGTATTGGTGGCAC 

TTCAAAGATCATGAAGAGCAAGGTAAGT AGAAC ATCCATACCCTCCTAAA 

CACTTTTGGACCTCTGAAAATGAGCTTGTTTTTTAGGAAAATGGCTGGGG 

ACTTTCTAAGGGGTTCACTTTTTCATGGATGATGCTTTGTTGAACTGAAA 

TCATGGAATAGAAGTGGAATAATACTTTACATAGGACAT 

>Sequence 709 

GGTACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGA 

CTAATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATA 

CTAAAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAAC 

ATAAACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGT 

GTGGGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACT 

TCCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACAT 

GTTTTAT 

>Scquence 710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 

TCTCCAGTACC 

> Sequence 711 

A CIT1T1 11 1 1 1 HI 1 1 111111 111 1 1 1 1 G ATAGCC ATATACCAAATAA 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCTTAATTTTAGAATATCTCTGATTTCCT 

AATTTTXn'GATTGACATCTTTTGGTAGA lTATC GTGTTTTTACTTTATGT 

TATTGACTGATCCTTTAGAATGA'lJ^'lCri'l l'lGTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACITTGATTCACTTCCAAGGATT 

>Sequence712 

GGTACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTG 

TGATTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAGAT 

TAAATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAA 

GTCATATATCTTTGTTAAATTTCTGTATGTTCTTTTTTGTATAAAGATGG 

AGAGAAAGGATGGAGTGATACTAAGGAGCCTAATAACATCTCTGTTCAAA 
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TTAATTACTAAGTOATAGAAGTATTCATATGCCATTAAAGATTTGCCAAT 
TCTATTTG 

>Sequence713 

ACTGACACAAGGACTCCAGGCCACACATATCTTCriTGAAAGCCCTTTTCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGAATTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTC AACG GACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGGC 

>Sequence 714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACA 

TTAATCAACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCA 

GAGTATAAATTTAAATGAAAAACCCAGACCACAGAACAAAAACAGAAATA 

CCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACAGTGACAG 

AATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCAC 

CAATTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACT 

CAAC 

>Sequence 715 

GGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATT 

TGAAAACCATGAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGT 

GGTTAGTTAACATGTTGACCATTTCAAAGCAAAATAAGTCTTTGATGTTT 

TATACTATTCATAGCAAGA 

> Sequence 716 

ACAGTGGTGTGATCTTGGCTCATTGCAACCTCCACCTCCTGGATTCAAGC 

GATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCACCTGCCA 

CCATGCCCCGTGAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTG 

TTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCG 

GCCTCCTAAAGTGTTGGGATTATGGGCGTGAGCCACCATGCCCACCTCCT 

GGGTCATTCTTCTGGATATTACCAGGCATTTTTATGCTGATCTAAGTGAA 

AACCTGGATA I 11111 1 1 C TCCAAAGTTATTTCTTAGTTCTACCTATG AC 

ATGAGGGTGATCTTTATAAnil 1 ITTl GTTTTC ACTG AAG A A ATAAAAC 

ATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGCA GTTG GGACT 

GGATTTTTCGGGTTTG7TTTACCTACAGCCTGGTTCTGTCCACCTTTCTG 

AGGATTTTGTTTCGCCCTTTGTTG GTCACCA TGAGCATTTCTTATGGGAA 

TATTTGTG A AAG A AA A A AAC ACC' mTTTI A A AC ACCCC AGTTCATGTTA 

TTAACAAGCAGAATTCACCTTAACGGCTGTACCTTGGTCGGGAACACACT 

TAGGGC 

>Sequence717 

GGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACA 

GATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTG 

GTGGCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTC 

CACCCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATC 

ACCACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAA 

GACTATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACA 

CTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTG 

AAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAA 

CAACCATGTGAGTGACCCCGGAAAGAATTTTTCAGTCCCAGTCAAACACT 

GAGATAACGGCAACCTCAGGTGACAGCTTACCTGCAACCTGATA AAGA CA 

CCCITGGCCCGAACCATAGGAACCATTTCTACCCAAATTCCTGATCTTTA 

GGACCTTCTTAGATAATAAATATTTGTTTAAGCATGGTTAATTTGTGGCA 

ATGTGCTATATAACCAATAAATAATACATGGCGGATAGAAATTTCTTTTC 

CTTTGGACCAACCGCAAAGTAACCCITTTrTTCCTTTACAGCCAATTTCC 

TTTGGCTAAATACTGTACAAAAGAAGTTCCCGAAATATGAAGGATGGGGG 

CAGGTTTTGC 

>Sequence718 

CCCTTAGCGTGGTCGGTTTCGGGTATTTGGGGCGGGATAAACATGGCGAC 
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GTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCG 

GGAAGCATCAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTT 

GAACACGACAGGCGGAGGTTGCAGTGTGACGAGATTGCACCATTGCACTC 

CAGTCTGGGCGACAAGAGGGAAACTCCATCTGA AAAAA AGGAGAAATTCT 

TTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATTTT CCAA CTATGT 

ATGCATCACAGCTATTCITTTTCTGAGTTATAGCTACAGTTTTCCTACTG 

TTGTCTTCATGCCATTTCATTTCACATGGT 

>Sequence7I9 

ACTTNNNTTTTA 1-1'i ri-l 1 1 1 I I I 1 1 NGGAGACAGGGTCTCGCTCTATCA 

CCTAGACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACC 

CCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGTGC 

GCACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACATTA 

AGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAGCT 

TACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAAC 

TTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCA TAGCTAA CTAC 

A A ATTAC ATATAC A ATGCC A A A A ATATTC AA A A ATA AC A r II T 11 GC ACC 

TTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAGAA 

TCTCCTCATCACATACTTTCAAATATCTTCCCTTTACTTTCAATGAAATT 

GTACGCGGGATTCTATGGTAATGATGACTTGCCAATG TTCCAG GTGGTTT 

CTTAGCTAAAACTAGAGAATGCCCCTAACTTAGATGG TTTTTTG AAGGCT 

ATTAC A ATATGGTATTTGGTTTG A ACCCCCTTTA A AGC 11111 1 ACCAAT 

TTTTCTTTTAACCCCTTGGGGGGGGGGGACCCCAAAAAAAAAAAAAGGGC 

CTTTGTTTTACACCCCCTTTTCGGGGGGCCCCCCCCCCGGGAAAAAAACC 

CCCACAACCGCCCGCC 

>Sequence 720 

GGTACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTA 

GAAATGTATTCAGTAAAAAATCTCTTTANTTCAACTATCCTCTTGATTCA 

GGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAA GTTTAG GAGA 

TAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTAATA G 1 1 1 1 1 iGG 

TCATGTATTCAGTTTACCAGCCTTGAAGATATTTGTAGGAAATTTTAAAA 

GTTTCTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGA 

ATTGAACTTTCTTCACAGCACACTGAAAAATATCTTCTATAGC ATTAAT C 

AGATCACAGAATGCATATTTAAACAAAAATTTGACTAATTTAAl 1 1 1 lAT 

TTATTTA ITT 11 1 1 1C TGAGACCGAGTCTGGCTCTGTCGCCCANGCCTGA 

GTGCAATGGCNGGATCTCAGCTCATTGCAACNCTNCGCCTCCTGGTTCAA 

GCCATTCTTCCCGCCTTGCCTTCTAAAGTGCTTGGATTGCAAGCCTTTTG 

CAACCTGCCTGGCCCCAGAAAAACTGGTTTTTGAATGTT GGGTTGTT TGG 

GGG 1 T TT T I'l l 1 1 CCCTAAAA GCTTAAAATT TCCCTTTG G 1 I I 1 1 11 1CA 

AAAAAAAAAAAAAATTACCCI Til 1 1 1 1 1 lACCCCTCC Cl 1 1 1 umiA 

AAGGGGAAAAAATTTCCCCCAAAAAAAAATAAAGGGGTTTTATTTGTTGT 

GGAAAG 

>Sequence721 

ACCCTTGAGCGGCCGCCCGGGCATGT ACGCG GGGTTAACTATGTTTTCTT 

TAACAGAAAGTTCTGTTTTTGTGATCCnTTTAAAAATAAAGCTTCACGGA 

AGGATGAGAATAGTATTTTrCAACTTTAAATTTCTCATTACCAGAAGACC 

ATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCC 

TAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCG TGAGC AGTATATTAT 

TACCTAT C1 1 11 1 1 1 A TTGTGTGTGTGTGTGTGTGTGTTTTAAACTAATT 

GGCTGAAATATCTGCCTGTTrCCCTCTTTACATTTrTOT 

TTATTTATCrTTGTCCATCTTGAGATCTACTGTAAAGTGAAl 1 1 1 1 1 AAT 

GAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAA 

TTGAGAGGCCAACAGGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGA 

GCCTATGATGTCAGTTTTrCCCAAAGGGAACAAGGACAGAAGGGATTTGT 

TCATTTTTACATCTCGGTTCrGTAATACCACCTTTGACtTCATGGTTGAT 

CAGAATTTGAAGTCTAAACCGAACGTAAGCACTTGGGGGTATC GAATTT T 

AATACCTACCAC AGTTAGG AC AA 1111 1 1 1 ICAAAGGGCCATTAnii TT 
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TGGGGCAACCCTGGGGGGGGGGGGGGCCTTTTTTTGGAAAACTTTGGGGG 
ATATATTCTITI 1 1 1 1 CCCCCCCCCTTTTATAAAAA AAAA 
>Sequence 722 

CCCTTAGCGTTTTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTC 

ATGCTTCCCAGTTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAA 

GGTAACTTTTTCCTTTCATTACTTTACAGAAATACTGTCAAGTCCAATAG 

AGAGCACAGACTTGGGAGGCGGATTGGGTGGGTTTGAATC TCTGC TCTGC 

CACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGCT 

CAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCT 

GTAATGGGCAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTT 

TATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCCACAGACAAT 

ATGTAAATGAAAAAGTGTGTCTCTGTTCCAATAAAACTTTATTTTCAAAA 

ACCAGCTGGCTTGTCACATCTGGCCTATGGGCCATAGTTTGCCCATCTCT 

AATGTAAAGAAAGGACTTTAGCCCAAAGCCACAACTTGCATAGTAATGCC 

TTAAAAAATGTTAACATCTTTACTGTTATTAATATTACTACTGCATCTAT 

TACAGTAGCAATTGAGTAATGAATACATGAATGTTATAATGGTAAATTAC 

TAACCTTTTAAAAATATTAAGCATTGGCATATTTTAATACTTTAAATCTT 

TTAGGAAGATAGTTACCCTGCAT 

>Sequence 723 

GGTACTTACTTTGTTGCTCTTTTTCTAAGTTTTAAAGATGGATGCCAATC 

TCAGGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCT 

AATTACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTA 

TCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTGATCCCTG TGTA 

ATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTG 

TTTTTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAGAGAATATGGT 

TTATTTTAGTCGCTTGAAATTTAAGATCTGCTTAATGGCAAAATGGATGG 

TCAGGTTTTTGTAATGGTTGCCAGTAAGCTTGCGAAACATATGTACCTGC 

CCGGGCGGCCGATTGAAAGGGCTATTTCCCA 

>Sequence 724 

CCCTTTCGAGCGGCCGTTCTGGCAGGTACTCCTCAGCTTGTGCTGCCCTT 

CTCGAATGACTCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCT 

CCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAATCTTA 

TTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGT 

GTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCAC 

AGTGGAGTTACTGTTCATCATGGGGGTACC 

>Sequcnce 725 

GGTACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAA 

TTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTAT 

CATTTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGA 

CTTTTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAG 

CTTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAA 

ATCAACTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTT 

TACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTT 

CACTTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACAT 

TATAACCCATTACACATTATTTTCAACTCAATGCAA GTCAA ACAAAGGTT 

TCACAAAATAACCTTACTATGTGCAATACACTGGTATTTTCTATTCTACT 

CAGAATTTTTTAAATACCTATCATGAACCATTAAATTGTCTTACCACTAA 

TGGAGTGACAATACX^CAGATTGAAAAACTGGATTAAGAAGTAGl 1 1 1 lA A 

ACCCATAATGGTTATTTGGCATTACTTAGGCAAAAATATTTCTCGCPR^- 

ATAAATTCTTACCTTTTTAAGCAAAACCTTTTTTAAACCAATTAAAATTT 

TAATGAAGGGCCATTTGACCGGTNAATATTTATTAGGGGTAAAAAAACCC 

AAAATTCKjCCTAAAAAACCTTCAACACATTCCATAATGGAAGAATGTGGC 

GAAATAAATGTAAA 

>Sequence 726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 
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AAGGTATATGTGAAAAACCTTAAAAAAAATCTAT TTCAT TACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCAC ATTTG GA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATNGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGTGACAAGTGCCCGCGTACCTTGGCCGGGAACACGCTAAGGG 

>Sequence 727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATGAAGGTCTGAATGAAGAAGTCTTACTTTTATAAAGGAATTTTC 

CCCTCCTCACCAAATCCAAGTTTAAATGTTGATATCTCTGTTGCAAAAGG 

ATGATAAATAAATGGGTCCCTTGGTTAGTAGTGGGTGTATGGGTGTGGGT 

AATAAGGTATTGAATGTACATTTAATACTCCTTCTCATTCTATACTGGAT 

CTATCTTGGAAATGATGCATTTTTCATGTTTAACATCACTTCCTAATCCG 

ATATTTTTGTCTCTTAACTATTATAATATTCTTGC GTTA TATAAATTATA 

TATTACTCTAATCGCTTGCTTCTTTCACTCTACTATTTTATCATCAACAT 

ACTATTCCGGTCTTCTGCTCTTACAACATGTAATTATTTCTCTACTGCTC 

GCTACACGACTGAACTTAACCAATATATCACTGTCTAGAAACTTCCAGCT 

TATCA 
>Sequence 728 

GGTACTTTN 111 1 11 11 1 1 11 1 11 1 1 1 1 1 1 GGTAGAGACGGGACCTCACT 

GTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCTGCC 

TTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTA 

TGAAAAGTATTTAAAAGAATCTTCCAAAGGAGGAC AGCAG AAATGAAAAT 

AAAGTAAGTTCAAACTAGAATCCTTGACACAACTGGTTTTATTCCCAATG 

CCTCTTAAAAAGAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGT 

GTGATGCACCGTGACTTGTTATTCAAGATGTAGTCCAGTGTTCCATCTAT 

CACGTnTATACCTTTCGAAAAAAAAAAAAAACCGAAACCACAACCACAA 

CAAAAATTATTCCAATTAATGGGATTCACAGCAACCTGGATGGGACTGGA 

GACTATATTCTAAGGGAAGTAACTTAAGAATGGAAAACCAAACATATGTT 

CTCGCTCCTTAGTGCGAGCACTTATGAAGATTCCAAAGGCCTAAAAATTG 

ACACAATGGACTTTCGGGAACTCGGGGAAAAAGGGGGGGGAAGAGGGATT 

AAAGATAAAAAACATCCTAACTTGGGTTCACGGTACCCTGCCCGGGCCGC 

CCGTTCTAAAGGGGAAATTTCAGACAACTTTGGCGGCGCGTACTTATGGA 

ACCCCAGCTTGGTACCACAGCTGTGGTGTAATCATGAGCATAACCTGTTT 

CTCTGGTAGAAATATTAATCCGTCTACAATTCTCCACAAAATTTCAGATC 

CGAAGCTTAAAAGGTAACCCCTGGGGGCCCTAAGAGAGAGCCAATCCG 

> Sequence 729 

CCCTTTCGTTCTGCCGCCCGGGCAGGTACTTATCAGGATGAAATCAGAAT 

CACAGTTGGCCITTTGCCATAAGGGAAGGGTATTTGG AGAA GAGTCAACC 

ACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTGGCTT 

TATGCCTCCTGTTTCCCCTGGCTGAGTAACrGCAGGCATTAGGTTCCTCT 

ACACACGATATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGOCAACA 

CTXXJCCTTCTTTCCTCCTGAGCACTAAAATCCTAAACATGCAACITAAAA 

AAAAATTCTAAATGTGAACACCACCTTTCAATAATTTATATTAATGTATC 

ATCCCACCCTTTTTTCCITCTCTTTCAACGCCCTTCTTTCTACCCAA^ 

CCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTAT 

TGCTAAAGGAATGGATAAATTGTTGTACCTCGGCCGCGACCACGCTTAGG 

O 

>Sequence 730 
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ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTAT TTCAT TACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCAC ATTTG GA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCGTACC 

>Sequence 73 1 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTA TTCTTAA TTTT 

TTCTATA ATATTGCTTGTA ATCTTTAG AGTTATGGTTTCA I " 1 ' 1 1 1 1GACT 

ATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCA 

TAATTTTTTAATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTACAGAATAATAAATTAATCAGAATAGGAAG 

ACCCTTAAAAGATCTTTCTCATGAGTTCAGATTTCCCAGATAATAATTAC t 

AGAAATTTCATTTGTACCTTGGCCGCGACCACGCTA 

>Sequence 732 

GGTACTTTTTCTTTC T1 ' I ' ll I 1 H 1 1 i 1 1 1 1 1 G AGATGG AGTCTCGCTGT 

GTTGCCCAGGCCGGAGTGCAGTGGCACAATCTCGGTCACTGCAAACTCGG 

CCTCCTGGGTTCATGCCATTCTGCCTCAGCCTCCCA AGTAGCT GGGACTA 

C AGGTGCCCGCC ACC A AGCCC AGCTA ATTTTTTTC 1 TTTm 1 GTATTTT 

TAGTAGATACGGGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTG 

ACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCG 

TGAGCCACCACACCCAGCCTATTCCTTTACITTCTTAAACTTTCTTTCAC 

TTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAAC 

CCTTTTTTGAGGTCTGGATCGGGACCCCTTTCCTGTAACACGACTGTATC 

CCCTTGGCAGACATATGAATCTGCACCCCCGCTTGGTCTCCAATATCCAG 

GGATGAACAAGGGAGGAAACCAGGGAAAATGCTTA CTGAG GCATCTTTTA 

TGAGCAGTCACCATGCTAGGCTCTTTACTAACATTGCTTTTTGCACTGTT 

CACAACAAGTCCTGGATATCTTCAATTAGAAATGTGAAAACTGAA TTCCC 

GATGAAAAGCCCCCACTGCTTTTGACTGGCGTGGCTTATATCGGGCTTTT 

GACCAAGATGGACTGAATGCCATCTTGTGTCAGAGGGACTTAGACATTTG 

AGGGAAGTT 

>Sequence 733 

GGTACAAAACTATGTGAGAACGTATACTACTT CTCGG CCACAACTACTAT 

TTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCAT 

TCAGTTCTGTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAA 

CTAATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGT 

AAGACTACTGTAACTTGTATAAAATTAACTTGAAAAA TTCA CTCACTCCA 

ATAAAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 

CTCTATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTT 

TAGTTTGCAGCATCTTGT 

>Sequence 734 

CCTTTCGTGTGGACGCCCTTTCAGGTACTTTCTCTGAATTTCATTAGCTA 

CATTAAAAAAAGAAAAGATCAAATGCAATAGATAGCACKJIAATAGATTT 

TGCTACATTAAAAAAAATCCATTTGAATACACAGTGAACTAAAACACCAG 

AGTGGCTAAAAAGTCCCTTCATGCATATTTACTTAGCAGAGAGCTCTTGA 

GAAAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACTTCTCT 

AGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCC 

TAAAACAACTCCACATAAAANAACAAAAATCTATCTAATTGGACATTTAC 

CTTTTTGGAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAAAAA 

GTACC 
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>Sequencc 735 

A CTTTTTTT1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTCACAG ACACAGGCTGGG A ATTTCC 

CAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGA CCTGT CCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACITTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCATGTACGCGGGGAAGCTCTGTTTGGTGCTTTG 

GATCCATTTCCATCGGGCCTTACAGCCCGTCGGTAGACTCCAGCAGCCAA 

GAATGGTGAAACACTAACGAGAGACAGATTGGTTTTTAAGAAACCCTTGG 

ACGCCTTGCAGGGATAAACCTGGAGTTAGTTGACTTTTCACCCCCGGGGG 

TGGGGCCTCGGAAAAAGAACAAGCCCTTTTTTCATTTCCCTTCTTGAAAA 

GATTTCCAACGGGATTTTCTCTGAATAAATGTGGATGACTGCCCGGATGT 

TGCTTCAAAGGGGAAAAA 

>Sequence 736 

ACTTGTCTGCTTCAATAAAATTTGTCTTTGATTTCACTGGTGGAAGGGTG 

CTTGATCCAGCTTTTGCTTCTCCATGAGGAGGACTCTGTTTTTCAGTTTC 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGA 

ACTTCTACAAAAAGTTGGAAAGAATGCAAATTTAATAAAAATTAGATGCT 

AAAATTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 

ATGAATAGGTACC 

>Sequence 737 

GGTACTTNNTTTTTTTTTTTTTT1 11111 1 GTTTTG AAAACCCTTTATTC 

GGTTTCTCAGTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTC 

ATAGCAAACCGATCCCAGTCCTCACCTCATTGTGTGGTAGCCCAGCAGCA 

GAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGAT 

GGCCGAAATGCCAGTCTGAATCATTTCCTCTGGGTAGATTCCACATTGAG 

GGTTGATTGGCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGT 

TGCCGCATTATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAA 

AGAAAAAGCACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAA 

AAAAAATCAGTTATTTTTCAAATATC 

ACTCTTTTGGAGACTCACAAAACATTGGGTAATAGAATTCAAGTTCCCTA 

AGTGAAGATAAAGATATAGCAAATATGAAAGAAAGC CTAAT TTCAAATTC 

ATGGTGTTACCATATACATTTCAGAAATATTCCAGATATTTTACACGATC 

TTAAGATATTAATACCTAAAATTTTACGATAATTTCTAAGAAAATCTTAT 

TTAAGTATAAAATAATTTATTACCTATGGGACGTGTGGCCTATTAACTTT 

AAGGGAATCACAAAAAACACTTTTTATTTGGCAAAGGACCTTGCCCGGGG 

GGCCGTTAAAAAGGGCG 

>Sequcnce 738 

GGTACTATCTGCTCTGAATTAAAATTTAGAACAAAAATC ACCTG CCGTGC 
CACTACACATCKJACATAATCA^ 

GTTACTTTTCCAATTATTTTTACATATACAAATATTTTCTTGGTAGAAGA 

ACAAAAGTGGCACTATTCATTGTGTAGlU'll^l'rGTAACTTATATTTTAC 

CCTAAGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATT 

CTAAATAATGCCTAGGCTGCCATGAGTCTTTTCTCC TTCT 

TCAGCATTCTTTTATATATATCTTTCAGC^ 

GAATAAATTTCTAAAGTTCGCTGGATCGAAAAGATTCAGGGATTTTTAGT 
GTTCTTTCAATTTGGCAAAGTATllTrCAGA^ 

TGAATAAACAAATTCT1T1 1 1 ATGTTGCATTTAAAATCTACCTCCTTGTA 
GCATATGCAGGGAAAATGAATTATTTGGTCAACATGCTTTCAAATACTTG 
AAGAATGTCTATTTTTCrTTATGACTATTCTGTGTTCTGGACT 
TATTTTCCCATGATTTACATTGGAAGGTGGTGATTCAAGCTCAATGCATT 
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AATTGCTTCTCCGAGGTTTTTAATAATAGATGAAGTGGTTAGCTTCTAAA 
TAAAGGATATTGTAGGTGGAATGTATAATATGGCCTAAGCCCGACAACTT 
CCCTTGGTTTGT 
>Sequence 739 

CCCTTAGCGGCCGCCCGGGCAGGTACACAGTTTCCTTCTTCGAAACAATC 

CAGAAGTAGGCTAGCAATGGTCACCCCTACATACTTCCGCACACATCTTT 

AAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAATGAATT 

TATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAA 

GTATCCTTCAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTG 

TTACATCTTTTTAGTTGTTATCCTTCAGAGTAAAACTGGCCTGCCCCTCT 

TTCTTTCTTTACAATATTGACTCCTTTGAGGAACCGGGGCTGGATGTGGA 

GCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCACAA 

ATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAA 

CAATAGATTACTCAAGTAGAGAACTGGGAAATTGTCCTTTGTCC ATTAC A 

ATAAA 1I 1 1 1 I I I GAAATCTAGAATTCCTTATGATTCATTGATTTCTTTT 

CTTTTTCTTTTTCCTTT1 1 1 I I 11 I I G A AAACAGTTTCACTTCGTTCCCC 

CGGCTGGAGTGCCATGGCACAATCTCGGTTAACTGGAGCCTTTACCCTCT 

GGGTTCAAAAGATTCTCCTTGTTCAACCTCCTGAATAGCTGGAATATAGG 

GCCTGGCACCTTGCCCGCTGATTTTTTTATTTTAGTAAAATAGGGTTTAC 

CAATGTGGCCAGCTGGGTTGAACTTTTGAC 

>Sequence 740 

ACATTGTCTGCATTTTGAGATTTTCCTATTATCTTTCTGGTGTTGATTTC 

TGTTTAATTATACTGTGATCTACAAGCAACACTGTATTATTTCCATTCTT 

TTAAATTTGTTAAGGTGTGTTTTATGCTCAGAATGTGGAGTGGACTATTT 

TGGTGAGTGTTCCATATGGACTTAGAAGAATGTGTTTTCTGCTGTTGTTA 

AATGAAGTAGTCTATGTATGTCAATTATTGTTTGATGATTGATGGTGTTG 

AAATCAGTTATGTCCTCACTGATTTTCTGCCTGCTGGATATGTCCATTTC 

CAATAAAGGTGTGTTAATCTCTATCTATAATAGTGGATTTATCTATTTCT 

CCCTGCAGTTCTATCAGGTTTTGCCTCATGTAGTTTGATGTTCTGTTAAA 

TGCATACACATTAAGGACTGTTAAGTATTCTTGGGGAATTGACCC 

>Sequence 74 1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 

GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGTCCTTCTCC 

CCTCACCTGGTTTGGATAGGAGGGCCCAGAAAGAAGTCAGGACAGACCAT 

GTGTGACTGTCCCTAACCCAAAGCAAGCTACCGTGCAGAACCCAACCCCA 

GGACAATAATCCCAGCCATGCCGGAACATGGGTTAGCTTGACCAGCACTC 

ATTACAACGATCCCAGCCTTTGTTTAAAGGTGCCAAAA TTAG TTTCAAAG 

CAATGTCTAACCTTCCCCACCTTTAACAGGAAAGAACATTTTGAATAATT 

ACCAAAAGAAGTCCATGGACCTTAGAACTGACCAAAAAAGCTTTATCCTC 

TAAACT 

>Sequcnce 742 

GGTACAGGTTTCCCTTGCCTCAACITCTCATCCTGGGTGATGAGACTGTT 

ACTTTCCITCTTGTATAAAGAGGGCAACnTTCATGTAGAAATTTTACCTC 

CTACTTTTAAGAAAAAGGAAAATCAGAGTGCTTTSKKGGAAAATCAGAGT 

G IT 1 ' I ' l C TTGC ATCTGCTATTTTTC AAGTGTCTrTAACTC AAAAAAATCA 

ATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGG 

AAAGATAGAAAGCAAAAGCAAAATAATAGGTTTAAAACTAAAAATATCCA 

GGTGCGGTGGCTCACGCCTATAATCCCAGCACCTTGGGAGACTGAGGTGG 

GCAGATCATGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATAGTGAAA 

CCCTGTCTCTACTAAAAATACAAAAATTAGCCAGACATGGTGGCGGGCAC 
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CTGTAATGCCAGCTACTCAAAAAGGCTGAGGCAGGAAAATGGGTTGAACC 

CCAGAAGCAGAGGGTGCAATGAACCCAAAACATCGCATTGACTTCAGCCT 

TGGCAACAGAACCCGACTCTGTTTCAAAAAAAGGAAAAAAAAGGAAAAAA 

AAGTCCCTGCCCGGCGGCCGT 

>Sequence 743 

ACTCCTCCTTGGCAGCATCAATGAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAACCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGCANAAGT 

>Sequence 744 

GGTACGCGGGTG I I I I I H 1 1 GGGTAATTTTCTTG AGTTAGAA ATGTAGT 

TAGAACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAG 

ATATTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGT 

TTAGACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATAA GACTCG G 

TGTTC ATTTATCTTTTTAA ATTA A ACC AC A ACA A ATATATG AG 1 II l lAA 

CCATTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCT 

AGTTTTAAATAATAA 

>Sequence 745 

GGTAce ri rn i rnn 1 1 1 1 1 1 1 n i cgtcaaagtcactattt gggc cc 

TAACATAATNCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAAC 

ATAACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCAT 

CTAGATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCT 

TAAAAGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGT 

GGTGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATT 

TTTTAGTTTTCTG 

>Sequence 746 

GGTACTTTTTTTTTTTTTTTI 1111 1 AGTTAAAATGCTTTACCTCAATGG 

TTGAGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTATTATAAT 

AATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATA 

AACATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCA CTCA 

TTGTCGTTAAGTAAGTAAAGCTTTTTATATTTAGGTAAGAACTGATTTTA 

TTTTTTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCC 

ACATTTTAGTTCAACTT 

>Sequence747 

ACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 

GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 

CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTT 

ATATATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGA GGCA TTG 

TCTGATGTGTTTATGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCC 

TTTCTTTGCTGAATTAGAAGGGGTTACTCTGAAGAGTCCAGGTCTTACAG 

TGTGGTTT 

>Sequencc748 ■ 

CCCTTGAGCGGCCGCCCGGGCAGGTA Cll 1 M il 1 111111111111111 

TTrrrn 1 1 1 1 c attcaag aaagataattttacacttattctttgaaaga 

aaaattctatggaa 1 1 1 icl 1c 1 1 1 ctaattaaattccaaaatacattctc 

tcaaccctatgccctcatactagtaacttgatggttagcgggtaagtagg 

tagtagtaaaagagcaaaaggggaaatttee2€agcaaaaaagggagaaa 

aagaaaaaaagggacccttctagtttcctaatagaaaagctagagaattc 

cattcctgaaaattaaagatattt 

>Scquence749 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 
CTATACTATTATAGAATCTGATAAACCTTACATTATTAA ATTGAT TATAA 
AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 
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TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>Sequence 750 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 

TGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCT 

ATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCC 

CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTC 

CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATA 

>Sequence 75 1 

GGTACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTG 

TGTGTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCT 

ATTCTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCC 

CAATACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACT 

ATTATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTC 

CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

ATAGATACCTGACCC 

>Sequence 752 

GGTAC1 11 1 HI 111 1 1 1 11 II I 1 1 1 11 1 GGGAGCCATGGCAATC i nil 

ACACTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATC 

TTTTTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATT 

TACCCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAG 

TACTTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGT 

GGTAAGGATGGTATTGAACACGTTTACGTCTGTCCCCTTTCTCCTTTCTC 

CTGCTTCATACAAGG 

>Sequence 753 

GGTAc rn T i 1 1 1 1 1 1 1 1 ni l 1 m m i ggtattatataaaataataa 

TGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTG 

ACATATTTTTCCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCC 

CCAAATTGTTGGACTTTTTTAAACAATTCACACTGACTGGCAGTCTTCAC 

CTTTAAATAGTTGAGTTCCATCCCTTTAAAATCA TTTAAA A ACATG ATTT 

TTAAATTTATCTCCATTACCTTATTTTGTGTTTAC 11 1 1 11 ACTTTTATT 

TATTTCCTC 

>Sequence 754 

GGTAC I1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GGTGGGGAGCTGTATTTATTTCCCAGG 

GCTGTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATT 

TATTCTCTCTAGAGAAGAACGTTTTCTTGCCATTCCCTGGCTGCTGGTCA 

TTGCTGGCAGTCCrTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATT 

TCTGCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGG 

GTCTTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCT 

ACCCCAATCCN 

>Sequence 755 

GGTACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACTGTGCACAGGCCA 

AACCCAACrTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGG 

TGATAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAAT 

GGGGTGTTCITTTCTCCCCACAATCCTTTCCCATCTGCrGACAGTAGACT 

TAGCACCTCACAGATGCTTGGGCCTGGAAASGAAGCCATGAAAATGAAGC 

CCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGG 

GTT 

>Sequence 756 

GGTACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTTCAGAA 
AACAATTTACAAACTTTTTTTAAAGTATAAACATAGTGTATGCTTACTAT 
AAAAGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGG 
CTGCTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACA 
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AATACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTG 
AGGAGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTG 
G 

>Sequence 757 

GGTACTTC1 TTTI 1 111111 ITTTTl 1 1 AA ATGAGTAGGAAGAGATGGTA 

TCACAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTA 

TTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCAC 

AATATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGA 

AAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 

AAACTTGTCTACAATGATGTTTTTTCAGAAATGTTGGTGTGATTAGAACA 

AGTCAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCT 

TGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAA 

>Sequence 758 

GGTACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAA 

CATTTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGT 

TACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAG 

GTACGCGGGGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCC 

TGAAAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTT 

GGCCTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>Sequence 759 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATGTTTTTTTCTGTTTCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>Sequence 760 

GGTAC IT1 Til Til II 1 1 rnTTTI 1 1 I 1 1 A AAA AAATATCCTTAATTAG 

GTAAAAATTCTCCTTTAAATTAACTGAAAGTTTTTATGA AAAAAG GATGT 

TG AATGG ATTTG AATGCTCTTTTTGC ATCGGTGG A T ATA 1 ' l'l ' 1' 1 1 1AAAT 

TTTTC A AGCGGGTA ATTGGGTTATTTA ATGGGGGG' ITTTn 1 1 AAAGTTT 

AAGGGA 

>Sequence761 

GGTACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAA 

ATGTCTATCAAGAAAGCAAAGATAATCTAAACAGCAGCATATTCATAGGA 

TGACAAACTATTCAACCATTATAAAGAAAACCGAATCAAAAGCACTGGCT 

TATTAGACAAGAGTTTCCCAAACTA TCATGCT AAAACAGTAACAGCGAGC 

TTCCAAATTA ATGTTGCC rTTTTTI 111111 1 1 CCAAACTG A AAGGAGGG 

TGGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

>Sequence 762 

GCGCCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAA 

TTTTTAAGGAAAAAAATTATCATGGTTCTAATCTTACATGTTAACATTTC 

CTrGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATAATT 

CAATGAAGAAGAAAGTTTTGTCTGATTCTGAGGTATGTAATATTTCATTA 

TTATTACCATATTGATATTCTCTATATAAAAAAATTTACATATTGTAGTT 

TTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGTTAATT 

TAAAAAAAAAAAACAACTGA 

>Sequcnce 763 . . 

GGTACGCCTAAGGGAGAGCTGGGAACTCATCAAAGAGACAAAAAGATGCT 
TTTTTGCTCTGAAGGCATCGCTGTGGTGvjCTTGGTGCGCAAGTAAATATA 

gtrtgggggcccccgattgccatggactttggcrtttgtggtgggaacaa 

atggccatcaggtggacccaaccttgcacacatcccaaagacctggcact 

catcttggtatgaagggaggttaaaaataaaagtggttgaacatcctctt 

ggatgtgtttaggccaaccttggttacaagaccgctggaatattgtgttt 

taaaaggggggtaggttgggaatccaaaaa ccctt gggggacaaaataag 

tttcattccgtaacttgtrgagaaatttcaaattttattggttcccccaa 
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GTATTGAATTAAAAAAAAAACCCAAAAATTTGGGGGAAGAAAAAAAAGTT 
TTGGTTGGGGGGTTGGATTGTTTGGGGCAATTTACCGGAACCGGAAGTGC 

CC 

>Sequence 764 

CCCTTACCGGCCGCCCGGGCAGGTACGCGGGATTCATTTGAGTGGGAATC 

TCAAAGCAGTGGAGTAGGCAAAAAAAAGAACCTCTTCATTAAGGATTAAA 
ATGTATAGGCCAGCACGTGTAACTTCGACTTTAAAAAATTCTGAATCCCA 
TATTGTAGGTATGGTTTCAATTGGTCGTCGGCAGGGG GTAAGT GAATCCT 
TGGGCAGGTCAACCATAGCCTTCTAACTTTGTTTTAACrrri l'l AAGCCT 
TTTTGATCCAAAAAAATCTTTAACTTTTTATAAGGGAGCCAAG 1 1 1 1 1 iC 
AAACTTCCCTTAAAATGGTTTGAAATTATTAATTAGGTCCCAGGTTAAAA 
ATTTCCACCCAAGGCCTTCCACCAGGGGAAATACCCAGGGAACC'l 1 1 I iG 
AAAGTGGGAAAAAAAAATTTGGAAATTCTTCTTGGAATTAACCTTAAAAA 

ACCAATTTCAAAAAGGAAATTTCAAAAATT 
>Sequence 765 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTTGTTCCCTTGAT CTTTT TGTGTTTATTGC 

CTTATTTATTGGGGCCCTCTCATAATAGGTGGGTTTTCATCCTAT 

>Sequence766 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGTGGTTTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAG AATTT CACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTGTTCCCTTGATCTTTTTGTGTTTATGCCT 

TATTTATTGGGCCCTCTCATAGTTGGGGTTTTCATCTATCGGTACTCCTT 

TTCCTGTCCT 
>Sequence 767 

GGTACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAAC 

AAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATT 

TGCTAACTTTATCATGACTTTATTCnTAAAGCCTATCACTGGTCTGCTTT 

TATTAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAA 

GAAATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAA 

GTTGTGTAAAATCAGTATGAAAGTTCAAT GTTGCTGTTCTTGCTC AGTGA 

TTTTAAAG AAATTG AGTAGTTCCTATGTG A 1 ' 11 T 11 1111 1CTTTTCTAA 

ACTGG 

>Sequence768 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 

TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAACCGCAG 

AGGCTTGCTTGTTATCCACAATAGTTAATACCCAATAGTAATTAAATGGA 

TGTGGTATGGTTAGACACCAGTACAAAAAAGCAAGCGGGACGTTATTTAA 

ATAGGGCAAGAACACCACAATAAGCCACCACCAAAAGGCAAAAAGGCAAA 

AAAAGCACCGCCCAAGTAAATTGTTTGTTGGGATTGCCAGTTATTTCAAA 

GAATTTTTGTTCAATAATAAGAACAATTAAAAATTCCAGGTTAGAACCAC 

TTGTTAAATTAGGTTTTTTTGGGX^CCCTTCGGGCCCCGGCTGACACA 

CCGTCTTAAAGGGGGCGGAAATTTTCCCAAGCG 

>Sequence769 

actta 1 i ' ll 1 1 1 a ctaaggttttgttttggagacttgtttgaaataaagt 

gatcctcattcaggatttagaaacaaaagttatactccacatgctaggga 

ttaggaaggctaatgtgaactgatcaaaagtAtgaAttatggaatgcctt 

tagaataatcaacttttaggtaatttgatactgctataatttcaagctta 

gagaaaagttgtaagaatggcataaggaactcctatatatcctttatcta 



Page 122 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

344 

Table 2 



GATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTCTTTGTCTCATC 
CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGATAA 

>Sequence 770 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGGGGACCAACACACTCTGCAACTCTTTCTTCTGAGCCAGG 

CTCCCCTACTGTCTTTTCATTTATGTGAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCACCA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAG 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGTAGGTTTGGGGGAAAAGCTATATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 

CATGTTCACTTANGGGCAGGATTTTAGCATTAAAATGAGGTGGAATTTGG 

CTCTTTACATCAAAAAGTGAGCTATCAGACACAAAGGCGGTTTGTGCACA 

AGCTCTCCAAAGGACTNGAGGGCTACAACTGCTCATTTTGAAAGAAANTC 

TGTAAGACCAGCCTTGTCAACCAGATTAGGAGGCATCTGACAATTGCCTG 

ATAACTGTACCTCGGCGGGACACGCTA 

>Sequence771 

GGTACAAATAAAGTATTCCAAGGGTGCAGAATNGAAAAGGAAGGCAAACA 

ACTTGTTGACATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAAT 

CAGTATATTCTGGGAAAAACATTATAGAAGAATGAATAAATAAAATTCCA 

TTGAATTTGGAATATGTTGTCCATTCTTCCCTGTAACTAATGCTATCAAG 

ATAAAGTTAGAAATACCACATTTCAGAAACAGCTGGAAGTAGACAGGGTC 

TTCATAGGGCTAGCTTGGGAAACCTAAATAGCTATTAAATAAATGAAATT 

TTTAAGTTATTACTTCTGGGAATTCTAAACAAATGAAACACACCAGTGAA 

TCTTTTTTTGACCTTGGCTGC 

>Sequence 772 

GGTACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTT 

CTTGTTCCTTTGCCTACAAGAACATGTTTTCTGTTCCGCAAAGGAGAATA 

AGAAAAACAATGACCCCCTTCCATTCCCATAACCCAAAACTAAAACTTCC 

AGGGAGTTGAATTAGAAATCCACCCTGTGGGGCATTTTTTTCCCCCCAAA 

ACCCACCCCATTACTCTTGTAAGAATTCTGGATTAAGGCGGCTTCTTTAA 

AGAAAGCCCTACCAGGCTTCTTTCCCCCAATTACCCCTTATTCTGGAAAA 

AGCCAAGGGAAACCCCACTTGCTTTTTGGGTCCCAGGGAAAAACCAGGGC 

CATTTACAAAACCATTCCAGGAATGTTGGATTTTATTAAAAATGGGGCGC 

CACCAAATTTCTTAAAAAAAGGAAAAAACCCCAAAAAAAAATTAATAAA 

>Sequence 773 

GGTACTATCATCCCCCAAGGCCTTTTACAGTC TGAA ATATC AAAAT TGAA 
AGCAAAAATAGG ATGACC AAAGGAACTACTATTTTACCTTC 1 111 CAGG A 

acttctacaaatagttagaatactaaaatttccctttatgggaatcttca 
agggggggaatataaattgtgcccatgt ttggaaa gggggcatacagatg 
tatatggatgtaccaagggctcgggca1 11 11 1 1 1 cagagatggatgggg 
tttcattaacttgaaacaaggtaaggccagtgtcttccctttaaaaacca 
taggtcgtgtttaggcaacccca ggcc acccaatggaactaaggggccat 

GGCCTITITAAAAAACAAAAATTTTTTCTTATGGGAACCTTTAACCGCCC 
TTTCTTATGGGGGCCCCTGAATTTATGTTATAAATTGGCTTTAATTGAAG 
>Sequencc774 

acatatacattatgtaattaaaaagcgtgcatgtgtatgtattaaaaata 

ATCGTATATAAACAAATACAiWATATACAATAAAACACCTAAACGTCAGA 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCAGCGGGACGGTAATTAAT 

TAGGGCAGAACACACAAAAAGGCACCAACAAAAAGCCAAAAGCATAAAAA 

GGCATCGGCCAAGTAAATGGTTTGTGGGAATGGCAGTAATTCAAGGATTT 

TGGTCCATTATTAGAACATTAAAATTCCCAGGTAGGACCACTTGCTAATT 

AAGATITTTTTGGGTATTTTTTAAAGCTTGGAGGACCAAAAAATTTGGGG 
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>Sequence 775 

ggtac i i rm nn in i riiri ig agaggggtcatcctc caat catta 

ACTACTTCTAATCTTCACTGCTACACAGAAGTTTCCAATATTTTAGCAAC 

AGATGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTG 

GAAGGTTCTTGTATCGGTTCGAACCCCGACAGCGCGCCAACAGACAACAC 

GAGGCAGTGGGGAGCAACACGCTGTTTTAACGAGCGCCTGGGTGCAGGCG 

TGCTTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGGCAGGGGT 

TTTCACAATCCCTTTGTAACAGGAAGTTGTTCCAGCCTGATATGATTGCT 

ATGTAC 

>Sequence776 

GGTACI i rn ri J Ti rn i i rn i i rn riGGNCTGCCGTGGAGAGGATG 

GATGGGAGGGGGAAGAACNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATC 

CAGGTAAAGGCTTTTAATCATGTCCTGAACAATGATCAGCAATGGCAATG 

GAGATGACAGAACAGAATTTAAGAAGGAATAAAAAAGGCTTGCTGACTAC 

TTGGATGTGGGTGATGCTATCCTTTGACACAAAGGATTTAAGATGAAGAC 

CATTTTTTGGGGGTAAGTAAAAGGTTTGGATTTTTTCATCTTACAGCTTT 

TTTTGTACTATT 

>Sequence 777 

GGTACTGCAAGCCAAATGCAATGAACAAACCAAGGTTATTGATAATTTTA 

CATCACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTT 

CGGAAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACA 

GCCAGCTTGAGGCAGCTTGAGAAACAGAATTAAACATTTTAGAGAATTGA 

AAAAAGAATGGCTGAAAGTAAGCAAGGGCTTAGTAGCCATTTAAC CAAG A 

AGAGGCTTCCAAGGGGGAGAAGAAGCTTAAAGGCTTTACTAAACCTTTTA 

AGGAAAAAATTTTGAAGTGAAAGTCCAGTTCAAAAGTGAAAAGTAGAACT 

TTTGGGAAAAAAAGAACCTTTCAAGAATTTTTGGAAAAGAAAAAAAGTTT 

>Sequence 778 

GGTACTGGTTATCAGGATAATACTAGCTTCACAGAAGAAGCTGGGAAGTA 

TTCCCTCCTCTTCTATTTTTTTGGAGGACTATGTGAAGAACTGGTATTAA 

TAAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGA 

ATAGTATGATGAGTTCCTGTGTGTATTCCCGCCTAACTTCAATAATTATC 

AATAGTCCACCATTCTTATTTTACTTATACTTCCCCTCCCCAACACCTTA 

CrCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAA CATATCA 

TTCACCTTTAAATACTTCAATGTATATCTCTAACAGATAAAGACTTTTTT 

TA 

>Sequence 779 

GGTACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTT GAAA 

GAACAATGAGTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAGTTTT 

TCACAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAA 

GAAAATCTAAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTT 

CATCAACrTTATGTGATAATGATATATAATTTATATATACTGAAATTATT 

TTCAGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAAT 

GAATTATCTAATGTATCTTTATAATTAAGAAATCAAG 

>Sequence 780 

ACAGACAGTGTGATGGATGATGCTGCTGGTTGTAAATTTCAT CGTGTGTG 

TCTAAl'rrri'irrCCTGTTGAATGGGTAAAAACAAAACAAAACl'niril 

AGAAGATGAATTTTGCTGTCATGTTTITGTGGAAATGA(KK3ATCCGTTGA 

GCTTCACTATCCACXnTGGAAGTTTGAGTTTGAAGCCATGAAAATTG^ 

GCCCCATTGCCTTGACG€«5CSCAACCGCCTTGGAATCTGCAACGTTGCC 

CCrTTGTAAGAGGGATTCCTTTACCCGTTCCTAAGAGAAGGCATAACCGC 

TTTTCTGGAAAAACCTAACTTTGTCTTTCAAAAAAGAACCCCCTCTGGAG 

ATTTAAACCGTTTTCAAACTGCTTTTCAATTAAGA 

>Sequence781 

GGTACI 1 1 1 I I 1 1 1 ! Ti l l n i l l TlTIGGCGGATGAGTCn ilAATAGA 

AAAACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCCTGACAG 

CGCTGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAAT 
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CTATCAAATTGGACCCTCAACTATGCATTTTTCTGTGTGCAAGTTATATC 

TCAATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCT 

AAACTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCC 

CAAGAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGAT 

CATATCCCAT 

>Sequcnce 782 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 

CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 

CTATGCACTTATCAAGATTTTACTTACTTTAATTTACTGGAA ATTGATTT 

TTTA AAAAATG ACTAC ACTGTAAC A AGGG AAGGG ATCTGGG IT ITTI I GT 

TGTTTTATTCTTG rrrri'l'I I AAGTAGTTCAAATTCTGAAACTGTGATTT 

AAAAATTTTTTACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 

TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACATCT 

CCCTCAT 

>Sequence 783 

GGTACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGG 

TGTTGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCA 

ATCAGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGA 

GGTATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTA 

CCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATT 

AGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAA 

CTCAAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCAT 

GC 

>Sequence 784 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGTACC 

>Sequence 785 

GGTACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATA 

TCTGGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAA 

CCAATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGT 

GCTTGTTTTTAAGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTT 

TATTATTGGTCTTAAAAGATAAGCTT^ 

TAGTTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATG 
AAGCAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 
TAGAG 
>Sequence 786 

GGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATAT 

CTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAA TGTAA CCT 

TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

TATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTT 

CTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAA^ 

CTGTCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGC 

TGTGCACATTATTGGGGATGATTTTCTTTG ATACAACAAC 

>Sequence 787 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGATTCCTGGTTAAGCAGG 

CATTGCTTTGCCCTGGAGCAGCTATTTTAAGCCATCT 

AAGGGGl'lliriGGGAAGACG'riMlUrilATCGCCCCTGAGAAGATCTAC 

CCCAGGGAGAATCCTGAAGACATTCTTGGCCTACCTTTT ACTTTA TTTAG 

CTTITCCTCCCTCATTTCATATTCITrATACACCCTT^ 

AGAGATTGTTTATTGCCAATGAATTTTTTTGGGTATT TTTATG 

AGGAATTAATTTACCTAAATTTCTATTTTCCTTTTATGT^ 

AAGTTAAAGAGAAAAATGGTTTGAGGGGTCAAAGCTCATACCAAAATTAA 

CCTAAAGGCTGAAGGGTTAGGAGAA 
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>Sequence 788 

GGTACCTGCAGGCCTCCTACACCTACCTGTCTCTGGGCTTCTATTTCGAC 

CGCGATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGG 

CCGAGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGCATAAA 

CCAGTCGTGTGCGGACCGCGCTTCTCTTTCCAGGAACATTCAAGGATAGC 

CAAGCTGGATAGATGAAGTGGGGGTTAAAAACCTCCAGGACGGCCTATGA 

AAAAGCTTGCCCATTGGGCCCCTGGTAGGAAAAAAAGCCTGAAACCCAGG 

GCCCCTTTTTGGGAATCTTTCATTGCCCCCTTGGGTTTTCTTGGCCCTGC 

A ACGG GACCCCCCCAATCTTTCTTGTGGACCTTTCCTTGGGAAGACTTCA 

ATTTTGCTTA 

>Sequence 789 

ACTTTAATTTCTTTATAATTTGTTCAGCTATTTAAAAAGATAATCCACAA 

TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 

AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 

ATACCCAGGCCTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAACACTGAAGACGGGAATTTTTTAGGGCCATNTCAAGACCATGTT 

GAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTAAATN 

>Sequence 790 

CCCTTAGCGTGGTCTCTGCCGAGGTACTCAAGTCGCCCTTATGGAGCCCT 

TGATTCAGGCTTCAATAGTGTGGACAGTGGTGATAAGAGATGGTAGGGAA 

TGAAGTAAGTGTTTTTTATGTTCCGTGTGTTATAACACCTGATTAAGAGA 

AAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAGTTTCTCAC 

TACATAAAATACAGAAAAGTCAAGGTGGAGGCAAGATTCCCACCCTCTCC 

AGCAGAATTGGCATTCTGCGTCCTTACCGGCTTTCTGTCACGTGGATTTC 

CGCCTGTTTCCTCATTGCCTCATGGAAATAGTTTCATATCATAGAAAGGC 

AAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACAATCTGAGGTGGGGG 

GTAATCTCGAGCAGAGGTGCTAGATGGTGAGAAAACAAGTANGACTTTCG 

GCTGATGGGTAGAAACAAGGACCTTAATAAAGAGTATTCATGTGCTCAAG 

A AG A ATA ACTTCCTGGCT A ATTCTTGTCGTTGTCTCG ITT I "1 A A ATTATT 

GGATATATGTTGTCTGCTCTTAAAATTACTGTGTTCACAGAAGTCTACAA 

AAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCCGTTTAAAGGGCGA 

TTTCCACACACTGGGGGCCGTACTTATGGATCCAGCTTCGTACCCAACTT 

GGGGTAATATTGTCTAACTGTTGCTGTGGGAAATTGTTTCCCCTCCAATT 

CCCCCCACATT 

>Sequence791 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTC 

CCTTTCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCC 

CCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGA 

TGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATG 

TTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCT 

TAAAAAATATTAACAGCTTTATATCATCAAAGTTTTAACAGT 

>Sequence 792 

GGTACI rTTTTTTTI nTITITTTTnTI TTI TH GAAGCTGAAGGCCAC 

AGTAGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTACT 

GGCTACTTTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTC 

AACTAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACT 

GCTTCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAAT 

GAAGTTTATATAGAGGCTTAATATAAAAGAAAACCCTAGAATGAACTCAA 

C ACAATTATGT 

>Scquence 793 " 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 

GTGCACTGAACACCAGCTGCTCTCTTCCTCTCTGGCTCCCATGGCAGCCA 

TGGTCTGTTGCAGAGAGAAGAGGATTGCCTGTTCCCTCtTTAAGGGAACC 

TCCGTTTTGCTTTCTGGAACCAGTCTCTTAATGC 

>Sequcnce794 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 
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ATTTTACTTTCAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGAA 

TATTTTTAACATATAGCCATACTGTTTATTTAAATTTGTAATAATAGAAA 

TAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCATATTAAAGTTTAA 

CTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGAT ATTTC AGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCTAA 

AAGTGT 

>Sequence 795 

ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACtTGACAGTGTATTATTGTGTCTGT 

TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 

AG 

>Sequence 796 

GGTACACTATCTGACCTAATCCTCAACACAAACTAAGGCAG GAGA CACAG 

GGCTGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCA 

ATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAG 

TATTATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAAT 

AACTGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAAC 

CCAGGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATA 

AAAATAAT 

>Sequence 797 

CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTT 

ACCACAATAAAAAAG7TTTAAATTTATTATAGGTGACACTGTTTGCTCAC 

TGTAGGTC AGGTATTTTTTGG 1 ' 1 ' 1 l llll 1 C TCTTTATTTTATTTTTG AC 

CAATGGATTCACGTCACCAGGTGATTTTTTAAACAGCTTTATTGAGATAT 

ATATCACGTGCCATAAAATTCACCCATTTAAAGCACACAGTTAAA TGTTT 

TTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCAAT 

>Sequence 798 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

ATTAGATATGATTTATTCCTATTTAAGAT AATAGGACAT TGCTTGATTAC 

ATTTTC AG AAG ATATTTATCC AAAG AA A ITTTTI 1111 1 A ATCTAAAGG A 

AAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 

A 

>Sequcnce799 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCrTCCCCATTTCCTCATTTACTAGATTAT AAT 

GCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

CTTTTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCCAATAATACTACTTTGCCTTCTTACTTAAAAATGTCCCGTG 

CTTAACCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>Sequence 800 

GGTACTCTCTATTTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAAC 

TTACATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAG 

ATTTGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAA 

TTTTCCCAAATTCTAAATGAATCKiAGAfAAAATGCTATATAATAAATATG 

TTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAA AATAA AAGACATA 

ATTATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTG 

GAATGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATAT 

CACACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGA 
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TGGATGGTAATGCTGCAACTTGGCACAGATATATTCAGTAGCTTCCCAGG 

AATACAAATCTCATGTATTAACTCAATGTGGCAAGCTATCTCAGATTTGA 

AGCCTAAATACTTAAATTTTTACTTTAGAATGAGTACCCTGCCGGGGCCC 

GTTCGAAAGGCGAATTTCCACAAACTGGCGGCCGGTACTAGGGGATCCAA 

GCTCGGACCAAACCTGGGGGAATAAGGGCATAACTGGTTCCTGGGGAAAA 

TGGGTTCCGTTACAATTCACAACACATTCCAACCGGAGCCTAAAGGTAAA 

CCCGGGGTGCCAAAG 

>Sequence 801 

GGTACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAA 

CTGTGAGTTTTGCATTCCAACTrGCTAATTCAACATAGATCCTAATTCCT 

TAAATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGGTTTTTGTCAAG 

CAATCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAG GGTGA A 

GTTTATTTA ATTTG 1111 1 ATG ACATTCTTCATCTTGG A A ATGGGGTTTT 

CAAATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCA 

AGATTGGGACTAGCTCAAGGTGCCAGGGAAGCGGTTTGTGGTGCTTTATA 

TTAAAGTCGTAATATCCAAAAAAATTGTCTGATTGTATGGGGTATCTTGG 

ATGTGGTACCTGGCCGGGCGGTCCGTTCAAAAGGG 

>Sequence 802 

CCCTTTGAGCGGCGCCCGGGCAGGTACGATAGGCATGC AATT AAAOAAGA 

CCTGCCTCAAACATTTTCTGTGTGACCTGAGGCAAGTCCTTTTATAGCTA 

TAAACTAGGGACAATATTTGCTGTCATTTTTTCTACAAATGTCACAAAGA 

ACAAA 

>Sequence 803 

ACGCGGGGGGTTCAGCTGTCTCTTACTTTTAACCAGTGAAATTGACCTGC 
CCGTGAAGAGGCGGGCATGACACAGCAAGACGAGAAGACCCTATGGAGCT 
TTAATTTATTAA 
>Sequence 804 

GGTACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGG 

CTCTTTCACTTGAGAGGCTATATCTTAACGATTTA GAATG GAGAGTTTGG 

CTCAAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTA 

TTCCAGAGTCTGGAGGCTTCTCTTTTTAAAAATTGCTAGGCTCCTGCCAA 

ATGTTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGG 

CAGATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAA 

AAATTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCAC 

CTCTTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATACTTT 

NTATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAG 

TCTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTCTTGTGAG 

ATGTTATGACAGACTTTCAGCTTTCTTCTTTGTA TATGA TTCAGTTAATG 

AAAACTAGGGAAGGGACTAGAGGTAAATGGTTTTTTTCTTTGATGGGGCC 

CAACCTTAAACCGGATAAGAGGACCTTAGAGAACAAAACCTTATTCTGGG 

CTTTGGGAGAAACAGAGGATCCAAGACAAAAGACGAAAG TTGGA TTCAGA 

GAGACCCTGGGCTGCTCAATTCAACATGTCAAAGGGCATATTTTTGGGTT 

TGGGATTTTAAT 

>Sequence 805 

CCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 

GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 

TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCT 

ATTCTCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATAC 

AGGTTGAGGAGATAAAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTCTGATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCT 

GTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGeACeCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATrCTCCAGAACCTTGTTAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTGAATCTAAAG 
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>Sequence 806 

GGTACACATATATACACACATATATAGATATATACACCCACATATATATT 

TGCTGACATTTTAATGTGAAGTTTTAGTCTGGGATAT AAAAT GGAATGTA 

TGACATCCTCAAATGTCTGAATACTGTTCA CTCCT ATGTTTTACATTTAA 

TTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAA 

TCATTTAGCCATATCTAGAAACCAGAATAAACAATGCCATAAAGCCTATA 

GGAAAATGCAGGTCAGATTCATAAATATTCATGTGTTTACTTTCAGTACA 

GGGAGGAATTTGAAGTAGATAGAAACCGACCTGGATTACTCCGGTCTGAA 

CTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATAGCG 

GCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATT 

GTTGATATGGACTCTAAATAGGATTGCGCTGTTATCCCTAGAGTAACTTG 

TTCCGTTGGTCAAGTTATTGGATCCCGCGTACCTGCCCGGGCGGCCGGTT 

AAAGGG 

>Sequence 807 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAACGAAAGTTT CGGCCTCTG CTG 

TCAGATCTATGAAAGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGCATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGTACC 

>Sequence 808 

GGTACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCATTGTGAC 

ACTTTTCATATATTATCTCATGAAATCCTCACNAATAATTCTGAAGGGTA 

GCTGGTATTTTTATCTCCACTTTACAATTCTGAGGCTTACAGAAGTTAAT 

TCAGTGGCCCAGGGTCACACAGTTTACAAGTGCCACATTG GTGA ATATAA 

AGTAGCAACTTCTAAGTTTCACTCTCCCACTTCCCTAGTTATTTTCCTAA 

GGCATGAATGTCTGGGAAATAGCATGCATCAGATNTTCCACCTCTTTAAA 

ACTCTTCAGTTCATATAATNTAGGGTGTGACTATTCATAGATACCTTTGA 

GCTAATCTTCTGGGAGCCAATGTAACCGCAATGCACACTGCAAAACAATG 

CACGCTTTCTCTGTAAATTAAAAATGCCAACCGAGCTTGGGAAAAGCCCA 

TCnrTTTGATATGAACCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGT 

CCACTGTTCCTG Cri TICl ' l 1 1 1 1 ACACACAATAGGTAACTCTGCTCTAT 

CTTCTACAAAGAGTCCCAGTCAGTTTTCTATGCCTACCCTCTTAAAAGTT 

TCATTACACAAGCCAAAACAAATTCCTCCAAAAAAGGATAATGAATCCTA 

TTAATGAAAAGTGGTATTTTCTCTAATCATTNTTAATAAAAGGAATGGGG 

GATCAAATGGCATTAAAGCTCATTTTTGAAACAGAATTAAAAATAAAATT 

GCAAATATTGTAAAAAAAATTGACAGATCACAGCCCCCTGTTGTAAGGCT 

ATTCCCATTAAAGAATG 

>Sequence 809 

A crrrri ici 1 1 ici 1 1 rnnn n 1 1 i g gaagaatattgcatacctat 

tagaaaagtcitttaacaattaaaattgaaaatgactgacaaacttacac 

tatttgatttaaataaataaataaatggtcacatgataacaatctcctga 

ttgatatgctttatttaaccaggttgtcaaaccattggatgtgaaaacca 

aAttttacaatgcagaggtaagtgttgagtgtttaatgggatttcatatt 

aaaca^\agatcgtatttgactaaaaatctcttatatacatttctaata 

ctgaagcaaatcgccaacgtgactgtaaattatttgaaaa aatca caaat 

ttcagttaaaattgaataattttattataggtctcataa tc 111 11 cagc 

ttacatggaatcaatgtgtcttgatttttattctcgttaattttataagg 

ccitcatctcctttcggtaaatgattgccctctcattccatttaa tggt g 

gttgttacactagcaatctgtggaattttacatgtggttcgggattttac 

aaaaattggaattagtagatctaacgcttgcaaaa aaattaa atatcaca 

tggaaaaatactgacagntgaactttacacattaaattttttccaggtag 
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TAGGTTGGCAGCCAGAATAGGTGCTGAGTTTGGTGAATGGTTTTAAAAGC 
TCTTGGGAAAACAAATTTGGCAAAGGGGAAGTACTCATTATTGAAGTTCT 
nTTTTTn A CCTTAA AAAA AGG ATA A ATG AACTTGCCAA ATAAA AAA AA 
A 

>Sequence810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCAI1 TCI 1 1 1 1 ATTCATATTAT 

TTCACCAAATAATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAG 

TTTATCAGCTGGTGGACAATTTGGCTGTTTCCATITTTTGGCTGTTATGA 

ATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGG 

TTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATT 

CTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAAC 

ACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 

AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCTGATT 

AACANAAACTATCCCAAATGACTCTGCANAAACCACAATCCTGCACAAAG 

GTCATCACAACCTTACACAAAAAATATCTTCACAAGGACATCTGTCCAGC 

AATTGCCTGTCCAATCTCAGACTGGTCACACTTGTTACTGATCCTTGTN 

>Sequence811 

GGTACAATCATTAAAACTATGTTGTAATACTGTTTGTCTTT GTATC CATT 

CTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATAC 

CAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTA 

TTTGTTCAATTATTTTTTCATCTTCTGGCACACTAGGATCTATAACAATG 

ACAATATCTTCAAAGCCATTATTATTC 

>Sequence812 

GGTACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAA 

ACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAA 

ATACAAATGCAAGGAAAAAATCATTTCTTTGTTTCAA AGGA TGCATTTCT 

TCCATAAAGAATAATTTGTATTTATTTTTAAGGGTTTATTTTAACTTATA 

CATCAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTTAAATTA 

CCAA A AGC A A ATGTTA A H ' 1 111 1 1 1 CCCTCTAAC AGAT AACAAGTTTTA 

CTCCTATGCTGATTTTTCTGGTGCCACTGAAGTTATTTTGGAAGCCGAAT 

TAAGCAGAGGAGATGGGGATGTCGATTGGGAACACCCCCGAGCTGTTTAC 

ACAAAGCCTTAAATGGCCACAAAAAAAATAGTATGGGGATAATTAATAAA 

TCCTACTGGCCTTTTCTATAACCCCGGAAACTTATTTAAAAAATCCGTGA 

CATATTACAAGAGATTTTCCTGG 

>Sequence813 

CCCTTGAGCGGCCGCCCGGGCAGGTACATGTGCATAAGAGGGAATGCTTC 

CCTACATTACTCCAGAATACAAAGCTrCTTTCTGCCTTTCTCATCCACAT 

AATGGAAGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTTCTCA 

CTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTT 

ATTCACAATATCCCCAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCA 

CAAAAGGTGTTTGCTGAATGAATGGATGACTGAGTCTGTGTGGGGTAATG 

ATAGGGCTAAGGATGGGACTCTAAACTCAGGTTTCCTCTGTGGGTTTCAC 

AGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAA 

ACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTC 

AGTGAGCTGAAGTGGAGCTGATGAATCTGTTTTTTGTGATACTGCTGCTG 

CTGCGGTTTTTAACACATGCTTCAGGTGGTTCTAAGCTTAGGAAACCTTG 

CCCAAGGATACCATCCTGTCTCTTGGGAAACTGTCTCTAT 

>Swjence814 

CCCTTAGCGTGGTCGCAGCCGACGTAClll 1 1 1 1 1 111 111111111111 

TATAAAACATTATTCATATTTTATCTTATTTTAATTCACATTTATATTAA 

CTAATTTTTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAA 

CAGAGAAACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAAT 

GATACATTATATATACCTATCAAGACAACAAACTACTAACTACCTAAACT 

ACAAATTATCATAAAAATGACTCCTGTCCTATATCAATA AAAA ACTGCTA 

TTAAAATTGAGTATTATAACACAATACAATGTCTACAGCTTTT 
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>Sequence815 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

AAATTTTATATTTAATCTTCTCATTTTTAAGTGTTGGCAATGTATTGAAG 

ACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 

>Sequence816 

GGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGAC 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTGA TTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACA 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATT 

TTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACA 

TACATA 

>Sequence817 

GGTACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTT 

TAAAATTTTCCTGGGTGCATAAAACTATGTNGGTAACTCTTTCCCAATTT 

TTAACTTTTACATTACAAGTCATTTTCAGAGTAAAAAGTCATTTAACAAA 

GGCAGATAGAAAGGCCTCAAATCCCTGAGGACCAAAAATCC CAACA CATT 

TTCAAAAGGG AG A A A ATTTCTTTA A ACTTCATGGG AA A AGTA'l " 1" I " 1 ' 1 AAC 

ATAATAGAGAGGCTTTATGCAGT 

>Sequence 8 1 8 

GGTACTT T T TT I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 A l l I 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 
TTTAACACTTTCAATTTTGGAACATTTGTTTTTTTTTTGAGGGAACAAAA 
TTAAATTTTTCAATTCTAA lirirnnri 1 1 GGACACATGTATTCCTTT 
TAGTGGAAACAAAGGAAAAAATAACTTTTTTCTCCAAATAGTC GGCCTGG 
AA A A ACC AA AATAC A ATGC AGGG ATGG A ATC A A ATTA ACAA AT I'l TTTI I 
CCTACGGAAACAAGAGCCTTTTTTGGGTA TTTTTACC AACACCTAGGAAA 
AATTCCCTTTTTATAC A A A AGTCATAGGG A I TTTTTI CTTAA A A A A A A A A 

acaaggttcttgggctaaaataaataggtattactaacataattcgggaa 

cacgcccaatgcccagataataaacgggaacccggccccccccaagcgga 

ataaaaacaaccctcacgcccggggaaaggggatatcggctttgacccct 

tctccccttacacgaggaaataattttccggcgaaaaacgggtaggggta 

aaaatttcaacaaaaatacaaggcgcggaactatAaagtaaaacccggtg 

gggctaagaggggggcaaaccccatggcaaagggcccccaagggccgaaa 

atctcaagggccacggttgtggctattccaaaaacaccccccccaacagg 

aataaaaatttccacttaaggagg 

>Sequence819 

GGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGAC 

ATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAG AACTGA TTATG 

TTCTAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACA 

GAAAGATTTTTGGAACAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATT 

TTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTG 

TCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACA 

TACATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGA 

ATCAGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCCGTGTTAG 

GAGAATGTGTGGTCATCCTAG 

>Sequence820 

GGTACTAGAATTAGTTCCAAGTACTGCTGGTGATAAACTCACCATCTACC 

TTCACTTGTTTTCTCTTAATTCTCCAAGAAGTAATCAGGTGA ATAAA GAA 

TCATCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATC 

TACTCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCT 

CTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGA 

TAAAAGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAA 
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CTTAACAG 
>Sequence82I 

GGTACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGC 

CTGCCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAA 

AATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAA 

TTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATG 

AGCCTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCA TCTTCT GATA 

TTTCAGGAGAAAGTAAAAATCTAGATTTTTATCTAAAATC 1 l i t I AATTT 

TTAAACAGTCACCTGATTTT 

>Sequence 822 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGAGCATCTTAAGGTTGGAAGGA 

CTCTTAGAGACCATAGTCCAGCCTCCCACTTGATACTGAAACACGTTTGT 

GAATTCATGGCCGATGTCTAACTTCCCTCACCACCTTTCCGATATGGACA 

GTTCTCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTG 

ACTGTCATGCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGAC 

TCGAGCACAGGAGCACAGCACCCCTTAAACTCACGAGGGGCTGCATTCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTTG 

> Sequence 823 

CCCTTAGCGGCCGCCCGGGCAGGTACCAAGACTTTAGAGGGCAAAGAACA 

GAGGATTCTTGAGAAAGGGGACTTGAAGGTGAAGAGATAAAGGCTGGTGC 

TTCCAGGAGCGTGGGTCTCCTACGTTTGTGTTCCTGGGAAGAATCTTGGA 

CTCAGGCGTGGGCAGCTGGATGCCTGGGTTCCTTAGGCTTCCTCCAGGCA 

ATGTAGTTGCCTCTTTCTCTCCCCGCGTACATAGTAAGTGTATGATAGAT 

GTTTGATTTGTAAATTACAAATATAAATTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTGA 

>Sequence 824 

GGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAA 

TCAATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATT 

GGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAA 

TGATGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTG TGTGG 

TGTGGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTT 

CTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTG 

CCAACCCAGCAGACCATAG 

>Sequence 825 

GGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATC 

AGTGGTAAACTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAACGT 

TGGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCAC 

AGTTAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGA 

GAGAGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGA 

GCACAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTGCTTGTCT 

CATGTGTATGATGTGC 

>Sequence 826 

GGTACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGG 

AACTGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCA ACTCAG TTACC 

TCTGTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGT 

GACATCCTAGAAGCTTCTCTATTACCACAGTAACTGGCTAACTAGATATG 

ATCITrCCCTAATTTTCATGAGCATCTTTTTTCTGATATAAACCAGGGAG 

GGAAAATAACAAAGTTGCTTCACTCTGAAGG AGTATTCTCCTCTAGTACC 

TGCCCCGGCGGAC 

>Sequencc 827 

GGTACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACT TAATT TT 

lirilliri CAAGAGAGCK^TTCnTGGTAGTTTCA TCACA CAGTGGTTTTA 

TTAGGGGATGTAAGGATTACAGAAACATCGTATTTT TTAACAT ATAGTAT 

TTTTTGAATATGATTTGAATTAATATAGAAAAGTGCATTTTTTCCAGTTT 

TTTTAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGG 

GGAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGAT 
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GGAGGCACATTNT 
>Sequence 828 

GGTACAAACAAGCTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTAC 

CCAATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGT 

TTGCTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGT 

CTCTGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCT 

ATCTTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGG 

AGGAGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAA 

ATCTCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGC AGAAA T 

ACCGTTTAACTGTTTCTGCTTTTAlliril 1CTGATTATCATC CAGTTT T 

ATATATTCATATCTGGGTGCTTTGATAATTATATATACATACTTTTTTGA 

TATTATTTACTTATTCTTTACATTGGAAAGGAACTTGCTTTGTAATCTAC 

ATTCCCTTTCCTCCTACATTTTTTTTAGTTTTTTTCATTTGGTTTCTAAT 

TGAAACTAAAGGTAGACTGACTGTTAATTGAAAAGAGTTTCAGCTTTAGG 

ACTTTAATTTTTTAAGCTTCTTTCAATGGTCCGGACCTAATTTCGAATTG 

CAGTATTGTCCTGCCCGGGCCGGCCGTTTAAAGGGCAAATTCAACACACT 

GGCGGGCGGTATTAGTGGATCCT 

>Sequence 829 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCC 

AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGG GGCA CTGAA 

TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAA 

ATACTTTCAGAATGTATTTTTACTACTGCAAGTTTTTGGTCTTTAAAATG 

TCAAGTAGCATCTCTCTCTTTCTCTCTGTCTCTTTGTGTTTCTCTCTCCA 

G il l 11 1 11 1 Til l 1 1 1 AATTTCCATATGGGCTAAAGAATCCAAATATTT 

TAAAAATCTGGCTCTCTTTTCTTCTCTCATAAAGTGAATTATTCCTCTTT 

TTTGTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAATCATTGTA 

ATGCTAACTTTGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTT 

CAACAAAAAAAACCTTTAATTTTGCCATTGAAACTGTAGAACTATGCCAT 

GCTTTTATTAGAAGCAGTGCTCTGTGTTAACAACAAGAATGGTGTAATTA 

GAATTGGGATGGGGATATTTACTGTATGACAACACATTT ACAGG TCTGTA 

ATGCAAGGATGCAATTTAAAAATGTGAAGTAATGATG GGTTTTG AAATAA 

GCTTTAAATATATGGACTTGAGGGCTCCTGGGGAACTATTTTTTACCTAG 

ATAAAAGGGTT 

>Sequence 830 

ACAAGCCATTGAATAAGCCTCTTCCTTTTTTTTGCTCAAACATTCCACAT 

CCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGATATTTGT 

TGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTC TATAA CTA 

TCTAAATTTCTATTGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCAC 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTTTGTTATTGATATTTCCGA 

GAATGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCTGTATCTTGAGAATTGAAAAATGAGAATCTGACATGGTTTG 

GAAAATCATGAAAGGTTTATATAAAGGATGCATGTGTAGGAGCCATTTAA 

ATTCATAACAATATGTGCCCCTTCAGCGTTTAAATCTTATGAAGGGGTTA 

AGAGATAAGTCTTTGGAAGTGGACAAAAGGATTTCAATTTAGGTTCTGTG 

GATAATTAG 

>Sequence831 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGA 

AGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTA TATG ACCA ; 

ATCAACCTTTGCTTGTTGAAGGGTTAGTTATCTAGTTTCCTTCTTTTCTT 

TTTTGGAATTTGGTCTTTTAAGGTCTTGATAATCTTTCTAGTCTAGAGCA 

TGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCA 

AGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 
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TCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAA 

CAGCTGTTTTTGCACTCTCCCTTGTTTTAGTAGCTG AGTTCT ATAAAAAA 

ATACCACTCGGGTAAATGCTAATATACTTAAGCCA I TI 1 1 1 ACTTG ATAA 

CATGCATAAAAAGATATTAGGGCTTTCATGGCTTCTGGCCCTTTTGGCTA 

AAATCAAAGGTAAAAAGAATGCCATGGTTCAAAAAAAAAAAAAAAAAAAA 

GTACTTTGGCGGGAACCACCCTAGGGCAATTCCCACAAATTGCCGCCGTT 

TTTTATGGATCCGACTTGGGTACAAACTTGGCGTAATAAGGGCAAAACTG 

GTCCCGGGGGAAAATGTTTTCGCTTCAAATTCCCCACAATATCGAACCGG 

AACTTAAAGGTAAAACCTGGGGCCCCAAG 

>Sequence 832 

GGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGGATCTGTAGTGTAA 

AGCTAGGGAGAAAGAGGAAGAGATCCTGTTTGAATTTCTGTAACTAGCGT 

ATCTCCAGATAATGCATGAACAGCCAGTAAAGATGAACGCAGATTATTGA 

TGGAAAGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTT 

AACATACACTCCCTCACCCCTACCCNCAGCTTAGAAGGGCAGGAACCTGC 

TGTCCAAAACAGGAAATATAGGAAATACCAGCTGAGA AACTA TCCACTTG 

ACGTCCATGAGCCCAGCTGCCCCTCTCACCTCACTCCTATTTTAAGTCAG 

TGACACACAATCATGCTTTCCTTTTTTGCACCTGAAGG AGTGA TGTCACT 

CCAGACTGAGTCCTTATTAGAGGGGATGATGGAGTGATTTTTAGACCTGG 

GAATGGTCTAAAACCTTTTTGGCTTAGGCTAATCATTGGATCCTTCAAGG 

AAATTGGATATTTTGAATGCACATCCCAACCCGGGGTCCTTATCAATGAA 

CCCTTACCTTTAAGGCACTTTGTTGGTTGAAAGGCGGGACAATGAAGCCC 

AGAATGACTTCTGGTTCCTCCCTTTTGCAATAAAAGGTTGACCCAAAGCT 

TCCCACATAAAATGTCCCTGCCCGGCGGCCGTTTCAAAGGCGAATTCTCA 

CCAATGGCGGCTTTCTTTTGTACCCC 

>Sequence 833 

AC 1 111 11 111 11 1 11 1 111 11 1111 1 G GGTCAAGTAG AAATCAA ACAGT 

CCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGTTATGAAA 

CTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCA 

TTTAGAGAGACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAA 

TATTGGTTTAGATACTTACCTAAATATTACTAGTTAAATTCAAAGTAAAT 

GAGTCTGTATCTTTAAAACTACTTGGCAGTAATAATTTTTAAAAGTAGAT 

TTTTATTGCITTTCTTGAACTAACTAGTGTTCATACAACACAGGTAGTTT 

TATTTGTGCCTGGAATTAAGGAGTGAGACAC ATTTGT AAAATGTTCACAA 

TCAACGCCTGTCCCATTTTAAAATCTCACAAGTTTTTCTTCATGATTAAC 

ACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCT 

GTGCTCTAGTAAATATAACTTGTGAGGAAAAAGTAAAAAGGTCAAGAGTC 

TAATTCATTTTCAGTTTTTAAAACTATATTTTAAAAAAGAATGATTTGGG 

GTAAAAATAAAGAN 

>Sequence 834 

GGTA CTTTn 1111111 11 1 11 11111111 1 GGTTTTTTTATCTGACCAC 

TTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTCTT 

TGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTT 

CCTCATTGCCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCT 

CATCATCCCCATTTCACAGATGCATAAACAGAGGCCAGTCAGTATGCCTG 

CAGACTGTGGATAGAGCCCGAAGCCTCAGGTTAGGCAGCTTGCATCCAGC 

TGTGAGTCCCAGCTAGGGGAACTGAGTCAGCCTCCA TCACT CCGTGTCTC 

GGTTTTCTGACCTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGTAG 

CTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTG 

GGGTTTAGCTTGCGAGAGTTCTTGGCTTTGCCTAGGAAATAATTCAAGGG 

CTTCAAGGGCTAGCCAGTGGTGTTAGCAACTTTTCTTGAAGTGGCAGTGT 

>Sequence 835 

GGTAC TTTTTTTTTI 1111 11 II 1 111 111111111 1 A ATTCAATGG AAG 
AAAAGTCCAGCTTAATAACTTTAATGGAGAAAGAAGGAAGCAGTATAAAT 
TTGTGGAGACTCCAATCACATGTCGTCCACTCTGCTACCCTGGGCCCAAA 
ATAAGGGAGGAGACACTCAGAGCCAGGTGTTTCCCTTGATGGGAATGTGA 



Page 134 

(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

356 

Table 2 



TC AGGTGCG ACATGGGCTCAC AGCCTCACTG AGGCTGG ATC I"l " H T 1 1 1C 

TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATCATGAGGGTATTTC 

GTTACTTTACTTACTTTACCCCATCACAAfCAGTGCACTTTCCTAGAAGG 

GAATTTTATTTTGATTATCGGAAATTTACAGCTTCTCCTTCTGCAACTTT 

AATTTTCTTTCTCCTGTTCTTACTATTTTTCTTATTACAAATCTCTTTCT 

GGGTGTGTTGTGGGAATTCCTTAATCTATTTTCCCGTGGCCTCTCAATCC 

TCTTAATTAATTATTGTTCCATTGTTTCGATCGTCTGGGTGGCATTGTGT 

GTTTTTACCTGGCCCGAGGCGGCGCCTTCAAAAGGCCGAATTCCACACAC 

ACTGGCTGGACTCTTATATATGGTACCAATCTCGATACCTNGCT 

>Sequence 836 

GGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATCT AAAA TCAGCCT 

TACGTGGGATCTGCCCAAAGTATTATTTGCAAAAGTATCATTTTCAGTTT 

TAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGG 

CAGGCAGAGAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTT 

TAGTAGGACACTTAAGTATTTCAGTCAGCGGATTTGAATCTGACTTCTTG 

GATGCATCTGTATCAAAACATACCATTAGATGTGTTACAGAACTGAGCAG 

CATATCATTAGATGTGTTACAGAACTGAGTCCTACTTACAATAATTAATT 

TAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAATT 

GGTCTCTGAGCGAAAACACAGCCTTATCTGCAATAAAAGCCTCTGCTNTG 

CTTTGGCATG 1111 1 ACAATCCCGCGC 

>Sequence 837 

Acrrrrrn 1 1 1 1 1 1 1 1 1 n i in n i gcaaactttaataggttttcttag 

CTTGACAACTCATTCTCTATATTCACGAACATCTCCTGACTTGTTCCTTC 

AGTGGAGATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATG 

CATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGG 

AGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCT 

TTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAA 

GAGAGTGTATGTAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCA 

GATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCATAGCAATTTATAA 

CAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTT 

ACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAAATGTTG GGGAT 

GTCAGACGTGGTTGAAAATAATTAAAAGTCTGGTTAAATAAGGCTTTTTC 

ACCCTAGCTTACCTA 

>Sequence 838 

ACTACAAAAATAATGAAGCCAGCTAATTACCATCAGGTTACAACTTTACA 
AAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGAAAACAGC 
AGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGACAA ACATACf AA A 
G A ACAAAGGCCCCTAATCCACCTCCTCACCCGCGTACTTTN 1" 1 111 1111 
TTTTTTTTTl 1 1 C C AGTTTCTGTTTCAAATTCTTTATTATACATCATGGT 
TGCACAATTTGAGGCTGGTTAAATACAATTGGTTTTCAAAATCTCTTTGA 
ATATTTTCTGGCTTATTACATGCAAATGACCATGAAAATATTTGGCATTT 
TAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAACATTACCA 
TTCATAGATATCCACATGTAGAACAGATGCTCCAGCACATGGTGGTACC 
>Sequence 839 

GGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGT 

CGGTTTGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGT 

CATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAAT 

TXKKjTTGTCCTTCTCAGCATCTGCX^AATGTCTCTrACTCAA 

AAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCCAGACAGTTCTCCG 

CCTCTGACATCAGGTCCAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACA 

AGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTG 

GGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTGGA 

CATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATC 

CACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATAAGACTCTGACG 

CTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTT 

GCAATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTAGCAGGGTTAGTC 
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>Sequence 840 

GGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAACAGG 

TTCAATGGAAGGAAAAATTAGAATTGTTGATACATGAATGGAAGTAAATG 

ACCCGGACTTCCAACTCTAAATCTCTGTCTCATTTCACCTCTTTGTAAAT 

AATCATTGCrATTATGTTAAATATCACAACTACTGTCATTTCTTGTTTAC 

CCACTACATTCTAAGCTTGGTGCTGACATCTTTGTATTTATTATATAAAA 

TTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATCACTTATTTCAAATG 

CAAAAATAAGGTCCAGGGAAGATAATTATGTAACTTGTTCATGATTGGAG 

AGCTAATAAGTGTCAGAAATGAATTGAACCAAAGTTGGTGTGACAAAGCC 

TCTGTTTTAAGCAAAAGGGAAAAAAAATTCTCATTAACTCCAAGGATTAT 

CATTAGGAGTCCAACAGGGTTCCCAATTTGGGAACTACTATTTCATTATC 

ATATGGCAAATGGTCCACTATGTTAGATGAGAAGGCAAAAAAAAAAAAAA 

AAAAAAAGG 

>Sequence 84 1 

GGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACTTATTATTATTCC 

CTTCCTTTGTAGAATGTATCNCACTAAAAGTGTTTAATCCTGACTATAAC 

AATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTTT 

TCAGTTAAAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCA 

CTTGGTAAGTATTTTTTAAAGTGAAGTCTATTCAGACTGCAACCAGTAAA 

CTATTTATGCTTATAATTTTTCTCACGATGGATTTCTGTTCCTTTGTTGC 

ATTGTTTGTGTTTATTTTATGTGATCTTTTTTAGCTACAAGGTGGGAAAA 

TGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGG 

AGATTTTTGGCCACTCTTGTAACTACTATCTGAAGTAGTTTTAAATATTT 

TTTAGTTGGTAAGAGGATGTACCTGGCCGGGCGGGCCGTCGAAAGGG 

> Sequence 842 

GGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCACCTCACAGGCTCA 

AGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGG TGCA AGC 

CACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTAC 

AAAGTGACAGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATA 

ACCAGCTCAAAATATGCCAGAGAAGTATATTTTGGGGTGGCATATTCTAG 

TCTCCTCCAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGATA 

GGGTTCATTTTTGAAAATTGCTCTTCCAGTCCCACTGTTCATCTCATAAG 

CCCAGGAATCACCACCTGTTGATTTCCTAGGCATCTTCTTGCTCAGGGGA 

GTAGATGTTTGGTGGACTAGAAATGCAGGGAGGAGAAAAGGAAGGCTTGG 

TGATGTCAAGGATTTTTAAAAGCCAACTATCTCACTGTGGTCTCTTAATA 

GTCACCCTCTGGGCTGCTCATTTCATGAAGCTTAAAGCTGATAACTTGGG 

GGACAAAAGGGTTTGGGTAACAAATTAATTTTTGTCTCCGGAAATACCAA 

CCATACTTTTCTGGCTGGCTTGAGGAAAATTTAACTGGGGATTAATTCTG 

GCTAATTGGTTGGGAGCCCCCANTAGATTTTACTACAATAAAGAGGTCTG 

TCCCGGGGGCCGCTAAAAG 

> Sequence 843 

GGTAC TTTTTTTTI 1111 1111 1 1 GCCTATTAATTG ATTAGGAAAAATAG 

GTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTGAA 

AGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCT 

AAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGA 

AGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTCAT 

TTTIXJIXTTCACCTITACATAAATAlCAGCCACTAAA 

AATAATG AAAGCGAACCCTGTTCXKn'CTGTTTGTGGAAAGGCTCATTAAT 

ACCTGCCCGGGCGGGCGGTCGAAAGGG 

>Sequence 844 

ACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATGTCAGGCTCTG 

TGCTATACTTACATATCCCATAAtCTTCAAGACCCCTCAAGACCCCACAA 

AGTAACACAAAGCAGGAAACTAACTCAGATTTACTTGCCAAAGGTCACAC 

AGTTAATACATGGTGGAATCAGGACTCAAAATCAGGCCTGTGTGACTCCA 

AAGTCCAGTGCTCTCTCCACTTTACCAGGTAACCTTCATAATACCGGATT 
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GGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACT 
TCTCTCAACCAGCTTTTTCATGTACCTTGGGCGCGACCACGCTA 
>Sequence 845 

GGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCAC 

TGTGGCCAAATACATGAGGATCCTTATTGGGTCCTTCTACTAGCAACAGA 

TGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGC 

AGATTGAATAATAAATGTTCACTCTACTACTCAATAAATATTTGTTGAAC 

AAATCAAAGCTGATCCCTTTTTTCAAAATTTTTAATGTGACTCTTAGGGG 

ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGG 

TGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAA 

TAGAGGAAAAGTTGCACAAACTCTTCAACCAAGACCACCTAGTGATATAT 

AAGGGATATGTTGATGATCCTCGAAACACTGATAATGCCTGGATGGAAAC 

AGAAGCTGGGAACTACCATGACGAAACAGGTGAGATAATGGATAATCTTA 

TGCTAGAAGCTGGAAAAGATGCTGGAAAAGGTGAAATGGGTGGACATCAA 

TGATTAACCGGAACTTTATTGCCAGTCACTCTCAATTCAATAAAACTTGT 

GGTTGAGAAACGAGATGCACCCTGGAGCGAGGACTTCTGAAGCTTACTGC 

CTTGCGTGGAACTGATGGTCTCCGTGTAAGCCAAAGCCCCCCGAAGAGCC 

TATTCTTGAAAAAAGG 

>Sequence 846 

ACT1TACTTATTTATTTATTTATTTATTGTTTTA CTATT TCACAAAACAA 

AATGTAGCTTTCTTAAAATTGTTAGTTAAAATGTTTTCTTTGTTTTCCCA 

ATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAAGGGGATAAGG 

AGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCA 

GATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCTAC 

AAGACACACACACACACACACACACACACACACACACACACACACACACA 

CACACACCCTTGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTT 

GCGGAGTGGGTAAAGGATATGTTACTTTTGTAAGTACCTCGGCCGCGACC 

ACACCTAAGGGC 

>Sequence 847 

GGTACTATGGTGTGTGTGTGTATGTGTGTGGTGTGT GTGTG TTTTAAGTT 

TAGCCTTTTGTTTTTGTTTTTGGTTGGCAGTAACCGATTTTAATGACTAG 

CTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTCTATTGATCCCC 

ACCTCCAAATATCTCATCAACAACCCACTAATCACCACCCAACAATGACT 

AATCAAACTAACCTCTAAACAAATGATAACCAT ACAC AACACTAAAGGAC 

GAACCTGATCTCCTATACTAGGATCCTTAATCATTTTTATTGCCACAACT 

AAACCTCTATGGACTTCATGGCTTATTTATTTACACCATCCACCCCAACT 

ATTTATTAAACCCTAACCATGGTCCATTCCCCTTATAAATCGGTCTGCAG 

AAATATTTTGGTTTTCCGTTCTAATATTAAAAAATTCCCCTAATCCCCAT 

TCATAATAATAAGGTAAAATCTTCATCTCTTAAAACCCTCTGGTTGTTTA 

TAATTGAGAACTATACTTCTACTTATTTAACCAAATAATCCTTGTCGTAC 

TTGCCCGTGCTGTCACTTTTAAAGGGCTAATTTCAACACTACTTGGCTGA 

CCTATCCTTGTTGAAACCGAGACTTGTTTACCATACTTTGGCGTTAATAA 

TTGGTATAAACTGATTTCTTTGTGAATATTGTAATCACCATAATAATTTC 

CAAAAATACTATCAAGCCTGGAATCTATAAGTTATAAATCACTGTGGTGT 

T 

>Sequence 378 

TCTTTCCCCTCATATCTATGTTATTTAATATTAA'l Tl'lCl 1 1 1 AATTGTA 

TTTATTTATTTTATGTATTAATTATTATCATTCTATTCTTAATATATAAT 

TCANNCCCCNACATGGTTTATCTCTGAGGCGGCTTCCGCCCGGGCAGGTA 

CCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTCCTGTATTAGC - 

GCCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGTGTGTGCGCCCAGTG 

CCCGCTTTGTAGGACACCACCTTACACTCACTTCCCGCCTCTCTTTAGTG 

GCTCTTTAGAGAGAAACTCTTTCTCCCTTTGCAAAAATGGGGCTTAGAAT 

TGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCAACAAACACGAGCTT 

TCTTGTTGACTTCTAACTTTTCAAATCAAAATCATTTGGTTGAAACAGAC 

TGTTGCTTGATTTTAGAAAATACACAAAAACCCATATTTCTGAAATAATG 
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CTGATTCCTGAGATAAGAAAGTGGATTTGATCCCCAGTCTCATTGCTTAG 

TAGAATAAATCCTGCACCAGCAACAAC ACTT GTAAATTTGTGA AAATGA A 

TTTTAATTTTTCCTTTA A A AAAG AAATTTTTTA AACC ATC AC AC nTTTI 

TCCCTACCCTTTAGATTTTGATAAATGATAAAAATGAGCCCATTATCAAA 

AGAAAAACTTGTTTTTACTCCAAAATGGAATAATCTAAATTTCAAATAAT 

GTACCCTGG 

>Sequence 379 

CGCTGTCTCCATATGTGCTCATGTGTGGTATCTTACGTTACTTGT TAGTA 

TATAGCTCACTTTCGCGCTCGGTAGTATGGTATCGTTTGGTCAACTTTTA 

TTCTCTTGATTTGTATATTATCNANTNNNCNNGGGGATGGTGTCATAGAG 

GCGGCTACCGAGGNGCCGGCCGAGGGACTGCTAGCCAGCCAATAAAATAT 

AAACTCCATTTGTCTTAGTTATATAGAACTGTGTT TCCAGCT TAGAAAAA 

GTCAAACCAATGACTTGTAGAACAATCTACTCTCATTTTTTATTCAGCCT 

CTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAATAGGCAAGACCTTC 

TGAAAGTTAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAG 

CGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTCTGT 

CCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAG 

CTGTCATTTAATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAA 

ATCTAACATATATTTATGCAATGTAGGGTGTTCTCCATGCATGATTACAG 

CTGGGTTTCTCTACGTGTTCTTGATGATCTGCAACAAGACATACCTCGAC 

CGGGCCACCGGCCCCTTATATTATGGAATCTTTGCTTTTTGGCCAGAGGT 

CTTTGCTTTTTTCAGGACACAAGGGCTTTTGACAGGTAATACACCTAACG 

TTGCAGTGACGGTGGT 

>Sequence 380 

TCGTTC 11111 11 ATCTTCATTA AGTTTTTCTTTTATACTAGCTATTGTA 

ATATTTTATTTATTGTCTTATAAATTATAATTTATTTATTACTATTTANN 

ATNNNTNTTGTGANATTGTCTACTGAGGCGGGCTCCGAGGTACGTTAGCT 

CATTTTCCCTTAAGCGGGTTGTGACGTCGTTGAAATTGCAACGCTCAAAC 

TTCCAACACTTGGTATACACTTGTAACCCAGCTTTGTTAATGAGACACGC 

ATCAAAATCAGATGAACAATTGACGGCTGTTTTGCAGTCAGCAGTTGGGT 

TAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAATGGCAGAATGACAGT 

TCGGACGAGCTAGTAATCTGAACAGGACAGAAC TCTC TTTGTATTCCCTA 

TTGTGATTGTTCACAGAACTACTTGTGTAGTAGGT TTTAACT ACTACACC 

AATTGGTGGCTAAAGACTGTCGTCTCCTATTTATCCTTTTTTAGCCTCGA 

GCCCGTTTATTCCCGCGTTCCTTGCTCGGGCTGGCCGTTCTAGAACTTAG 

TGGAATTCCTTGGGTCTGCTTGAATTTTATTAACAA GGCTTA TTCGATAC 

CC AGTTC A ACTTTTGGGGGGGGCTCGGGC ACCC AGC 1 nil GTTA ACCTT 

TAACTGAGGGGTTAATTAGCTCTGCTTGTTGTAATTAATGTTTATAGAAT 

GTACCCTGGGTGAAAATGTTATTCTTTTACAATTTACATTACAACATACG 

ATCCTGGCAGCTTTAAGTTTAAAGTCCTGGGTT 

>Sequence 381 

TTAGATGGCTCACCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGA 
CTTAAACAGCTACACCACCAGATGCCGAGAGAGAGGCTGGAACATAGCCT 
TCCCTTTGGAGGTAGCCTGGCCCGGTGGGCACTGTGATCTCAG ACTTCCA 
GCCTTC AG AACTGTG AG ACAATATTTTATTGTTTAAGCC ACTTA 1 11 1 11 

GGTACCTGCCCG 

>Sequence 382 " . 

CCTCTCCTCTCCTTACTTTATATTATCATTACT 

TACTCmATATATTTATATTTGTATTATTTCTTATAATCl 1 1 1 lACTGC - 
TATTTTATTACNANCAGGGTTGTGCTCGTAGCTCNCTTCGCGGNGGCGGC 
CGAGGTA CITrrTTTTTG TGTG TTTTTTn 1 1G AGACGGAGTTTCACTCT 
TGTGGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACnXK^AGGGTT 
TGCCTCCTAGGTTCAAGCTATTCTCCCTCCTCAGC CTCCCAA GTAGCTGG 
G ATTAC AGGC ATGC ACC ACC ACGCCCGGC AATG rTTTTTT TGG ATGTTTA 
GTAGACGTGGAGTTTCTCCATGTTGGCCAGGCTGGTCTCAAACTCCTGAC 
CTTAGGGGATCCACCTGTCTCAGCCTCCCAAAGTGCTGGGATTATAGGCA 
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TGAGCCATAACGCCCGGCGGCAATAATT GTTA ACAGACTACATGAGTAAT 
TGCATAAATGGACGATGTCTTTCCTCTACriTTAATTTCCAA TGACT TCA 
TTATTTATAAAATGATCTCnTTTTAAATGATCAGTTCCTACAT TTTTA TT 
CCTTAG AAGCCTCTTTTCCC 1 ' I'l ' I'l ' 1 1 1 1 1 CATCT GTCC CAAAATT TTG A 
CACCTTTCTTTAATTC AGTTATTAAGCC ACTTTTCTG AG 1 1 1 111 iCATA 
ATAACACCCTTTTACGGACCATGTTAATN 

>Sequence 383 

ACCCCTCTTCTCTGTTCTTTATTAAATTCCATGCTAAATTTACTTATCGT 

GTACATAGGTCTTAATCTAAATTACTACGTCGATCCCCACATATCTAATT 

CTTCCNNNNNNNAAGGGATGTGCTCCTCGCGGGCTCCGAGTACTCCAGNC 

CCCANATTCGGGTGTGGGACACGGCTCTGCATTCTTCTTCTTGGCTTTAC 

AGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGAGCTTCTGAGGATGA 

TCGATAAATAAACACACCTCCTCTTAACCATCCTTGGGCTTCATGGGGGT 

GGCATTGAGGATCCCTACAACAGGCCCCTGGTGCCGCTTCCAAAGCGCGT 

TTGGAACTTCCTCCAAATAAGAACAAGGACACACATTGGTGTCAGGGTAC 

GAAGATCATTCAGTTTCCATATGCTCAAAGGTTTTTCCACTATTCACACT 

CTTGTGGCGGTAACCTTTTTTCAATATTAACCC CCAAA TGTCACCCCAAT 

CCTATTTCCTTCCAAGCTTCTTTTCTGGCCCATCTTTTTCCTTGAATCTG 

AGACAAGTCTGATCCAAGTTTTCGGCCGGTCTAAAAACTAATGGGGACCC 

CCCGGGGCTGGAAGGAATTTCCAATATCAAAC TTTA TCTGATACCCGTCC 

AACCTCCAAGGGGGGGGCCCCGGTACCCCAACTTTTTGTTCCCTTTTATG 

AAGGGGTAATTTGCGCGGCTTGCCGTAATAATGGGCATAGCTGGGTCCTT 

TGTGAAAATTCG 
>Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCT GTTAG ACATCATTTA 

TATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTA 

AAGGACCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAAT 

TCGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTT 

CAGAGAAACTGAGGAGAATGCAGTCTGGATTTCCAATTGGCTGGGGAACA 

CAGTACCCT 

>Sequence 385 

TACGCGTACCTCACCGTGTCGTCTGTCTATATACTTGTACTATCTANTTA 

CTAACTAGTCTCGTCTTCTANCACACTCTCTCTTCAACTACTACTTATCT 

ATTATCTCGTATTATATATCTCATATTATTNGATACTATCATTATAATTT 

AATATAANAAGTATCCGTTGTGCTTCTACGCCGGGCGTGCCGGNAGCAGC 

CGAGGTACTCCGTCTCAGAGGAGGGATGCAAATCTTCGTGAAGACACTCA 

CTGGCAAGACCATCACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAAC 

GTCAAAGCAAAGATCCAAGACAAGGAAGGCATTCCTCCTGACCAGCAGAG 

GTTGATCTTTGCCGGAAAGCAGCTGGAAGATGGGCGCACCCTGTCTGACT 

ACAACATCCAGAAAGAGTCTACCCTGCACCTGGTGCTCCGTCTCAGAGGT 

GGGATGCAGATCTTTGTGAAGACCCTGACTGGTAAGA 

>Sequence 386 

CAGTGTGGGCCCnTTGAGGTCGCGGTCGCCCGGGCAGGTACTCCCTGAT 

AAAGGGGAATTTCCATGCCGTCTACAGGGATGACGTGAAGAAATTGCTAG 

AGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACXjT€TI]GGTTC 

AAAGAGTTCKjATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTCCTC 

ATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGG CCCCTG GA 

CATGTACTCTCAGAATGTTTGTCATATGCTTCTTGCAATGCATATTTTTT 

AATCTCAAACGTTTCAATAAAACCATTTTTCAGATATAAAGAGAATTACT 

TCAAATCGAGTAATTCAGAAAAACTCAAGATTTAAGTTAAAAAGTGGTTT 

GGACTTGGGAACAGGACTTTATACCTCTTTTACTGTAACAAGTACCT 
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>Sequence 387 

AACGAATGTGTCCGTAATTGATGTCCACTTCNCACCGN 

CCAGCCGANNTTGATTCTTCAGTCCTNAGCGATGGAGCCCAGGGTCCCTT 

GTTATTGTCCCCTTTCTCTCTCAAATGCTTGGCTTGTTNTTCAAGAGAAC 

CTGTCTCGGTGGTCATTGCTCCATCGATTGGATCCAGTCCTTCTTCAAAN 

CATTGTTCAAGGCACTTTAANGCTAGCCTGAAANCGCTTGAATCCCTTGC 

TAATACTATTCCAGTGTGATCTGAGAGGGTGGTACCCTCTNGCCCGCCTC 

TANGAACTACNGTGGATCCCGCCNGAGGCTGCATTGGAATTCNGAATATC 

NANAGCTTATTNGAGTACCCCGGCNGACACCTCGACGGGNGCGGGCCTCC 

NGGTACTCCANGCTTATTNGTTACACCTTATAAGTNGACTGAGTTTAACT 

TNGTCGCACCNTATAGGCNGTCANTACAATAGTGTCAATACGGCTTGTNT 

TGCCTCNGTTGTGAGAAGTTNGATTATCCTGCGTCAACTAATTGCCCACA 

ACATACAATACCGACGCCCCGCGCAGGCTATAANANGTCGTTAATAGCTC 

TGGTTGCTNGCGTNATCTCGAGGTGAGGCTAAACCTCAACAACTTAAATT 

TGCGGNTCGCGCGCTCAACTGGGCGTGCTCTAACACATGACAGGAGAAAC 

CCTCGTCGGTCGCCACACTTGGCGATTTAATTGAGATTCNGGCCCAACTG 

CTCGCCGGTGGAGAGAGCGCGGGTTNACACTATTTAGAGGCGCTTAGTTC 

TCGCTTTCCTTCGACTCAATNTACCTTCCCTTGCGCTTCAGGGCGTATCA 

CGCTTCGCGGCCAAGACCGTAATCATACTCTCATCTCAAAAGGGCGGGTG 

ATACCGCGTTATTTCAACANTATATCAGTGGGATAACCGCAAGTAAATAA 

CACTTTGAGCACAACAGGCCCGCACAAGGCCCCATACCCGGGAAAAGCGG 

CCCCTCCTTTGCTTGTTCTCTAAAGGTTCGCCCCCCTCTGCGCACGAATT 

AAAATATTCGCACCTCTAAGTACAAGGCG 

>Sequence 388 

CCGCGCTTTACACATTGAGTGCTCCTTTCCCCNNCCAGNCGAGNA 

CCCCAGGGAGAGATCAAAAATCATCACCAACCATAATATATCATGGACTA 

ACCCCTAAACCTTCTGCTTAATGAATTAACTACAAATAACGGGGCAAAGA 

GAGCCACAGCTAATACCCCCTAAACCACACTAGCTACCTAAGAACAGTAA 

AAGAGCACACTCTTCTATGTAGCAAAACTAATGCCAAGACTTATATCTAG 

AATCGACAAACCTACCTAGCCTGGTGATAGCTGTCTGTCCAAGAAAGAAT 

CTTACTTCAACTTTAAATTTGCCCACAGAACCCTTTAAATTCCCTCCTAA 

AATTAACTGATAGTCCAAAGACGAACAGCTCTTTGCACACTACGAAAAAA 

CCTTGTTAAGAAGAGTAAAAAATTTAACACCCCATAGTTTGCCCTAAAAC 

GCAGTCACTCATTTAACAAAGCTGTTAAACCTAAACACCCACTTACCTAA 

AACAATCCCCAACCATATAACTGAACTTACTCACACCCAACATGGACCAG 

ATCTATTACCCCTAAAGAAAAAACTAATGCTAAGTATAAAGTAAACATGA 

AAACATTTCTCCTCCTCATAAGCCTGACTTCAGATTCAAACACCTGAACT 

GTCTTTTAACACCCCAATATCTTCCATCAACCACCAGGTCTTTATTACCC 

TACTGTCAACCCAACACAGCATGCTTCATAAGAAAGGTTAAAAAA AAGT T 

AAGGAACACTGCAAATCTTAACCCCCATTTTACCCAAACACTTACCTTTT 

ACCTTACCCAGTATTAGAAAGATCCTTCTTTCCCAAGAAAAATGTTTAAC 

GGGCCCTTAAAAACAACTGAATCCCCCGGCTTCAATAATTCAATACC 

>Scquence 389 

cgagactagtggcgctcttggaggtcgcggttgctcacgcctgtaatctc 

agcacittgggaggctgaagcaggcggatcacgaggtcaggagtttcaga 

ccaccctggccaacatggtgaaacccccgtctctactaaagatacaaaag 

tgggtgtggtgck:gggcacctgtaatcccagctacttgggaggctgagga 

gaagaatcgtttgaacctggaggcagaggttgcagcgagccaagatcacg 

ccattgcactccagcctgggtgacagggcaagactctgtctccaaaaaaa 

AAGAAAAAAGGAAAAAAGCCl'llCriGATGCTGTTCCCCATTfC TCCAC T 

AAAACGCCTGCTTTTCTTAACTCCACACCGAACCAACCTGAAATATTTTG 

GCCCAGAATGCCAACAAGAATTGAAGAAAAGATGCTTTACAAAAATAACA 

ATATAAAAGCAAATTATATTATCCCTTTTATCTCCATTCTTACAT^ 

AAAAAAAAAT 

>Sequence 390 

CCCAATCTTTCTCCTCGCGAACGCGATCTCrCTGTACTTTATT^ 
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TCGCTTACGGTGCGATATTT 
>Sequencc391 

TGTNTTGTCTCTCTCCGAGGGCGGCCGAGGTACGCGGGATGGGATTTCTG 

ACCATTTGCCCTGCCTCTTGCAAAATAGGTCTAATGGCAGGATGGTGTCA 

TAATTAAGGCTACCAAGACTGCCCAT TGTTC CA GGCTG GGCAGTTCATAA 

TGGGGGCAGACAATAGTGCAAAAAAATTTTACATTTTATCTTTAGAGTGT 

CAGGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCA 

GGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTG GAAA AGAGAAGAGGA 

CTTTGAAAAGTGGAGGGCTCATTAGGTGACCCAAATTTTACCTGGGGCAT 

CCCCCCTTTAGGGCCCCAACTTAGTCTGTCAGACATCTCTGACCTTAGAT 

GGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAGGACCTGAC 

TTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTA 

GGCAATAATAAATTCCTTTTCATGAATTCCCTTCACCACCATGCACCACA 

CAGACCACATGCCCGGACCCTCTGACTTGTGTAACCTTTTGTGCATAGCT 

AGGTGGGGTTTCTGGCCT 

>Sequence 392 

CTTATATTGCCTTATATTTTATTA ATACTATATTTTTCTC A CCG 1 TTTT1 
ATCCATAAATTTTCTTGTTATATATGGTTTTGAACACTCATATAATTTTA 
TTATNTTANTATTATGTTTGTAGCGATTCACTCT 
>Sequencc 393 

CCGGGCAGGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGAGGAGGAG 

GGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATA 

AGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCA 

GCTTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCC 

TACTAGTGTCTATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTT 

CTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGTTT 

AGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGAG 

GCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

>Sequence 394 

GGTGCGCTTACCGGGTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTA 

CCAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAG 

GCAATGTCAACGACTTCCACATTCCCTGGCCCACTGGCTGAGCAACCCCA 

GGTTCGGCTCTGTATAAGGACCCTCCCCTCCCAACCCCAACCCAGAGTGC 

AGTGCAAATCAACCAACAATTTACTGGTGGAATGGC AATCA AAGGAAACA 

GTTAAACACCAAACAATTTCITAAAGCCAAAAAATATTTTTCAT GGAGT T 

GAACATTTTTCGAGTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTG 

TTCAAACAGAAGCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGT 

TACAGGTATGCATCATGGATTCTTCTCCCTCGTATTTAAAAAGA 

>Sequence 395 

GGCGACCCTTATCTGGTGGCGGCCGAGTACTTCATTTACACTTAAGCTAG 

AGAGTTAGGATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTTTAA 

CCTAGACAGAAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAA 

TAAGGCAACAGATAATACGTCAAAGCTGGAACAAGGGCAGAATCAGAACG 

TGTCTGGCTATCAGCTTTGTTTTTGACTACTAAGGCCAACCTTTT^ 

CTCTGGATGGTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCA 

AATGGATCCCTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACA 

GAGGGCTTGTGATGAACCCAAAGGAATCTTTAAAGAAAGGGGTTCTCAAA 

ATGCATTGGCCAGGTAGATTTGGTTAACnTGGCAGGGAAAACTTGTCCTG 

GGGAGC 

>Sequence 396 

TACGGAGCCCGGGGAGCCATAAAAAGTGTTAAAAGGCCTGG GGGG TGCCC 
TTAATGGAGTGGAGGCCTAAACCTCCACAATTTAAATTGGCGTTTTGCGG 
CTCAACTGGCCNCGGCTTTTTGCCAGTACGGGGGAAAAACCTGGTCCGTG 
>Sequence 397 

CTCTTAGTGGAGGGGTTAAATTGGCGCCGCCTTGGGCGTAAATCAATGGG 
TCCAATAGCCTGGTTTTCCCTGTGGTGGAAAATTGGTTTATCCCGCCTCA 
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CAAATTTGCCACCACAAACCATTACCGAGGCCCGGGGAGGCATTAAAAGG 
TGTTAAAAGCCCTGGGGGGTGCCCCTAAATGGAGGTGGAGCC TAAACC TG 
CACCATTTAAATTTGCCGTTTTGGCGGCTTCAACTTC^ 
CCAGGTCGGGGAAAAAACCCTGGTCGGTG 

>Sequence 398 

GGGACCACTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCC 

TTTATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTC 

TTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTAT 

CTGAGCATCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGA 

AGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCT 

TGCTCCTTAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACA 

CAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCC 

ACTCCCTGCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTC 

ACACAGAGGAAACATGAAGTTTAAGTTCTAGCCCTATGA 

>Sequence 399 

GCCTCCTTCGCCTTCTATCTCCCTTCGTATTTATTCTGAATCTGCTCAGA 

TACTCATCTCTTCTTCTTATACGTATTCTATTATTTCGTTTCACGCTCAT 

AGTGTATNACTCTTTTTAATAAAATAATATATGGGTTGTGCGCGGAGGCC 

GCCGAGTACTCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACC AGTT TGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

CCCAGGCAGGCCAAGGTGATCCCTTAACGTTTTAAAACACCCGCTAAGAC 

ACAACCAGGCCCCAATCACGTGAAGCCCTATGTATTCTCCTTCAAAAAGC 

CTAAAGAGGCAGGACAGATGTTTAAATACTATTCCAGTTACATGGGCCTA 

CCCTGGGAACCCCCTCAGAAACAGGTTCCAGGGCACCTTAACCAAACAGA 

ACGGTATCTGTTTGGGGAGCCCATTCCATTTTTGCTTAAACG 

>Sequence 400 

TGTGTATTGCCGAGGTACAGACAGTGCTTGATGTTCATAAAAAATACAAT 

GCCCTGGTAATGTCTGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCT 

TGATAAGGCTTGTGGTCGCTTCATAAACAACAACGCGGTTACCAAGATGG 

CCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTGACTCC 

TTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAGAACTAGAAGACAC 

ACTCAATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCG 

GCCGCCCGGGCAGGTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGA 

TTCGAAATACCAGTGTGTGAAGCTGAATGATGGTGACTTCATGCCTGTCC 

TGGGATTTGGCACCTATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTCTA 

GAGGCCGTCAAATTGGCAATAGAAGCCGGGCTCCACCATATTGAGTGTGC 

CCATGTTTACAATAATGAGGAGCAGGTTGGAACTGGCCATCCAAACCAAG 

ATTGGAAATTGGCATTTTGAAGAGGGAAGACCTTAATTTCCATTCAGAGG 

CTTGGGCCCAAATCCATTCTACCCCGGGTGTTTTCACCCGCCCTTGAAGG 

GGGCCTCAAAAATATTTCATTATGCCATG 

> Sequence 401 

GGTCGATCGGCGGTGGCGGCCGGTTGACCTTGTATGTCACGAGCAAtTA 

GAGAGTCAGAGGATGAAATAGATGAACCCGAGGAIGCAGTTAATCACCAA 

CATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTG 

TTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCAC 

GGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTG 

TGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTG 

GGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGA 

GTGAGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTT 

Page 142 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

364 

Table 2 



ACTTTTTTCAATGAGCATTTTTGCATCAAGGGGTAACAGGGACATTAGGC 

TTTTTTTTCTTTTAAACrTCCAACAGGAAGGGTCGGAATTTATCAAGACA 

TTACATAGGAGTTAGGGCACAGCCACGGGTGGTGGTGGGGAGGACATTTT 

CCAGCCTTATTAACAGGGTTTATTATAAACAGGGTGGGCCCACTACTTGT 

CTAACCTAATTCCAGGTCAAGATGTGT 

>Sequence 402 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCC 

TCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCG 

CTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGAAAACCTTTAG 

CCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCCACACAGGCGAGAAGC 

CTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTCCAACCTC 

ACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCA 

ATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGA 

CCCATACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTC 

AACAACAGTTCCCAGTTCAGTGCTCACCGGCG 

>Sequence 403 

AGGTACCAAATTAAGTATTAAAATGAGGATTGAACTGGGGCAAACAGGTT 

ATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAACTACTG 

TTCCTCAAGATTAGAAGATGTCCACACTCTTTGCATTACCTCCCTAAAGG 

AGGAAACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATA 

TGAAATGAGGAGATGTTTTAGAAAGCAGGACATATCTACCTACCATTACT 

GGAATTAAAATGTATCCTCTGGGCCCACTCCATTGATTCCGATCTGAGGT 

GAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAAGACTGAATAAGATGAA 

AGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAAAA 

>Sequence 404 

TGGGGTGAGGTTTGATNCAGGGTCCGCCGCCCGGGCAGGTACGGACGCCC 

AGGGATCCGCGCCGAAGCTAGCACGCAGCCTACCCAACAGTCTACACAGC 

CGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGAGTGGGAGCTCA 

ACCCTGTTCAGTGCTCTGCTCATCAAGTGTCTGGAGAAG GAGG TTGCGGC 

ATTGTGCAGATACACACCCCGCAGGAACATCCCTCCTTATTTTGTGGCTT 

TGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTTCT 

CCAGGCTTCCAACTGGTCTTTTTACCCTTTGCTGGTGATAAAAGGAAGAT 

GCCTTTTTCTGAAAAAATTATGGCCCCTCCAAAACCAGGGGGCCATGAAG 

AAGTGTTTTTTAAGAAAATGCTTTTGCTTAACAATACAGAAGGTGCCATT 

TTTAAAAATCCCCCTTGTCTGCATTAACCATTTTAGGAACTTGGAGGCCT 

TTGGCCCTTGTATTTTTATGGGACCCGGAACATAGCAGGGTTCCTAACTT 

TCCCCAAGTGTGAAGCTTTGAATAAATGCCCGGGCCTCTCTGGGTGGTAA 

TTATAAGGGTTGTTGTTTCCCCCCAAAAATTAATTTTTTGGAGGGTAATC 

T 

>Sequence 405 

GGGCGTGTGTAGATCCCACTCCGCGGTGGCGGCCGAGGTACGCGGGGGGC 

GGCGGCGGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGC 

TGAGCCTCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCAACTTCAGCTA 

CAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAG AAAATC CCTGGGCCCC 

TTTTC1 1 1 1 GTTCTTTGCCAAAGTCGTCGTTGTAGTCTTTTTGCCCAAGG 

CTGTTGTG' l ' 1 ' 1 ' I ' 1 AG AGGTGCTATCTCC AGTTCCTTGCACTCCTGTTAAC 

AAGCACCTCAGCGAGAGCAGCAGCAGCGATAGCAGCCGCAGAAGAGCCAG 

CGGGGTCGCCTAGTGTCATGACXJAGGCKXKjGAGATCACAACCGCCAGAGA 

GGATGCTGTGGATCCTTGGCCGACTACCT GACCTt n'GCAAAATT CCTrC T 

CTACCTTGGTCATTCTCTCTCTACTTGGGGA^ATCGGATGTGGCACTTTG 

CGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCTCCTTTGACAG 

CAGTCTACGGCCTGGTGGTGGCAGGGTCTGTTCTGGTCCCGGGAGCCATC 

ATCGGTGACTGGGTGGACCAAGATGCTA 

>Sequence406 

TGAAATTGTTGTCCTGNGATTACCTCCCCGCGGTGGCGGCCGAGGTACAG 
TTCACAGTGCTTGATGATAATAAATGGTTATTTTACTGGTTCATGTATTT 
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ACTATATCATACTTTTTTTCATTAGAGTGTGCTCCTTCTACTTATGTAAA 

AAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCA 

TTGTTATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCA TTAC CAC 

CTTCCAGTGGGAAGGATGTGGAGGTGGAAAGCATACTGATGATTTTGTCC 

CCGTGGAGGCCTAAGCTAATGTGTGTGTTTGTGTCTTAGCTTTCAACAAA 

AAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 407 

TGGGGCGTTGGCCCTCTCCGCGTGGCGGCCGGTGTGCTCATCGTAGCCTC 
GGG 

>Sequencc 408 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 

GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTTCCGATTCAGTCGCC 

TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 

TGGTCCCAGCCTACCGCCATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 

CCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAATGACACATT 

ACCTCCACACTCTCCCGGACTAGGTGGTCAACAGGGCCACAGGGTTGCTT 

TCTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAAT 

TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCTGTCACATAGT 

AGGTTAACTTTTTTCAGGGTTTGGCAGTAGAGGTATTCGAACTTTCACTG 

GCTGAGCCAGATCACGGGAACCTGGGAGCTTTTACTGTGATTCCTCATGT 

AAAAAATTAACAACAATGTCAACTGGGTTGGATGATTTGTTAAGGCCTTT 

TAGATTACTTTTAATAACATTTTCCCGAAAAAAAAAAAAAAA AATA GTAC 

TGGCCGTTTAAACTGGGGTCCCCCGCCTGGGGTTTCTTTCAACTTTTCTT 

CCCGACTGGG 

>Sequence 409 

CCACTCGCTTCATCTATTTCTATTTATCCATATACTCTGTTGTT CTTG GC 
GCTATATATTTGTGTATTAACTACn TT1 111 1 CTTC CCACTAAT TTTGT 
GATCTACCTAATATTTTCTTCACAATCTNTTTCTATA TTTTTT TTCGNAA 
TTTATTTTTCCTC ATCCGGTGGCGGCCG AGC ACCTN A' 1" 1"1 " I"I TTT ATTTT 
GCTTTTTTTTCGCGGGAGTTAAATAAAATAAGCATGTCTTCATCCTTTAT 
TCCTAAACATTTACTTATGACAAATGTAACGACTGACAGAAATTTGAAAA 
ATACCAGACACTTCTTAAATGATTTCCCTTGGTTCA AAATT TACCCCTTC 
TTGTTTTCTCTTGCTTTTCAGGTAATTAACT 

CTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGACGGGTATTAA 

AAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCT GGCTT CG 

GAAAGTGGTTGGCTCACCCCGCGTACTGTCCCGGGGT TATATTA TTTTAT 

TAATTTTTCCI l'l Tl I ICITCTGTCCTGCAT GGTTT CTr c ri 11 11CTTC 

TATTTTCCCCCTTTCTACATAAAATTCCACTTTTTCAAATT^ 

TTGCCTTATTTTGTTTAGTTTTCTCCTTTGTTTCCACTCTTGGTTGAATT 

TTTTTTATTTTTCATTGTCCTTCTTT^ 

CCCAGGTTTTTAAAGGGTTTTTTCCTAACTTTTTCCACTCGG 
TT 

>Sequence410 

TGTACTGATGCGTGGGCCGCCCGGGCAGGTACTGTG CAGTAG TAACCATA 

ATTCTAAATGAGGATTATGGATTTTTCTGGAAGATTCTT^ 

AACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTTTGTATGAA 

GACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGT 

ATATATGTATATATGTGTGTTATGTCATACGCCNATGTATGTTTATATAT 

GTGGTTATACACACGCACGCACACACTGAGA€ACGCATGCACACATGCAC 

GCACAACITCACTCTATATTTATTCTCTGCC^ 

CAGAACCTCTTGTAGATACCACATCCGGGGGTGCTCATGTCCCCTCTGCC 

AATAGCTTAGTCCGGCTGGGCATCGTGGCTCACATTTGTAAACCGCACAC 

TTTGCGCAGCCCAAGCCGGCCGACCACTTGATGTCAAGAGTTTGGGACCA 

TCCTGGCCACATTTGTTAAACCA'l lM rri"llCTTAACCTACAAAATAT^ 

GCGCATGGGGGACCGCCCCTATCAAATTCACTACTAATGAGGCCCGCGCA 

CGAGAATGGTTGAACCCGGGATGGGGAGGTTCAGGGGCCCTATAGCATGC 

Page 144 
(of 261 pages in Table 2) 



WO 01/42467 



366 

Table 2 



PCT/US00/33312 



CCATTTCTCCAAGGGGGG 
>Sequence411 

TGTAGATCGTGCGGCGGGTACGCGGGGTGCTGGGATTACAGGCACGAGCC 

AGTGCGCCCAGCTGCCTGTGTTTCTTTTATTAGCTGATCTGGACTGAGGG 

GCTCCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAA 

CTGGCCCGGTCAGGGGGGACATAACCATTTGCTGTGCCACCCCATCAGTA 

CCCACCTATTGTGAGCGAAGGCTCCTCCCCTGCTTGAGTAATGGCCACAG 

ATCTTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAG 

ACTGGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCA 

CTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAA 

GTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATT 

CTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGT 

AGTTCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGA 

AGAGACGAAACGAAACCTGTGCCTCGAGCGGTCCGCCTGGCAGGTACAAG 

TTGTAGTAAAACAAAGCTTAAAGTTTTTTCATCTTTCTACAGCAAATGGT 

CAGTTATTTATAAACCT 

>Sequence4l2 

GTTGATGGCGCGCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCAC 

AGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAAT 

ACCTTAAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCCCGTAGTCC 

CAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAACCCAGGAGGTGG 

AGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTG GGTG ACAA 

GAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCA 

CAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTA 

TAAAACGTGGTTTTTAGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGT 

TTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTC 

ATAAATTACATATTCCTTTTGGTTTTTTTAAAGGTTACATGTTCAAGAGT 

GAAAATAGATGTTCTGGTTGAAGGCTACATGCCGGATCTGGTAATGAACC 

TTGTAATGCTGTATTTGCTTCACGGCTTACTATAAATGTTACTTAATACA 

TATCAACTTATTACAATTTACTATAGAGGGTATAAGTAAATTAATCTCTA 

TTT 

>Sequence4l3 

TGGATGTGTGGGCCGAGGTACCTAGTCTATATGAGTTTGATGCTTACAGT 

CAAGGCTATTAGCAAATATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGA 

GGGAATGAATAGTTTGTCTAGAGATAATAAAAGGAAGGTGAATTTTTAAA 

AAGACAAAAATAAGGCTAGAAAAGACTGAGTGGAGAAAGCCTACAGAATT 

TCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGG 

AGGACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCC 

TGTGGTTTGGAAAGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA 

ACCCAGAGAGGGTGCTTGAGAATATACAAGAACCCTTGCGGTGGTGACTG 

AACAAAACGCAGCCAGGGATTTCATCAGAAGCATAATCCATTCATGGCAC 

CAGTCTGGCAGTGCTGGGGAGCTGGTAAGATACACACAGG CCCA GTGTCC 

AGTCTTGATTTGATATGCTGGTATTTTGGTTCTGTGGTATTCTTTTATCA 

AGGACTAAGGGTTCCCATGTGCCTTCGAGGGCATATTNTTTCCACCGACA 

CGTCGGGGTCTAGGCCTACGGTGGCTTTAACCTACTTCTACCCCACAACT 

T 

>Sequence 414 

TGGAGATCTCCATCGGGGGCGGCAGGTACGCGGGATCCAAGATGAAGTGC 

AGAGAAAATAAAGAATCCAAAGTCATA GTCATG AGGACAGAATAAAGACA 

TTTTATGCCTTTTTGTTTTGTTTTGTTT^GTTTTTGTGG AGAACAGGG 

CTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATACTGTCCT 

CCTGCTTCTGCCTCCCTAAGAGGTGGGATTACAGATGTGAGCCACCATGC 

CCGGCCAGAATAAAGACATTTTAAAACTAAAAAAAAAAAAAAAAAGAGTT 

TGCrTTGCATTAATC llirilll C rriirillC GTTTTTATTTTTTAGTr 

TTTA l ' l ' l ' 1 TTTT GAG ACGGAGTCTCACTCTGTCACCCAGGCTGGAGAGCA 

ATGGCATGGTCTCGGCTCACCGCAACCTCTGCCTCCTGGGTTCAAGTGAT 
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TATCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAAGGTGTGAGCCACC 
ACGCCTGGCCAGAATAAAGACATTTTAAAACTATAAGAAATAAAATAAAA 
TANTTGTAAACTAACTCAAATTTTAAAAAAAAAAAAAAAAAAGCCCC 
>Sequence415 

CITGAACTTGTTTTGTCTGCTTCCGCTAGCGGATTTAGTTAACTC AAAGC 

TGTAATTCCGGTATCTCAAAATAATGTGATTACCCCGGAATTACCTTTTT 

TCAATGGTCTCTAAAATGCCATAACCTTATAAGGGCCGGTTGATTACGCT 

TTCATATAGTTGGCCCCCTGCCAGTCTATAAAAAAGT 

>Sequence416 

TGGTGATCGAGACCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGG 

AGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGA 

AAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACC 

CCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCC 

TCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGG 

GCTTACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGA 

GAAGAAGTTTAATGCGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTG 

CCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGG 

GTGTCTCTCTCAAAGGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAA 

GATGAAGAACTTAATTCCATTTGATCAGATGACCATTGAGGACTTGAATG 

AAGCCTTTCCAGAAACCAAATTAGACAGAAAAAGTATTCCTATTGGCCTT 

ACCAACCATTGAGAATTATAAATTGAGTCCAGAAGAGCTTGGCCTTGTAT 

ACACATCTGACTTAAAATATATTTTCAAAAAGAAAAAAAAAAAAAGTCCT 

GCCGGCGCC 

>Sequence4l7 

TGAANTTGATGCTCTCCGTCTGCGCGGCGGCGGACCTTTTTTTTTTTTTT 

TTTTTTTTTTTTGAGAGGGAGTTTTGCTCTTTTTGCCCGGGCTGGAGTGC 

AATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGTGA 

TTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACC 

ATGCCTGCCCAATTTTGTATTTTTAGTAGAGATGTGGTTTCACCATGTTG 

GTCAGACTGGTCTCGAACTCCTGACCTCAAGTGATCCACCCGCCTTGGCC 

TCCCAAAGTGTTGGGATTACAGGTGTAAGCCACCGTGCCCGGCCATCAGT 

TGTATTTCTATATAGTAGCCATGAACAATCAAAATGAGATTAAGAAAATG 

CCCTTTTTAATTGCTTTTAAAAGAATAAAATTTTAATGATTA AATTT AAA 

CCAAGAAGGGCCAAACCCTTTCCCTTGAATATTACAA ACTCT TTTTGAAG 

GAATTCAAGGAAGTTGAAAGCCCCTTCCTGTTTTCGGGTTTTGAAAATAT 

TTTTTTTAGGGGGGGCTCTTCCCAAAAAATTTTCTAAGGTGGGGGGCCTT 

TCTAAAACA TnTrnn 1 1 1 1 1 riA AAAAAAAAAGTTTATTT TTTTG GT 

AGGGGGGGGGCCAAATCTTAAAATTTTAAAAAACCCCTCTTCTTTTC 

>Sequence418 

GCTGTGATGCAATCCNACTCACCGGGTGGCGGCCGAGGTACGCGGGATTT 

TGAATGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGT 

AAGATCCCTGTTGCAAGAAATTCATTTTATAGTGAGGGAGGTTGGCATGG 

AGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATAGAATCCTGATG 

TGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTA 

GCCAGAGGTCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTT 

CCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAG 

CCCCAGGCACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATG 

GGTTGCCCAAAAAATGTGATGTGCTTCATGTTTTCTCTGACTCATGGATC 

TGGTAGAGACCATAGACATGATAT^^CTAACTTGCCCATTnTCACAAG 

AGGAAACCATGCnTATGACTTACCTTAAAGTTITTTGTTCTGTTTTGAAA 

GAAACCATGTGCTTCATGAAACCTACAGTTGACAAGGGAATGTACCTTGC 

CCGGC 

>Sequence419 

AGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGAAATAAC 
AGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAG 
CAGCCACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTG 
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GGCTTTTNGGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTT 

TCTCCTTCCTCTCCTCTCACCTCCTCTGAGCACAGCTTTCAACAAAAACT 

TTGCATACCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTCTGA 

GCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCC 

CTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATAT 

TCTTTTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAA 

CTAAAAATTCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCA 

TCATGCATGCGACCTTCAATCATTTCAGGGGGCAGGTAGTCCAGGGTGCC 

ACAGAGAGTGGTCCTGCTGGAAGAGGAGCATGTACCT 

>Sequence 420 

NCCCGATGCGNCTTACTTGAGGCGCCCGAGGTACGCGGTGGTCGGCGCCA 
TTTTGTCTCGGCAGCGGTGGCCGTAGCTCCATCGCATTTTATGTTTCTGG 
CGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
>Sequence 42 1 

GAGGGGATCATCCGACCGGGGGGGGCCGCCGCCTGCCCTGAAAGACCTCC 

TGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCCTGCGA 

GGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTT 

CAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACACTT 

TCAACAAACAGCAGTGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTT 

TTGTGTGCTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCT 

AAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAAACTTGAGC 

AGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAG 

GTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACTCTTTCTGTGGAAA 

CAGCAGGCACGGTGAAAGTAACGTCTGACAGAAGCATGTGCACTTCGGGA 

AGCAGGCCTGCATCTTACCTGTACCTTGCCG 

>Sequencc 422 

GGGCTATGTGCANTNTTTTTTGAANNCCNANCTTACCGCGGTGGCGGCCG 

CCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCAC 

AGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAA 

ATTTAATATATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTAT 

ACATACTGAAAACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCA 

TTGAAGAAACATTTATTTTCCAA 

>Sequence423 

TTTGGANTNGCCACTCCACCGCGGTGGCGGCCGAG 

GTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTATGTGAAAAGC 

CCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACAT 

GNGTAATGGAAGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAA 

TTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATAT 

GTATTATAGAAAACCCTGGGCCAGGTGCAATGGCTCTTGGCTGTAATCCT 

AGCACTNTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTCAGAAGTTTGA 

GACCAGCCTGGGCAACACGGTGAAACCCCGCCTCTACTAAAATACCAAAA 

AAAAAAAAAAAAAATTAGCCGGGCGTGGCGCATGCTAAGGCAGGAGAATT 

GCGTGAATCTGGGAGGTGGAGGTTGCAATGAGCTTGAAACTTGCCACTGC 

ACTCCAGCCCTGGGGGACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAC 

GGAGAGAGAACCCTCAAGATTACGCACACACACACAGAGCCCCTGCTTGA 

ATAATAAATGAGGTCAGCCAAGAAGTTCCGGCATATACAATCAACAGGCA 

AAAATCCCTTGTT TCTTAG CCCTG€CATTAAAATTTNNAAAAAGAAC^ 

GGATACCGGTTCATTTTTATTGCATTCAAAAAAAAAAAAAAAAAAAAAAA 

GAACTTGCCCGGC 

> Sequence 424 

TGAATGATGANGTCNCTTCCGCGGTGGCGGCCGAGGTACTGCCGTAGCCG 
CTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGC 
CAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGC 
TTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAGT 
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GTGTGGTGGAGGACGACAAGGTGGGGACAGACTTOCTGGAGGAGGAGATC 
ACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAA 
GATCTGAAGCCTGAGTGTGGGTACCTGCCCG 
>Sequence 425 

TGGATGATGAAGTCCTCACCGCGGTGGCGGCCGAGGTACTAAGTGGTTTA 

AGGATGGAAAAGAGCTAACAAGTGACAACAAATACAAAATAAGCTTCTTC 

AACAAAGTATCCGGCCTTAAGATCATCAATGTAGCGCCGAGTGACAGTGG 

GGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAA AGAC AGCTGCACAG 

CTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCA 

TTATAATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACAT 

CTTCTATAGGATAACATGAGTCCGACATCTTCTGAATCAGCAAATTCAGA 

GGCAATACCATCTCAAGAAGCCACCATTGAGACCACAGCCATTAGCTCAT 

CCATGGTCATCAAGAACTGCCAGAGGAGCCATCAAGGCGTCTATTCTCTT 

AAAATGAGAGGCAGGACTGGCTAGGGTGATGCCTAAAGATGATTCCCAGG 

CTTGACATGCTGGTATTCTTACATATCTATTCGTGGCTGTATAATCTGTG 

CGATGAAAATTCCAAAACCGAGACAGGAATTCGCACTTGTTAAAGTGGAA 

GCTCCAAGCCTGAGATCCAATTGG 

>Sequence 426 

GAATGCTGAAGCCCTCTCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAA 

TGTGGGAAAGCCTTTTGCCAGAAACCACACCTGACCAACCATCAGCGAAC 

ACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGGAAAAACATTCT 

GTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAG 

CCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCC ACAG ATCAGCCCT 

CACTGTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATG 

AATGTGGGAAAACCTTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGA 

ACTCATATAAGACAGAAACCCTATGGATGTAATCAATGTGGAAAATCATT 

CTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAGA 

AACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAA 

CTAACTGTACCT 

>Sequence 427 

GAAATGATTANTGCCTGACCGCGGTGGCGGCCGAGGTACCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTC 

CACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATAT 

TCACTGGAGAGCATAATCCCACACGGGTTATTTATAAA TACAG AGCCTCT 

GATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCT 

TCACAAGGTAAAACTTAAAAAGCCAACCAAACAAATTGCTC TCCATT CTA 

CTTTTAATTGGGCCAAACAGCATATGCTACAGTAGTAACATGTTTTTCGG 

AGAGTGTAAAAAACTCTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAA 

AATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAAGAAGAGTGAGC 

TGCTGGT 

>Sequence 428 

TCTACACGCGAACTTTGCACCTCTCTACATATCGTATGTAGTATGACTTC 

TAATTTACTTCATATCTGACTCTACCTCTATCATACAACTATTCGTCTAA 

TAAGTTTGTATACGATTATTAGGTGTGAGAGCATCATCATCATTACCACA 

TACAANTAAGGGGNNNNGAGTTGATTTGATGCNCCCTTCGCGGAGGCGGC 

CGAGGTACAATTCATCTAACITGCGGAAAGCACTTTCAGGCCAAATGCAG 

AAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCACTTGGGG 

CATTAGGCAGAGTAATTCCAGGGATGTTTCTGAAGGCCTTGATGATACCA 

TTATCCTCATTATAGAT GATGC ACGGGCCCCTGCGCTGGATACCGCGACG 

GTTTCTCATTTTGCCTTTGACAGCTCTCATTCGCTGAGAGGCATAGACCT 

TTTTGATATCATTCCAGGCTTTAAGGCTTCTTAAGGAGCAAAACAGCTTC 

CrTGGTCTTATTGTAGCCTTCAACTTTATCTTCAACTACCAAAGGAAGTT 

CAGGAACTTCCTCAATACGATGACCTTTAGACATGA CCAGT GCTGGTAGG 

GCTGAGGCAGCCAGGGCAGAACAGATGGCGTATCCTTTTTGGGTTCCCGC 

GTACCTGCCAG 

>Sequence 429 
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TGGGGCGTTGTTCCTAACCGCGTGGCGGCCGAGGTAC1 1 1 1 i l l 1 1 1111 

111 1 1 1 1 1G TGATCTCAACTGCTTTTAGCAAGT TGTGA ATA TACTTGGGC 

TTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTTTCCTCCTTTTTTTT 

CTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTTCTG 

CAAGGGCCnTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTA 

GCAGCTTCCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATC 

AGAATCATTCCCAAACACTGATGGTTTTTGCAAAACAGGGTGCAACTGCT 

GTGTTTTCTTTGGCAAAATAAGCCCATACTACCTGCCCG 

>Sequence 430 

TTTTCCGTTGTTCCTCATCCGCGTGGCGGCCGAGGTACAGACAAAACTAC 

AGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGT 

ATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTC 

AAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTG 

TCAATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGT 

TGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATT 

TGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAA 

ATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCG 

ATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATT 

CGCAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGACAT 

TTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCAGTTC 

ATCAGATGTTCACCATGGCACCGCAGAACACCGAAGTAATTCCAGCATAA 

GCGGGAAGATN 

>Sequence 43 1 

GAAAGTTTTCGTATCGGGGGCGGCGAGACCAAACAACAGCCCTCCAACAA 

TGATGACCAGTGGAAAAACAATGGAGTCACCAAAACCTGGGACAGGCTCA 

TGCTCCAGGACAATTGCTGTGGCGTAAATGGTCCATCAGACTGGCAAAAA 

TACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACTATCCCTGGCC 

TCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAG 

TGGAGGAATTGCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAA 

CACCTCAGGAAAAAAAAGCTATAGAAAGGTTAAAGGCATTAGGATTTCCT 

GAAGGACTTGTGATACAAGCGTATTTTGCTTGTGAGAAGAATGAGAATTT 

GGCTGCCAATTTTCTTCTACAGCAGAACTTTGATGAAGATTGAAAGGGAC 

TTTTTTATATCTCACACTTCACACCAGTGCATTACACTAACTTGTTCACT 

GGATTGTCTGGGATGACTTGGGCTCATATCCACAATACTTGGTAAAGGTA 

GTAAATTGTTGGGGGTGGGGAGGGGGGGAACTTGAT 

>Sequence 432 

GGGCGTGTTTCGATTACCGCGGTGGCGGCCGAGGTACCACTGCTTCCCGG 

GACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTG 

CTTACTGCGTTCCCAGCATTTCTTTTCTCTTCTCGTTTCCTGTAGATTCC 

GGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGATTCTC 

TTCCTGAAGGGGGAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGG 

AATAGATCTTTGACTGCCCGGTAAATCCCGCGTACCTGCCCG 

>Sequence 433 

GGGATGTGTTTGAATNTGCNAGCTTCACCGGGNGGCGGCCGCCCGGGCAG 

GTACAAATCTACCTCCCCACCAAATGT CCTTAGAGGGC CAAAGATGGCCT 

TTGTTTCTTC ATGATAAC ATCGCC 1 "1 ' 1C1 ' 1 ' 1 1 1 ' J ' 11 1 Tl ' 1 G AG AC ACGGT 

TTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCA 

CAGCTTGAACC<XCAS6CrCAGGTGATCCTCTCACCTCAG CCTCCX ^CAGT 

AGCTGGGACTACAGGGGCACACCATCAAGCCCCGGGTAATTTTTGAAATT 

TTTATAGAGACAGGATTTTACCATGTTTCCCAGGCTGGTCTTGAATTCCT 

GGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAG 

GCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAGCT 

CTnTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAA 

ACTGCTGACTCCCTTTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGA 
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CTGGCACAAATGGTACCT 

>Sequence 434 

TGGCTATAGAGACTTCCTCGCGGTGGCGGCCGAGGTACTTTTCTAAAAGC 

TCATCCACTCTATCATTTAGATATCCAATTTTCAGAATGTGCTCAACATT 

GGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGGAGTCTCCCAGAAGAA 

TTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTCAAG 

GCACCATCATGTTTGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTT 

GAGCACCCCCTATGAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTC 

TATTTGTTGGATTTTCATATTTTGGAGCTCTTAATTGATGTCACTATTAT 

TTCATCATATTTGTAAATACATCTTTGATACTAGAGATCTCAAAGCACTT 

AAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGGAGAAGTAAATGAT 

TTTTTAGATACTATTTTAAATGGTAAAACAAAAGCCGGGCGCAGGGGCTC 

ACACCTGGTATCCCAGCACTTTGGGAGGCCAAAGAGGACAGATCACTCAG 

GGTCAGAGTTCGAGACCAGACTGGCCATATGGTGCCAACCCCCCTCACTA 

AAATAAAAAATTAGCCACGTTTGTGGCACGCACTGTAAT 

>Sequence 435 

GGGATGATGTGACCCTGTCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGG 
GGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGCTTAAAAT 
TAAACCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCT 
GA 

>Sequence 436 

TGGGGGGTTGTCACCACCGCGGGGCGGCCGAGGTACGCGGGGGAACACCA 

CCCAGTGTGGAGCAGCCCAGCCAAGCACTGTCAGGAATCCTGGGGAGGCA 

GCTACCAACTGACTGCAGATCTGGAATAATAAGTGAGGGGTAGATCTGCC 

CATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAAGAATTGTGGTAG 

GATCTTTTACTCATCCTTGCCACAATAGAATGGCCAATGCCCTTCTAAGA 

TGTTTGGTGAAAGTCTTGGAAGCACCATTTTCCCCCATCACCCCTGGGAA 

GAAATGAAGTCCCTAAGGCAACCACCAGGGCTAATGGAGGCTGA AATTTC 

A ACA AAACCCTATTGGGGGGG AA A A ACCCAA A AGGGCGGGCATATI ' 111 I 

TTTCCCCAAAAGGGAGCACAAACCCAATTAAATCTTTAAAACGGAGTGGG 

GGGGGCAAAATTTATGGCCCAATGGCACAACCTGGGAAAAAAAATCCTAA 

GGGCCCGGGTTATATTCCCTATAACCCGTAATAACTCCAACCACCCGGTT 

AATTTTTAGAAACCTTAAAAAAGACACATTTTTTGGGGAAAAGCAGGGGG 

AACCTTTTTTTCAAACCTAATCCCACCTTTGGCTTCCCTGGGCACAACAA 

TTATTGGTAAGGGGCCTTTGCAAAAATAAAGGGGAAGGACCCTCCCCGGC 

GGGCCCTA 

>Sequence 437 

GTTATACTAGTTATTTTATATTACTCGTAATATGCTTCGTATTCGTTTCT 

TTATCTTAGTTGTGTACGTTATACTCATGTATCAGTTTGTAATTTACTAA 

AATTGTATCTATCATATAGTTACTATTTNTNNTATCTTGCTGTTGTCGGT 

TGGCGGCCGATGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATAT 

ATTTATTTTGCTTTACAG AAAAAAATGGTTTCGTAAATA ATTTGCCTATT 

TTGGTTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTG 

CCACTGCTGAATCAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTCCT 

GGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>Sequence438 

ATTTTCTAGTCTATAATCTTTCTGTTATATTTATATGTATTTTATCATTT 

ATGTAGTATGTATCTATATATTAATTGTTTAATAGTATGTGATTACrCTA 

TTTAGTCTATTATi^^TTTTGTTCGAGTGTCTGCCGCCCGGGCAGGTACG 

CGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCCAG 

ACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCT 

GAGGAGGAGGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAGT 

GAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGC 

TAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGGAT 

TGCACGGAGGAGCTCTTTGACTTCTTGCATGCGAGGGACCATTGCGTGGC 

CCACAAACTCTTTAACAACTTGAAATAAATGTGTGGACTTAATTCACCCC 
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AGTCTTCATCATTTGGGCATCAGAATATTTCCTTATGGTTTTGGATGTAC 
CTG 

>Sequence 439 

CTATGTACTACTCATCTCTANTCTGTATTGGACTACGTACTCGTGTTCAT 

AAATCTAATCCATCTTCTCTCTGTTAGTACGTACTTTGATTCCTATTTGA 

GTAGTCATTTCATGTTTATATTTTATATCATATCGTATCNTATCNCANCT 

TGTTTGTTGCAGTCCATCTGGTGGCGGCCGAGGTACTCTGTGATTTCACC 

TAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTCTTTGATCCCATAC 

CATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAAAG 

AAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGG 

AGGCCGAGGTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGG 

CCATCATGGTGAAACCCCGCCCCACCAAAAATACAAAAAATTAGTGGGGC 

GTGGTGGTGTATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTTGAACCCAAGAGGCAGAGGGTGCAGTGAGCCGAGATCGTGCCA 

CTGCACTCCAACCTGTGCGACAGAGCAAGACTCTGGGAAAAAAAAATAAA 

CATAAAAAAAGGAAGGAAGGAAGGGGAAAGAAAAGTGGCCTCACAATGAT 

TTGCAACAACCTATTACAAAAAAGAAATGAAAGATGGAAAGTCAAAGAAA 

GAAAGG 
>Sequence 440 

TGGTGTATGTGCCTGACCCGGGGCGGCCGAGGTACGCGGGATGTC TAAA T 

ATCTTGTAAAAAGTGTTAAAATAAACAAACCCAGTCAATTAAAAATTTTG 

ACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAGATCTATAAAGGT 

CTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGCTC 

ACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGA 

GTCCAGGAGTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTA 

CAAAAAATTAGCCAGGTGTGGTGGGACACGCCTGTAGTCCCAGCTACTCA 

GGAGGCTGAGGCAGGAGGATAGGTTGAGCCTGGAAGATCGAGGCTGCAGT 

AAGCTGTGATCACACCACTGCACTTTAGACTGGGCAAAATAATTGTTTAA 

TGATAAATGAGGTTCCTGCCCG 

^"Sccjucncc 44 1 

CGGATGTGANNATTGATATAGCGACTCCACCGCGGNGGCGGCCGAGGTAC 

ATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCTGGTTACACACTCT 

ATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAATAAGGGCCAGGTGA 

AATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACC 

TCACTCATGACTGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACC 

AGGCTGATTTGTTCTTCAGAAGTCTTCCTGTCTGCCCCCGCGTACTG TTC 

CTGCAGGTTAAGGCAGGACTGGAACTCCTCCACAGCTTGCACATAGTTTT 

CAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGGGCAGCATAA 

AGCTGTGCTTCTTTTGTTTCTTGCCTTTTAAAAATGATCTTTGCTA AATC 

CAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCTCATTTT 

CnTGAAGAGACTTGTTTTCAAGGACTGAATCATTTGGCATTTCTTCAGTC 

TTATCATTTTCTTTATCATCCTCTTCCGAGCCTTCAGTTTCTTCACCCTC 

TTTCATCTGGTCTTCTCTCTCTTGGGGCTCTTCATTAGCAGCTATCTGAA 

CTTTGGCITCAGGTGATTTCTCAGTAGCTCCCTGGGCTACCTTGGTAATA 

ACCCCATCTCCAGCTGCCTCAAACTCTTTTACAGACAGCNTAGTCTCCTT 

CTGACTGGGAACCAGCTTTGCCCTGACTTCTNCTTTAGATCCG 

^Sccjucncc 442 

CGGCCATCCGCATCATATCTGCTGTGATCCAAAGNTTTTCAACGTCACTA 
ACTATGAGTCACGTGTTTGTATCGGCrTNTCGaWCNAAAANANNNAAGG 

tgtgaagttcgtatgcactgcaccgggggcggccgcccgggcacgtactt 

ttgctgctgaggaatggaatcaaaagaacgtagtctcctggtaaccacct 

cagatctctattattaggctagatgtggggcgggtgactcccccagcttc 

ttgctctcgaccctgcactgtaagttgcccttctattagcagccaaggaa 

aagggaaacatgagcttatccagaacggtggcagagtctccttggcaatc 

aaccaacgttgctatgaaatatgcctcacactgtatagctcattatagga 

cgtcaggtttgttgaaaaaagtgggcaagacatgattaatgaatcagaat 
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CCTGTTTCATTGGTGACITGGATAAAGACTTTTTAATTTTAAAAAAAAAT 

ATTCATGGAATAGGGTCCT 

>Sequence 443 

TGCTGATAGNGTCCTCACCGCGGGGCGGCCGAGGTACATGAGAGACACTT 

TAAGCAGGCTCACAGGAATAGAGTGAGTGC GGACT CAGATTGTTTAAGCT 

ATCTCTGAACCCATTCCTACTGCGTTTAACTATTTTATTGGTTTCTAACT 

ACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCACAGCGTT 

GTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGC 

ATCCGCGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGA 

AAACTCCTCCTTTCTCCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAA 

ACCCGTAGCTCCTGCCCTAC 

>Sequence444 

TCGTTCTCATACTATTATAATTGTATTCTACTATCTTACATTATCGTATC 

GTCTTAATGATTCTAGTATCTATTGTTCTGAATATTTATTATCATAAACT 

AATATCNNANNNNNTTGTTTGTTTATTCTGATCGGACTCCACCGCGGTGG 

CGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTCGT 

AAGTGAGACAAGCCAGTGCAAGTTTTTTTTTTTCCTTTGTTTTTGGGCTT 

ACCTTCTTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAA 

AAGGAGTTTTTCAAACCCAGCAAATCAAGTGCTTGGATTCTGAACTGCCA 

AAAGAAAACTGCACTTCCCCTCTTAAGTAAAACGAAATGAGTTTCTTAGG 

TAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGAGCGTT 

AGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGA 

CTCACATGTGTGTATATATATATAAAGCAAAGAGCCCCGCCCACAAGCCA 

GCAGCTGGGTGAAATATCAGCTGTCCACGCCGTGGTATTCCAATTCGGGG 

AAATTACCTCCTTGGAAAAACTGGAAAAATTATTTGTTGAAAAAAAACTT 

ATTTGATAAAAGTGTTTT 

> Sequence 445 

tgacgatnagatcggagtcctcaccgcggtggcggccgcccgggcaggta 

ctttactaaaatgactgcattctttggattccttcagtctatggttcaag 

tcactaaagattcatttttgttgagtccttatgagaaacagcagtatgaa 

tcttgacggtttctgcccgtcctaatggcagagctctctgacttgggtgt 

atgctaccaggctgggttcaagtgagaagttctggtcagtcttctgtggg 

ttgaaggttcaatatcaattctgtttcaaagcctttgtgatgctatttga 

atctttgctcggtatatgccacccagtggtcagtctgggacctaggtggt 

gagctatcccatagttcattctcaacgtctttactgcactgtttagggtc 

agatacacatatatatacaactttgggtgagctcaggagtttataagctt 

tatgggcttggtgttttgatttataaacagg agtt tatagaactttatgg 

gtttgcttcctttttctgccagttcccttgtattttccagcccttaaaac 

tcctttttgggtctgtgttccaaagctggttcttagttaccctacttgtt 

gaccagtttcacagtgtg 

>Sequence 446 

TGATGATGATTCCCTNATCCGGTGGCGGCCGAGGTACGCGGGGAGACACA 

ACTTCCTGGGCTTAGATATTTCAGAATATCACAACTAAACTCTTAAAAAT 

TTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCAGCACTTTGGG 

AGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGC 

TTGGTGATGTGTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAG 

AATCGCTAGAACCCATGAGGTGTAGGCTGCAGTGAG TCAT GTTTGCACCA 

CTGCAGTeGAGCCTGGGTGAGAGTGTGTATTAGTTTGTTTTCATGCTGCT 

GATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTAATTGGACTTA 

CAGTTCCACATGACTGGGGAGGCCTGAAAATCACGGTGAGAGGTGAAAGG 

cactttttacattggcaacaagagaaaaatgaggaataagcaaaagcaga 
aacccctgataagcccatcagaatctatgagacttattcactatcacaga 

ATAGCC 

>Sequence447 

ATTATACTTACCTCTTAGATTTATTTATCTCAAGAATATATCGATTTCAT 
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CTTTTATACITANTTGTACATATTTTTTAATTATATATTCTATTTATTAT 

TATACAAACNATCTAATGCGTTGTATCTTCTCCGGTGGCGGACGAGGTAC 

GTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGACTT 

GCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTTGC 

TGGTCGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCC 

GTCTGATTCTAATAGAGAGCCGGGTTCACCGTTTGGCTCGATATTATAAG 

ACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATCTACAGCCTC 

TGCCCTGGTCGCATAAATTTGTC 

>Sequence 448 

TGGGGATGTGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACTTTTTTTTTT 

rm Mil 1 G TTAGTGTTTTCTGATGTCTTTTCTAA CAAATC TTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATT TTTAGC TTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAAGTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCAGGGAGN 

>Sequence 449 

GANTTGTGCCTCTCGCGCGCGGGGCGGCCGGGTACAAAAAGCAGGGGCCC 

AGCCCCAGCTGTTGGCTACATGAGTATTTAGAGGAAGTAAGGTAGCAGGC 

AGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAATCAGCTTCTGG 

AGGAATGCATGTCACAGGCGGGACTTTTTCAGAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGC 

CGCCCGAAGGAGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCT 

TGTGTTCAAGCAACTTCTTGCGGTAGTCCTGAAGCGCCTTATCTCTAGGG 

TCCGCCATGATGAGAACCCCGCGTACCTGCCCG 

>Sequence 450 

TGGGATTTGCCCCTCCGGGGGCGGCCGAGGTACTCCCTACGGCACTAGTC 

TACAGGGGGAAGGACGCTCTGTGCTGGCAGCGGTGGCTCACATGGCCTGT 

CTGCACTGTAACCACAGGCTGGGATGTAGCCAGGACTTGGTCTCCTTCCC 

GCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGAATGCT 

CCACITTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCG 

GATGGATGAAACCCAGACACATAGCAA 

>Sequence451 

TGGCACCGTGCGTCTCCGTGGTCGAGCGGCCGCCCGGCAGGACAAATGAG 

TTTAGAAATGTTGTATAAGGCTGATCTGGACCCAAACTAAAACAACGTTA 

ATCCTCITCAAATCTAATTTAATATAGGGAA TAAGA TTATTGAAAAAAAA 

TTTTTTT CCTGA TTTTCTn 1 1 CCTGAAGG 11 11 1 1 1 G TAG A AACCATGG 

TAAAAAGGGAAAAGAAACCTTTGACTGGCGGGGGCAGGGGGAATACAAAA 

AAAAAATCCCrTGATTTTTAAAATATACTTGAATATCAAACTCAGAAAGA 

GTTATTTTTGTGAAAGAGGCAAAATTGGT CTTGA GCTGCTTCAGTCTATG 

TCTGAAGGTTTTACTGAAATTATGGTCCAGTTTTAGGAGAAAAATT CACA 

GAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTGAGGTGGTGATTTT 

CrCCAAGGTCATGGTTATGAAGCrCAATGAGGGCCTGAATTGCTTCTTCC 

ACAGATCCCAATTGAATGAGCGCCATTTTGCGATCTTTCTGAAAGAATTT 

AAAAGCCTTCACTGAACATCCAGCTTCTATGAAAAGGTTCTTCAGATCAT 

CCACTGTAACAGAAGGGGGAATGTTGGAAAGATCAGAGTGGCT 

>Sequence 452 

TGGTTATGGACCTCACCGCGTGGCGGCCGCTAATGTTAG AAGTTA AGTTG 
GAACCTATATTGTAGAGGAACAAAAGCCAATCAGTGT CCTT TTTGTCTTT 
TTTTACATAAACTTTTACTACAAAAATTAATATATGGATTTTGAATTTCC 
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AGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTATAC 

ATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGA 

TTTAATTTCCTTTTGGCACCCCCATATCTAGAAGTCTCTTCATAAATTAA 

TAAATAATCTAGGGCCAGCATTATGTTTGCTAGACCTGGATTTGGCTCAA 

TACTTAAAGTTAAAAGTTTCTGTCTTTTTTCTTGGACTTGAAACTGCCTA 

GAGCGTCAGTCTCTCTGTTArilllllCTATTTTCTTTTTCCCCCATCAG 

TCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTCCTAGTCGATAA 

GAGTAAAAGGGGAAGGAGGAAAAGGGTCCAGTGCCACTGG ACAGTC ACCT 

CTCTCTGGGAAGGACCCATTACAAGACAATGAGTCCCTCTACITTTTTAT 

ATTTCTATTTACATAAAATCTTTA 

>Sequence 453 

CTTTATCCCTTATATACATAAATATTATTATTGTTAACACAACTGTTATA 
TATAACATTATAATATAGTATACTCTATTTTGAGCACAAGATGATCTCTC 
ATCCANNNAAGGGTGTTGTTAGATTCCATTCCCCGCGGCGGC 
>Sequence 454 

ACCACGCCTCCGCCACGTGTTGTCATTATATCTCCTGATCGCGATCTACC 

CTCTATCCTACGTATCGACATCGGGCAGCATTCTATAGGAGTTGGTATCT 

ATTATACTANTANATANAAGGGCCGGCGTCACGCTCACTATAGCCGAAGG 

NGGACGNCCGGCCAGGNACGCGGGGACCTTTCACGGGCGGGGGGAGCTGA 

GGCTCCTGCCGACATCTCTGATCCTTGCACCCTGGCAGGAAGCTGGTCGC 

GGGCACTATAACGGGAGGCCTCCACATATTCCAGAAAAGAAACCACTCTG 

CAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAACAGGGGGGGAGA 

GCTGCCTCCCTTTGAACCTCTCCCAGGACCAACTCTAACCCAGGGAGGGG 

AACTTGGTCGGTGCAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAA 

AGATACACTAGAAGGCGCTGGGGATACATCAGAGGAGAGGGATACTCACG 

CGGGCTCCGTGGATGAAGAGAATGGCCGACAGTTGGGCGAGGTAGAGCTG 

CAATGTGGGAATGGTACCT 

>Sequence 455 

CCACCCCCTTATACCAGTTTACATAATGTTGTTATTTTGGTTTTCTCCTA 

CATAAGTAGATCTTCTCATATTCTTCTCAATCTCTATATTCTACCTGTAA 

TATCTAAATCNTTGTTCGTTAGCTGGTGGCGCACCCGCGGTGGCGGCCGC 

CCGGGCAGGTACGCGGGGAGGATCTCTGTCTTTTGTTGCCTCACCTGTCT 

GCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCAT 

CGTCCAGTTCCTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCG 

TTTAGAGCAGAAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACT 

ATTTTCGGCTTCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGC 

TGTTGTAGCAAGAAAGAAGCCATATACCCTGTGTAAACAAATGAATATGG 

CTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTGGATATGA 

CTCAGATACTGTTGTTTGACAACCCCTGATCTAGAGTAAAAATTCCAAAC 

TCTATAGCCTCCAGCCTGGGAAACAGAGCGAGACTTCGTCTTAAAAAAAA 

TTAATAAATATATTAATACATATGAAAAAAATATATTCGAGCTGGGCGTT 

GTGGTCTACTCTTGCATTCCAACACTTTGGAGGCTTAGAAGGCAATCACT 

TTAGTTAGGGGACAGAACAGCCTGGTCACATGGTGAAACC 

> Sequence 456 

AATCCTATTCTCTCATTGCTGGTTCATAATATAATATTATATATATGTCT 

CTCTCATTCATTGTAATTTATATTATAGTAGTATGTAATTGCTGGTAATA 

TCTACATAATNTTTCNNTNTAATAAGTGCACTTTGGCACTT^ 

TTCTCX:GGG AGGCGGCCG AGGTAC AAC ATG ACATTTTTAACC AATCC AAT 

CT^\AAATGTGCCAGAATCCACCTGTGGCCCGAATCGTGTTTGGTTCCTC 

TTTCTACTCCACTGCAGATGACCAAACCTGTCCCGCT 

CTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCC 

CCAGGAGAATAGGCACCGGCTGGCTTGCCAAAGGGTTTGGGTTTTATTGC 

TTTCTGTTTTTTCTTTTCCCGACAGCACAAAGAAGTAAGGGCAGTTATTG 

GACAGGTGTTATTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTC 

TACTGCATTGTGGAGCATGCGGGGGAAGAGAACTGACCCAGGTAATGAAA 

TGGAGCCCTTTCCTGGAACTAACCAGTCCTTGATGTTGTGTGACTAAAGT 
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AAAGATGATAAACCCCCATTTGCTGGGGGTGGTA CTTTACACTTGGGTT G 
G ATTGGG AAAGCTTTCCATACCCTTGGCCATTCCC 1 1 1 1 1 1C11 1 1 1 1 1 1 
CAACCCCATTTTTTTAGGAAGGGATTGTTAACAAAAACCTTTCTTTTAAA 

CCTTTTTTT 
>Sequence 457 

TGCCGTTTGAGTCGACTCAGGGGGCGGACGTATATTACTGTGCGAGAGGT 

AAAGGATATAGTGGCTACGATTACGGCCTCTCT 

>Sequence 458 

GGAGAGTTGANNCAN1MTTTGGGAAGCGCTCCCCGCGGTGGCGGCCGCCCG 

GGCAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTA 

CTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGC 

AAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTT 

GTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGA 

TGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAG 

CTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGT 

AAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGA 

ACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATC 

TGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCC 

AGCCCCAAGCTGCAGCCCATTCACAGCACCCGAAGAACTTCCCCAGATGG 

TGGGTCTGGAAGGACATTTTGAAGATGTTGCCAAGGGGAGAAGATCACGA 

AAGAAGAGTACAGCCCTAGAGGCAAACCCTCTTTCAATCTCTTGATN 

>Sequence 459 

GGGGATAGTCNGAATCACGTGGCGGCCGCCCGGGCAGGTACGCGGGTAGT 

GAGCTGGTTAGTGAAGGCTTTGTAGCTGAGCAGTTTCTAAATAACACAGC 

CACTCAACTGACATACCATGGATTATGTGAACTAACTTCAACGGTTCAGG 

AAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACC 

AAATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTTTCTTAC 

TGAAGAGAAAGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAA 

ATTTCTGTGACTCAGAATTTCATCTTCGACCTCCTTCAGATCCTGAAACT 

GTATACAAAGGACAACAAGATCAGATAGATCAGGATTATCTTATGGCATT 

ATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGGAACAAATCC 

CGGAAGGAATCAGTGATTTGGAACTAGCAAAGAAACTCCAAGAGGAAGAG 

GACAGACCGGCTTCTAATACTATCAGGAACAGGAACAAGCAGCAGCTGCT 

GCTGCTGCTGCTTCTACACAAGCTCAGCAGGGCCAGCCAGCACAAGCCTC 

TTCATCAAGTGGAG 

>Sequence 460 

TAGACTTCAGGGAAACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

CCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTC 

TTCCTCTAGTTACTAATTTTTAATTTAAAAATACAATTAACTGATCTAGC 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCTTCCTTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCAGGG 

ACAT 

>Sequence 461 

CTCTTACCCTCGTCTCACTGTACTGATAAACATTTATCTTGCTCACATGT 

ATATTTTATACTCTATCTATTGTCTGTAACTCTCACAAATGCACTGAAGA 

TTATTGTAGTAATAGTGATTATGTTTCTCTGTATAATTTGGGGGTGATTC 

GTATCAGTTGCCGTCGTCCGGCAGGAACGCGGGGGCTGTCTACCTGGAGT 

TCTAGCAAGTCGGCCAGGATGTCTAAGGCTGAGTTTGAGAAAGCTGCAGA 

oGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAGATGCTGTTCA 

TCTATGGCCACTACAAACAAGCAACTGTGGGCGACATAAAAACAGGAACG 

GCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTTGGATGCCTGGAATG 

AGCTGAAAGGGACTTCCAAGGAAAGATGCCATGAAAGCTTACATCAACAA 

AGTAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGA CTGGATT TGGTT 

ACTGTGCCATGTGTTTATCCTAAACTGAGACAATGCCTTGll'llIllCTA 

ATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACCAGCTACT 
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CAAGGCTGCTTACCATACGGGTCTAACAGATTAGGGGCTAAAAACGATTA 
CTGACTTTCCTTGTGTAGTTTTTATCTGAAATCAATAAAAGGGGATTGGT 
ACC ATAAAATTCTTTCTT ATTCTTG TCCCTTGG CCG TTTAA 
>Sequence 462 

GAGGTTAATCNGATGCCTCCACCGCGGTGGCGGCCGAGGTACGCGGGATA 

TTGTTCCTGATTTGCCTGATGTGTGGACGGATCACCAAGCGAGTGACACG 

AGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCTTATAAAG 

GTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGC 

ACACTCCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAG 

AGGGCGTGGAAAGTTATCACATTAAAAGATGGAGGATTTAAAAAATAAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 463 

AATTACTCTACAGTAAGGACTGTAAGTACTAGAAATTATATGTATGTACA 

GATACTACACTATNGATTTATACTAACTTTATATTAATCAATTTACGAAT 

TAGATTATGACATACTTATGGAGCTAATTTATTCCTTCATTACTAGTTTA 

GTTGGTTTGATTCGAGTCNTCTATCGCGGTGGC 

>Sequence 464 

TGCACGATGATTCGAAGCCCTCACCGCGGTGG CGGCCGCCCGGGCA GGTA 
CirTTTTTTTTTTTTTTTI 1 1 1 1 1 1 IG G 1 11 1 1 1 1 1111 1 1 1 1 1 1 1 1 1 1 1 

l ' lrrrrni Ti mi a a accgctgccacc acc atg a a ag aggggccacc ac 

ATTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCT 

CCATTAGGAGACCATGCCCACTTACAGAATGCAGCCGTAAATGCGGTAAA 

TCTATTTACAGAGGTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGGA 

ATTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGC 

TTGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATT 

AAATCTCGGAATTGACAGCAAGTTTGGGGACAGTGCAAGAAGAGAGGGGT 

GACCTGTGAAATGGGGCTGGGGAACTTCTTAGGCCCCAAGGGGGGGCAGC 

ACTTGAGAGATGAGTTAAATTTAGGGGTGATCTTTAACCCTTTCCACCCC 

AACCAAAAAGGTTTGGGAACCGGGGGTCCCACAAAGTTGGTTTCCAAGGA 

AAATAAGG 

>Sequence 465 

TGAGGTATTAATCCAAACCGNGTGGCGGCCGAACGCAGAGAAGGTAGAAG 

ATAGCACCATGCCGATTCGTCGAACTGTGAATTCTACCCGGGAAACTCCT 

CCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACAT 

AAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTC 

CACCTGCTACTTCGAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAAT 

GAAGAGAAGGAAGAAAATAAG 

>Sequence 466 

TGGGCTGATGGCTTCACCGCGGGGCGGCCGAGGTACGCGGGGAGGTCGGT 
GCGCGCTTCTCCCGAGGTGGAACGGGCGGCAGTCAAGCGCCGGCGTTCTC 
TGCCGTCACCCTTTCCTTGC 
>Sequence 467 

GGGGTGATGACTCATGACTATCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 

1 1 11 1 1 11 1 ITl ' l ' l l l 1 I I 1 1 1 1 1 1 G AGACAGAGTCTTGCTCCATCACCC 

ATGCrAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCGCCTTCT 

GGGTTCAAGCTATTCTCCTGCCTCAGCCTTC CAAGT AACTGGGATTACAG 

GCACATGCCACCACGCCCAACTAATTTTGTATTTTTAATAGAGACAGGGT 

TTGACCATGTTAGCCAGGCTGGTCTTGAACTTCCATCAGGTGATCTGOCC 

TCCTCAGCXrrCCCAAGTGCTGAG ATTAC AGGCA TGAGCCACCG CGCCTGG 

CTGATTGTGTTCCTTTCTCACAGATTTTGTTTCTGTTTTTGTTTTCCTGA 

ACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAAGTCACAAG 

TAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGCAGAAGTGATGTG 

TATCACTTCTATGTGTGGCCTCCCAAAACCTCTAAAGGTTAT GTTCCC CT 

CTTTTTCCCATCTATGGCCTGNAAAGTGAAATATTATGGAGCCTTTTGCT 

GAGACACCCCGCGTACCTCGGCCGCTCTAAACTA 

>Sequence 468 
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TCGGTGTGCTGTGCTCATCTGTCTTCCAAAGGAGGAACAGATCGGCAAGT 

GCATCTGACGCGTGGCCGACAAATGCTGTCGAAGAAAGAAATAAAAACCC 

TGAAACATGAGCGAGAGTGATCGAAACGTGTGGAAATGCCTTCTTAAAGT 

TTATAAAAGTA A A ATC AA ATTACA'I TTTTTl 1 1 CAAAAAAAATAATTTAA 

AACTAAATGTACCTTAAA 

>Sequence 469 

GCGATTGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCA 

GGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACC 

CTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACT 

GCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATT 

GGCCTGTTATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGT 

GGACATTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACT 

TGACTTCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTC 

ACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATATTCAAAATGCCAT 

GTTACCATCTAAACCC 

>Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTC 

TCTGGACTTGCTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCAC 

GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 

CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 

TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 

AACCCTACTTGCCCCCGAACGTACCTGCCCG 

>Sequence471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTTTTTTTTTTTTT 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCCG 

>Sequence 472 

ACTCACCTAACTTATATTCCTAGTTTATTTAAGTTATATTGTTACATATT 

AACAATTACTGATATCTGCTGACTAAATATCTACTAC ACTTC TCATACAC 

TTCAACACTCCTATATATTATATTGTATCTAGTGTATATTTTATNNAANN 

TCAGTTNGGTATGCTGATCGCGTTGCGGGCGNCCGGGCAGGTACTATGGG 

TGTAGTGTTACTATTACAGTTAATTCGTCCTTTGTGTGCGCTGATAAATG 

CAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGCAACAACTTATCG 

GTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGATAGT 

CGTCTGTGTTTTTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTTCGTG 

GCGGGGTGGTTGGCCAAGTGCTGTCTAATAATTTCAGGAGAGGATACTTT 

GTTGCTGCTGCAGGATCAGCCATGGTAGATTATGGTTTTTGAGAACCAGA 

TGGGGCACACAATTTCTAGTGTGCCCATTTAACAGGGTCTTTCAAAGTAC 

CATG 

>Sequence 473 

TTTATATAACTTATTCGTTCAATCTATTTATTATATCTCTCTTATATACT 

CATTGTCTACTTTAATATCATACTTGTTATAATTATTCATACATATTATA 

ACAANACCGATGCATGTTTCATNTANTTANGCAGCACACCACCGCGGTGG 

CGGACGAGGTACAAAATAATTATAATGTATTAACTCATACTGCCTGTCTT 

TTATAGGGGAAAAAAATAACCTTTTTTATTTTAAAGTTATA AGGT GGGTT 

ACCTTITAGTTGCTTGGATGACAGGGAATTAGCCTACCCCATTTTGGTCT 

GGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCTTCCTACTTAA 

GTGCAAGATCATGCTATGTCAGtTACCCAAGCtGGAATACCGTGACACGA 

TCGTGGCTCGCTACAGCCTCCATGTCCCAGGCTCGAGCAGTTCT CCCAC C 

TCAACCTTCCGAGTAGCCGGAACCACAGAACCACAGTCTTCTCATTTTGA 

AAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGAGGAAATTTCTTA 

AACTTTCTCAACGAGTCATGTAACGTTACACTGGCCTTCATAAAGCACCG 
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TTTAAGAAA GGCC 1 1 1 11 1 '1 CATCTTTTATACTATATTCTGTTCTTGGCC 

TGGGGGGCCTTTTTAAAACTAGTGGATCCCCCCGGGTTGTGGGAATCGTT 

TTCAGCTTTATTTTACCTTCCACCTTAAGGGGGTGCCCGGCCCCAACTTT 

GTTCCTT 

>Sequence 474 

TGCAGATGGAGCNTNTACCGGGGGCGGCCGCCCGGGCAGGTACGCGGGGG 

AGCTGAGCCGGTGGGTGAGCGGCGGCCACGGCATCCTGTGCTGTGGGGGC 

TACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTCTTATGTGCC 

TGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGAC 

CGTGTACTTCTAAAATTGCACTTTATGTTTTGTAGGCTTGGAGCTTCTTG 

ATTATGGGTTTTTTCGTTACAAAATTCAACAACAGAATCAATACTTTGCA 

TA A ACATTATGG ATGC I ' II " 11 CTGTTTGTACCT 

>Sequence 475 

GTACGATTGAGCCNTTTTGGAAGCCGCTCTCCGGCGGTGGCGACAGGGTT 
ACATTGGTAAGGGTGACAGTTAGAAGGGGAAGTCCTTTTAGTGAAATAGA 
TGAGAGGTTTTAGA 
>Sequence 476 

TCTCTCTCATCTCCCACTTTTCACTCTATTGTGACTAACACTCTTTTCTT 

TCATCTCTTAACGATCTCGTTTACTCTATTCTATATATATGATTATTCAT 

TCATCTTTNATCNCTTGGAGTGGANCTTTGGGAGGCCTNTCCGCGGNGGC 

TACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAG 

GCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCA 

CCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCACAGA 

TAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGAATT 

GGTCCCCTTCACTCCTCACCTTCCCGCTCAGAGGGCTGTCTATCTGGGTT 

CTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCAACA 

TGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATCTCA 

ACAGTAAATGGTTTCTCTTGGACAAATTAATTCCACCTCTTTTCTGGTTT 

TCCCCAATCAAATTAAACTTCTTCACACCACATTAAATTCCAGAAATCTT 

CCATCCTTATAACAATTAAAGTGGAGAGTTGGATTTCCAGAAAGGTGCTT 

GAAATTCCCATAATCTAAATTCTTACTCCAAAAAATTTTGGGAGCTGGAG 

ACCCTTGCTTGGACCAGGCAATGGTACGGAGCCCCTTTTTGGAAGTTGGG 

GGAGGGATC ACAG AAATA ACN 

>Sequence 477 

TCTCTTCTCTCGTTTTTTCTTTCGTCTTATCTTTAGTCTTCTTCTTTCCA 

CTTGCCTT C1 11111 1 11 11 111111 IG1 11 1 1 AGTTATACATTATTNTN 

NTTTNTTGCTTTGACGACTCCCCGCGGCGGCGGCCGCCCGGGCAGGTACT 

TTTTTTTTTTTTT1 1111 1 i 1 1 1 1 1 1 GGCAAAAATATTTATTAAAATGAT 

TTTTTI A AGTTTG A ACTTTATTGG AAGG AGTCCCTCTAATTC AC ACTTTC 

ATCCTAGATAAATGGGTAAGAACCACATATGGAATATAAAGCATTGATTT 

TTTAAAAACCACATAGTAGCACAGTGAAAGAAATGCAATTCTCCAGGGTC 

TTAGAGAATTCAAAGGGGCATCTTAGGTGGTCTAAGAAACCAATTACAGT 

CTCATGGTTTTCCTTTTGGTTCAAGATTAGAAGAGTCAGGTTACCACTAC 

CTGTTTTTAGAGGTAGAATATGAACTTTCTACTAGTCCACAGTTTACTGG 

TCAGGTGGCCCCAACAGGCTTTTATCTTAGCCCCATCTGCCTTTAGGGTG 

GCCAGATGATCTCTATGTCCCAAGCAGCAAGGCTTTCTGCTGATCTCTAC 

TTTAGATCCATGAACCGGTTTTC 

>Sequence 478 

GTACGATTANCCNAATATGAGCGTCCTACCGCGGTGGCGGCCGAGGTACC 

TGCATCAGGGATAAGAACCCATTCCCCTCCCTTGTTCCGGTGTGCTCTCG 

CCATTGCACCATCCATGAGACGGACTGTTGTATAGAAGTAAAATTGCCtT 

GCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence479 

TGCCGATGATCGGAAGCCTNACCGCGGTGGCGGCCGAGGTACGCGGGGGG 

TGTGGCCTGCATCTCAGCTGGCCGCCATCAGTGTAAATAGAGCTTAAAGT 

CATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGTTGAATATTTGTAGC 
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GAAGTATCTGTTTTCAT 1 1 1 1 1 ' l C ACGTTATAAATAAAAATACTATGCTG 

GCCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAT 

GTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAGCCAAGATGGT 

GAAACCCCGTCTCTAGTAAAGATAAACAAAAAATTAGCTGGGCTTGATGG 

CATGCGCCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGAGAATCGCT 

TAAACCCAGGCGGGAGAAGGTTGTAGTGAGCCAAGAATGGGCCTATTGTA 

CTTTCAGCTTATCAATAGAAGGGAGACTGGCACCCCTTTAAATTACCTTT 

CAATAAATTGGTCCTTGCCCGGGCGGGCGCTTTTAAAACTAAGGGAACCC 

CCCCGGCTGTAAGGAATTCGATATTAAAGGCTATTCAAATACCCGCGGCC 

TTCGGGGGGGGCCCGGGTCCCAATTTTGGTTTCTTTTAGGGGGGGATATC 

CGCCCCGTGCG 

> Sequence 480 

TGATGAGTCAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGCA 

AACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGA 

GGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATGTGCCGATGA 

GGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACACCC 

TTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAA 

AACGTACCTG 

>Sequence481 

CCTCCACCTTCTTTTTTTCATTGTTCATTTCTCTATACCCGACCTCTTAT 

GTTTTTTATCTTTTCTATTATACCTCATTTAATAATATTGTTCTTCTTTT 

TAAG^^^n^^vf^^^4NNANNAATTATTTGTTCGATTCTCCGACGCGAAAATGTGT 

AATGTAGAAGGCGAAGCCTCTATGTGTTCAATAACCCAAATTTGTTGATG 

TTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATC 

AGAATAAAGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAG 

GCCCTATGTCTTGACCTAGGTGGTAGTTACAAGGGTATTTATTTGCCTTA 

TAATAATTCACTAAACTATGTATTTGAGTAGATTTTTATGTGTGTGCTTT 

AATTTACAAAAAAAAAAAAAAAAAAAAAAGGTGCCTT 

>Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTnTCAAGTCTCGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTTCGAAT 

TTAACAG 

>Sequence 483 

TCTTATCITCATTCCTTAGTCTAGAAATTTATTTTGATCTGAGTTCACTA 

ACTCTAACTTATTCTGTTTCTTCAACCATGACAACTTTGGCGTTGGTTAT 

AAAATNATATATTTTTTCCTTTTNCNNNATNATANACAGGGNNGTTGCTG 

ACATTTTAGAAGCGCTCCACCGCGGTGGCGGCCGAGGTACTCTTCAAAAT 

TGTCAAGGTCATGAAAGACAGCAAAAAGTGAAGAATTCTTACAAACTAGA 

GGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACGGTGGCTCA 

TGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATC 

ATCTTANGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCCCA 

TCCCTACTAAAAATACAGAATTAGCTGGGTGTGGTGGTGCATGCCTATAA 

TCCCAGCTACTTGGAAGGCCTCGGCAGGAGAATCACTTGAACCCGGGAGG. 

CATAGGTTGTGGTGAGCCAAAATTGCGCCATTGCACTCCAGCCTGGGCAA 

CAAGAGCGAAATTCTGTCTCAAACNATAAATAACTAAAAAAAAAGTACCT 

GCCCGGA 

>Sequence484 

GGAGATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCC 
TGGACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCAC 
GTAGTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAA 
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GCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGA 

GTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCAGAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGC 

TCCCCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATT 

ACAGAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACAT GAGT T 

TACAGTTAACCCCACTGCACAAAATAATAAATTAGCCATAATTTGGTTTT 

TTTTGAAAAACCATGCCCCCCACCTGACCCCACAACACAACAGGTACTGG 

CATGCCCAGTTTATTAACAGATGGGCCTAAAACATGCTGGGGCGGAGAGA 

CAGATTACGGGTAATGCGCTTTGCCCGAGAA 

>Sequence 485 

ACATTCCTCTATTATACCGTATTGTCTTATCTAGTTATTTATACCCCTCC 

TCACTTTCAACTATCTCCGGTATCTCTGTATATACGTCAACTTACTAAAA 

CATATAACNNNAATACTCTTGTNTTTTTTGCGCACTCCCGGGTGGCGGCC 

GAGGTAC ri 'l' l ' I ' l 1 1 1 1 11 I I 11 1 I 1 1 I U I GGGGAGGATACTTTCATTT 

TTATTTTATATCGTGAGGTATTGTTTGGATTGTTACAATGAACTTGCATT 

TCTTTTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCT 

TTGGCCTGG ATTATC ATCGGCTGG A A ATTCATGTTGG ATGCAAG I III 1 A 

TTGATAACAAGTTATTTTTTGGTTTATATGCAAAAAATGTTCATTGAATG 

CCTCCTATTTGGCTGGCACTGCCTAGGCACTTTCACAGGTATTTCATCCT 

AATCCTCACAACAGCCCTATGAGGTAATCATTGGTCCCAGTTTAC AGAA G 

CCTTGGGTGGGAGATTATTGCTTGATATACTTCTATTTGCCACACATTTT 

TGTTGGCAAGACGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTC 

ATTGGCCAGGAGTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATA 

CTAGAATTTTTCCCCCACAAGAATGATGGGACCAGTGGCATAAGAGTAAA 

GGAAGGAGAGTCAGTGGGTCTCTCCCTTGAAGCACCCATTGAGTTGCATG 

G 

>Sequence 486 

TCACACCTATCTTCTCTTCTCATTTCTCCCATATTATTAATACGCTTATT 

TTCGTTCCTCATCGTTCTTATAAATCGCTGTTACTACTATACACTTACTA 

TAAGATGAAAACTTTTAGCNNNNNANAhfNNATGGGTCCTGTGCGCCCTCA 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAA 

ATTGGAAATCATAGTCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTT 

GTAACTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAA 

CAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGG 

GGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGA 

TTTTAAAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTC 

AGGGATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTT 

TCTAAGATTCTCTGTGGGAAAATGACTGTCAATAAAATGCGGGTTTCTGG 

GCCAAAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTTC 

CT 

>Sequence 487 

TCCTCTTCTTA ri TCT1 1 1 1 CTTTATTTTCTCTATTAATCTAACCTTATT 

CTTAATATTTTTTTTAATTATCTTACATCATTCGTACTTGATTCTGAACT 

TTATANAAAGANATTTTTGATGACACCTCCTAAGCTGGCGGCCGAGGTAC 

TTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGGGTTCAGTC 

CTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGAGGCTC 

CCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTTGAGGA 

GTCTTGTGTGCATTGCTGTGAATTAGCTCACTTGGTGATATGTCCTATAT 

TGGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCT GGSF? -- 

AAAGTCAGTAACTTACCCTTAGGGAGGCTGGGGGAAAAGGTTAGATTTTG 

TATTCAGGGGTTTTTTGTGTACCTGCCCG 

>Sequence488 

GATCGTCATTGTTATTACTTGATTCTTATTT TATTTAT GTTTTTGTTTTA 
CTCTTTCTTTTAAATTTCTGATGTTAl'l'I'ri'ri'l'l 1 1 1 GTATCGTTTATT 
TTTNANNNATNNTTGGGGGCTATAGGCNCTTCTCCC CGCGG GGGCGGCCG 
AGGG ACTTNG 1 ' 1 1 1 111 1 1 G 1T1T1 rrriG GTGCTTTATTTTCAATATTT 
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GTCTTATTAATATTTTTCTTATTTTATAATGCAATT ACAACGGT TTAGGA 

G AC AAA AC AATATAAACAAACG AATGTTA AATAG r 1 1 1 1 1 r 1 AAA A A ATA 

GCTTGTTGCTTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATA 

ATTTTATACTTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAA 

ATAGCTAAACACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTT 

AACTTTAATGTGATGCTTAAACAAAGCAAACTATGATGCAATTTGAATCA 

ACTTCATTAATTGGACCAGTCCAGTGGGGCACAATTTTGATTAGCCCTAA 

CCCCTCATTGGTGGCCAGTGAAACCTCCACCCCAGCA AGGGCC TTTCTGG 

TCTTGGGCTATGTCCAATTCCATTCCAGAAAGCCACAGTTTTTACATGTT 

CTTGACTTTTTTACTGAGAGGACGCCAAN 

>Sequence 489 

CATTCCCTTTCTTCTTGCATTTATATGTTAGTTTA TATA TTTTATTATCT 

ATGTTTA ACTATTTA I " ITTI ATT ATG ATTTTATTATTTTCTCTATC ATAT 

TTATTCTATTNNCTGTTTGTTTCTGGATATCATTCCCGTGGTGGCGGCCG 

ACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCC 

GTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATC 

TTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGT 

AAATGAGAGCCTTTCGAAAACTTTCTGCCCTCAAGTATTTACCATAAATT 

CTCTTTAAAGTGACATGTTCAGAATCAGGGCTCAGAGTTTGAAGTAAAGA 

GTCATTTCTTAGTTCAGCTTTCAATTTGTATAACTTTAGCCTCT GCCCT T 

TTCAAAGATTTTTGGAG AGTCAATTTTTCTTTTGTTCATACTTC PITT 1 C 

AGAGGGCATGTTGGCTTCAATGTTGGGCACCACCATTCAATGAAAACCCT 

GGAGATTATTCTTACCAGCTTCCTGGCTGGCGATCCAACTGATCTGCCCT 

TCCAGCTTAATACCCATGTCCTTAAATCATTCTTTTTTCAGTAATTGGCT 

TGATTTCCCTGGCAGCTTAACATTTTGTTAAAAGTCTTTATTTCATGTGC 

CCCAAGAGTCCTTTGCCGTTTTAAACTGTTGACCCCCGGCTTGTGAATCG 

TATAAACCTAAAAATCTGTCCCTT 

>Sequence 490 

GGGGATATGTCGAGTCTCCCGCGGTGGCGGCCGAGGTACCTGATTTTATT 
TCCAGTTTTCATCCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTT 
TCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTGTGAGAAGACA 
>Sequence491 

TTNTAAGAGATGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAA 

AATAAAAAGGAGGCTGGTGGGAGAACTGCTTGAGCCCCAGAGTTTGAGGT 

TACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTGGGCGATGGAGC 

GAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGCA 

GTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGAT 

CACTTGAGCCCAGGAGTTTGAGACCAGGCTGGGTAACACAGGGAGGACCC 

CGTCTCAAATATTTAAAAAATTAATCATGCGTAGTGGTGCATTCCTTGGG 

GGTTCCAGCTTCnTGGGGAGGCITAAAGTGCAAGGGTTAGCTT^ 

TGGGAAGACACAGCGTTCAAGAGGCITTGAATTTGACCACTGGTACTTTA 

AACCTGGGCCGATAAAATGAGAACCCTTTTCTTAAAAAAAAAAAAAAGGG 

GGAGGGGCCCCCCCCCTGTTITTATTTTGCGCAACAAACCAAll'11111'1 

AAA 

>Sequcncc 492 

TTGTTACGTGTCGAGCTCCCGCGGTGGCGGCCGAGGTACATGAGAGATAA 

TGTTATGACAAGAATAG1TTCTGCAACATTAAGTATGGGTCAAAAAAAGA 

AGAAATGGGCCAGGCGCGGTGGCrCATCCCTTTGGGAGGCTGAGGCAGGT 

GTATCACAAGGTCAGGAGTTCGAGACCAGCCTGACCAATATGGIGAAAAC 

CCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACG 

CCTGTAATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CGGGAGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGCATTCCAGCC 

TGGGCAACAGAGCAAGACTCCATCTCCCAAAAAACAAAGAAATGACTTTA 

GACAAATGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACC 

AGCAGTAAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATA 

AATGTTCTTTTTAAAAAATACTAGGTTGCTGCTGGC 
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>Sequence 493 

GGGGNNAATGGATAGAGCTCACCGCGGT GGCGGC CGCCCGGGCAGGTACG 

CGGGGGTGGCGGCGTTGGGTTGAGCGGGCTTTTTGGAAGTTTGTGGCGGA 

GTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCA 

GAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGCCTGGGGAA 

TGCTTTITrATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACAC 

GTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCT 

ATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGAGGA 

AATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAGGAG 

GAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCC 

TGGGTTATTAGATCAAAAGAAACCTGTTCGCTTCTATCATGATTGGAATG 

ACAAAGAATTGAAAGTGTTGAATAAACACTTATTTTTGACTTC 

>Sequence 494 

TTAATTTGATCGAGTCCACCGCGGTGGCGGCCGAGGTACTCATGGTTGCT 

GTAAATTAGGCAGCCGTTCTGCAGGGTTTTGCTTAGCCAGGCTCCTCTGA 

GATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCCGCGTACCTGCCCGG 

GCGGTTCGAGCGGTCGTCCGGTCAGGTACATATACATTATGTAATTAAAA 

AGCGTGCATGTTTATGTATTAAAAATAATTGGATTTAAACAAATATTATA 

TATACATTATAACACCTAAACGCATAGGCTGTTGTTATTCACAATAGTTA 

TACCAATATTATTAATGATGTGTATGAAGACACAATACAAAGCTGGAGGA 

AGTATTTAATAGGTATACTCAACTAATACACATAAATTCTAAGCAATAAA 

GTACGCAAATTATGTTTTTGGATGAATTTTCAAAATTTGTCATAATAGAC 

TTATATTCAGTTAAAACTTGTATAATTTTTGGAATTTTAAACTTGTGACA 

AAAACTTTTTGTGAAATGTTTCTATTAAATTTAT 

>Sequence 495 

GATCGAATCAATCGGCAGCGCTCGAGGTACGATGGGGCATATCTGCAGAT 

CTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACTTAT 

GTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGAT 

TAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTGAGC 

AACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGA CAAAA TTCA 

GATTGCTGACTTGATGGAAGAAAAGTCCCGAGGTGATGCCTGTTTTGGCC 

AAACTAATAAAAATTTTCGAAGATATCCCACCCCTTTGAACACCTGGTTT 

AAACTTTAAAAAAAAAAAATGTTAAAAGGTAAAG GGCC CCCCCCCTTATT 

AAAAAAAGAAGAAAAAAGGGAGGGGGGTTTTTCTTTTTCCCTCGGCCCTC 

CCCAAAAAAGCGTGTTTTTTAAAAATTGGGGGGGGGGGGGCGCTCTTTTT 

TTTTGGTTTTCTAAAAAAAAAAAAAAATTTCCCCCCAAAAGAAAAGGCCT 

TCCCCCCAAAGGGGAGGTAGGGCC 

>Sequence496 

TGGAGATGAGCTCACCGCGGTGGCGGGNCGGCCGGGCAGGTACCGTGAAA 

AGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATGTCCTGCTGGCG 

CATGGTGAAAATTTCAGGGCAACAGTAAAGCACCCTCTTTAATTTCCCTT 

CTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTCATTTGCATA 

ATAGGCAGTTTCAATAACTGGGGACTTTTCTTCAAGACCACACACACAGG 

CTCTGGATTAAAACCCAGAAAATTAAATCTTGAATGGTGTTCAACAACTG 

GTGGAGAATGGGACCTTGGCGGACCTTGGGCGG 

>Sequence 497 

TGGAGCTCACCGGGTGGCGGCCGAGGTACTGGGAGCCTCATAAGGCTGGC 

TGTTGAGGTGTATTGACTGTGAAAGCCCGCATGTGAACTCACAAAACTCA 

AAGACATGAGCGCAACAGGCACAAATGTATATTTAGGGTGAA€GTGAGAC 

CGCACATTGGATGTCTTGTGGAACATCATGAATCAACACACATAGTACCC 

CAGCTGTGATAACGCATGGAGATACACATGGCATGGGGCTGCATATAGGT 

TGGATTTGAAGCCGAAACAAGAGGTCCCTACTGAAATGAGCATTGAAACA 

CACAGGTTCATTATGAGGACCGAATGAATATATTACAGAGCCCTAGAGTG 

GCCCTGCGCCGGAACGCGGCACATGAAGCAACTAGGCGGTAATTCTACAC 

CCTCTGTGAGTGAATAGCTGATGATCTAATGACTTCATTTCGGGTTACGC 

TGTCCGTACTTNNNCACCGGGGGGGGGGGGGGGCCCCCCGGGTTAACCCC 
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CAAGCTTTTTTTTGGTTTCCCCCTTATATAGGTTGGAGGGGGGTTTAAAA 
TTTGGTCGGCGGCTTTTGGGCCCGTAAAATTCAATGGGGTTCCCATAAGG 
CCTGTG I 1111 CCCTTGGGTGGTTGAAAAAATTATGGTATATATCNCCGC 
TTTCAACCAAATTTTCCCTACAAACAG 
>Sequence 498 

TGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGCCTTCC 

ACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACC 

CAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAGCTGTCCATTATA 

CACCGTCACGTTGATCCCTGCCTCCAGCAACTTGCCACAATGCTAATGAC 

TGGGTTTAAGGAAGTCCTCCCCCATGGTACAAAAACACGTGGGGGCCCGG 

CCTCCCCAGAATGGGACCTTAAGGAAATATTTTGGGCTTTTTTTTTTTGG 

GGGGGCCATTATTAAACTGGGTTTAAGGGCTTCTTGTAGGGGGGGTTACA 

AGGGGGCGGACAAAAAACAAACAAAGGGGGGTCTTTGTGGAAATTTTAAA 

CACCCCCTCCCCCTTTTTGAACCGGGGGGGGGGCI I 1 I I I'l'J AAAAAGGT 

TTTTTAAAGAGTTCCCCCCCCCTCTTGGTTTTGTTTAAAAGAAGAAATTT 

TTTG l in 1 11 CCCCCCAAACAAATTTTGGGGCGTC 1 1 11 I IAGGGGGCC 

CCCirnri ATGGGGGGATATCCCCCCCCCGGCGGTTTAAA 

>Sequence 499 

TTCTTATATATGCTTATATATTTTATATATATAATTTTTCTTATTACTTC 

TTTCATGTCTACTTTAGCTTTACTCTATTTTCATATATTTTATTTTTATT 

TTCTANATTCTATCTATCTAGANAGGATGCGGGGGCGGCCGAGGTACCTC 

AATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTTCACTGAAAT 

TTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATAC 

TCATTTTCCCATCACTGGACTTCCAGGTTGTTTTCAATTTTTAACTGTTA 

CAAACAAGGTGGCAACATTTATCTACAAACCTCTGGATATACACGTAGGA 

AGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGGGTATGTGGA 

TCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCA 

AGGACTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTG 

TAGCAGGTGCTGGGGACTCAATTGGGGTCTTGGAGAAGCACTTAGTTATA 

GCAAGAATGTCTCATAAATGGGTTCTGATAGAGACCAGAGTAGTGGGGAA 

TAAAAACTAGTTGGCTAGAAATAATTATTGATCTAAAGTCAACAAAAAAC 

CCTTTTTAATGTAG 

>Sequence 500 

TCTCTTGATCTTCGCTTTGACCGCATATCTTATTCTGCTTATTATCTTAC 

TCTAATACTATTACCTTATTATACTATCTAACTG 

>Sequence 501 

CTCCGCCTTCTATTATACATTGTTATTTGATTGTTATCTGATATGTTTTG 

TAATGCTCTTCGCACTCTATCCAGATATATTTA 

>Sequence 502 

ACTCGCGTTTTCGTTAATTGCTATCTTATTTG ATTTCTTATTCl 1 11 1 1 1 

TTCATTTCTCTATTTATTA 

>Sequcnce 503 

CCTCTTTCTCATCATTCTACTTTCTTATAATATCTGTAATTATAATCCTG 

ATTATAATTCGTCl 1 1 lATCl 1 rrCTACATCTANAATCGTGTTCTTATCT 

TTATGTACGTATACTCCTACTATTATCTTCTGACTATACCATCNAATACT 

ACTTATGGTGATGGTTCACCGCGGTGGCGGCCGAGGTACl'l 111111111 

TTTTTTTTTTTATGAATTATTTATTTTCTTTCTCAGAAAAGGATGTCGTC 

TCCACTTAGCAAGGCATGGGCATGTATGTGGTTTTTGCATACTGCCCACA 

TGACGTGGGGTGTGTTCTATGACTGGTCCGCTTCTATGAACCTAGGTGTG 

ATACTCCCTCGGGCGTGTCACGGAAATTTTCGATTATTCACATGCTCTAT 

TCGTATAACCCGTTCGAACCTTTATAAGGTGGTGGTGTCCCTCGGGTAAC 

CCCAGGCTTTTTTTTGTTTCTCCTTTATATGATTGAGGGTGTTTATAATT 

TGCCGACTGCCTCTGTGGCCGTTATAATCCAATGTGGTCTATTAAGCCTT 

GTTTCTACCCTGGTTGGTGAAAAAATTTGTTTTATTCCCCGGCTTCCAAC 

AAATTTGTTCACCATCCAATCTATTATCTGAAGTCCCTGTGGGAAGTCAA 

TAAATATGTTTGTTTAATAAGTCTGTTGGTGTGTCTGCTCTCAAATTGCA 
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GTTTGGAGTCTTTAAACCTCCACCCATTTAAATTTGGCGGTTTGGCGGCC 
TTCAACTTGGCCCCCGCC 1 11111 C CATAGTTCGTGGGAAACCCCTTTGT 
CTGTTGTCCCAGTCTTGCA 1 1 ' l ' l ' l A ATTG A AATTCGGTCCC AC ACCCCTC 
CCGGGGGTAGAAGGGCCCGGCTTTTGCGTATTTGGGGGGGGCCTCCTTAT 
CCGTTTTTCTTCGGCATAACCTTGAT 
>Sequence 504 

CTTAATGAAGTGATGCITAACTTCACATTTAATTTGCGGTTGGCGCTTCA 

CATGCTCCGCCTTTTCCAGTCCGGGAAAACACTGGTCGGTGCCCAGC ATG 

CCATTACATGGAATTCGGCCCAACGCCGCCGGGTGAGGAGGCCGGGTTTT 

GCCGTAATTGGGGCGCCTCCTTTCCGCGTTTCCTTCGGCTTCAACTGGAC 

TTCGCTTGGTGCTTTCGGTTCGTTTCGTGCTGGTTGGCGAAGCCGGGTTT 

CAAGCTTTAACTTCAAAGGGCGGGTAATAACGTGTTATCCCACACGAAAT 

CAGTGGGGATAACCCCATGGAAAAGAAACATTGGTGAGCAAAAAGGGCCC 

AGCTAAAAAGGCCCAGGTAACCCG 

>Sequence 505 

CACACACTTCATCTGTATCCATTATCATTCATTAAACTTACTTATTTCAC 
ATACATGTTATCTACATTATTCTATGTATACTTGCATTGTCATTCACTCA 
TCAGTCTATAATTATATTATTATTTGAAGTAGACCACTCG 
>Sequence 506 

CACTACCTGCTATCGTCCTTGNCTACNTGTATCGTGAGTATCTACATCTA 

TCTNGACATCTATACAGCTTATNTATCGGTTCGTGTANANCTATNGTATC 

TGTACTGTGTGTCAGTCGATATCTCACATCCGCGATATCGTTTCTGTATT 

ACGTCTCTCTGTCTGTATTCATCGTATGTGATATTATANTNATAATCATA 

ATGATTTTAGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCGTCTT 

GGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCCCGCTTG 

GAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCCGCGGTGATG 

CGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCCCATGTTGAT 

GGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTC 

GGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGAAGAATATTC 

GAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGAAGAAATCCA 

GAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATTCTTTTTTCCTTT 

11 11 11 111 1 1A AATAAAAATATTATTAACTGGACCTCCTAATATATACT 

TCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTGGATATGGGT 

AATTTGATGAACAAAATCTTTACTTAAAGGCAAGGTTCCTTGGCCGTG 

>Sequence 507 

CACTCACCGTCGCTATTCTTTGCTCTGTTATTAAATGAGGTTCAATCTAC 

GTCACATTCTTATTTAATTTACTATATTATTTCTTACATTTTATTCATAT 

ATAACTCATTTCTTATCTNTTCTCAAGTTTGATGTACGGGTGGCGGCCGC 

ccgggcaggtacgcggaaatcccctaacttccttgctatcttcccatccc 

atatttaggttagatatgagaagttgtgtatgctgtgttgtgtgctgtgt 

ggttgctacgcacatgtgactgatacttgtaatacactaaattgaagtat 

attgtgaataacatatcactgcaatttaatggaacaaacattggacaaaa 

ttttcattttaggacttctctaattcataatgatgtattccagtttctct 

acaagctttggctatttagtatatcttagctacttaAacatttctagaat 

tctctggacatggtttttctctggtgcgaatataaaggtcaagggcctct 

ttaccaagttctaagccagctcctttttaagcctacgtctatgtaaaccc 

agtttaataatctaatcataacaaggcaaggacgcccttttaacggttgg 

tatattttttagttgaactcctaaataacaatggataccttccagcgagt 

ttttctcagaaaattccctctaaccacaatggaaattaggtgggggaagg 

ttgaacttaaaagaataacttggaggaaaagggttafgaaatttcagaaa 

ttatgggtggtttaatatttcttcgtccaaaaatatttcttattcctagg 

gtggccatgaattttaccccttaaaaggacctaccaacccatttagtgaa 

ataaattggagcgggatgtgttaaccacattgattgtcaataaaacagga 

tacaatct 

>Sequence 508 

CTCGCTCCTTTATCTTCTTATTTTATCGATGTGATTGTATTTATCTTACT 
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TATCGTTGTA 
>Sequence 509 

AATTGGAGCTCCACCCGGTGGNCGGCCGAGGTACACTCCCACGACCACGG 

CATGGTCTCTTTCATATGGCTCAANNNTCAACTGGGCCGTGGGGGGGTTA 

TATTCTACTNTTNCATCITTTTCACTTCNNANGCAAACACNNCCTCNNCT 

TANNCTTTNNANTCAATNCANTTNNCCTTAATNWAAATCACAAANTNTCC 

TCCATTACNCANNAANNTNTNNNCATTCANMNCCACAATCCGGGGGGGGG 

GGTNNCTNGGCCACATCANCAAAAATCACATCCACCATTGCNATCCCNCN 

TACCTGCCCG 

>Sequence 510 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTCTGAGCCA 

AGGACATTCTCATTTAAACAGTTTAAANAGGCGGGGTGCGGGAGGCGGAA 

AAAAAGAAATATACCCTGGCAGCGCTGCCGGCCGGAAAGCGGAGAGGGAC 

GCTAAGATCAGCAAATTCGCCAGTTTGGATCCTTGTCCTTTTCCGCCCTT 

TTCCCCCCATTAAATCCAGAACCCGTCACATGATAATTAAGAGGGGGCGG 

CAGTTCCGGCTGCTCAAACGACTGCGGTAGAGGATCCCCCGCGTACCT 

>Sequence 5 1 1 

CAACTTGTAGCCTAGNCNGGGGCGTTCCCCGAGCNACTACTTTTTTTNNN 

NACANNCNNNCCGGNNCCCAAAGACTTTTCCACTCTGCTACTCAAGGTGG 

AGTGCAGTAAACCAAATCACAGCTCACTGCAAGGGCACACATCACTATTC 

CCAGCTAATTAA A AAA AT I"l ' I TTTTTTC ATAC AG ATAG AGTCTTGCCATG 

TTGCCCAGACTGGTCTCAAAGCCCCGGAACCATGNTTTCTTTGGGCGGGG 

GCCCCCCAAAGGGCNGAGAAAACAGCCACGACCCACGGCACCAAGCNCGA 

NNGAGGGCGGGGGAGACGCCGCCAAAAGCAAAACGGCGGCCAAANCNGAG 

GGAGCAANNCGGGGCGAAAAGGNAAACGGAACCACCACGAAAGAAAACCA 

AAAGAAAACCGGAGCACACAGGGGGAACCGCGCC 

>Sequence 512 

TGCGT 

>Sequence5l3 

NGCGTTAGGAGCACTCCGCGGNGGCGCTGGANNGTTTGATCAGGACGCCC 

CGNAGNCACCGACGAGGACCAGACGCTGNNANGAACATTTATTCAAAGCC 

CACCCGGNCACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCCNGGGANG 

CAAACCGAAAAAAAGCNGGAAAAANNGAGGAGNNGAAGCCAAACAGCCAA 

Ahn^CNGCCANNAGGAAGNGNGNAAGGGGTTTTCINAGTTTTTTTNNGGGTT 

GTAGANCACACCCCNNGAAAAAGNCCGGGAGGACGCCCCAGAACGAGGGG 

GGGGGGGGGGCCGCAAGAAGGGGAGANCAAGCNNANCGANACCGGCGACC 

CCGAGGGGGGGCCCGGNACCCAGGCGGGGGCCCCCAAGGGAGGGGAAACN 

GCGCGCGGGGGGGAAACAGGGGCAAAAGCGGGCCCGGGGGGAAAAGGGAA 

GCGGCGACAAGGGAAACAGCAAACGAGGCCGGGAGGCAAAAGGGAAAAGC 

CGGGGGGGGCCAAGGAGGGGGGGGAAACGAAAAGAAGAGGGGGGGGGGCA 

AGGGACGGCGAAGAGGGGGGGAACCGGGGGGCGAGGCGGAAAAAAGGAAG 

GGGGCAAGCCGCGGGAGAGGGGAGAGGGCGGAGAGGGGGGAGGGGCAGAA 

GCGAGCGACGGACCGAGGAGGGCGGGGGGAGGGGA 

>Sequence514 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAA 

TCTTACCTTCAGTCTTCTCTGCCACCCAGTCATTTATATGCTTCCTGCAC 

TCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTGCCTGATAGAA 

CITCTGACAGTATTCTTTAAAGTCTGGAAGGAAATCACACGTCTTTTCTC 

CAAAGAGtCTGTTGGCAGTTCTAAGCAAGTACGCgGGGTAAGCAGGAAGT 

GAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAA 

GAGGCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATC 

GAGACACATTCTACGACAACTTTGAAAACGAACCCATCCTCTATGGTCGG 

AGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGGGCCGCTCAAA 

TCTCCTTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTATTTCGAGCCTC 

AGTACCT 

>Scquence515 
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GCGATTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAG 

CTGGCTCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCA 

AGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAA 

GTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTA 

CTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGG 

CCCATGGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAA 

AAAAAAGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTAC 

AACTGCAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCA 

GAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACC 

TCTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCCCTTGG 

CGGGCTTTTCAAATAGAGCGTTGACCAATCAAAGAAGGGGGACGTTACAG 

GCACTGAAAGAATAACC 

>Sequence516 

TTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGGATCTCAGATCAC 

TGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTTCCCA 

GGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATT 

TTTAGTAGAGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCC 

GACCTCAGGTGATCCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAG 

GCGTGAGCCACTGCGCCCAGCTATACTGTATATTTTAAGAAGTTCCAGCA 

TGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATAAGTTATCA 

TGGTGTTGGGTAAATTAGCGAAATCAACCCTTCCTAGGTTTAGGGGAAAG 

TTATTTTTAAAAACAACTTAATAAAACTTACACTCTTATACAAGAGTGAT 

TTCCCCTTATTAGG ATGC ATGTTG ATTA A ACTCG AG ATAC AGC 1 GC 

AGATGGGGGGTTGGGTTTGGTGTAACCTCTTTAACATGTCACACTGGTTT 

TCAAGATTAAGAAAATATTGAGTTTGAGTGTGTTTAATAACTTTCTGAGT 

TTTTAGAAGTCTTATTATTTTTAAAGAACTTAATAAAGGTCTAGATTGAC 

AAAN 

>Sequence 517 

AGGTACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGG 

ACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTC 

AATTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAG 

CAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGA 

GTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTC 

CATCGTCCA 

>Sequence 518 

CACNCAGNAGGCCTCNNAAGCAGGACTAGGCACANCC 

CCCCGGGGGAAGGGNNGAAGGGAGGGCTTTGAGGGCNGAGGGGGAAGCCC 

CGGAAAGNNNNCCNCCANCCAGGGGAGAAGAGACNCGGNAGGGACACGCC 

AAGGAGAGGGAACAGGGGAACCANCACTTTTGTTCTTTGGGGGGCACNGN 

GCAGGGACCCCCCACAAAAAAAAGACCNCCCCCCAGGAGGGGGGGGGGCA 

AGCGGAAAAAAAAAACAAGACCCAAAGAAAAAAACAAAGGGCACACAAAG 

CAAACGGCAAACCCGCGAACCTGCCCGGGCGGCCCGCCAAAAACCAGGGG 

ACCCCCCGGGCCGCAGGAACGCGAAAACAAGCCAACCGACCCCGCGGACC 

CGCAAGGGGGGGCCCGGGCCCCAGCATAGGAACCCTAAGGGGAGGCGAAC 

GGCGCCCCCGGGGAACCAGGGGCAAAGGCCGGCGCCGGGGGAAAGGGGAA 

GCCCGCAACAGGCCACCAGAACGGGCCCGGAGCAAAAAGGGGAAACCCGG 

GGGGGCCAAAGGGGGGGCCAACCACCATAAAAGGCGGGGGGCCCAGACCC 

GCGGACAAGAGGAAAACCGGGCGCCCGA . 

>Sequence519 

TCCCTCCCCCAGGGATCCCGGTTTCGAAGGTGCGCTTTGCCTCCGTTTAA 

ATAACrCAAGGGGGGAGACGGTTTTCCCGGAGTCGGGTTTACCCTTGAAG 

ACGTGTAGCGAAATCCCCCAAAAGGCGGGAACCCAAAAAAGAACCGTTGT 

TCGAGGGTTCCATAGGN 

>Sequence 520 

GGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAAT 



Page 166 
(of 261 pages in Table 2) 



WO 01/42467 



388 

Table 2 



PCT/US00/33312 



GTTTTTTTCCCTTTTAATTTTTCTGCTTCCCTAGTGCATAGAATTGAACT 

GCTTAGGGAGTTTGAGGCTGCAGTGAGCTATGGTCATGTTACTGCGCTCC 

AGCCTGAGTGATGGAGTGAGAACCTGCCTCAATTAAAAAAAAAAAAAAGA 

AAGAAAAAACAGTGCAGTGGCTCATGCCTGTCATCCCAACAGmTGGAA 

GCCAAGGCAAGAGGATTCCCAGGAGTTCAAGACCAGCCTAGGCAACTTAG 

CAAGACCTTGTATCTTCCAAAAACTTTAAAAATTAGTTGTGTGTGGTGTG 

CCTGGCTGAGATGAGAGGATTGCTTGATCCAGGAGGTGGAGGCTGAAGTG 

AGCTATGATTGGGGCACAGCAATCCAGCCTGGGGGAAAAGGGAACCCTGT 

CTTAAAAAAAAAAAAAAAAAAGAGACCAGGGCGCTTTAAAACTAGGGAAT 

CCCCGGGCTGAGGAATTCAATTTAACTTATTGAATCCGTCACCTTAAGGG 

GGGCCGGTCCCAATTTTTTGTTCCTTTAATGGGGAAATTCGCCTTTGGAAA 

AAAGGAATAGTTTTCCTGAGAAATTTTTATCGTTAAATTCCAAACATACG 

GC 

>Sequence 52 1 

CCGGGCAGGACGCGGGCGGCTCTTAACGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGAG 

CTACGCCTGTCTGAGCGTCGCTTCCAAAAAAAAAAAAAAAAAAAAAAAAG 

GTCCCT 

>Sequence 522 

AGGTACACCTCCCCAAGCTCTCTTCCTCCGGCTCTAGCTATATAAGACGT 

GCCTGCTTCCCCTTCGCCTTCCACCAAGACTGTAAGTTTCCTGAGGCCTC 

CCCAGCTTCCTGCATGCTTCCTGTGCAGCCTGCAGAACTGTAAGTCAATT 

AAACCTCTnTCTTTATAAATTACCCAGTCTCAGGTAGTTCTTCACAGCA 

ATGTGAGAACAGACTAACAACAATCAACTCATGGCTTTAACACAAAAAAA 

ATAGGTAAGTTCAAAATTAACATATTACCACATCCAACTTCTTTATTCTT 

GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTTTTAAACCCT 

CATATCTTTCTCAGGGCTCACTGCAGTCTGGCCATATCTCAAGCAGGTCT 

>Sequence 523 

TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGAGTGA 

GAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAA 

TAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAAAAACTGAACTGTT 

CAGGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGA 

TTTTGCTAAAATGCATCACCAACAGCGAATGGCTGCCTTAGGGACGGACA 

AAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGTTTTCACCTCCTGTG 

AGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGACATTTTACTGG 

CTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 

ATCCAAGCCCGTCCAGGA 

>Sequence 524 

AGGTACGCGGGGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGC 

CAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGACCATCTTGA 

AAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATTTTTTG 

TCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGT 

AGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTG 

ATGCTGCCCTGTTAGACATCATTTGTAAGTGCTGGAGTGCAGTAACGCCA 

TCTCAGCTCACCGCGACCTCTGCCTCCTGGATTCAAGTGATTCTCCAACC 

TTAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 

TTTCAT 

>Sequence 525 . 

GCGTTAGNAGCNCTGCGNCTGTGGCGNCTTCCCGATCKITCGNGAGCTTT 

ACGGNCCCWCNGGCCAGNNCACCCATTTTTTNNGANGNAGTTNGAGGCGG 

GGCCTCCCCGACCC^GGAGAGGAAGGAGACNGTTnTTNAGGNGCCCCGG 

GGGCCACACCCCAAAAACCCCGAGCCCGCAANNNNGCACCGGACANAACA 

NNCGCGNGGGCGCAAAACANCAACNGGGAACANCCCCGAGGGAAACCGCC 

CTTTTTI rTTTTTl 1 GTGTTTCGCAANNGAGGGNGCCNNGCGCGCCACAA 

GAAAGACAACCAAGGCCCCCCGGGGAGANCGGGGNGCAGGCCCAACTTTC 
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ATTCACCTGGGCTGAGCGAATGGGCACCTCANTGCACAGAGAGGTGGCTT 

CTGAGGACCCAGCTTCCCTCTCCAAAGAGTGGATCATTTCCTTGTTCAAA 

GATCCAGGGACCCTGACCGTTCCTACCTTTTTGCTGAAGAGATTTATGAC 

CGGCAAGGTGGAGCCCCTGGGGCCTGGAATGAGCCTCTCCTGAAACACTG 

GGGGCCCGGAATTCCACGCCCCTTGGCGCAGGTCACACAGCCCCGGGTCC 

TTCGCCCCTGGGTTGGCTTAGGGCCTCCTGGCATTCTGGAGGGGCCCTAT 

TCTAATACCAGCCCTCATCAAATTGGGGCTACAACCCCAAGGCCCTCTGG 

ATC 

> Sequence 526 

GCGATTGGAGCACTACGCGGTGGCGGTTGAGGGACATGACATGCCACCAG 

TA A A ACTTAATGTCTTCC I'll Till 1 CTCACTGGGTTTTTCATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTTGTTTCACTGTCCTGAGGACTATTTATAGACAGCTCTAACATGATAAC 

CCTCACTATGTGG AG AACATTGACAGAGTA ACA11 1 1 I I 1 TGGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTTTCTTCTGCCATTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAACCACTCTTTTCCCTTTGATAATGGGGGTTTA 

TTCTTTAGACAGAAGAGAGGAGTTATACAGCTCTGGAAACATCCCATTCC 

TGTATGGGGACTGTGTTTGCCTTTTAGAGGTCCCAAGCCCATAGAGGAGA 

TAAAGGGGAACAGAATTGTATAACTTGATATAATGATCCTAGATAGATGG 

AACTACAAGGGGCTCGAACCCAGAGAGAGGGGGGACTTTGCTT 

>Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTT 

GGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTT 

TGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGA 

AGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTG 

TGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCTT 

CCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGT 

TTT 

>Sequence 528 
AACATGGAGNCACCA 

CCTCTCCCACAACCANGCCNAACNNAAACTTATGNANAAGAGNGAAANAG 

GACCCAAAAAGGACAAAAGGGNNCANNCANAAAA ACAAANN NCCAANAAN 

CCGGCC A AN AAN ANNGC A AA AGNNCCCCCC A mTI 1 1 1 1 1 1 1GTGTGTG 

AAAAGGGAAGAACCTAATGCACGCTTAACTATCTTAACAGGGTGGGAGTG 

CAAGAGATTGATGAGTCCAAATCTGACCAAGATGGTGATGTTGGATAAGA 

GAATTCTCTGGTTCCCACCTTTAAGTGGCCAGCCCTTCTAGAGGTACCTG 

GGGAGCAACCCGGCTAGGTACATCAAACATG 

>Sequence 529 

ATTGTTTCAATCTTTTTCAAGCGTTTGGCACTCCCCGCGGTGGTCGGCCG 

AGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATA 

ATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGG 

CAACGTGACCAATTTTTGGTCTCAAGTTAAAATACCAAAAACTATTACAG 

TGTCTACTGGATTTATGTCTATATGACAAATCTTGA TACTG CATCCCAAC 

ATTACTGGCGTGCTTTTTTGTTTGCGTTTTGAGGGCCtTT^ 

TATTAATrACGGCGCTGGTTTTGGTTTGTGTTTAATACGCTTATTTATAC 

TATrGGTGTTTACATTGGGGATTACAGAATACCTTCTCTTAGGGGGATAC 

CGACATTCACTrATTGGTGGAGTTCCCCGATTCTCAATACTTTGATTGCC 

CACGG 
>Sequence530 

AGGTACTTGGAAACCCATTTGGATTAATTAGAGGTCTGTCTGAAGGAGTT 
GAAGCTTTATTCTATGAACCCTTCCAGGGTGCTGTTCAAGGCCCTGAAGA 
ATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAG 
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TAGGTGGTGCAGCAGGAGTTOTATCTCGAATCACCGGTTCTGTTGGGAAA 

GGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAA 

AAAAAAAAAAAAGTACCTGCCCG 

>SequenceS31 

NTTACATCNGACNTTrCAANCNNCCTTTGNGANCTTTCTGCCCCCCCCAA 

GACAGNAATAAGGANTNNNAAAAAACAATTTCCACCCGACAGTAGNCACC 

TTTACACNGAGGANAACGGGAACTTTATTTAAAGGATATTGTCTCATTTC 

TAACACNCNGNAANCCANCCTTCCCTGATAATAAATCACTGGAGAACAAA 

AGCGAATAACAGCAGGTCTCTCTTTTTTATTCCAATTTCTTACATTTATT 

GCCAATGAAGAATTCAAATGCCAAGGGCCCTGCCTAGAAAGCCACTCTAA 

AGCAACAAAGAGGTCTGCCAATTCGCTTAAAAAACAAACCCCCAAGAGAA 

AAAAAATTCAAAAACCCTTATTTAAATGAAACAAGCAAACTGGGGCCCCC 

CTAACCCTTCCTTCAATATAAAGAGACCCCGCCCCCGGGNNNCCAAATCA 

AAAAAAAACACACCTTTACAATCACTCATACTGAATCACACATATCTAAC 

CAATTACTTCATAATTACGACACACCACATATTCACCCACACAGGTGTAT 

ACCACTCATATAACCTCACTCATAAACACACATCAACACTAGACAGACTA 

CATAATCAACATCCACAACTCATCACAACAAACACTTAAAATGTTCAACA 

AATATAACTACCACACCTAATACACCAAGCTTGTACTACACTCATATAAA 

CAAATCTCGTAACACTCACTTATACTCTACAACTACTCTCATTTCACTTA 

CACACAAACACCTCTTATTATCTCTCATATCAATCAATAATCATTCGACT 

ATCATACACAACGTATACTACTTCAATAGAACTANACTCACCAATCTTCC 

ATAACTACACGCCG 

>Sequence 532 

CGAATGTCATTGAAAAGGTCTTCTCGCGCGTTGAGAACTTTCGGTGNNTN 

GGG AGNGNG ATA nTTTl " I ATTC A ATTCGCG ATTG AC AGNNNN AG ATC A A 

AATGTTATTAACACTCTTAGAAGACTGGTTTGTTCATTTGACATTGGGAC 

GTGCACCAATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATA 

TTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAA 

ATCAAAAACTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTA 

ACTGGATATACATAGTGGTATATATCTTAAAGCAGAAAACCCCAAAAAAC 

AAAAACAAGGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTG 

ACCTGACAGTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATCTG 

TTACATGTGGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAA 

CAATAAATTC AAACGCAGCCCCAGGCTGGGCCTG 11 T 1 1 CATGAAGCCC A 

AGACAGTGATCTTTATTATTAAGGAGGGACCACTGTGTCCACAACTAAAA 

ACCTTCAACCACATGGTGATCTGCAAAGCTTTATTTGAAAAAGACAAACA 

TTCTTTTCTTCACACAAATCAATGCAAGAAA1ITI 1 1 1 AAGGCTTGTACC 

TTCCCGGGCCGGGCCG II Ml 1 AAAA A AACTTTA AAAT 

>Sequence 533 

GGTGTAGGGGCACTACCGCGGNNGGTTTTCGAAGNACGATCANNCCCCCA 

GCNGCNNGCeNGCAAAGANGAGCCGCTGCGAGACGGGTTTANTCGCNNCC 

CTACCCNGGANCNNGGCCNNACATNNNCGATTGNGNCACNGGGCGCCACC 

NCACGGGAGAAGGNCM^GCCGGNAAGGGNNhWCACGAAGANCNGCANNNN 

GACCNGNNAGCGGANACCAGGATTTTTCCAATTTTTTTTTCCACGTTTCC 

CACAGGGACACAAACAAGCTCACCCAACAAAGCCAACCGCCCCTGCCCGC 

GTACCTGCCCGTTCTT 

>Sequence 534 

GCGTTTGG AG AAC ACCGCGGNGGC1 ' HI CGGGGTCTCTACTCTCTGCAG A 

TGAAAAAGCAGCTGAAAGGAGTCGTAAGGCTGGACCAATAACCCTAAAAC 

TGAAGCCTGATTACTGGAGTGACAXACTATTGAAAGAAGCAGAAGCGTTT 

GCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCGTGGTGA 

AATGAGGGATCTCriTGAGAAATTAAAGATCACTATTTGGATTACTTCAT 

TCTTCCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTCAGTGAAAT 

TCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAGAAAAATCTCC 

TGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTCTTTCAGGT 

AAGACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTATGCAAAACA 
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GCAAGCACTAGAGGC 
>Sequence 535 

NGACTTTGAGGCAACTCNCGCGCNNGGCGCTGCGNCGGNGNCACGACGCG 

CCNGGGCAAAGGGAAGNAACAGACACACGTTTGNGNGGAAGGATGTAACC 

CGGGACCAGAGGCNCAGNGGNGGGAGAGANCCCNGCATTACCCACCAACC 

AGAACGNGGCCCGCCAGAGGCNNGAACNGAGAGAAAGA NNCN GGGGCNGN 

CNAANGAAAANANAGACANNCNCACANAAGCCTTGTNCATTTTCTTTNCC 

GGCGTGACCGNCCACCGCAGAAACANNNCACAANAGGCNGCCGGNNCAAA 

CGGGGGGGAGCACGGACTGTCAGNNCNCNGGGAAGGGGNCAGCGCANCCG 

GCAGGGCNNCNCCNCCCCGGNCNNNGGGAGAACCAGGGCTCNNCNCAGGG 

GCCCCAGGGACGGCCAGGCNGNNCCAGCCAGGAAGGCCAAAANCAAGAGG 

GAGANGNAGAAAGGNNGAAAAAAAGAAAAAGGGGAGNNGGNGAANCGGNN 

GNNCCNNCCCCACAANNGGANGANNGGCANAAAGGGNNNAGCANGNCCCN 

CCNNNCCNCACCCCCCCCNNGGNCNCCAATAAACAAGAGAAACNCCAAAG 

GAANGGGGAGGGCCGAACCCACAGGCGGAGAACCCGGCACCCCCAAGCAN 

NCAAGAAAAAGGCGCCCCCAAAAACAAACAACCCCCCCAAGGG 

>Sequence 536 

GGCTTTGAGGCACTCCGCGGNGGCCCTCGNCGNGCTTCTCAGCCAGANAC 

GNACAGCC^GAGAGTNGCTGGNAGACTCTTTTANCANCCGCCCGCCACNA 

TCCATCCATCNGCTCATCCTTTCTCCATCTGCTCAACAAACGCTAGAGAA 

TCAATCCTTGTGTCAGATACTGGGGCTGCCCTCAAGGAGCTTTTATAGAG 

TTCAGGGNACCTTTTTCGCTCTTTTTT 

>Sequence 537 

GGCTTTGNGCNACTCCGCGGNGGCCCTCGCAGTANNATCGNGGCCC 
>Sequence 538 

GCGTTTTGGGGCACACCGCGGNGGCGTTCNGANGTACGATCNGCGCCCGC 

CAGAACAGGCCACAGCCCAGAGCCCTGCGGCNGCCTCATTACNCGGNACA 

AGCTNGAGCGGGGGGACAGGNCGGCGGGTTTTGGAAACACTGGACTGGAT 

GGCACATGATCCAGAACTCCGCTCCGTTTGGCTTCCCAAGGATCCCACCA 

ACTCATTCTAATCAGCGATCACTGTTTTAATTTCTTTTTTNCCTATTCAC 

TATNNCACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCA 

AGTATATTTAGTGTTTATCATTTTACTAT AGTTCT TCAAATGACTGACAT 

TCATCTTTTCCCTACCTCTAAATTCCTTTCTTTTTCACATTATCTTTC^ 

GATTGCTTTTTAATAGAAAAACANACAAAGACATGGATTTACTGTGCATA 

TTAGCAGATCCATACrGGAAAATGCATGGAGGTTTCATATACACCACTTA 

CAGAAAGAATAACTCAGAGTATAAAGTCGAAAAGAAAGAATCTGAAATAT 

TAGACTTGTTCTGGAATAAGCGTACCTAGGATGATACCACTTCACTTAAT 

CAGATTTCCCCTTTCCACTATTTAACAGGGCAATATAAAAAACTGGTAGT 

TAAATACACAAGAGGCACTTATATTACTGGCTCCTCAACCCA 

>Sequence539 

CCGGGCAGGTACTTTCTTTTTTATAGTTTTTTTCT 
TTTTTGGTTTTTGTTGTTTTGTGTTTTTT^ 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGG CCGGGGCT GATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCriTTTTTTTGA 
GTTTATTCTGATTGATTTTTTTTCI 1GGTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGCCCCGGGCC 

>Sequence 540 • ; 

CCGGGCAGGTACTTTATTTGQAAAAAAATGCT 

CAGCTACTTGTAATC I'll 11 GCrGGTGGAGGGTTTTGTCTCAATTTTGGT 

GGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGG 

CAATTTCTTAAAATAAGACAACAGGCTGGGTATATT GCCTC ATACCTGTA 

AATCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCTTTTGAGGCCAGGA 

GTTTAAGACCGGCCTGNGCAACATGGTGAGACCGTGTGTCTGCAGAAAAT 

GAAAAGAAATTGGCTGAGTGTGGTGGTGCATGCCTATACTACCATCTACT 

AGGGAGGGTAGGATGGAAGGTTTGCTTGAGCCCAGGAATTCAAGGTTGTG 
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CCACTGCACTCCAGCCTTGGATGGCAAAGTGAGATCCTGCCTCAAATTTA 

AAATAAATTAAATTAACCANANAAAAAAAAAAAAAAAANNAGGACCTCGG 

CCGTCTAAAACTAGGGATCCGCCGGCTGGAGGATTTAATATCAGCCTATT 

CCCCCCGGCCCCTGGGGGGGGGCCCCCCCCCCATTTTTTTTCCTTTAAGG 

AGGGTAATTCCGCGCTCGCCAAAATATGGAAATACTTTTCCTTGAAAAAA 

TTGTATCGCCCAAAN 

>Sequence 541 

GGACGGTCAGAACCGATACCACCGCGGCGGCGGCCTGATGTACTTTTTTT 

TTTTTTTTTTTTGTTAAAAGACACAAGTAGTGATATATCAACATCTGTTT 

AACTCGTG ACCG TTTC 1111111 C A ACTTC 111 1 HC 111 1CAGTGCTTT 

CTTCTTCCATTACCTTTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCG 

CTATCTTCTGGTAGCCACAGCTCAGCTCCAATCTGCGAAATACGGCACTC 

TCTTTATTGACTACTGCTTCTCTCGGCCCCCGCGCTGGCCNACGGGAGTA 

CCTGCCCGGGCGGCCGCT 

>Sequence 542 

GAGGGGTGACTCCCCGCGTGGCGGCCGCCCGGGCGGTACAAAATGTTAAG 

ACGTTGTTTGTATTTGTAAGGCTGGTGTATTCAGAGAGCATATCTCTTAT 

TCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGATCAATGTTTTTA 

CTTTTTGTATAATGGGGTGGGGTGGAGTGGGGGCTATTGACAGTCACCCT 

GAGGTCTTTAGAGGACCAGCTATTGTATCACCTTGGATACTTGAAGTTTA 

ATGCTCAGTTGGGTCGGGTGGCATTTGACTTGGAGGCTGGCATGTTCACC 

AGAGCCTGGGGCCCTGTATCTGGGCAGCCTTTGAGGATTACTTATGATAT 

TG AATG AC AGTCTTA AGTGGCA ACTC ACGCCC AGCTCATGCCC 1 ' 1 ' 1 ' 1 ' 1 "1 G 

CCTGGACATGTGCTATTTTTATTCACTTATATGTGATTCACTTGTCAGGG 

TTAAACTTTCATACACGAATTGTATTGGGACAAAACGGCTGTTGGGGATT 

ATATATCCCTT 

>Sequence 543 

GGACACACCATGCACGCAAAACAAATTGCAATAATGTGATAAGTTCTTTA 

AAAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAG 

CATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCA 

TTTAATCTTTACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATG 

AGATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTC 

CTGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAG 

ATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAG 

CCCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCATCTTTAAAT 

GGTCCAATGTTCTGATTTGGGTCTGGACAAAGTGCCAAT 

>Sequence 544 

GAGAGGGTCCCGGGTGGCGGCCGAGGACACAATACTTACTTACAAATTTA 

ATACTGCTTCAAGGTATTTAATCTAAAATTTTACCAACTTTGATTTGTCT 

GGTTAGGATATTTTGTTTTAGTGGATATGCTTTAATTCGGATCAATTACT 

GCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 

CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGA 

CCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAA 

AGCAAGAAGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGC 

AATGCATTTCACATCTTGCTGAGAGCAGATAACTCAATAGCTGGAACTAG 

AAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATCAT 

GCCACAGCTGAGAAATTGGAGACC 

>Sequence54S 

ATTTGTTATACCGCGTCACCAATTTGCAACACAAACTATACCGAAGCCCG 

GGAGAGACATTAAAAGTTGTAAAAAGCACTTGGGGGGTGTCCTTATATGG 

AGGTGGAGGCTTAAACTTCAACATTTAAATTTTGCGGTTTGGCGGCCTTC 

ACATGCGCGCGCCTTTTTCCCAGTTTCGGGGGAAAAACACTTGTTTCGGT 

GGCACAGACTTGGCAATTTAAATTGGAAATACGGGGCCCAAAACGGCCTC 

CCGGGGGA AGAA GGGCCGGGTTTTTTGCCCGTAATTTGGGGGCCGGCTTC 

TTTTCCGGCTTTTCCCTTCGGCGTCAACTTTGAACTTTCCGCTTGTCGCC 

TTCGGGTTCGGTTTACCGGCTTGCCGGGCCGAGGACCGGGTAATTTCAGG 
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CTTCG 
>Sequence 546 

GCCCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGC 

AACCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGT 

AATTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACA 

GGTAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGA 

GTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCT 

CAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTAC 

TCTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCC 

AAATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAG 

CTTTATG AAATAA ATATTATCTTTC ITT 11 CTACCCGCTTGGG AGCCTGG 

CAAAATATGGGGGGGACCCCTGGCTTCTTTG 

>Sequence 547 

AAACAAGTTCACATAATCATCAATTACAACTAATAATTTTACAATCTCAT 

CTTACTATTTATATAAATATTCCTAATCTGTATAATTTTTATTATATTAT 

ATATTCTTATATTAATTTGAGGCCCCGGGCGCCGAGTCAGGTAAGCCCTG 

GCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCCTTCATACATCTCAAG 

TTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCATTCAAA 

ATAAAACAAAATAAAAAAGTTATTAAGGGCGAAGAATAAAAAAAAATTTT 

GGCATTTACATAATTTTACACCGAAAAGCAATGGCTTATCACCCTTCCCC 

TTGGTGTGGCACTTTGGAGATGAGGGACCCTGGGCCAATTNTNCTCCTTT 

AGAAGAGGAAAGTTGGGGGTGGGCTTTCTTAGTGAATGNGGCAAGGGGAG 

CnTTCCCTGTTTAACAAACCGCCATTCCTCAATATTTTTGGGAAATGAAC 

CCTATTAAANNAAAAACACACAAAATGTGGCAAATCCTAAAGGTCCCTTC 

CGGCGCACCATTTGTTGAAAACCTTTTGTGGGGGNAATTGTCTTCGCTCT 

CAAACCCGAACTTGCCTGTTCAACTCATTCCACCGTTTTCCCAAGTTTTT 

TAAAAATTCCCTGGAGGTCCAAAGCCCCAAAAAAAAAAAAAAAAACCCAA 

AACCAAAAAACAAAAAAAAAAACCACATTAAAAGG 

>Sequence 548 

GGCGCCGCAGGTACCCTTTGTAATATCCTTTATATAAACCAGTAAATGCT 

GTTTCCCTGAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAA 

GGGGGTTGTGGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGG 

TTAGACAATCTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTG 

CGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATG 

AAGTAGAATTGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAA 

TTGCTTGCTTGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAA 

AGCACTTCTTATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTG 

AAACTCCTGATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAA 

GAATAGCATGGGAAAGACTGGC 

>Sequence 549 

ACTTGATAGCGCCGTGCGTGCCAGTGAACCTCTCAGCCCCCGTATGCCGA 

CCTGAACCTCACATGCGTCTAACGTCTATTGCATTCATGTCTGGTGAAAG 

AATCTCAATCATGAATGGGGTACCTAACAGACACCTATCCTCGCTGGCGA 

AAAGAAAAGAATGGGCTGCTCTCAGACCGTAGACCCTAAAAGGACCTGCG 

GTCTGTGCCCCCGGTCCCTTGCCCACACGGCCGACCAACAACTACTGGAA 

CCCCCTGGCTGTATGAATACGATATCCATCTTATCAATCCCAATAACCCA 

CATGGGGGGCCTGGCCCCCATGACTTGTTGCCTTTAGACAGGGTTACTGG 

CTCGCTTGGCAAAGGCATGGGCATAACTGGGTGCTGTGCTGAAAACACAT 

CCGCGTCCAATTTCCCAjCACCGTACTAACCGAGACCATATAGGGTGAACA 

CCGGCGTGCCTAACGCATGACCTGAACCACACTAATTGCATCATACTTAC 

TGCCCCCTCTGCAGTGTGAAAACCTGTCCTGCCAGACCGATGCATGCAGC 

G 

>Sequence550 

ACGTGGTTACCGCCGTGCGTGCGCGAGGACTACACGATGATCGGTGATTG 
TGCTCATGGGTACCCAGCTGCACCCATGAACTACGCCGAGAGACTGTTTT 
AGGCTGTGAGGGACTCAACCGTTATACTGAATGGAGAGCGGGACCACATA 
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CTGGCTGGAAAGTATACTGCGGACAGTCCGGCCCTGCCCAACCACTCTGT 

GGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCTCAAG 

ACTTCTACCTTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAACTAAC 

CGAGTCCCAGCTCCCAACCTGGCATGAGCTTGGACAGGGTGGACCGCCAC 

CCTGCCTGAACCATGGAGACAGCCTCTGGGATTGGAGGCCAGAGGCCAGG 

GTCAGACCCAACACGGACTCCTAATTTGATGTCACAGACGCAATTAATAA 

GCTTATTTAATCCCGCCTGGGAACTTAAATTATTGCGGGGCGCTCACTGC 

CCATTTTTCAAAAAAAAAAACCTGCCCC 

>Sequence 55 1 

GTGATGACGACCGCGCGGCGGCCGAGGTACATTAGCAAAAACAGTGGACT 

TTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGT 

CTCTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTAC 

TCGGATGTGAAACTCTCCTTTTGTAGATGAAACCATTGCGTAAGTAATAT 

AAAGACTTTTCCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAA 

TGCTTTTGTCTTCAATGCCCATCTCTTGGAAATATTGAAGGTGGAGTAGC 

AACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAATGGAGAATA 

TCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAAT 

ATCCCTCTCCATGTGAATGCAGAATGAGATTCATTTACAAAACGAAGCCA 

TTAGGGGGG AGCC nTTTTTTI A AACC AAG AG AAGTGGGGGC ATCTTTCT 

CTGGAAGATCTGGCCTCATTTGGGCCGTGTAAAAAAATCC 

>Sequence 552 

TTCTGTGCATTAATTTTATTTTTGTTATTGTGTTTAAATCGAAGATATTT 

TTTTTAAATTACGTTCGTTAGTTATGTAATATATGGTAGTTGCGTGGTTT 

ATTATTTTTTTTAGAGATGAGACGAGTGGCCGGCCGCCCGGGCAGGTACT 

ACAATGATTCTGAAGCACAGTGTATTCAGACAGATACAGTGAACCAAGTG 

CAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTAAAT 

GCCTTGTCTTTGCAAATGTTTTTATATTAAATCATAAGGGAAGGGAACTA 

CTGCCTTAAATGTTATCAAAAGAGTTTTCTAACAAGGTTAATACCTTAGT 

TCTTAACA1TI 1 II 1 1 CTTTATGTGTAGTGTTTTC ATGCTACCTTGGTAG 

GAAACTTATTTACAAACCATATTAAAAGGCTAATTTAAATATAAATAATA 

TAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAGAAA 

GGCATTCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAA 

TCAGGGGTTTGGAAGGAGTACGGAGGAAGAATGAAGGAAAATGCAACCAG 

CATGATTATAGGGGGGTTCATTTTAATAAAAGTTGAAGGCACAGG 

>Sequence 553 

GAGATGACCCGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTG 

GAATTTTGATGACCTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGA 

GAATTTACACCAAACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTG 

GTGCTTCCTTACTTCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACA 

CTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATATCCA 

CATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAA 

TATAAAAGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAAT 

AGGGGAAGACCAACAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAA 

AAATCCCATGTGGTACCT 

> Sequence 554 

GAGATGCCCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTG 

TATTGAAACAACAATACATTTTGCACTGTAGTAATGGGAGCACTA ACTCT 

TACAACAGTTAGTGAATCGTTTTAAAGAATCAGTTCAGTGTAGACATTTT 

GAAAAGATTGTTTCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTC 

TGTTTTACTTGCCATTTTCCTGCTCTGTTTTCTCTGTGACATGAAGCAAC 

AGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATAT 

TTTTCTGTGTACATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTC 

AATACAAATTATGCTAGAGAACTGACATTTTCAGACATGGTCATATATAT 

GCTATTTGAATTCCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGA 

TGATAGATGTGCAGCTAATTTGTCCCGAAACTCATGAAGAT 

>Sequence 555 
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TGAGAGATCCGGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGC 

CCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGA 

AGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGA 

CACACCTGTGCTTGGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTT 

CTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTT 

ACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGC 

TCCAAGAAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATA 

GCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAA 

CCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAAA 

ACTTTTGANGAAGTGAAAGAAAAGAATCCCAAGCTGACT 

>Sequence 556 

GAGACTGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGC 

AGCTGCAGCAAATCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTC 

CATCTCTCTATAGCACACCTTTTATTTCTTTTCTTCTTTTTTTAAGCCTC 

ACGAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAAT 

GGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAA 

CCCAGAGCACGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCG 

TCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTC 

TGCTGTAGTCCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTA 

ATTTGCTCTTTCCTGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTG 

CCCAATCTTTTGCAACAGTTGAACCAAGAATCTGAAGCTGATAT 

>Sequence 557 

TGAGATGCTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAAC 

TTCTTAGATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATC 

ATATGTGTCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCA 

GGTCCGTGGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGA 

GACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACA 

>Sequence 558 

GGGATGTGTCTCCACCGCGGTGGCGGCCGAGGTACTTTTTTTTTTTTTTT 

TTTTTTTTGTTTTTGAGACGGAGTCTCCCTCTGTTGCCCAGTCTGGAGTG 

CAGTGGCATGATCTTGGCTCACTGCAACCTCCATCTCCTGGGCTCAAGCG 

ATTCTCCTGACTCAGCCTCCCAAGTAGCTGGGATTACAGGTGCCTGCCAC 

CATGTCCGGCTAATTTTTGTATTTTTAGTAAAGACGGGGTTTCACCATAT 

TGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCCCGAGCCACCGCACCTGGCCTGTATT 

CCCGCGTACCTGCCCG 

>Sequence 559 

TAGATGACTCCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTG 

GCTCCGTTTCCTGCTTTTGGTTCTTACAGTAG TCGG CGTAGGCCTTAGGT 

GGGTTCGTGCGCCTTCTACCTCGCTGTTTCGGTTTTCCTGGCTCCTCGGC 

CCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCGCGAAGCTGGGAT 

TTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAA 

TCATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAAT 

TGAAGAGATCCCTATATGCCCTGTTTTCTCAATTTGGTCATGT GGTGG AC 

ATTGTGGCTTTAAAGACCCTTGAAGAAGAGGGGGGCAGGGCCTTTTGGCC 

ATAATTTAAGGGAACGGGGCTATTCCACCAAAAGGCCTTGGAGGACAGGC 

TACAAGGGATTTCCCATTTTTAGGGGAAACCCCAAGGGGGGAAA 

>Sequence560 . 

GCGATGTGAGTCCCCGCGGTGGCGGCCGAGGTAClll 1 1 1 1 111111111 

1 1 1 1 1 1 niG ATCGGCAAGCGACGCTTAGACAGGCGTAGCCCCGGGAGGA 

ACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCA 

ATTCACATTAATTCTCGCAGCTAGCTTGCGTTCTTATCGACGCACGAGCC 

GAGTGATCCACCGCTAAGAGTCGCCCCGGGTCCCTGGCCCGGGG 

>Sequence561 

TAGCTACTTTACGCTGTCTGTACATTNTGTCGTATACATGAGTACTGTCA 
TAATACTTTTGACACTTGCTGTCTCTAGTTTCTAATATTTATATTATAAC 
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ATGACATTGATCTATAATTTTGTCTTTTATTTTANANANATATTTGCGAT 

GGCTCCCCGGGTGGCGGGCGAGGTACCATGTGGGAAGCGCTGTGAAGAGT 

TGTTGCCTTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTA 

AAACTCCGCTGGCGTGAAAGATGACGTCCTTAGCCCAGCAGCTGCAACGA 

CTCGCCCTCCCTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGC 

TTCTTTGTTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCG 

TCTTCGCCATTGGTGAGCCATCTTTTAACTTAGAAA AGCTC TTGGAAGCG 

TTTGTTTTCTGGATGTTACTG 1"! 11 Tl 1 1 1 CCCCCCTGTTTTC TCTTC TG 

TACCCGTGCTCTTCCTTAACAGTTTCTGCATGTTGATGTATATTTTCAAG 

GGAAAGAGATCATTAACACCATGTGCTTGGTGCTTGAAATGTTTATTAAT 

TTTGAGCGGCCGGCCGTCTGGAACCTGGGGGCCCACTGGC 

>Sequence 562 

AGAAACATTGTGAAGCAAATAGGGCCAGTCAAAATGGCCCATTGATACCG 

TTAAAAAAGGGCCGGCGTTTGCTGGGCGTTTTTTTTCCAATAGGGCTCCC 

TGCCTCCCCCTGAACGTAGTCAATCAACTAAAAAATTCGGACCGCCTCAA 

AGGTTCAGTAGGGTGTGCCGAAAAACCCCCGTACCAGGGAACTATTTAAA 

TGGATACCCAGGGCCGTTTTCCCCCCTTGGTAAGCTTCCCCTTCGTTGCG 

GCTTCTTCCCTTGTTTCCGAACCCCITGCCCGGCTTTACCCGGAATAACC 

CTGTTCCCGGCCTTTTTTCTCCATTTTCGGGGAAAGCCTTGGGCGGCTTT 

TCTTCATTAGCCTCACG 

>Sequence 563 

GChnsIAGCCCGGGGNNGATCCNATCTAGNTTNCTNAGNAGNCNNGGCCGNN 

CCCGGGGCCAGNGTAACCNGCGGGNNGGGGCCCGGGAAAGGTTGGGAAAA 

AGAAAAAAAGGGTTTTCTTAAAGTTGGGGCTTTGGGAGGGGGTAATTTCC 

CCCCCAAAAGGAGAGACCGGGGGGCCCCGGGCCAAAACGCGGGGGGGGGG 

GGGGGAAACCCTCCCAAATTTTGCGCCCCCTAATAGAGGGGGGGCGGTAT 

TTAACCCGGCCGCTTAATGGGGCCCCGGGGTTTTTAAAAACGGTGGGAAC 

TGGGAAAAAAACCTGGGGGGGTTCCCCAAATTAAAAAGGCCTTTGGGAAG 

AAATACCCCTCTTTTTGCCGGGGTGGGGGGAAATAAAAAAAAAGGGGCCC 

CCCACAAAAGGCGCTTTTTACAAAAAATTTGGCCCCCCTCTTAATTGGGA 

GAAGGGGGGGCCCCCCCTTTTTTGGGCGGAATATAAAAAGGGCGGGGGGG 

GGGGGGTGGGGTTTTTCCCCCAACCGGGAGGGCG CGTTATA TTTTTTGTG 

GGGGGGCCTTATTACGGAGCCTTTTTNThWNNGTG 

TTTTTTTGTTGGGAGGGAGC 

>Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGC 
ACACACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTG 
CTAAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCCTGGCCCGGGCG 
>Sequence 565 

NGGATTGGAGAATCCGCGGNGGCGGTTGGNNGCAATTACTAGACCTCNGA 

CCNCGGCACTAAGCANCGNCACCCTGAANAGANTGTTCATCCNNCCCTCC 

CCCNGNAGAAACCNCNGCGCCANGAGTTTCAAGNGGAGGAAGAAGCGACT 

GCGCAAGCNGAAGCGCAAAAGAAGAAAGANGAGGCAGA GGNC CAAGNAAA 

CCGCNAGCNNGNNGCACCGNGGAGGCCTT^ 

CAGACGCTCCTTATGAAAGTACCAAGAAGTGGGAAGCGGGGTGAGCTGCT 

GAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGGCC 

TCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATAC 

ATTCCTGAGATTCTGGGAAAGGGGCTCAAAGATGT 

>Sequence 566 - 

TCGAGTACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACG 

CATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCA 

GTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAG 

GGAGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACT 

TTTCCTTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAAC 

AAAACGTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTC 

GGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGA 



Page 175 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

397 

Table 2 



GGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTAC 

TCCTGCTGACTG 

>Sequence 567 

TGGATTGGGCCCTNCGCGGNGGCGGTTGANGGCNTTTCGNNGCCCCNCAC 

CANNNNAAGGNCGAGGGNNNCCCTGGANGANTGGTTANTCGGCCCCCCCC 

CGGGCNCNGCAGGCCGNCANNANCGTTGANGCNCGCGCGGGCGCNGCCCC 

TGAAAACCCCGNACCNGCCCGGGCGGCTGCNCNAGAAC NAGN GGANCCCC 

CGGGCGGCAGGAANNCGAGAGCAAGTTTTTCTTTTTTGGTnTCCCGAGG 

GGGGGCCCTTTTCAAAAAAAAATGTCCCCCCAGGGAGGGGGGAGGGCGCG 

CI 1 1 1 ill 1 1 ACAACGGCACAGCCGGNCCCCGGGGGAAANNGGGAACCGC 

GCACAAANCCACACAACAGACGAGCCGGGAGCACAAAGGGGAAAGCCCGG 

GGGGGCCAACGAGGGAGCCAACCCCCACCAAGGG 

>Sequence 568 

GCGATTGGAGCTACACCGCGGNGGCGGTTTCGGGCGAGACNNCTCTTGNC 

CATCTTCTCCCGCTGCTGAAATTTNCTTGGCGGGCGCTTTAACCCGAGGA 

CCCCTCCCCCCGCGTACGCTGGATAGCCTTTTTTCCAGAAAGAGAGAGTA 

GCGCGAGCACAGCTAAGGCCACGGAGCG AGACATCTCGG CCCGAATGCTG 

TCAGCTTCAGGAATCCCCGCGTACCTGCCCTTTTC 1 TTTI I 

>Sequence 569 

GCGCTTTGGAGCNACTCCCGCGGNNGGCGGCTCGAGNGACAATTACAACC 

CCGNNNAANCCAAGGGNNNAGGGNANCAAGCTGCTGNGATNNACTAATAC 

ACAAACCCCAGACAGCAGNAAGGNCAGAAGAACCTTGGAGAACAGCAGAA 

GCAACACCGCAGAACNCNGAAGGCNGAGAACACAAGN CAAANAC ANNNAA 

CNNAAAAACAACGCNGAGAGAACACNGGGAAAAATTTCTTTTTTTAGATG 

TCCACAAAAAAGGACATGTAAAGGGGAAGGTCAAGTTGTTGAGACAGCTA 

CTTTATTCTTGGGATGACTGNGGAGGTGGTGGAGATGAGCCTTGTTTGCC 

AGATTTCCGTTCGTAGTTCACGAGTCGTTGACCCACAAGGTACCTGCCCG 

>Sequence 570 

GCGATCGGAGCAACCCGCGGNGGCGGTTGANGNCGCGACAGCCGANGAAA 

GAAAAAGGGAGCCAGGCCCATTTCCCAGCCGATTAANCCGNGGGGGGGAA 

CGGGGNNNAAAACCGGGGAAAATTTAAACCCAAGAGGGGAAAACCCAGAA 

AGGCCCANGGGGCCGGGAAACCCAACCCCAGGGGGGAAAAAACCCGGCCC 

CCCCGAAAAAACCCCCCCCCCCCCTTTTTAATTTTTTGGGGGGGGGCCCC 

CCAAAAAACCCCCCCCCCCGGGGGAAAAAACCCTCCCAAAAAAAAAACCC 

CCCCCCCCCCCCCCCTTTTTTTGGGGGGGGGAAAAAAAAACCCCAAGGGG 

GGGCCCCCCGC 

>Sequence571 

NGGCTAGGAGCACACCGCGGGCGCTGGGGCCAAACAACTGTCTGTAAGAG 

GGACCTCTCATGGTTACAGGCTTTGACAACCCAGAATCAAACTGGAGAAC 

ATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGGGCTGAAATG 

GAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCCAGTTGATTG 

ATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGGGCGATGATG 

AAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAATGTGAATGCC 

AAAGCGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACA 

TTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTTGGTAGACATTG 

TGAATGCAGCACAGATGAAGTTAACAG 

>Sequence 572 

GGCGTTTTGNGNCNACACCAGCGGNNNGGCGTTCGNTGAGNGATCNGNCG 

GCCGNGNNN(^CACCGCGGNCCNNNCOm , ACTGNGGGCTTTGAGGCNCC 

CGCCACGGAAAAGNNGGCCCCCGAGCCAGAGCTTTTGCAGCCCNNGNGAG 

GGCGNGGCCCGAGGCAANGGAAAGNGGGANGNAAAACGAAGNACAGGAGC 

AGANNNGAAGAANNACAAAGNGAANNGGNGCrTTTCAGTTTTTTAGAGAG 

TGACCACANAGCCTCTACrTCCTCTGATAAAAATGTTGGGAAAACACCTG 

AATTAAAGGAAGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAA 

TTAGAAAATGAGTCCAAACTATTGTCATTAAACACTGATAAAACTTTATG 

TCA 
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>Sequence 573 

CCCCAGAAAAAAAAAAAAGGCCCTGGGGCCACCCCAGANAGAACTCAGGG 

GACAACCACGCGGCGGCGGCCGCCCGGGCAGGAACANAGCCCTCAGGGGG 

GNCGGAAACCCCGCANAGGACAGGACANAAAGGAAAACACAAAAGCGCAA 

GCCGGACACACACACAGGACAGCGAAGGGCAACGAGACCCAACGCCGGAC 

ACAAGCCAAAACACCAAAAACGAGAACAGAGACCACGGGACGGAAGCCAA 

AACGACAAAGGGGGAGACTGCAGCCACAACAAGACGGGCGGGCTCGGCGC 

CCGCAAAGGAGCGCCGCCGCGCGCGGCCGAAGAACACGCCCGCCGCCCCC 

GCCGGCGGCGACACACACAGCAAAAACAACACCGGCACGCACCAAGGGGG 

AGAAACAGCCGCCCCCGCCGAGACGGGGGCGCCCCGCACACCAAAACACC 

AAGACAG 

>Sequence 574 

>Sequence 575 

>Sequence 576 

NGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCC 
TCTCTCCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGA 
AACCATGAAGAGCCTGATCCTTCTTGCCATCC 
>Sequence 577 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTC 

AGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGT 

CTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACC 

>Sequence 578 

GCGATTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGA 

GTTCAGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAG 

GTCCTCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTA 

TGGAGAGCTGTTCTAGCTTTTGCACAGGGAACCAGTGGACAGAGGTATCA 

TTAAACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAG 

TCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTG 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATC 

TTAGAAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCT 

CGGCCGCTCTAGAN 

>Sequence579 

NGGAATTGGAGCTTACTGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGG 

GTTCGATTCATTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGT 

TGGCAGGAGGAAGAATGAGTCTACTTTGGAGACAATTAAGTCATGGTACT 

TTTTTTTTTTTTI 1 1 1 1 1 11 1 1 111 1 GGCTACATAGACATCTTTCTCATG 

TATTGTTACTAGAACAACTTGTATAGGGTTTTATGGTTTGGGGAAAACAT 

TTTTAAAAAATGGACTTATCTCTATTATACAGAGTTATAATATAAAAATG 

ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGCTACACTGTAATCCTGT 

TGAAGAAACTTTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 

TCTTCTGATCATAGCTT 

>Sequence 580 

AGGTACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGA 

TCTGAGTGGC CrillCT GCACCCTCCC CllClll CTCTrTGAATGGAATT 

AAACCCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTT 

CTTTTI C TTCCTCC AGTTTTAGTTTGCTTTTATTAAAAAAAG AAAATAGT 

GCATGGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCATCAGGAT 

GGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAG 

TACCTGCCCG 

>Sequence 581 

CACTCGGCACTCrCGGTTCTCTGCTATTTTAATTGTATTTTGTATAATAA 
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CAATACGTATTTTACTACATTCCTTTAATGTACATAGATATCATATACTT 

ATTTATTCATTAANTTATATTATGGTTTAGTAGTGAGCTC 

>Sequencc 582 

GTTTTTAGAGATGAGCTCACCGCGGTGGCGGCCGAGGTACCAAATTGTAA 

AATACTCGAAGGCCTTCAGGAACCTGTGACTGATTTACATAAATACCAGA 

ACCTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTTT 

CAAGCTGCTGTCGGCCAACCCTATCAGCGGGGAGGCCACAAAGCATAAGA 

ATTCTTTTGGGATTACACTGACATCAATAATTTTTATCACTATCTTCCAT 

TACACTATTGTGCACATTAAGCCAATTTTCTGATCATCACATACTTGTTG 

TAACTGCTGCTGGGGGCATATCTAAGCTTTACGT 

>Sequence 583 

GCGCTAGGAGTACTCGCGGNGGCGGTTAGGGCTCTACCGGACCNCNGACC 

CTCCNGGAACCGAAAAGGCTGGNGCGGGTTTCANCCAGGNCNCACTGANN 

GNCGGACCACANGAGNCAAACTTAGGNCNAGCNCAGAGAAAGCCCGAGAC 

AGCAGGGCAAAAGCGGCNNGCGCCCCGGNNGGAACANCGCCAGCCNCCTC 

ANAANCC ANNNCCAG ACAAGCTTTCA 1 I I 1 1 I I I IGAAATCCGACATCTA 

CTCCAACTACATGATACACTAAAGTGCTTGCTGTGTGGGCTTCCAGGGGA 

GATGAAATGGTAAGTCGGGCTGCAGCATCTCTGTTCAAAATATACACCAA 

TTTCTGTTTCTCAATGGCACTAATCATAACGGCTCGCCCTTTGGGATCCA 

CAGCTAAGAACTGGCCAGGAACGA 

>Sequence 584 

GCGATTGGAGCTACCCGCGGTGGCGGCTGAGGGACATTACGTATTGGTTA 

TACAACATTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGA 

TATTGAAGCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTC 

TTACTACCCTGGCCAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTG 

TGTGCTTGTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGA 

GATAGTTCTGTTCACTTAGCAACTTGGGACAGTGACAC AGGG TTTGTTCT 

GTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTCCTCCAAC 

CATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACAT 

ACTTCTTTGCAGCGGACAAATACTGGC 

>Sequence 585 

TAGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCTGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGC 

CTAGACCCACCTCC 

>Sequence 586 

GCGTTTGNGNCACTCCGCGGNGGNCCTTGNNGNNCTGTACTNGCACCNNN 

AGGAGACGCNNGNAGNCCNNGNATTTTNNGNNGGATTAGGCTTGAAGACG 

CGGNWIANGCNNNNCAGAGNCACANCATTTTTGGNCGAAANAGGAGCCCA 

CACAGAGGAAGGNNGAGGAGGCCNGCAGGNACCNCGGCCGCNCAAGAACN 

AGNGGANCCCCCGGGCGGCAGGAATTTTAANCTTTCTTAGGGGTTCCGNG 

GACCNCCCGGGGGGAGACGGNACCCAGCCCCCGCNCCCGGGAGGGAGGGN 

NAACNGCGCGCNNGGCGNAANCANGGGCANAGCCGGNNCCCGGGGGAAAA 

NGNNANCCGCNCACAANNCCACACAACAAACGAGCCGGGAGCA 

>Sequence 587 

GCGATTGGAGCTCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATC 
ATAATGACTAATTATAGGTGAATAATnTACAGACAGTCTATATTCTAGG 
AGGCAGCTGTAGGCGTTTTAATTGGAAATAAGCATTCTGAGATAATGATA 
ATAGCAGTGTAGAAAAATGAAGCTAAAAAAATTCAAAGTGTTGAGAATCC • 
TCCTGTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAGAACAA 
GCAGNACTTTNTI 11 1 1 1111111 1 1 1 1.11 G GGGTTTATTTTATGCACAA 
AGAGCCATCGTGGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAA 
GGAAGATCACTTAGTCCAACTTAATGAAACCAATATCCTTCGCATACT 
>Sequence 588 

GCGTTTGGAGCACCCGCGGNGGCGTTCGGCCGGGCTACTCAGCCANGAGG 
GAAACCGAAGAGCCAGANNGTTAAGNGCAGATTAAGACNAGANCGCCGAG 
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GNNCGGGACAAGAACCGNGAAGGGTTGATGGACAGGGAAGAGACCAACGA 

CTGGATCCTTCCCTCAGACTATGATCA TGCAGAG GCAGAAGCCAGGCACC 

TGGTCTATGAATCAGACCAAATCAAGG 1 1 TT1 11 GCTGTCCAAG GAGG AG 

ATCGCTGACAAGTATGACITATTTGTTGGCAGCCAGGCCGCAGATTTTGG 

GGAGGCCTTAGTACCT 

>Scquencc 589 

GCGTTTGGAGCACACCGCGGNGGCGTTCNGNGGACTATCATCNGNCCGCA 

GANCAGACTNGCAGCCGACCAAGTTATGNGGGGATTTAGACAAAANCCCG 

GANNNCACCNTNCCACTNT^n^^GAGGACTTTGTCCAGGGTCTCTGGTCTAC 

CGATGTCAAAGCAAATCAGCACAGCATCCGAATCAGGGTAAGAGAGGGGG 

CGGACATTGTCATAGTAAGGAGAATCCGAATTTTTCCACAGGCTCAACTC 

TATTCTTTGTGTGTCGATTTCAAAACTGGCCGTGTAATTCTCAAACACTG 

TAGGAACGTAATTCTCGGGGAAGCAGTCCTTGGCGAAGACATGGAGCAGC 

GCAGTTTTTCCACACTGACTGTCTCCCACCACAACTATCTTGCAT 

>Sequence 590 

GCGTTAGNGNCNACACCGCGGNGGNNCTCGNNGTACNATCTGNGGGACAG 

CANGCNACNGNCNAGAGChnslGhWTTAANNGNCNAGTTTAGACTNGCCCCC 

CGAACGCCGANCACCNCNGAGACCCACCTTTTTCANAAACAAAAGGCCCA 

ACKTCGGAACACNGCCCNGGACCNGNGACANNCNGGACNANNNCNGNGNhm 

AAhWGNGGCCGAGNGAACAACCATTTANATTTTTTTCGTGTTTGN]WAGC 

CCGCGAANNAACTAAAAAAAAAAAACCCCAAAAAAGGGGGGGGGAAAGNA 

CCCGCCTTTTT 

>Sequence 591 

GCGATTGGAGCTCCACGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTT 

ATCTCTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGCTCATGTTT 

GCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGA 

ATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCT 

TAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCC 

ACCCAAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATG 

AAATTATCTGTAGCTATTAATGTCAGGTTTTTGAAATTTACTGACCTGGA 

AGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTG 

CAATACAGTT 

>Sequence 592 

TGGAGTATGCGAATGAGCTGCACCGCGGTGGCGGCCGAGGTACTTTTTTT 
rTTTTTTTTTI 11111 r GCCCAGCAATTAAAAAAATTTTTTTTTTGTAAA 
GACTGGATTTTGCCATGTTGTCCAGGCTGGTCTGGGATTCCTGGCCTCAA 
GCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGCATGAGC 
CACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTGCGTCCCCGATTT 

aaaattggtgagaagttccttcggctgggctgaggacccgaggtcatggg 

tggatctcatggagagagggcgaggacaggggaccggtctcccaaaggag 

tcctcctgtcttaagtctttggcccaaagtgtcggaagggccccataaga 

ggggggcccacccc acgttttgtgggacaaa a aat g 1 ' i'll 111111 1ggg 

ck:ccccccggttctattaaaaaggggagagccctcgttttctttccgggg 

gggcttttttattataagtatatatgagtcttcccctaccccacggtcga 

tccatctatatatatttcatatttttccccccct 

>Sequence 593 

GGGAAACATGGCAAAGATTGTCCTGGGGGAAAAAATTGTTCCCCGCAAAA 

TccrcAAAAAAAACTAcra 

cc^gckxk:cacccacacccc^^ 

ctcgggggacccccttttgttccgcccttcta^ 

GGGGGGGGGGGGGAANAAAAA1U1U14U1CTTCAATTATAAAAAAGGGGG 

GGGGGGGGGGGGGG 

>Sequence 594 

TGTAGAGGATTGACGGGGGCGCCGGGTCAGGTGCGATTCTGGATGACAAA 

GAAGATGCTTACTTCACAGAAATTCGAAATTTCATTGGGAACAGCAACCA 

TGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAATGGCAGTCATT 
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TTAAAGATGAAAAGGCTTTGTCGA GCGq CCG CCCGG GCAGGTACTTTNTT 

I I 1 1 I I 11 1111111111 1 AAGG AGCTTTTATTGTTTTAGTAATCTTA AC 

ATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTG 

GCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAAGG 

GCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACATGC 

ATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGATC TAGA AGAGCACT 

GTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGACCTATT 

CAATANGGTAACCACTTATCA 

>Sequence 595 

ACTTTTTACTCTATAGTACTCTTACTTGTTTATTATTACTAATCTTATTT 

TATATTAATTATATTTATGTA A ATTTATA ATACATATTTATAA ill 1 1 AT 

TATATTTTTTATTAGAGCGAGCTCACGGGTGGCGGCCGCCCGGGCAGGAC 

ATCGTCACCATAGTAAGAATGTGTTGGTCGACACAGACTAGAATGGTCTA 

ATAACTAGGTATAGGTTAATTCTTATGTGCACCCTTGACAATATGAGGAA 

ATGTAATACAAGCGATACACAATATTTGAAGTGCAATGGCTTATT AAAG A 

GTTAATCAAAGATAATTTCTTTTATAAAACCTAAAAATAGGTGAATTTTG 

TGAAAGCATCAATAAACTTTTACATGTTTATAGTGCTTACCCTCAAATGT 

TTAATTGATTGGTGTCCAAAGTAAACATTTGGGTGTGCATATCTCTAAAA 

GTTTAGTAAAAATTGGCCAATTATGCNCAAAAAATTTTTTAAAATAGGGA 

AATCAC ACCCTTACA A 1 ' 1 1 1 ' 1 1 11 1 1 IC1 1 AAATCAAAATT CACCCCC CT 

CCTTACTTACCA ATA AA A AAG A A ATTATTTG AA ACCTTC A 1 ' 1 "i "1" i "1" 1 CTT 

TTACAAGGTGTCGTGGGGTAGGGAAAAGAATTATGGGTGTATTCCAATGG 

TGGTACAATTGGGAAAACAAGTTAAGCTTA ATATTT TATGGAAGTTATTT 

TATTTGTTTAATGGAGGAAAAAAATGTGCAGTTTTTAA AACTC TTTGGGT 

AAAGAAGTCTCCAATTATAGTCTGCCCAAGGGAGTGGGTTTT AATG AGAA 

TATTAA H 1 1111 lA TAAACGAGGTGTATCCTTCGGGCACGGATTTTAAG 

AAG 

>Sequence 596 

GAAAACGAAGTTGAGCTCCACCGGGTGGCGGCCGCCCGGGCAGG TACTAT 

TTAAGAAAAGAACAAGGTTAACTAACTAAAAGCAGAACTCACTTA 111 11 

TGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAAGCACTTGAAATTATA 

TATTTAACCTGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATC 

TTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAGTGGGGCAAAAT 

GTTCAAAAGAAAAATCATCCAGTGCACGTAGATGGGCACCAAGAAGCTAA 

GCTTCCCTGGCGCCTACCCTGGG 

>Sequence 597 

TGATTGCTGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGCACTTTT 

14 ' ril ' lll^T ' Il ril ' ri ' 1 ' l ' l GAGTTACTCTGATGTTrATTTTAATGCATC 

TTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAAAACAAAA 

GGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTGG 

TGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCC 

AGACCCAGCCAAGCTCTAGGAACTCACGGGTCCCAGGGAGTTCTAAACCC 

TTGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGAAGGCTTT 

ATGATTTACTCATTATCCCGCGTACCT 

> Sequence 598 

TGTAGTTGGCTTCAGCTCCGGGAGGTGTAGAAAGGCGCTGGGTGTTCAAA 
ATAGGCTCTCCTGGCCCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTG 
'GACGTGACTCTGGACCCAGACACGGCCTACCCCAGCCTGATCCTCTCTGA • 
TAATCTGCGGCAAGTGCGGTACAGTTACCTCCAACAGGACCTGCCTGACA 
ACCCCGAGAGGTTCAATCrGTTTCCCTGTGTCTTGGGCTCTCCATGCTTC 
ATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTG 
GACCATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCT 
CAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTATGGGAAAGAA 
TATTGGGCITTTACCTTCCCAATGACTGCCCTACCCCCCGCGGACCCCGT 
TCACCGGGGGGGG A l'l'I'l 1 1 1 GGGCCATGATGCTGGGGAGGGCCTCCTTT 
ACAAAGTGG 
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>Sequence 599 

TTTTTTTGCGGCCCCCCTCCCGTCCGGTAGAAAATAGAGGTTCTGACTCC 

TCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTTGGGGTTC 

ACCATTTCTTGGGGCACACTTGATTGAAAACTGAGACTTCTGAAGAGAAG 

GCCAGAAGATACAAAGACAGACCATGCCAGTTGAATGCTGTCTTCCAAGA 

ACAGAAGAAAATGATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGG 

CTGTGGACTTCACTTGGGAGGAGTGGCAACTCCTGGGCGCTGCTCAGAAG 

GACCTGTACCGGGACGTGATGTTGGAGAACTACAGCAACCTGGTGGCAGT 

GGGGTATCAAGCCAGCAAACCGGATGCACTCTTCAAGTTGGAACAAGGGG 

AACAACCGTGGACAATTGAAGATGGAATCCACAGTGGAGCCTGTTCAGAC 

ATATGGGAAGGCCCTTCATGCCCCTGGAACGCTTGCCAAGGGAAAGCCTG 

GGGGACAAAAGGAAACCATGTGATGGAC 

>Sequence 600 

GTTTGTGCGCACCACGCTCCGATGGCCCAGGTGACCAATGGCCGCAGGCT 

CCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACCGCGCTTCCCAGGG 

GGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCTCCC 

TGGCTCCCAGCCCCTCCTCCCTGGCGCCATGGAGCCCTCCCCACGAGCCC 

AGGGGCATCCGAGCATGGGCGGCCCAATGCAGAGGGTGACGCCTCCTCGT 

GGCATGGCCAGCGTGGGGCCCCAGAGCTATGGAGGTGGCATGCGACCCCC 

ACCCAACTCCCTCGCCGGCCCAGGCCTGCCTGCCATGAACATGGGCCCAG 

GAGTTCGTGGCCCGTGGGCCAGCCCCAGTGGAAACTTCGATCCCCTACTG 

CTTCTCATCCCCCGGCAGCTACACCGGACCCCCAGGAGGGAGGTGGGCCC 

CCTGGAACACCCATCATGCCTAGCCCTGGAGATTCCACCAACTGCAGCGA 

AAACATGTGCACTATCATGAACCCT 

>Sequence 601 

TTTTGAGTACTAAGCTCGACGCGTAAAAAAATAATAAAATAA AAAA ATCT 

GTGCAATAATTTAAAATGTGCTCCCAGGAATAGACACAAATGTTTTGAGT 

ATCTTTTAAGCTGCATTTTCCTTTAGTGATGCATTTGTC AATT GCA CTGA 

ATTTAAATCTGAAAGTCAGAGGTGATTATTGATAGTA CTTTT GTATTTTG 

ATATGGACAGTTTATTCATTTGCATACAGTTATTGACTTTTTCCCAGCTG 

ATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCC AAAATAGA CAGC 

TACATTTTTATGATATTGTCATCTTTTCTGhnTTTTTTTTCTTTTTI I IC 

TTTAGCTATTTTACTTAAGCATAATAGCCACAATAGG ACATA TAAAAGAT 

TATAAATACAGAGCTTTATTATCTTGACGTCTTGGGTCTTTTAAGTATAT 

ACTTTTCTGAAAGGTATCCATTTTGTAGGCTTGGGTTTCTTATGAACATA 

CGATGTTT 

>Sequence 602 

GACCACATTCTATATATCATACGAATGAAATCGATTTTGTTCTACCGTAA 

CATGTACCTCATACTGTATCTATAATTCTCACGTATCAATGATCTAATAC 

CAGTGAAGACATCATGAATAGACAACCAAGACGAGGTGCACACCTTGGGA 

CACCCTCATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGCT 

ACCCCCATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTACTCG 

ACTCAAGGACAACACACCATGTCTCCGCTCGATCTGGCCAAGCTGAACCA 

GGTGGCAAGACAACAGTCTCACTTTGCCATGACGCACGGCGGGACCGGAT 

TCGCCGGAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGT 

TTTGGATGCATCTACTCAAACCACCCATGAACTCACCATTTCCAAAAAAC 

TTAATTGGCTGCATAAATCGGGCGCCAAGGCCGCCAACATTTAAAGAGAA 

CCCGCCAGATGTTCCGGGGGCCCAGGATCAAAAAAGCCAAACCCCAGGGG 

AAGGGCTCCTCTGGAAGGGCCGGGTACAAAACACTGG CTCTT GCTGGCAA 

TATTAGATCTGGCCCAAGTATTGTAAATAAAGGCGGGCTTTTCCTTCTGA 

AAAAGGCATGGGGGGGCGACTAAG 

>Sequence603 

TACATCTACTTCTGTTCATATCGTTAATACTATCTATTCTTATTTCATCT 
AGACTAATTATTTTATATTCTATTTACTTTACTATACATATATATTATCA 
TATTTATATAATTTGACTCACCTCTAATCATTCATATTTTTTCTTATTAG 
TATGATGGGCGGCCGCCCAGCGTCCGGGAAAAATTACCTGTCTTGACTGC 
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CATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGATTTAAAC 

CGTAATCATATCTTTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAA 

CCTGTATATTTTACTTTGTTGCAGATAGTCTTGCCGCATCTT GGCAA GTT 

GCAGAGATGGTGGAGCTAGAAAAAAAAAAAAAAA AAGC CCTTTTCAGTTT 

GTGCACTGTGTATGGTCCGTGTAGATTGATGCAGAATTTTCTGAAATGAA 

ATGTTTGTTTAGACCGAGAATCATACCGGGTAAAGC AGGAA ATGACAAAG 

cttgc nrn CTGGTATGTTTCTAGG ATGTATTGTG ACTTTTA ACTGTT A 

TATTANATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGG 

GTTTTCACAAAGCTTTAGACCCITTTACCTTTCAGCCACCCCAAAGTGCC 

TTGATATTTTAGAGTCAGGCATTGGTTATACATGTGTAGTTCCAAAGCAC 

AT 

>Sequence 604 

TCGTATCGTAACTTATTTAATTGTTATATTAACATATACTCTATCTTATA 

CACTTATATTACATCACTTTTCTACTTTATTATTTATTTTTCTTACCAAT 

TTCGTATTAATTATTTTTACTATCTTGTTGATGGGGCGACACGCGTCCGA 

GACAATACAAAGTTACATTTTTGGACCATATTAAAACTGGAAGAAGACAG 

GGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCeTGTCACAGGATATT 

TAGACATGTGTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGA 

GGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATGCTTTATTT 

TGTAACAGAAAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAA 

GTAACACAGAGTTTTTTAAAACAAATTTAATTATTTAGCTTTATTGAAGT 

TTTGTTTTTTTCCTTCCGAACCTGGAGTTATCATAATTATAAAACAGCAG 

TTTTCACACCAGAATTAGCAGTGCCCTTTTCTTT TTGGTA CATACT GGAT 

TGG A AC C im C TTTACTGGGTACCTGGG ACC ACTTTTTATGTTAGTTTT 

TGATGCATAATTCTTTGGAATCCCTTTTATACAAAACTTAAATTGTTGTG 

TAAGAAAAACCTGTCCCTGGAATGTAATTAAG 

>Sequence 605 

TTTAGAGGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCAC 

TTCAGGAAATCTGGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAA 

TACACGTTATCAAGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACG 

GAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAA 

ATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAA TTTAT CCT 

CATTAATATCTACTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGC 

AGCCTTAAGAGTGAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGG 

CTCATGTTGATCCACTAAATTTTTAACGAACTGGTACCTGCCCG 

>Sequence 606 

AAAGAATTGAGCTACCGCGGTGGCGGCCGGGTACTTAAAATAATTACTGG 

CAGTAGGTTATAATTGGTGGTTTAAAAATAACATTGGAATACAGGACTTG 

TTGCCAATTGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAA 

CCTGGAAATACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAA 

AAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGC 

CACCGGTGCAGGTCTCTCCGCTCATCAAGCT 

>Sequence 607 

TTTATTTCTTTTTATATTATTATATTATTATTTAAATAATTTATTCTATA 

TAATCITATTATTTATTATTACTATTCITTTATTATTCCTATTTTTATAT 

ATATTTCANTNNCTTTGGAATGTGGACTGCACTGGCGGCGGCCGATGAGA 

AGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAATT 

GGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGT. 

TCCAAAAACAGTGGATAATTTTGTGGCCTTAGCTACAGGAGAGAAAGGAT 

TTGGCTACAAAAACAGCAAATTCTATGGTGTAATCAAGGAGTTTATGATC 

CAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAGGTACCT 

>Sequence 608 

TGAGAGTGGTTGAGCTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGA 

GAGAACAGACACAGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGC 

TCTGCCGATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATC 
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TGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCC 

AACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGC 

AAAGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGATCAGCAAGCCAT 

CCTGTTTGTGGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTC 

TGGTCCATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTA 

CCTGCCCG 

>Sequence609 

TGACTCACCGGGTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAG 

CTTGTGGAGAACGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCA 

CATGTGCCGCTAACTGACCGCGTTGCCATTGGCGACCTGGACTCTGAACT 

CAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGA 

TCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTATGAA 

ACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTAT 

ATGGAAAGCTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTC 

GTCCGTGACTGTCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACCCT 

TGTAGTTACTGACAGGAAATTGACTGGACTGTCATTTGTGTTGAAGTCTA 

GGAGGGAAATGGGCCATTTTAATTGTATGAATTTTGGTCATAAGTAAGGA 

CTTTTTTTATGTCACCCATATTAGATATATGTACCTCGGCCG 

>Sequence610 

GAGCACCGCGGGCGCGAGACTGNTTTTTTTTCCTATATAAAGTGATACTG 

AAATATGCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCAT 

ACCTCTTACTTGAAGGTTTTTAATATGTTTTGATAACTTTAATAACTTCA 

GGTGATGTCTGTATAATTTTTAAAGTGCAGCTCTCTCTAACAAATGTGCC 

CTACAACTCCTGATTAAACGGCGTCTTGAAGGTTCAAAAAAAAAAAAAAA 

AAAAAAAAGGTACCTGCCCG 

> Sequence 61 1 

ATTCTTATACCCGCAC ATATTACGTTTCTCTATTACA 111 TTCTATTTTT 

AATTTTACAAATTCATCTCGATATTTTTATTCTGTCATTTACAACTTTAG 

All mTTTTTCCTTTI " 1 AGTTCG ACTCACGTGTGGCGGTCG AGGTACTT 

ATGAGAAATTGGCATGCCTTTGCTAATATTTACTGCAGAGTGTAATCCAT 

GTTTGATAGACATTATAGTAATGTTTGAGTAGGGTATTGTACTATATTCT 

TAGTGGTCCTATACGGTAATAATATCTAATACAGTAAATACCTGCCTTGC 

CTTTTTCCCTGGATAGTTCTGTAATATTACGAAATTGTTGTACTAACCTC 

CGAGCAATGTGATCCTCAATTTGGTGTGGACTTAGGCTTCGCCCTTTTCC 

ATGTGGGTGCAATAGAGCTAATTATTGGCTCAAGTTTCTGTAGGTATAGA 

GATTCTTTCTCTACCAAGTAGACATTATAGTCTCAGGGGGACGTTCTCTT 

CTCTCGTGTGGGGTAACAAGGTTCACTAGAGGCCACCTTATAATTTTTCC 

CTTCCCTGGCCTTCAAACCCTTGTGAAAAAGGCCTTTGTCTACCATTAAA 

TAGGTTAACCATGGCTAGAGGTTTCATTTTCTTCCCAAACAAGTATTCTT 

ATGACTTTCTAAGTTTTAATAAACAACCTTCCTTCCCTTTTCAATATAAT 

GAAATGGTCGTAATAAGGAGGTGAATAAAATATTTCCCAACATTATAGTC 

CTTAAGCCAACCTTGTATAAACCTCAGTATTGGTTCTTAAGAAAGCAAAT 

GTCTTTGGTAGGTGAACCTTACCAATAGTTTGGTTCCTAGGGATGGATAT 

TCTCTTGGAAGGGCCTAGGCAAGTAACCCAACAAAGGGAATGGGCCCCCC 

CTAAATTTCTTGGGTTCCTTGGAGCGAGGTCCTTGGCTATAGCCCCCG 

>Sequence 612 

GAGACAGTGAGCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAG 

ATGCAGTTCAAAATACTGCCAGTTTTCCAAGAAATTTTGTAAAGTTGAAC 

ATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACCACACCCACCTTCCC 

ACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCTCAA 

GCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTC 

TAGAACACAGTAAGTGTATTTGCCCAGTAGTGACATTGCCTACATATAGC 

CAA GTGT TATAGTATACCAACTTAGTATATTTTTCAAGGAGAGCTAAACC 

ACCTTT TGTA ATGGTTTGGTTTCTCACTGTTATGTTCCTTTCCTATAATT 

AATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCTTCAATATTTT 

ACAAAATATTAATTAATGTAATTGTTCCCAATTATTAGAAACTTTTTTCC 
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ATTTTTAAAAATGGTTGCCAACTTACA 
>Sequence613 

GGAGAACTACTGTAGTCGCCCGNCGTATTTCGTGAGATCCCACCCCCAGG 

AAGNCCACTTTGANGAGGCCATCAAAACGAACGGTTATACCCCNCCCACA 

NWCACNCNGAGGGGANGTTTTACAAGNNCACCCGGGNCCCCGCCTGGGG 

AAAGGAAAGCTAACTCCACGTCTGTTCCAAAGGCCTCTGCTGGTATTTAC 

TTTACGAGAGGCCCACCTTATCCAAAGAGCTATATGCCCTGGGGGGCCTT 

GATGGGCTTCACACAGTACCTGCCCC 

>Sequence614 

GATGATTAAGCGAATAGTAGATTNGGCGGCCGATGTTGTGAGATCTACTC 

ATAGNTAAGAAACATTCTTTATAAATTTTGATCCCTCCGTTCAAGCCAAT 

ACCATAATTTAATTACAGATGGATATTATATGGTAACGGGTATTTACAGA 

AGGAAGGGTGTTATTACGGAAAAAGCTAACGGCACGACGTTTATTTTTCC 

CCCACAATCTTTCATACAGGAACTAACAAATTGAACTTGCAAAAGCACTA 

AAACATCACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTG 

TTGGTGGTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACA 

GAAGGGAGACTTTGGCACGGCTCATTTTTTTCAGTCTATAGTTACATGAA 

GTTTACAATTAGGTT GCCC TATAAAAAGGAACCCCTTATTCAATACCCCA 

ATACCAAATAAACCCTTTTCTTTCACATACTTAAAAAGAAACCGGGTTAA 

CTAAAAAGAGGAAAGAAGAAGGCCC 

>Sequence615 

T AGAGGAGCTCAC AGCGCAGCGCGGTGGCGGCCGCCCGGGCAGGTACTTT 

Nl 1 1M I11 1 11 H'l III AATTTTCCATGTATTGGCCTTAATCAA ACTAT 

AAGCTGTGGAGTGGCCAATATACTCCATTGTGATTATACACTGATTTCCA 

TCACCTGCCTTTGTACTATCAACTCTTATTAGATTAAAAGGAAATAGACT 

GAAATTGGGAGNGAGGTCAGCGGCTGGCTGGATAAGATGTTGGGCTCAGA 

AGAATGTATGTGAAAGACACCAAAGGCCTCTCCTGTATGGACACAAAATC 

ATATAACCACTGTGTCTGAGCTGGGTTGTGGATAGTCTTATTTGGCAGAG 

GGGGATAGCCATTATATTCTATGAACCTTGCCAGCTGTACCT 

>Sequence 616 

TAGAGTGCGATCCGCCGCTGAGGCGGCCGAGGTACTGTGCCCTCTTTCTT 

CACTAGGTGACCAGAGTGGTTTTGACTCCTGTGGTGCTTGAAGTCATTCT 

CAGGGGTCTCTATGACCTTTTCCCTCCTGCAGTTCACTCrAGTTTCTTCT 

ATTTCATCATCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 

T TCTCTA CTTTCACATCAGTTTGAAGAATGCATTTCTCTTGTGGTATTCT 

GTTTTTTGAACTTACTTCATTGGAGAAGCCCCTTGATTTTTCTTCCTTTA 

TACCAGATCTGGCTTCACGAAAGCTGCATTTAGGTACCTGCCCG 

>Sequence617 

GTGCAAGGCCCTCGCTATACTAATTTTATAAAAAAAAACTTTCACAAATT 

TCCCTTGGAACTGGAAACATAAAAAGGATGCGAATTGGTGGTGGTAAACT 

GGGT ATTTGGAGTTATATAAGGTTCCCAAAAAGGCATATTCCTTTCAAAA 

TTTTCAAAATAAA GAA1 1 M I I 1 1ACTGGATTTTAAATGGGGGTGTGCCA 

ACTCATTAAAGGATTTTATAATGGGTGGGGCCCCCGGGCCCGGCTTCGAA 

AAAAACTCTTTGGCTTCTTGGAAATGAATCCTGGGCTGGGGGGTCGGGTG 

TGGAAGGGGTTTAGTTATTTAAAGGGGGGAAATGGG 

>Sequence618 

CAGCGTGCAGCTCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTG 

CGTTATGGATCATAACCTGAGGAGCCGGGGGAAGCTGGCCTTGGGTGTTT 

TACCTCAATCATATATCCACACAAGTGCTKnxnTGACATTTCTCGAAAA 

TGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAXCC 

TGAGACCAGCAGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAA 

GACAAGATGTGGTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCA 

GGCCTTGGC TCAG TTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTA 

AAGAGGTTCTTTTAGAAGCACAAGATATGGCAGTGAGAGACCATAACGTG 

GAATTCAGGTCCAATTTATATATAGCTGAGTCCACCTCGGGACGAGGCCA 

GTGCCTGAAACGCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGG 
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AGAAGGTTTATTGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCACCT 

CCACCTGAGCCACCAAAGACGGCAGTTGCCCATGCCAAAGAAGATATTCA 

GCAGCTTCGCAGCCCGACCATCGTTCACACTCTATGATGAGGAGAATTAG 

ACTCCACAGTGTATATATTTTGGCATTTATTTTCTAAAAATAAACAAAAA 

TGGAAGCCAAAAAAAAAAAAAAAAATACCTGCCTCGGCGGGCGTCTAGAA 

CTAAGGAATCCCCGGGCTGAAGAATTCGATATAAGCTTATGGAACCGCGA 

CCTTGGAGGGGGGCCCGACCCAGTTTGGTCCTTTAAGAGGTTAATGCGCC 

TTGGGTAATATGGG 

>Sequence619 

TTAAGAGCCGGAGCTGCACCGCGGTGGCGGACGAGGTACCTACTATGTGT 

CAGCCATGGGGGATACAAAGATCTATAAGGCACAAGACCCTCAGTCTTGT 

AGTCGCCTGACAGCCAGCCAGCTACAACATAATGTGGAAAGGACAATGGT 

GGGAAATGCACTCAGGTCTTCCTAATGCACAGAGTATGCTCAGGCTGTGA 

CATAGGAANGAAAACACGATACTTTACCTTAACACNGGACTTGGAGGGAC 

CTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTTTAAAAGTCTTGATT 

TAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAGGCTGCAGGAAATGT 

AACCTATGAAATTTTCTCAAATTAGCTTTCAGACACACACAAAAAATTGC 

ATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAGAATAAACTACTATT 

TAGTATCTGAGTGAAGTACCTGCCCG 

>Sequencc 620 

AGTGAACCGCGGTGGCGGCCGCCCGGGCAGGTACATTCTAA Ml 1 I ATGA 

GACATAGATATGTATTTATAAAAAGATAGATGGAAAGAGAAGAAATTAAC 

TTAATTCTAAGAGCCAAATTTACTCAGAAGGTTTAGAAACACCAAAATTA 

ACAGCCAGTTTTCTTGATTTTCTTCTTGAAGAAGAGATTGGTGTTGACTA 

TGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGA 

TGCAGGTTGAGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCC 

GTGGACTTACTTTGACAATGTTGGAAGAATCTGGCTGGCTAGTCTGAACT 

GG AGTGGCTTG AG A ACTCTGGGCTTCCTTATTCTC A A AGTTC1 GTT 

TGC A A ACCC rTTTTn AGTA ACCTGC AG AG GTATA AACTG ATTGTGC AC A 

CCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTATG 

ATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGCATTGAGC 

CAAAGAGATGAGACGACGAAGGCATTATATTAGCAATAGGTGGGGGAAAA 

GCTGGAGGAATGGTTTCAGGTGGTACCT 

>Sequence621 

AGACGCCCGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGC 

CTAGGAAATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCA 

GCAGCATCCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTG 

GTACTCTTGCGCCAGGGGCGNGCCCGCATGCTAGNAAN 

>Sequence 622 

TGATGAGACTGAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAGA 

TAAGGACAATAAGTTTACTTTGTATCTGAACTCAAAACAAAGTAGTTGTA 

TATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGC 

AAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTA 

TAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGC 

TAATCAATGAACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACT 

TTACTATATATCTGTTTATTTTACITTAi4UU4"14Ul'AAATAAAAAGGGG 

TTTTAAATGCITTGCCGTCCTTTAGTTAAAAAAATTTT^ 

CCCGGCTTGAAACITTTTTAAAAGAACGGGGAGAAAACCCTCGTC 

CCAAGTAAAGTTTTTTATCTAAAGAAAGGTTCTTCA 

CAGTTGTGGCTCTGTTTTTTNGAATGAAACTGGTTTAGATATC - — 

>Sequence623 

TAGAGTGGCTCCCGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCT 

TTGAGTTTGTCTGGCTAGCAAAAAGCTGGCTGTGTTATGTAAATAAAGCC 

CCTATAGTAATTAAAATTTAAAAAAAGTTTTTTAAGCTGGCT 

ACCACTTCAGAGTCCTTGACCCCGTAATTTAGGTGCCCTTCAGATTTGAC 

AGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACAC 
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aaattatacaatttctgagtgctctaagtgcattggaagaaagctgaaac 
tccataaaaacatcacctgcgttccatcatcatgaaagcaggaaaacttg 
ccttccttgttgngagcaagtaaaactccaaaAaaagaggtgttgtacct 

>Sequence 624 

TGTTATGACTCACCGGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGA 
TACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGGTT 
TTCGGAACTGAGGCCATGATTAAGAGGGA 
>Sequence 625 

TTTAAGGCGTTGAGCTCCACCGGGTGGCGGCCGCCCGNCAGGTACAAACT 

GATC1TCATGAATGTGTGGTCCACTGCTTTTCTGTTTCTGTCACAGTAGC 

TATAAACAGCTGTTTAAGGATATCCTTATCTAAATTTCTGCCAATGAGGA 

CCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTCACTGAGTCTCTC 

ACATAGAGCTCATCCCGCGTACCT 

>Sequence626 

CCGGGCAGGTACGCGGNGATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGG 
CTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGC 
AGATGTA 
>Sequence 627 

GGAGACTGATGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 

CTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGATGAATCAC 

TTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTGTT 

TTAAATGAACCAAACCAAATCATACTTTTTCTTTGAATTTAGCAACCTAG. 

AAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTT 

CTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGTGGCAAAA 

AAAAAAAAAAAAAAANNGGGGTACTCCCTGATAAAGGGGGAATTTTCCAT 

GCCGTCTACCGGGGATGACCTGGAAAAAATTTTTTAAAACCCCGGTTTTT 

CTTTT7TTTTTTAAAAAAAGGGGGCGAAAACCTTTTTGTTAAAAAGGGGG 

TTTATACACACGGGGGGGGGGGAATTTTCCGGAGGGGTTTTTTTTTTTTT 

TTAAAAAAAAAGGGGGGGGCCCCCCCAAAAAAATTTGTTTATGGACAACA 

CACAATTTTTT 

>Sequence 628 

TAGTTGGACTGACCGTGGAGGCGGCCGCCCGGCAGGTACGCGGTGGAAGA 

CGGAGGCGGTTCTACAGAGACGTAGGCTGTCAGGGAGTGTTTATTTCGCG 

TGCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCACATACTCGT 

GCAGAACCGGTCTGAGCCTCTCCGCGCAGAAGTGCCCGGAGCATGGCGGT 

ACCT 

>Sequence 629 

TAGAGTGGAGCTCACCGCGGTGGCGGCCGAGGTACAGACGACGTCACCGT 

ATATC1 "1 CTTT1 CGGCCAGTGG AGG ATATCACCG AAG AGG ACTTAGAAAA 

TGTTGCCATAACTGTTCGAGATAAAATCTATGATAAAGTTCTGGGTAACA 

CGTGCCATCAGTGTCGACAAAAGACCATCGACACCAAGACAGTGTGTCGA 

ACAGTGCTGTGGTGTGCGAGGACAGTTCTGTGGACCATGCCTGCGGAACC 

GCTATGGGGAGGATGTCAGATCGGCATTGCTGGACCCGGATTGGGTGTGT 

CCCCCCTGTCGTGGGATCTGCAATTGCAGCTACTGTCGGAAG 

> Sequence 630 

TAGAGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACATAGTGTC 

GCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAAACGGCACGTT 

TTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAAGTTAAAGCTA 

CAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCCTCJfiGACAGA 

GC AG ATCGTTTAAAACTTTG lllll CTTAAAAGCTTAC AGTGTTTGGCTA 

ATTCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGG 

CAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAA 

CATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAACCAG 

CCGCCCTGTTATAAAATCAGGAAATCCAAACAGCGATTTACACCGATTAA 

CACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAAATAATCAAAC 

GTTTTCATCTCTCTTGTCTTTTTTTGTTTTTTAAAAGTGTCAAAAGTCTA 
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CATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGG 

AGACGTAAAATGGCGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAA 

AAAGAAAAAAAGGAAAAGGAAGGAATAAAGAAATAAAGGGAGTAAAAAGA 

AAGGAAAGAAAAAAAGGG ACAAAAGAA AAAATATGTTTGGCCAGTATAAA 

TACGTTCACATATAAAATGCATCTGATTACATTAACAAGGAAAAGAAATA 

CGAGGATGGAGCATCGGTGAGGAAAAAACACGTTTCTCATTTACACCTAT 

AGGAATAAACACAACACTN 

>Sequence 63 1 

AGGTCATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCA 

AGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGG 

CCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACA 

CTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCG 

TTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAA 

TTGAGAAGTGCAGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACA 

CTTCACCTCCACAGTTGTGACAATGTTAAAGTCATTGCTGTTTGCCATCG 

TTTGTCCATCTCTTCTACAACAGGTTGCATCTTTA 

>Sequence 632 

AGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGTAAATCT 

ACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAA 

GGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCTGATCGT 

CCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTCAGCCAG 

AGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCAAATTAC 

CTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCCTCAAAA 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAA 

ACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>Sequence 633 

GCCCATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCT 

CTTGA 

>Sequence 634 

CCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCAGATGTT 

ATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAA 

GGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATAC 

AAATTCATAGGAGTATTAATGCATTTCTTTAAACACAACTTGATTAAGAA 

GCAAATATGTTAAGCAGTTTTCTTTTTCTGCTGCTAAATTACAGTTAGAC 

ACTTCAGTATCTTCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCA 

TCCAAAGCAATGTAGTGTGTGTATGTATCTATATATATTTATTCTAACTC 

AGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTTAGTTTGCCTCAT 

CrGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATT 

TTACAGGCACAATTTTCTGGCTGTAGTCCCTGGGGCATTTATTTGCTTGC 

CTCCATGGGATGCTGTTAGAACAATTGTTAGCCGGCAAGAGAAGAAAGGC 

TACCAGGACAGCATTTATAATTGTAGAATGGGAGCClll TTTCCTCTNCC 

CTCCACTTTCATTTAGCATGAAATAAAAAATAATTGGAAATG 

>Sequence 635 

NAGAAGTGACTCACCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCC 

AGAGCTTATCTGATCTCTTAGACAGAACTCACATAAACACACAAATACAA 

GAGGTTATTTTCAAGACACACACTTGCAAGTAATCTTTCTATAGAAATGG 

CCACAGCATTATAATATTCAAAATATGGAAGATTGACAGTCTGAGGATTT 

CTAGGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGA 

TATGACAATCTACAGGACAAAAAGACAACATGTCAG^^ATATTGTTCAT 

ACAACAGCGTTAATGGAAAACAGTAAAACACGTTTTAGCAGTGTGCATGT 

TAAGTCTITrAGTAAGATTATCTGTAATGAGGTTTGAAAGTAAATCACTT 

AGTAGACAAAGTAAACCACCACAGAACCAGGAATAGCACCCATCACTGCT 

GCTTrGTCACTCCAGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTC 

AAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATA 

ATTAATTTCAAAATAAGTATCTTACAAGTGTTTCATGAAACATTGTTTTC 

CTAAAAGGCAAATTCAACATTATGAAAATATATATTTTGCCCGGTAGTTA 
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CTGAGAAATGTCAATCCTTTCAACTCTAGAGAATGATGCNATGAAGTCGG 
CTTTGAGCCCCACTGCCGCTTGCGCGTGTTTNCCATTTGCCTTCTGCATT 
CGCACCTTAATGCAGATGTACCTTGCCG 
>Sequence 636 

TCTTTTCTTATACATATAATTCTTTAGTTTTATATATTTATACTATGCAT 

CAGATGTGTGTTATGTCATCTATAATATTAACTTTTTTTCATTTTAATAT 

ATTTATGTTAATATCATTATAAGTCGACGATGACTCACGCGGTGGCGGCC 

GAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAA 

GCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAACACTAATGAGTT 

GTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATACGCGACATGAAG 

ACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTCTATTAACTAAG 

GGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACATTTTAGTATCCA 

GATAGTACCTGCCCG 

>Sequence 637 

TGTGGGTTGAGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCA 

CAGTTTGGAACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTT 

TGGAATTGAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAG 

TCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAA 

ATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTAGA 

ATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAG 

ACCAATGTTCATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCAT 

TGTGCAAATCTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGC 

TGAGACCTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAA 

ATCTAAAAGATGATTCTCTTCCITCAAATCCAATAGATTTTTCTACAGAG 

TAGCTGCTTGTCTTCTATTGATGATGTATTGAGAATTCAGCTCCTTT 

>Sequence 638 

TGTCGATGACTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAA 

ACTAAACCTTCATTTACTGTGAACATCTTCTGACTGTGGCTTCCAGATGC 

TAGTTTACAGAACAACGACACAGCAAGACCAAGCTTATGCTGAGTTGACG 

GAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAAT 

TGTTCTTTCTTAACTTTTGCATTAAAATCACATTTATTTTATAAAATAAT 

G AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA A AAAA 

AAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAG 

AGCCCCCCCNCTAAAAAAAAAGGGTTTAAAAAATTCTCCCTCTTATTGGG 

GGGGGG AGCCGGGGTTTTTTC 1 " 1 " 1 ' 1 " 1 ' 1 GGGGGCCCTC A A A AACGG 1 ' 1 1 II 

TTTTTTACTCCCCCCCCCAAAAAAAAAAAAAAAATTTTCCCTCCCATTAA 

AAAAAAAAAATTTTTGTATAAGGGAACGCTCCCGTTTAATAAAAAA 

>Sequence 639 

TGCGATGACTCACCGCGGTGGCGGCCGCCCCGCACAGGTCCTGGCCCTTA 
ATCCCATCAGATTTGTAGATCTTAACCAGGCAGTCACCGAGGCCTCGGAA 
GTCCCTTTCAGCTCCAGCTTTACCCACATCAGCTGCTAGACGGGTACCT 
>Sequence 640 

TGGAGACGATCGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGACGCGGGG 

GCTGTCTCACCGGTGAGACCTGGAAGCGGGCGAGTCTCGTGCTGTGTCGG 

ACCTGCAGTCCCTGGCCTTCCGCCACCATGGAGTACCT 

>Sequence641 

tgagattgagtcgagttcaccgcggtggcggccgcccgggcaggacgcgg 

gtcttcagaaaccaggctgctttcaggaacattxknxjtggatt(xicagct 

ttcagacaacacatgactaagacagaatgagaccactctagttgcctcat 

gggaaactcgggaaaagactGcaaaaacMcattgtttctccctttggaa 

ttctggagttataaggcagaggtcccccatcttcccgaactggcctattc 

cgctagaagcaagatggctgaactcaatactcatgtgaatgtcaaggaaa 

agatctatgcagttagatcagttgttcccaacaaaagcaataatgaaata 

gtcctggtgcrccaacagtttgattttaatgtggataaagccgtgcaagc 

ctttgtggatggcagtgcaattcaagttctaaaagaatggaatatgacag 

ttnnnaaaaanaaaaaaaaaaaaaaaaaggttccttggc 
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>Sequence642 

GCCGAGATGACTCCCCGGGGGCGGCCGGGACTTGGAGAATATTTCCACAA 

TAGCCGATGACTTGTTCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACC 

CTCAATGATAGTGAGGTCCATTGCCGTCTATTAAATGGAGATGATTCCAT 

CTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCG 

CTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTACCT 

GCCCG 

>Sequence 643 

GTTGAGTGAGCTCCCGCGGTGGCGGCCGAGGCACGAGAAGCTCACTGGCT 

GTGCTAAACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGG 

TCCATCCATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGT 

TTCTTACATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCA 

ATAGG ACAA AGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATC 

CCAAATTTTATGCTTATTTTTGGTTTAGGGCTATCAATTTTCTGACATAT 

TAACATAGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAA 

ATGTCTTGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGT 

TTCCCATCTCnTCTTTGCTTCAAACCCCCATGCAAGTTTCTTCTTTTTTC 

GGGCAGGCTGTGAATATTCAACCTCCTTTTTGGCTTTTACAAAGGTGTGG 

CAGGCAACTGCTTTGGCAATTTTTACACCAAGCTCTCGAGTAGCTAGCTG 

GTTGCTGCGGTC 

>Sequence 644 

TGACGACGTGGAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTC 

TCCAAGCAAGCAGTGAGGTGTGCATTGTTAGAGGTGCACCGGGAAGGGAG 

CTTGGTTTCGGACCCCAGGACATCCTGTCCGCAAGCAGCTGCTACTTCTT 

GGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCATCTCTCTGGACT 

CATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCC 

ATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTC 

ATCA CGTTCTATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGAC 

TTTTGAAGGAAGCTGCAAATTCAGCAACACCTGGTAATTGTTCTGGCCAA 

AGATCTGGTGAGGCACGGTCAAGTTTTTCAAAACTTAGCAAAGATGCTTC 

CAGATCTGTCCCGTCTGTGGGAGACGCCATCTTCCAACCCATGTCACGTC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAGG 

>Sequence 645 

TTAGCGTGAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGA 

GGCCTATATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCC 

AGCGTTAGCCTCACTCGTGTGCTTACrCACTTTGACTGCCTTTTTGTCTA 

TTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGG 

CCTGTCGACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCT 

ACAAGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGA 

CTGCTGGCCCTCCTACTCTATCC 

>Sequence 646 

TCC ACTT CCCTTTCAATTTTGTTAGTGATTATTGTTATTAATATCTCTTT 

ATATTTTGACATTATTTTTTAAATTATATGTTAGTTATTCACTTCTTATC 

TATTATTTCTTAGTAGTGTCGACTCACGGGTGGCGGCCGAGGTACCGGCC 

AAGCCTGGTCCCCTTCTTGTTGGGCACTGTGTATGGGCGGAGAAAATCCA 

GCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGGAGCCCAGG 

TCGTTGAAGATGCCAGCTGCGATGGCTTCGCTCACCAGATTCTAGGCTTC 

CTTCrCCTCCATGTCTGGCCTAAACTTATCTTCAAATACAGACCATTGCT 

GCCAAGGAGACCAGAACCCATGGTGACAJAAGGCAACTTATCAGTTTGAT 

CCATGAGGATAGATGCrGTAGAGGTGAGGTCrcAGtTACATCTACTTCCC 

CCTAAAACTAGGGCTGCACCAATGTAACCTTGATACCTGAAAAGCATCTG 

CTTCAGCATCCGATTGGCTGTCACAACTGTGGGAAGACGGCCAGTGGAGA 

GGGAGTGGAGCTCCAGGTTGGAAGAAATGAGCTGGGTTGTCATGTCTGTG 

TCTGCAGCTGTCCCAGTACCACAACATTAAATATTAGGAGATATGAAATG 
TATTTTT 

>Sequence 647 



Page 189 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

411 

Table 2 



GGACGAAGTCGAGCTACCGCGGTGGCGGCCGCCCCGGGCAGGTACTTTTT 

rm 1111111 1 1 G AGACAGCCTGGGTGACAGAGCG AGAG AG ACTCTAAA 

AAAAAAAAAAAAGAAAAAGAACTGTTGAGGGATACACAATATGTCAAAAT 

ATTAAAGC1 1 mTTI AAATTGGG AACACTCAGG ATATTGGG ATAATTA A 

TTAGGCAATGATTCAAAGATGTTTGGTTTTAAAATTCAAAACCCTCCAAA 

GGTCAAAACTCTGGAAAAAATTTTTTGGTTTCCCCCTCCCACGTTTTTTT 

TTTTAACCCCTTAAAAAAAAAAGGGGCTTCACCCTTTAAAAAAAAATTTT 

mm 1 1 1 gtgca accctc rmrm gcggggggtttta a a a aagggg 

GAAAAAAAAGGGGGGTTCCTCCTCCTAAAAAAAAAAAAAAAA AGAGGG GG 

GGGGAGAGGGAAAACAAAAAAAAAAATCTCTCCCTTTTTTCrrri'l 1'1'IG 

TGGGTATAACCACGAGAAAAATATAATTTTGTGTTTATTGTAATCAACAA 

CCCCACCACTCACTTATTTTATGTTTTTTTCCACTATCAAAACAACGCTG 

TTGTTTGTGG 

>Sequence 648 

GGACGACGATAGAGCTCGGGTGGCGGCCGCCCGGCAGGTACTTTNTTTTT 
I I Ti l TTTTI 11 11 TT1 11 1A1 TTTTTT1 TTATTTI 11 1 11 1 1 I I 1 1 I 1 1 

riiirrrnrnrirnriGrnrni rrirnn 1 1 nrn ttttti it 

1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 l GTTCCCGGGGGAAACCCCCCTTTTGGGGTTTTT 

CCCCCACGGGGACCAAAAGGTTAACCCCGGGGACCCCGGGGGGGGGGGGC 

CCACAACCCCAAGGGTGTTAAAACACGGGTTGGGGGGGGGGAAAAAAAGG 

GGGGCCAAAGGGGCCCCCCCCCCTTTTTCCCGGGGGGAGAAAAAAGGGGG 

CCCCCCCCCCCGGAGACCCGGGGGGGTTAAAAAAAGGGGACCCCCCCCGG 

GGGGGGGGGAATCTATATAAAGTTTTATTCCCCCCCCCCCCCGGGGGGGG 

GGGCCCCCCCCCCC ITrTTTTTCCCTTTTI GGGGGGG A A A A AG ACCGCGC 

CGGAAAAAAAAAAAAAAAATATTTTTGGGGGGAAAAAATATTTTCAAAAA 

AATCCCCCCAAGGGGGG 

>Sequence 649 

GAGATTGAGCTCCCGCGGTGGCGGCCGAGGTACAGATAGGAAGAATGTAT 

ATTCTGTGGTTGTTGGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTT 

TCATTCAGGAACACGATTCAGAGCTTCTGCTGTGCAGTAGGGGGCATCAA 

TAGTTCATTTTCTTTTTATTGTCTGCTACCATTCCATTGTATGGATTCAA 

CCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCCATCTCTTTC 

ACTTCGGGGGCACCT 

>Sequence 650 

GTGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAA 

GGTAAGAAACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCA 

ATATGTAATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAG 

AAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATG 

AATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTC 

CAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTG 

CACTAGATAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGAT 

GTTGTCACTGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTAT 

TCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAAC 

TCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTA 

>Sequence 651 

GAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGT 

GTCCAGCCCCCTTCCTCTTCCTGGAAATTAACATTGGCTCCACCTTCCAG 

CAATTGCTGGACCAGGTCAACATCTTCGTTTTGAACAGCTTTAATCAGCA 

AGTGATTGTCTTCCACTGCAGCCCTTCTACCGCTGGAGGACGTGGGTCCC 

TCCTGGGGGTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACCTG 

CTACCACTTTTAGCCTTTTCCTTGAGAAAATGCAAATTTATCTCCTAGCA 

CTTAATCAAAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGC 

AGCAGTATGAAGAAGGAACAATGTTCTCAGTCTTCTGACATTCCACCTGC 

TCAACTCAGACGTCTCAATTATTCCTTTGGCAGCCGCAAAGCCTGGAAGA 

CTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCTCCGCGTACCAGTGAG 
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GAAGGAAAGAGCATTCTCCTTTAGGGCAGCAATCACAAN 
>Sequence 652 

GGAGATGGGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGG 

GGAGGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGGGGCGGGAGGGGCTA 

CAAATGCTTGACTCAGTGATGCAGAACGTTTCAGAGTTAGCTGGAAGCCA 

CAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGTGAAGAGGAGAC 

CCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCT 

>Sequence 653 

TTTTGCCGCCTGACTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTG 

AACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCAATTGCAT 

TGGTGGTATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTTTGTCCTA 

GTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCTGCAAGA 

TAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGA 

TACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAA 

TGCATCTACTGTTTATAGCTCCCAAGGAGACCCCAA ATCC I I I I I I ICTT 

TTGAGATGGAGTCTTGCTCTTGTTGCCCAGGCTGGAGAGCAGTAGCGCGA 

TCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTCTCCTGCC 

TCAGCCTCCCCAGTAGCTGGGATTTACAGGTGCCCGCTACCATGCCGGGT 

AAATTTGGTTTTAGGAAAAACGGGTTTTCCCTTTTGGCCCGCGGTTTTT 

>Sequence654 

GTGTGGTCGAGCTCACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAA 

GTAAGTTCTCCATCCCATAAAGCCATTTAAATTCATTAGAAAAATGTCCT 

TACCTCTTAAAATGTGAATTCATCTGTTAAGCTAGGGGTGACACACGTCA 

TTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCAGAATACTCCTTGGT 

CAATTGTAGGTATTCTTTTTGGTTTAATTTTTGCCAATGTAATTAAAAAA 

TGGTATGTCA 11 I'll AA AATTTGTATTTCTTTCATTACAAATA AGATTGT 

TATGTCAGTATTGTTATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTC 

TGTTCATTGTTTTTACCTGTTTTCGTTTTAGCAAGTAGTACCTGCCCG 

> Sequence 655 

GATGAATTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGG 

CCATGGACTGGAAAGAAGTTCTTCGTCGGCGCCTAGCGACGCCCAACACC 

TGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAAGAAATGGA 

TTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAAAACACAA 

ATGAATTCTATAAGACCA1TCCCCGGTTTTATTATAGGCTGCCTGCTGAA 

GATGAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCT 

ACAAAGAAAAAGCAGAGAACTGTTAGATAATGAAGAATTACAGAACTTAT 

GGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGAGGAAGCG 

ATGATCAATTACGAAAACTTTTTGAAGGGTGGTGAAAAAGCTGGAGCAAA 

AGGCAAGCAATTTTTCACAACAAAAGTCTTTGCTAAACTCCTTCATACAG 

ATTCATATGGAAAGATTTTTCATCATGCAGTTCTTTAA 

>Sequence 656 

GGAGGGAGTAGACTCACCGGGTGGCGGCCGCCCGGGCTGGTACGCCACAA 

GGCATTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGA 

CGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGCACAAAGTTTG 

GTCTGTTGCGTAATTGAA 11111 AACACTCTTATCCACAACAAACACTTT 

TTCGTGTCCTGCTGTGTAAAAGACATGAGATATATTACAGATTTTCAAAC 

AGGTGAGCATCCTTTTACGAGGTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

ATGGAGTGAGGAGATTTGGATGAATGAACGCTAAGATGGCCAGACGCACC 

TCTTGGATCGTAACTCTGCAGGCTGGGATTCCAGAGCTGCAAACAACCAC 

TGAATTCGATCTGTAAACGTGTTGTCATTTGACGTTTGCAGGCAGGCATC 

AACATTTACATTGAGATTCAATAGACGCTACTACTACAAAGGAGCTTTAT 

TGTTGCAGCTTAAAATGGTTGCTGCGGGAACACTGAAGGGTGAAACTGAC 

TTTTTT 

>Sequence657 

GGTTGTGGATGACTCCCCGGGTGGCGGCGGGTACATTCCAATGAAGAATT 
TCTTCATTCTGATCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCT 
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TTACTCTTAAGCCTCGAA 
> Sequence 658 

CCTTCTGCTACGTCTGTATTCTATTCCTTGTG AAATGCTC 1 ' 1 ' 1 ' 1 1 1A ATA 

TACTTGCTGTCGTATTTTACGTGTTTTATTTCAGTTTTGGTTTATACTGT 

GGCTATGGTAATTGAAATGGGGGCGATGGAGCTCACGGGTGGCGGCCGAN 

GTACCTNGTGGGCNTTAGGTCAATGTTGTTATACACTTTCACAAAAGATT 

GTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACT 

TTGCGGGGGTAGCGGTCAATTCCAGCCACCAGAGCATGGCTGTAGGGGCG 

ATCTGAGGTGCCATCATCAATGTTCTTCACGATGACAGCTTTGCGTCCGG 

AGTAGCGTCCAGCCAGGACAAGCACCACCTTCCCAGG 

>Sequence 659 

GGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCTGGTGCGCCACAAGGCA 

TTTAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGG 

ACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCT 

GTTGCGTAATTGAATTTTTAACACTCTTATCCACAACAAACACTTTTTCG 

TGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGT 

GAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGG 

AGTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTGTT 

CGATCTCAACTCTGCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAA 

TTCGATCTGTAAACCTGTTGTCATTTGACGTTTTCAGGCAGGCATGAACA 

TTTACATTGTAATTCAATAGACGCTACTACTACAAAGGAGCTTTATTGTT 

CCAGCTTAATATGGTTGCTGCGGCAACACTGAAAGATGAAACTGACTTTT 

TT 

>Sequence 660 

GAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTATGACCTGAAG 

AGGCAGAGGCCATCACTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGT 

TGCACAGTGTCTCTGTGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTC 

CCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGA 

GACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 

CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAA 

GTGCTCCTGGGACTCCAGGATACCAGQCATCTGGGTAAGCTACAATGCTT 

AACCACTTAACACAATCAGGAAGCAACAGCCATGCATTCGGGAAAGGAAC 

TTCAGTGTTGTGTGGCTCAGTCTCCAGACCTAACTTTCCTTTTGGTACCT 

>Sequence661 

GGCGTGGGATCGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGAC 
TTTTTTCTCACCATGAATGTCACCCCAGAGGTCAAGAGTCGTGGGATGAA 
GTTTGCTGAGGAGCAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGGCC 
T 

>Sequence 662 

GCGTGAGGTTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 
1 1 1 1 1 11 11 11 I I 11 1 11 11 1 1 1 lAITlTl l lAl l ITl l 1 1 1 1 1 1 1 1 1H 
TTTTTTTTTTTT1 11111 11111111 1 1 1 H I 11 1G GACAAAACAAACGA 
GTTTTTTTAATTTATTTAGGGGGAAGGAGGGGTGTCTTTGGATATACCAC 
AGCGAGG 
>Sequence 663 

GTAGATGGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACTTGTGGAAGG 
TAGTGACCAGCACAGCCAGCGCCTGCTCCAGAGAACTGCACATCA 
>Sequence 664 

TATGCTACGGGGGCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCG 

GGCCTTACTGGCTTCAAGAGCCGAATTCCCTTCCAAGCACCCACCAGGGG 

GACCCCAATTAAGGGTTTGGGACCCACTAi 11 ill AATAAGGCC AGCACC 

TTAAAATGCCTGGGAAGATGGTCGtGATCCTrGGAGCCTCAAATATACTT 

TGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGA 

ATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCA 

CCACAGGCTGTGAGTCCCCATTTTTCTCTTGGAGAACCCAGATAGATAGT 

CCACTTGATGGGAAGGTGACGAATGAGGGGACCACATCTACGCTGACAAT 
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GATCCTGTTAGTTTTGGGGACGAACACTCTTAACCTGTGCACA CAAACT T 
GTGATCTAGGAAATT TGGA AAAGAATTCCAGGGGAGATCTACTTTTTTCT 
AAAGATCAAAGATTATTTTGAGTGCCCTT 
>Sequence 665 

GGATAGATTGAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCC 

TGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGAT 

CATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTAT 

GTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAA 

TTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTG 

TGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATG 

TGTACCT 

>Sequence 666 

GATGACTCACGGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCC 
TATACACTTCTCAGCCTCAGCACCTAACCCTCACACAACACTCCAGTATT 
GGATGCAGTCAATCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGC 
ACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTC 

AAAGATG 
>Sequence 667 

TACGAGATTGAGCTGAGTTGGCGGCGGCCGAGGTACTGGAGAGTCGGCTT 

TGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGCGGAATAAAACAGGAG 

CTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTGAGGCC 

TGGGGCTGAAGCCAGCGCTGACGGAT 

>Sequence 668 

TGAGGACTCACGGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTTTT 

TTTTTCTGGTCGAAAATTTTTGTTGGAATTTTAAAGAAAANGAAAGGCAA 

AGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGAAGTCAACCTAATACTC 

TGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAACA 

ATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAAC 

CAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAAC ■ 

AGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAA 

CAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATACAACAGAAT 

ATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGTTCTGCTTTG 

AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCA 

AAAACGAAGATATTTCATTCACCGCTGACTACTGAATGGGAAAC 

>Sequence 669 

GGAGGACTGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAGTA GGATC AA 

TAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCA 

GCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTG 

GAAGAACAGGAGAAGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGA 

TGCAGCCCAGGTTGGACTGAGTCACTGCCTTGCTGCCCCATCCCCATCCC 

ATCATGAGAAGCTAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTT 

GGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATTTCTCCAT 

ATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGTGTGTTACAGAAG 

CAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGAGAATAGCAGAGTGGGAGTATGATGCGACTGGTGGCTA 

AACAGAGAAGAGAGGGATTTACGATCACTGGAATGGATGGGTG 

>Sequence 670 - 

TTATGACTCACGGGTGGCGGCCGCCCGGGCAGGACATTCTTTTTTTTTTT 

TTTAAACTTTrAGGGTCTTGGCCTATTGCATACTAAAGGGCAAAAGGCTT 

AGAGATATCAAAGGGGCTAATTTTTTATTGACAGACCATGGCGATGTAAA 

ATTAGCTGACITrGGTGTGGCTGCAAAAATAACAGCTACCATTGCAAAAC 

GAAAATCTTTCATTGGCAGCCCTTACTGGATGGCCCCAGAAGTTGCAGCA 

GTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGG 

AATAACAGCAATTGAACTTGGAGAACTTCAGCCACCT ATGTT TGGATCTC 

CACCCAATGAGGGCTCTCTTCTTAATGTCAAAAAGTAATTTTCA GCCTC C 

AAAACTAAAGGACAAAACAAAATGGGTCATCAACATTCCATAA1TH1GT 
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CAAAATAAGCACTAATCAAAAAAAAAAAAAAAANAAAAGTACCTCGGCCG 

CTTAGAACTGANTGGATTCCCCGGCTGCAGGATTCGATATCAGCT 

>Sequence671 

GTCGATGTTGAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCA 
TGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCT 
CTCCCTGTCTCCGGGTAAATGAGTGCGA 
>Sequence 672 

GATGACGATCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTG 

TTCTTTCTTTCTAATAAAACTTTCTTTTTCGAACCTATACTGTCTTCTGT 

AAATTCTTCTTACTACCCTATGACCCGTGAGCCAAC CACTTTCCGA TGCC 

AGGGTTCTGACACCTCACCTGGCATAATATAAAGTGTTTTTTTTTTATAC 

CCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAAC 

TAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGG 

TAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTA l 1 1 1 lCAA 

ATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGG 

ATGGAGACATGCTTATTTTATTTAACTCCCCCNNNNNAAAAAAATAAAAA 

AAAGTACCTGCCCG 

>Sequence 673 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATACTG 

GCCTCAGTTCCGAAAACCAACAAAATAGAACCGCGGTCCTATTCCATTAT 

TCCTAGCTGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAATT 

TTTTCAAAGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACC 

T 

>Sequence 674 

GCGCGTGACTCACCGGGGGCGGCGAGACTGAGCCACACAGTGTCCGGATG 

GAAGTCTGCATCTGAGGTTGCTCAGTGTCCCGGTCATTCATT TACAC ATT 

TTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCAC 

TGATCTCAAAATAAACTGGTTTTTTTCAAAAAAAAAAAACAAAAACAAAA 

AAAAACACAAAAGCTGCATGTCTAAAATTACATGGAGTTA GTGTCTAT TC 

TTTTTCCCCTTTTGCAGCA ACTTACACAGCATTTTTA ACACC I r 1 1 1 1 1 I 

CTAGTTTTTTTGTTCGGTTTTGTTTTCCATCAGGAATTTGAGTTCTCTCT 

AACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACCTTTGGT 

GATCTTGTTGAGTTTAAGTCTGATCTTGATCTTAAACTCAGTAAGCCACT 

ATCTGCAATTTTGTACCTGCCCG 

>Sequence 675 

GTTGATGTAGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCT 
GTAGTGGCTTCGTCTTCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGC 
TCTCGTCAGCCTCCCGC 
>Sequence 676 

TTTTTGTGTTTGATCGAGCTCACCGCGGTGGCGGCCGCGAGAGCACAGAT 
GACCACGCCATCGTCCAGTATGAGTGGGCACTGCTGCAGGGGGACCCGTC 
AGTGGACATGAAGGTAACGCATGTTGTCACTGC 
>Sequence 677 

TGAGTGAGCTCACCGGGTGGCGGCCGCCCGGGCA GGACG CGGGAAGGATT 

CTGTAGTATGTAGCGTGTTTCTTAGGTAAAGTCTCTTTTTGCTACTGAAA 

GGGAAATGGTCTCTAAACACTGGTCACTGTAGCAGGTAAACACTACTCTA 

ACGTGGAGAAATGAGCTTCATGCTGAGGTAGTGGTTGCCTTAAAGCTGTT 

TTTTATGCTGTAAAAACCAAAATGGGTTTGGTTCCCTGATAGGTTTAAAT 

TAAAATTTGCCTTATAGTTTTCTTTTCCCTCGGGCCCAGATACCCCGGGA. 

GGTTTTCCCTTTTTTCCGGGTTTTAAAA^ 

CCCCGGGTCCCCACCTl'l 1111 1 GGATTTTCGGCGGGGCCG TTTTAA AAA 
TAGGGGATCCCCCCCCCGGGAGGAGATTTGATTTAAT AAArillllCCCC 
CCCCCTTCGCCTTAGGG AGGGGGGGGGGCCCCCCCCCrri'l' 1 1 11 11111 
TTTAGAAGAATAACCCCGGCCCCCCTCAATATTATCCGGGGAATTTTTTT 
TTC 

>Sequence 678 
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GAGAGTGAGTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCAGACG 
TCGATGATCGAGTTCAAGGCTGTCTCCAGCTCGGCCAACATGA 
>Sequence 679 

TGAGTAGTCGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTT 

GTGATCGGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCfCCAACTGG 

ATTTATTACTCCGGGAATGGTCTGAGGGGGAAAACCAATGTGTTTAGCGT 

GCCTGCCCACCTGCGCCTGAGCACAACTATCCTGCAATCTGACCTGCCCC 

TCCTGCACAGGAAACCACCTTCCCCTCCCAATTGATGGTTCAAACACTGC 

CACCGCTGACTGCCCTGCATCTGTGGGTCTGTAGAACAGAAAGGCAGAAC 

AACTTATTTTTTAGGATTTAACGACAACCGGTTGAAAAAAACGGTAGGGT 

GTCATGCTCACAGAGAATAAAGATTTGTAGAAAAGGTGCTGAACTGCCAA 

GGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTACATCA 

CTGAACGACACCAAGCACCCCATGCACTTCTGGGGCCAACCTTGGCCCCT 

GGAGAAAGACACCTGAATTTGGCATGCAGTCTACTTCCN 

>Sequence 680 

TGAGATGTGATTGAGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTA 

AGATGGGAGCTCCACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCC 

CATGAATCTGTTTGAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGG 

GTTTCTTTGAGATGTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGC 

ACGGGCATACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATGCATG 

TCAACCGGGGCAGGCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTA 

CATTTCAGGATGGATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGAT 

GGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCAT 

TTGCATTCTCTGGAGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACA 

CACATGGAAAAGATGCGCTCGTACCTGCCCG 

>Sequence 68 1 

CTCCTCCACATGTATTTAATTTATTTATTTATATATTTATATATAATTTC 

TACTAAAATTTTTATACTATATTGATCATATATAAAATATGTTTATATAT 

ATACTTTTTATTCATAAAAAGAAGTGTAGGAACTCTCGGGTG GCGG CCGA 

GGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATTTTAACA 

CTTCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGTGCTTCCTGCT 

TCACCTTCTGCTGCTTTTGGGACTTTTTATGAGCTAGTTAGCTAAGGACA 

AGACCCTGAACCCATTTTTTCACTGGGAGAGGAAAACCACCAGGCTTCTC 

AGCTTTGGCTTGGCAACTCTGGAGTTCCTATGGCTTCCATCAGGGCTCCA 

GGACCCTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAGCGGATGGGAG 

AGCTAGTCAGGAAGGTGGAATAGGGACCATCCCCAAACACGTTGGCGTAT 

GATGATTTGAGGAACTGGACGTAGTTCTGCATGCTGCGGTTGGAGCTTTC 

GGACTGCTCCAGGCGATCTTTCAGGTCTTGCAACCGGCTTTGGTAGCGGC 

GGTCCGCATTATAACGGGTTCGCCGCAGATGGTTAAATTC 

>Sequence 682 

GATGGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCT 

GGGCTCTTATGGCCAACCGCTCGGCTTGCGCCCGCCGGGTTTCCGGAGAT 

ATGTTGTATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGA 

CGGCTTATACTTTGGGAACGACA 

> Sequence 683 

GACAGTGACAACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGCA 
CATGCAGCGCAAGTAGGTCTACAAGACGCTACTT CCCC TATCATAGAAGA 

gctratcacctitcatgatcacgccctcataatcattttccttatctgct 

tcctagtcctgtatgcccttttcctaacactcacaacaaaactaactaat 

actaacatctcagacgctcaggaaatagaaaccgtctgaa ctattc cTgc 

cggcattattctagtcctaaagggcctcccatccctacccatcttttaaa 

aaacaaaaaggggaaaagatccccttcctttcaaaaaaaaaaatgtggcc 

ccaaagttttttggcccctccggggccctcgggcct tttataa aaaaggg 

ggacccccgcggtgtggagagaatattataaaagl'1 '1'1 1 1 1 1c ccccccc 

ccccccgggggggggcgcccccccccca11 1 11 1 1 1 1 1 11111 1atgggg 

gaaaaaacccccgccgaaaaaaaaaagaaatattttttg 
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>Sequcnce 684 

GCGTGACTCACCGGGGGCGGCGGGACCCCATGCAATATATGGCTCTACAA 

TCCTCAGCATGTTAATCGAAGCCTTGTTGAGCTTCACAAAGGTTCCATTG 

AAGATTTGACGAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCT 

CACTCCATTGATACCTCTGATTCTGATGACAAACGCCAATTTGGGTTCTG 

CAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTCCTTTACCCA 

TGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTG 

GTGCGAGCTTTTCCTCAGAGTCCGGCAGA 

>Sequence685 

GAAGTGTACAGGGTGGCGGCCGAGGTAC1 11111 1 1 1 lllllllliini 

TTTTTTGAGATGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATAGA 

GCGATCCCAGCTCACTACAACCTCCGCCTCCCAGGTTCAAGCAATTCTCC 

TGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGCAACCATGCCC 

AGCTAATTTGGATTTTTAGTAAGATGGGGTTTTTCCATTTTGGCAGGCGG 

GTTTTGACCCCCCACCTAAGGGGGGCACCCCCTCTGGGTCCCAAAAAGGG 

GGGTTAATAAGGGGGGGGATTCAATTCCCCCCGGTAAAAAAAAAAGAACC 

CCCCTCCCGGGGGTGGTAAATTTTTAATATGTTTTTCCCTCCCCCCCGGG 

GGGGGGGCGCCCCCCCCCCCCTTTA'l TTTTTn GGGG AGGGGCCCTCCCC 

CCTTTAAAAAAAAAACCATTTCTTTTGTGGGGTGATTATTAACACCCCAA 

ACCCCAGCGGGGGGG 

> Sequence 686 

GTACGACGATTGAGCTCACCGCGGTGGCGGCCGC CCGGGCAGGTA CTTTT 

1 11 1 1 1 1 1 1 II 1 1 1 11 1 1 1 1 I GG1T1 1 1 1 1 1 1 1 1 1 1 1 1 1T11 1 1 1 1 1111 

TTT T T TTT T T T T T 1 1 1 1 1 1 1 1 1 1 1 AAAACAGGAATTCTTCAGACTTTATT 

AAAAAAGGCCCTAAGGGGCCTCTTATTAAAAAAGGTATAAAAACCCCATA 

AATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAGGGGAGGA 

AGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACCAGGGGGC 

ACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGGATATGGG 

GGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCCGGCGACA 

G TTnTI CCCA A AATTCTGGGGG A AGGGGGTCCCCT 

>Sequence 687 

TGTTGATATCGACTCCCGCGGCGGGACGCGGGGCTTTACATGGCAACAAG 

TATGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGC 

GGAAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAA 

GCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGG 

TGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCT 

CACAGGAACACTTTGTGAAGAAAAAGAAGAAAAAAGACAAGCTTCTATTT 

AAAGAAGGGAAGATTAATCAGTACCTGCCCGGAGT 

>Sequence 688 

GACGCGTGAGCTCACCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTT 
TGCCACAAGAGTATACGGAACAAAGGAGACAGGCTCATTTATAATCTGAC 
GCGGCCACCCTCCTGCTGCGTTCGGTTTCCA 
>Sequence 689 

TGAGCGTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTGGG 

CACTGGATAGGTAGTTCCTTTGGTGGTCAAGGTGGCTCTACCTGTCCTTG 

AGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCAGGCCAATCAG 

GAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGTAGTTCTTAG 

ATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCTGGG 

GCCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAGAGCACTGGGC 

TGGTGGCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCTAGTTTT^-TT 

ATGT CTI TIC 11 1 1 GGAG AGGGAGGGCAGGAG ATAAG AAAAATCAACACA 

GAGCTACAACTCTTTTTCCTGGTCATAAAACTATACACACGTCTACTGCA 

CAAAATTAGGAATACCAGAAGAGCCAAAGTGGTGCAGTCACCCACAATTT 

CTCACAGTGATCACCACTAACACCAGGACC 

>Sequencc690 " 

TGTTGACTGTGACTCCACCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGT 
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CCrGAGCGATGGAGCCCGGGGGTGCCrG GTTATT GTCCGCTTTCTCTCTC 
AGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCC 
ATCGATTGGATCCAGTCCTTGTTCAGAAAATTGT 
> Sequence 69 1 

GGAGACGGAGCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTA 

GAGGAAACGGGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTC 

AGAACGGCCAGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTCTCCTCA 

AACAGATCACCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCA 

GTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGA 

TTACTGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCT 

ACCCTGGGGAGAACTTGATGCTAACCCACAGGTACCTGCCCG 

>Sequence 692 

GAGTGAGCTCCACCGCGGTGGCGGCCGAGGTACACCAAATGGTGACATCC 

TTTCACCAATATAGATTACTTCATACCACATTGTCAAGGAAAGGACTAGA 

AGAATTTTTTGATGACCCAAAAAACTGGGGGCAAGAAAAAGTAAAATCTG 

GAGCAGCATGGACCTGTCAGCAACTAAGGAACAAAAGTAATGAAGATTTA 

CACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCTAACCCT 

AGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGT 

TAGATAAGGTAGTAGATTCCATGGATGCATTAGATAAAGGTTGTCCAGGA 

AAGAGAAGATGCCCTAAGGCTTCTTCAGACTGGTCAAGAAAGAGCTAGAC 

CTGGTGCTTGAAGAAGAGACATTTTTGGAAGAATAATTGGGCACAGGTTC 

AAGCAGGGGGGTTATACCTGGGCACCCTAATAAAAGATACAATTGGAAAC 

CGATCTTTGCCTTGCTTTATGGGACCCATTTCTTAAACTG 

>Sequence693 

CTGTGGAGACTAAGTGTGAGAGGCTACCGTCACAATCATTTTGGGGGGGG 

CCGGACTCCCCAGCTTTTTGATCCCCTTTAAACGCGGGTGTAACCAGGCT 

CCCTTTGATGTGAATATCCTCGACCCTCCCCTTGTATGACGCGCGGTTAA 

TCTATATTAGTGCCGTTTTATTACCTTCTCTCCCTAGTTAAACCTAACCC 

CGTTTGGGCCCTAGGGTCGTTTAAGGCCTTGGGGCCGGCCGTGATTTAAA 

TTTTCCTCTCAAAGGCCTGTAATTTACCGTTGTTTTCCCACCTGAAACCA 

CGGGTGCG 

>Sequence 694 

TTAGCGTGACTCCACCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAG 
CTTCCTACTAGGTCTCTGTTGGGGCTCCCCrTT CCTGA ACTTTG GCCAAA 
GACAACAGGATATTCTTGGGGGTTTTGTTGTTGTTTTGTTGGCA 1 1 nil 
CTGTGCCTGTTGGTGATTCCAGCACAGACCAGAGTGCCGCGTACCTGCCC 

G 

>Sequence 695 

GAGGACTACCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGA 

GCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCT 

AGTTTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAAT 

CTAAGTGGCATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAA 

AAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 696 

GGGTCGAGACTCACGGGTGGCGGGCGGCCGAGGTACAGCAGGGTGCCTCA 

GCAAGAGAGGACTGAGTGGATTTTCCTTAGGGATATTTATGAACCTTAAA 

GCAGGAGCTTAAAGGGAATTTGGGCCATATTAACCACTTAGGTCATGATA 

AATGATTACATTTTTGGACATTTTGGTGTCTTAATGTCAGCAAGGGTTGC 

ACGATAAGTTTTGACATGCATGCATGGGAGACATGTAGAAATTCTAGTTA 

CTTACAAGTTTTTGGGGAAGAAGCCTGGACCCAGATGCCAGCTTTAAATA 

ACAGGGGAGTCTAATTACTfCTAAATTCCTCAC ATAG GGAG TTTTG CCTC 

TGGATGGCCTGCTTGATGGTCACTAGGGTGATCnTlTGCCCCTTTTATTC 

TTAAAGCCTCTTGCTCTGGAAGGGGGTTTTTGGGCCTTTAAAAAATTTGT 

GCCCGGGAATAATGGGGGAAAAATTTTTTGGCCCCCCCATTTTAAAAAAA 

AAACCTTTTATTTGTGGGGGAAAATGGCCCCCCCCCACCCCGGGGGGGGG 

CCCTATTTTTTAAGGGGGGAAAAAAACCCCCCCCTTGGGGGGGAAAAAAA 
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AAAAAAI1II I II 1 CTCTCCCCCGTAAAA AAA ATA 
>Sequence 697 

TTTAGATGAGTCTCGGGTGGCGGCCGCCCGGCAGGACGCGGAGAGACAGC 

GTCAGGCGCTTGATTTCCCTGAGfcCCGGTGCCTCAGCTGCCC AGTGC CC 

ACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTCTACAGAAGGATTTTGCA 

AACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGGAAGATT 

GGGCAAGAGAAGAATTCAGAAGAAACAAACGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGCAATATGCAGCTCATGGAGTTA GAAA A 

AACACTTGCTTTAGCAAAATCTTAACTATAGCATTATTCTGAAGGATTTT 

CAAAGTCTCCATGTGTCTTTGCTGCATTTAGGATTAACAATGGACAACCC 

CAATGCCCAAGCTTACTAATTAAAATAACCCTGGC 

>Sequence 698 

CGGTTGATGTTATACCTCACCGCGGTGGCGGCCGAGGTACACGGCCCGCT 

CGTAGGGATCGTGTTTGTTCCTGACGACCCTACGGTAATGCAGCCGGAGC 

TTGTTTTCCGTAGCTGGGGACAATCTTCTGTCCTTGCTGTTCATGTCGTG 

GAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGAGTGCAGCGGC 

GTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCC 

AGAGACTGGGACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGT 

GAATTCTGGCAACACACTGAGTGATGCTTGTCAATGGCCACTATCAGGAA 

TTTAAAACAAGATTTGGAATTATGACATCTGGACAAACCACATATGCAAA 

ACCTACCTTTTGGTCCATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCC 

AGTTCTTTTTCGGAGCTGTCAGTGTGTGTTTTGGCCTGTCCATTAACTGA 

CATCATATTACTTGGGNCCCGGG 

>Sequence 700 

TTTCTCACAACCTCATTTTNTATTAGCAATTTCTTCTTGATGCATCTAGT 
TATTTCTATAACTACAATTCTACATTGCAAGTAGTTCTGTATATATTCTG 
TCTTCTTCATATTTTTTAGTTNTCN>riTGCTGTTGTGATTCACGTGGTGG 
>Sequence 701 

AGGTACGCGGNGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGAT 

TTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTA 

TAATGGCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCCC 

ACAGCGTCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAA 

TAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGA 

TTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCA 

GGACTCTCCCAGTTCTCTTTATCAGCTCTAGACC AGTT TGCTGGACTGCT 

CCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCC 

AGGCAGGCCAAGTTGATCCCCTACAGCTTCAAACACCGNCCTAAACACAA 

CCAGGCCCCAGTCACGTGATGCCCTATGTATTCTCCTTCAAAATGCCTCA 

AGAGCAAGGACAGATGTTTCAATACTATCCAGGTTACATGGCCCTACCCT 

GGGAACAACCCTAGCAAACAGTTTCAAGGGCACCTAAACAAACAGGACAG 

CAACAGTTTTGAGGAGCAGATACCATTCTAGGCTCAAATTGGGATCCATT 

CCACAACTAGCAAGAACCTGCTTTTATTAAGGAGAGGGGCACT 

>Sequcnce 702 

TGTG ATG ACTACCGGGTGGCGGCCG AGGTACI"! 11111 111111111111 

TTTATGAATTATTTATTTTCITTCTCAGAAAAGGATGCGCCTCCACTTAG 

CAAGGCTGGGCAGGATGTGGTTCTGCATCTGCCCACAGACGGGGTGGTTC 

TAGA • .; . ; :: ; : .Vv.. 

>Sequence 703 - 

GTGAGCTCGGGGGCGGCGCCGGGCAGGTCAGACCTGAACGCCCAAACACT 

TCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTAGAGAAGCCAGTTGC 

AAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTG 

CITrGGCCAAGGAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGT 

GAGGGCITGAGTTACCCTGATTGTAAACTGCAGACGTTGGTGTTACAGCA 

ATGCAGCATAACCAAGCTTGGCTGTAGATAtCTCTCAGAGGCGCTCCAAG 

AAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGT 
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GGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAA 
ACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGT 
TGGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACT 
>Sequence 704 

TGAGATGCTCCCGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCT 

CTGGAGCAGGCGCTGGCTGTGCTGGTCACTACCTTCCACAAGTACACGGG 

TCTATTTGGCCGTGACCTTGCTCTGGAGACGATGATATCCCTTCAGCCTG 

AGGGAATTGATGTTGATGAACCCGGAGGCATCAGTTGGCTCATAATCACC 

CTGCACGTTCATGCTCACCAGCTCCTCATTGTTCAGAGACAGTGGGGACT 

CCCGGCCGAGGATGTACCT 

>Sequence 705 

GTGACTGGCTCACCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGC 
>Sequence 1082 

AC TTTTTTI 1 1 1 1 1 1 1 I 1 1 1 I I 1 1 I GCTGGTTAACAAATATTTTAATTCA 

TTAAAATAAAACTTAAAAATTACATGCTAGTCTACACAAGTTTAACTTAC 

TTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGAGAA 

TGTATTTGGTGTAGAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGT 

ACG 

>Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAATA 

AATATAAATATTTATTAAAAAAATATATTTTAAAAAATAGGGAAAAAAAA 

AAAAATAAAAAAAAAAAAATTTCCTTGGAAAAAACT AAAAG AGAATCAAA 

G ATTGCGGGTTTTTTA ATTTTTAACCA ATTTATAGTTAT I ' 1 ' I ' 1 AA TTATT 

ACCTTTA A C mTTl GTG A A ATTTG AC I' l TI' lT l'l l G A ATGTAG CCTTTT 

1 1 1 1 1 TAGTGTGAI1 I I I I ATGTGTTCCAAATTAG I'l 1 1 1 I I 1 TA TTGAA 

TAAAAA 1 11 1 1 1 1 1 1 1 GGAAAGTTTACTTCTTTTCAAATGTTTTATCCTT 

TTTTAAAATTTCTAGAAATTTTAAATATTTAATGGTTTTAAAAGTATTTT 

AAATTTTTTTATAATATTCAAAAAATAAATTTTAAAATAATATATTGAAT 

TTTTATTTTTTAACCGCCATAATGTGCTAAGGGACGATTTTCATTCATTG 

TTGCTTAATTGAGAATATGGGGGTACAATTGGTAGGTTATAAATATTTGG 

TTATTTTATTGTATTTCATTTTTTCCTGTGATAATAGGTTTATATTGTTA 

CAATGTTTCAAACCGATTTAAAAGGTTATATGTTTTAAATATGATGACTA 

TGGGAGACTATTAAGAGGTAGATACGGTGGAGTAATTGGGTTTGGATTAA 

TTTAATGTTTTTCGATGTGATTATTTGACGGTTATCTGAT TTATA AAATT 

GGAAAACATGTGGTGAAAGCAATATGTTTAATAACGCGATTTTCGTGTTG 

AGGAATTGTGCCTmTGGGTTTGTG 

>Sequence 1084 

GGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTTGTGAACAAATGA 

ACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTTAG 

AGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTC 

CTGTGTCCCACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTC 

ATCTAGAACCAAAATTAGGAATAAGGATTGAGAAGAAAACTCAGCAAGGG 

TGATGAATGAGTTTCAGCTCATTGCTGGAGTTAGCTG AAGA ATGAATAGG 

ACACAGTGGATGAAGGAACAAGCTATTCCGGGGACCTTTTGAAGCCCTCG 

GACCTCACATCCCTAATAGCTAAAGAAGGATAAAATGGATGTAAGCCAGT 

GCTAATCGTTCCCGCGT 

> Sequence 1085 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAAAATTTATTCTACTTCTAGAATTTCATTACW.CAAGTGNCTT 

AGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAACA 

TTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGA CTGG CAT 

AAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTTCTTTTCA 

AAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTA 

ATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAAT 

ATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTAC 

TTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGAACAAGA 
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AAGAAGAAATTTAAGAGGTACCTGGCCGGGCGGGCGATCTAAAGGG 
>Sequence 1086 

actttn1 itttttn 1111 i i t11t1 1 1 tgagacagggtctcgctctatc 

acctaaactggagtgcactggtgcaatctcggctcactgcaaccttcaca 

cccx:aggctcaagtgtcaatcctcccgcctgagtagctggaaccacacgt 

gcgcaccactaaacccagctgtttaatacacca ttttt aacccaaaacat 

taagaaaaatataggaacagtaagtagattacattttgtaaacagacaag 

cttacaagttttctcaaatatgaaagtcatactaaactgggagactgtta 

acttcttgatggggttaatctctaatatgaagccacagtca tagctaa ct 

acaaattacatatacaatgccaa aaatattcaa aaataac a l i i 1 1 lgca 

ccttaatgattacaaatgctaaccagcataaagacactggaaagtttcag 

aatctcctcatcacatactttcaaatatcttccctttacttccatgaaat 

tgaacgcgggattctatgtaagtgatgacttgtcaag gttc caggtgtat 

cttaacttaaactaaagaatgccctaacttagatgggttttgagcctata 

CAATTGGTATTGGTTGACCCTTAACCTTTACCTCTCTTAACATGGAGGAC 
GAAGAAAGCTGACCTTGGGCGCAACCACCTAAGGGCGAAATTCAACACAC 
TGGGGGGCGGTATTATTGATACCACCTGGGACCAACTTGGGGAACATGGA 
>Sequence 1087 

ACCCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAG 

AGATGGGCTCTAGTATCTGAACAACGAAATTATACTTATAGACTACTTTC 

TTTTCACAGAACAAATGAGCTTTCTTGGCTTTTAACAAAATTATCATTGA 

AAACTACAAAATTAAGATCACCCATAATCCC 

>Sequence 1088 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTAT AAAC TCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTA TATA GTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGGAATATTTTGT GAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTTATGATAAATTAAG AGTTA TTTT 

TCTTTTTACAACCTACTGGCTTGGAAGGGAATTCAGTCAGCTTTTTGATG 

AACGTTTGTAATACTGACGATATGATTCCTTCCAAAGGGGATTTGGTGGC 

ACTTTCAAAAAACATTGAAGAGCAAGGGTAAGTTATAACATTCCTTACCC 

TTCTATAAACAACTTTTTTGAATCTTTTGAAGAAGATAAACCGTGATCTC 

GTATAGTATAAAGGGGAGTGGGAATGATGTCTATAATGGGGGTCACTCTT 

CTCAACGGTGAAAATGGATGAGGATCAACATGATAGATATCTGTCCCTGA 

TGATGGTGGATACGATAGATGACGATGGTGGATGCTGGCCGGCG 

>Sequence 1089 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACTCCTCAGAAAATAACTCTGTAAAATCTCAGACTGCCTGT 

TTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATG 

ATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCC 

AACTACAAGAGAAATACAGTTGGCCCTTGAACAACACAGATTTGAACTAC 

ATGAGTCCGTGTACC 

>Sequence 1090 

ACCGTGCAGAAGAAGCTACCAAACAGCAAATATGGAAATAGTCAGTTTTT 

TTTTTTTTAAAGCCTCAGTAGAAGAGTGCAGAGTTACACTGTCCTGTTTG 

G<XjTGCCCCCCTCCCCCTTTCGACCTAAGTGCTGACMGGCTTGTCAGCT 

CTCAGTTCCTGCCACTGTCATTTATATGCTTCCACAATGACATACCAATT 

TCTGTTTTTTCATACCCATCACATAAGTGTTGGAGCT ATGTAT ACGATCT 

TAGTGGCTTATAGTTTTTTTTTTTATAAATTAGAACACTTTTTGTTACAT 

ATTAAAAAAT 

>Sequence 1091 

GGTACCTTTGCAGTTTTCTAAGGGCTCTTAGTGCTTTTAACTAGAAAGGG 
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GTTTTTCGTTTGTTTGTTTGTTTTAAAAGGGTCCTTAGTGCCTCTTACTC 
CCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATT 
GTAAGTTCTAGT 
>Sequence 1092 

ACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGGAGAAAAGGGGATTGATT 

TTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCTGTATAAT 

CCTGTGAATATACTAAAACATTGAGTTGTGCA CTTTAC ATGAGTGAATTG 

TGTGGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>Sequence 1093 

GGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCACACCAGCCTGGAC 

AGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGGTT 

CCTTGCCATTGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGA 

GTCGAGCCACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGAC 

TTCACCAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGACC 

AACGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTCTAGAGTCC 

C 

>Sequence 1094 

ACATGCCAAAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACT 

GTTTCACTTAGTGGCACTTTGCTTAACCTGTTATACACAGAAGGGGTTGA 

GAAGACAAAACACTGTTAACTTCATTATACCTTTGACAAAGTAATATTAT 

GTGACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGAT 

TCAATTTATGGGACAATTTGTTATGTGATCTAACAATTTGGCATATAATC 

TAGAAAGCAGCTTTATGATCAAAAATTGATTTTATATATATACATATAAA 

TC 

>Sequence 1095 

ggtac ttti 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 rn i 1 1 1 1 iacttcaaaataaca 

TTTTTATTATATAAAAATGTAAAAATCCAGCAAAACCAGAA ATACG AATA 

TATTTTTCTGGGCTTTC AC ATTTGTTGATTTTTATTCGCG ATC ITITICA 

ATACAATTTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGTGCTA 

AGTGGCAGAAAGGTCTGGAATAAATACATCAAAAAGAAGAGGCAAAGCTG 

TGAAACTAAGTTGCATGCAACAGGTTCTATGAGGGTGGGGGAAGTGTCTG 

AGAAG 

>Sequence 1096 

ACAATCTGATACAAAATCTGAAAGAAAGAACAGTCTTGTAATCTTTACAT 

ACTTGTAAAAGCATTTCTCAAATTTCAGCTTACTTTCAAAATAAAGTTCT 

TACTGTCTAATATGCTCTCTTTAAATTTATTAAGTATTTTAAAAATACCC 

TGGCTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAG 

GCTGTCTTAAAAAAAAGAAAAAAAAAAAAAAAAAAGTACC 

>Sequence 1097 

ACATCTGCAGACATACTGAGTGTCACCGTTGAAGAGAGTGGAGTGGCTTT 

TGTAAAGAAGTTCAGGTACATGTCCAGGGG CCCAGCCT CTGGGCCCAGTA 

ACTCAGCTACTCTTTGTGGCTTTCTTC ATGGC 1 ' 1 ' 1 ' 1 1 1 1 GTGGGCTGCC A 

CGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTA ACTGCA CCA 

TCAGTGTTGATATCCAACTCTrrGAACCAGACGTCTGCACCCTTTTTCCT 

GATATACTGAGGACACTCGGTCTCTAGCAATTTCTTCAGGTCATCCC 

>Sequence 1098 

ACTACCATTCCATACAATGGAATATTACCCGATGAAAAAATAAAGTTGAA 

CACATGCTACAACATGGATGAACTTTGCTTATAAGAACATTGAAAAGAAA 

ATGCCAAAAGAAAAATGAGTTTTAGCTCAAAl !-! < '. 1 1 AAGAGGCCTAGC 

CTGCTCAAGATATCCTGTTAAAAAAAAAAAAAAAAAAAAACTCCTTCCCA 

TATCTAAGGTGAAAATAAAAAACATTTTTAAAAGTTTAATATAAAGAATG 

AAATAATTTCAGGTCAAGTTTATTATACAGAAATTATATTAATGGGTGGG 

>Sequence 1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGA 
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ACTTGAGCAAGCCATTCACCTTTCTrAAGCCATTTTCTTGATATTTCACA 

GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 

ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 

AGTCTCTGCCCTTTAATGTACC 
>Sequence 1 100 

ATAATTAAAATAAATATGATATAAAAATAAAATGTAAAA AAAA AAAAATT 

TTATAAATAAAAATCCAAAACATTCAACTTCATTACTTCATTTTCATAAA 

TTTTTTTCTTAGTAAATCATTTATTTATAGTAATTAACGAACCCCATNTA 

GAAGNGGCCGAATTTGGGGGCCCCCTTCTNAAAATAGCCATNGCCTTNCG 

AACCGGGCCCGCCAAGTGTGAATGGAATCTGCANAATCGCCCTTCGAGCG 

GCCGCCCGGCAGTACTGCAGCACATTACCGCGACTGAGGGTATAACCGTC 

AAAACCACGGGCCCG 

>Sequence 1 101 

GGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAAACAACAGCATTAC 

AGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATTCTG 

TAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCT 

ACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGC 

CTTGGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTT 

CCTGGAGTCCTGTGGATGAGATTCTTCAAATCCCTCCACTCTCTTCAACT 

GCAACTCTGAATATTAAAGTGGAATCAGGAGAGCCCAGAGGTCCTTTGAA 

TCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTTTGA 

GGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTTGCTGT 

TGAACTTGTTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGATTTG 

GTGATTCTACAAAAAAAGACACTGAGGTTGAGACCTTGAAGCATGACACT 

GCTTGCAATCCATCGTTCCGTCAAGCGTCTTTTCAAAGTTCGGGGTGATC 

TTGATATTGCTGAACAACTGTGGTGCAAAATGAGCAGTAGTGTGAATTCA 

TACCAAGACTTGGTGAAGTGGTTCACATTGATCATTCAAATCTACAACGT 

GGGGAATTCAAGCCTGGCTTCATAGGGGAAGTACAATTAACTAGTAAGCT 

CATTCTTAAGCTATTT 

>Sequence 1 102 

GGTACGCGGGATTCCCCCATGTTTTCTTCTAGAAGTTTTACAGTTTTACG 

ATCTACATTTTTGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGTA 

TGTTATACATGTGGAAGTTCATTTTTTTGCATGTAAATATCCAATTGTTT 

CAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGCG 

CCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTG 

TCTACTCTCTTTCATTGATCTGTATGTCTGTCCATTNTCCAATACCACTG 

TCnTATTACTGTAGTTTCATAGTAAACCTTGAAATCATAATTCTATAGT 

AAGTCTAAAAAAATCACACAGGTTGGAAATGCACAATTAGTATGCTAAAT 

CAGAGCAATCTTGTTGTTTCAAATGGTTTATGGGAGAAATATTAGCCAGT 

GGCTTAACATGCTCATTGATGATAACCTGAGCTTATGTGAAAATATTGTT 

TTTAAGCTTTGCCGCrATTTCAAAACCACTGGCTGGGCTTGGTTTGCCAA 

AATATGACGACCATTTAGGAAATGGCATTCATGAATGTCCTTC ATCTG AA 

TATTTGGAAATTGGCCAACTTGCGGTCTAACTTGGAAT TAAG TGTTTTAA 

TGGAAGAGCAGTAAGCCGGTATTGTGAAAAAAACGCATTTTATTTGGCTA 

TGTGATTTAAAAATGATCTTAGATTTTTCCATTAAATGATATATGGCTAT 

GAAAATAATTTGATT 

>Sequence 1103 

GGTACTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGACAAAAAATGGCA 

TGAAAAGATCATGATTGGA' l ' rriUl 1 1 ' lA A/lgCTGCCCTTC TGTAAA AAA 

TAGTTTATATATTTTTAAATTAGTAGGTATGTGTGGCTTCCTTTTTTCCT 

AACATTCCCAGCAAATTTTTGGTGCTAAGACTATCACTGTTAAAGTGAAA 

ATTACAGGGAAAAATGTGATGAATATACCGTAACTCAAAATG TGATA TTT 

TCTTAAAATCACTCTTTTATGCTTTAGGAACTGGTTGGTCTCCACTTTGA 

TTATTAGTGTAAAGAGCCTGAGTATACGTGGATTTCATTGTAAAATTTAA 

CTCCITGTCrTTrACITGGGGCACGGGGCCCCTGGAGGGCTTCCCTACTT 

TCCCCACTATGTTAACAGGTAATTCTGATTTATGCCTTTAGTTTGACTTA 
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TTTTTACCAAAATATTAGAAGTTATGCTTTAAAATGTTAAATGTGGACTG 

AAATTTTCATCTTTTGTTTGAGAATCTATGAAGGGTATTATATACGTGGC 

CTAAAGGCAGGTGTGGATTTTGTTATTCTGAAATTGGTTTGCATCTGGAC 

AAATACTAAATATCCCGTGGCCCrrri'l 1111 1 ATTTTTAAACCCGGGTA 

TCCTTCCATCCTTTGGCCATTCCTAGTAGGCAAAAAATTTGTAAGCCCAC 

TTC ATTTT CCAATTACAGACTGAAAAATTTGGCCCGTTTTTAAGAAGTTT 

TAATTTT 

>Sequence 1104 

CACTATAGGGGCTCGAGCGGCCGACCGGGCAGGTACTTGCAATGGTTTGA 

CATTAAGAGAGAGACTATACATTCACAGAGGTTGGGAGCTTCT GTCT AGC 

CTGTTGTCCAAAACTGCTTATAAAATTTAGCAACTAATTATCACTTTTGA 

CAACTATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGT 

TATCTATCCTTCCAATGACTTATTATAAATTTTAGAATGTATTTCTATAG 

GGTGGAAAAATCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACAT 

GTTACACCATGTAGAAACATGGGTACC 

>Sequence 1 105 

GGNACTI 111111111111 lATriTITITll 11 1 ATGGCA ATATTTATAT 

TTATTTTTGCAATTCCTTGGATAAAAACCATTTGAA CAATG TT TGGTA AG 

GTGTTATTCTCATAAAAACTTCTTTCAAAATGAAGGTTTTTCTATTTTCC 

ACAAAAGTTAAAATTACATGCTGAAACAAAGTTAATGACTTAGGTAACAC 

AATACAATGTCAGAAAACTGGTATAGTAAGACCAGCTAATGAACTACGTT 

TTTTAACTAAACAATTACACAGAACTAGAAAACTTGACTTAGTAGTAAAA 

TATATAAATCTACAATTTTAAATATAAATTTGGTCCATGGAGACACTAGG 

GCAGTATTTACAAATAGTAACAAGATTATTTCTAACTTTAGGGGGAATAA 

CTGCACTTGTAAAAATGGATGAAATATTA TATG GAGAGAGTGTTTTATTT 

TACCGGCCTTCTGTTTTTAAAAGTTATATTTTTTATGCAAAACCTGATAT 

ATTGGCTACAAATACAGCTTATAAAATTATTACCACTACATAACCAAACA 

TTTTTCTGGTGTTTGGGAAATTCCTTAACCTTCTCATATAATGTGAAATT 

TGTTTTGTTTAAATTACATTACAGCGAAAAAAAATACCCTCACATTCCCA 

TATTTTTAGACGATACTTGTAAATATTATAATCCTGTTTTAATTTCACCA 

CATCATTTAGTTATATTTCACAGTTTTTTGCAAAGAGGGCACAACATTGG 

TCATGATATTAATACTTGCGGCGCGAATCCTATGATTAGAGAGGTTACTT 

GTCAGTGATGTAAAATAACT 

>Sequcnce 1106 

CCCTTAGCGTGGTCGTTTGTTGAGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATT TGACA AAG 

TGCGTGATAATTTTTGAAAAGAGAAGCAAACAATGGCGTTTCTTTTATGT 

TCAGCTTATAATGAAATCTGTTTGTTGACTTATTAGGACTTTGAATTATT 

TCITrATTAACCCTCrGAGTTTTTGGATGTATTATTATTAAAGAAAAATG 

CAATCACGATTTTAAACATGTAAAATCAAATTTTGGAT AACT TTAGATGA 

CTTCAGTGAAATTTTCACGTAGTCTGAGTAATAGAATGTTTTGCCACTTA 

GAATAGCATTTGGCACTTAGTAATTTAAAAAATAATTGGCGGAGAATTTA 

ATGGCAGTTTTGGTCACTTGTTATCTAATGACAAATTATAAAGCCTTAAA 

AGGGGTTGGACCACATTTATTTTGAACATAGGTTTG CACACA TTTAAGAG 

ATACATGTAGCCAAAATGACTTTATACCACCGATGGTTTTTTGGAATTTG 

TAAAAATAATACATTTATATGTGTAAATTGATTTAGAAATACGCCACATG 

TTTTGTTTCGCGCTTCACACGACTCGCTTCAAAACGACGGGTCCTGGCCG 

GGCCGGCCGCTTTAAAGGGGTAAATACTATGCACATGGGGAGACGGTTCT 

TGGAGATCCCGGTCTTTGCGTCATACTCGfilGCACAAGTAGGGCGATACG 

GGATTCATAGGGCAAAATGATACTCGTCTCCACGCTCeCCACCCTTACCT 

CCTGT 

>Sequence 1107 

CCCTTTCGAGCGGTCGTCCGGGGATGTCTGTGAGATGTTACCACTAGTAT 
TTGGAAAAAGAATAAAAATGTGGGCGGGCGTGGTGACACATGCCTGTAAT 
CTAGCCACTTGGGAGGCCAAGGCAGGAGAATCGCTTGAACCTGGGAGGCG 
GAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACA 
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GAGTGAACTCTGTTCAGGGTTAAAAAAAAAAAA AAAA AAAAAAGTACTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G GTCATTAGTTATTAATTTTACACAGTTAA 

CACTGAAAAATGAATGATATTTAATCATTGTCACTTACTGAGAAGCAAGA 

ACAATGAGTGAGCCCAAAGGAGTCTACTACCATACCTATTAAGTGTAGGG 

AAGGGTTTAAGTATTTTTTACATACTTTTCTTCTGTCATTG GAAA AACAC 

CCCCCCATCTGAAATGGACAGAAGAAAATTTTCCGAGGTGTTTTACTCTC 

ATCAGAACAGCTTGGGGGCAGTGACCTTCACACTGTTAGCTTGCCCCCAT 

ACTGCTTGAAGGGCACCAGTTAAGAGCTGGTAAAGGGAGTCTCTT TAAAA 

ATACAATTGTGGGAGATCCCACTTCCAAAAGGTATGGACCAATGCl nil 

TCCAACAGCAATGAATGGTGGGGCTGAAAACCAAACTTTACAGGCCCTGG 

CTTAGGCCTGGGGAGGGGAGAACCAGAGCATGATTATTGGGAGTTTGGAA 

AGAAATTTTGCGTAAACCCGGGCGAAATGA 

>Sequence 1 108 

CCCTTTCGAGCGGTTCGTTTGGCATGTATAATGAAATGTCTTTTAAAAAA 

AGTTTGTTGTAATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAA 

TCACACATTTTCCCTAACTTCCCATGTTCTGGATCTGGGGACTGCAATAT 

TACAGAAATATGCAAAAATAAGTTTAGTGCTCAGAGATAAATAATTTTTC 

TTATTTCAATGCATCAATGCGCAAAAATTTCAATTC AAAAA AGCCAACCA 

CTGCTATATGCAAATAAATAAAACATTTGACAACACTTTTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACGTGCACATACATGTGC ATATG T 

GTATGCAATGCCTATTTTAGAAAAAAGGTGTCTT GATG AAAATGATTTTG 

AAAATAGTCACTGACACACATTATATACAAAACCTTTTATATAAAAAATT 

AAACTATTTTCAATGAAATTCCATGTTCACACTCTATTCTGAGAATTGCA 

AACTGAATCATAAATAGGTCTACTAACGAAATCATGGTTAAGGCAGTATT 

TTTTACAAGGGTTTTCTTTTATATCACATATGTCACTAAATACTACTGCA 

GTCAAATATACAGATGCAATCTGACATGCCTTATCGTTATTAC CTGAA CT 

TTTTTCACTGTATAAAGGGAGAAATACATTTTTTACAAAAAAATTTTATT 

TATAAAAATACTGGTATCATTTTCCAAAAAAGCATTACTTAAACATTAAA 

GGTTAAACGTCATCTTATGATGTAAAACG 

>Sequence 1109 

GGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTGCTGTTAACGAAA 

CTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCTA 

TGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAA 

AAGGCCTTCAGATTTGAGGCACAAAAAAAA AAGG GCAAAAAAAGAAAAAA 

AAGAAAAAAAAACCTTCTACACATTTCCTTCTTTTATCTGCAATATGAGA 

AGGAATCCTTTCTAACTCTAATAACATATTAACAAGAATTAAGAACACGA 

TTGTCGGGGAACTCAGATGTTGGCAAAGCTTANAAATAAAAAAACAAGGG 

CTGGGTGCAGTGGCTCAGGCCTATAATCCCAACACTTTGTGAGGCCGAGG 

CAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAG 

TGAGACCCCTATCCCTATCTCTCCAAAAATTTTTAAAAATAGCTGGGCAC 

AGTGGTGTGTGCCTGTAGCCCCAGCTACTTAGGAGGCTAAAATGGGAGGA 

TCCCTTGAGTCCAAGAATTTGAGAATGGC GTGAGC TATGATCAAACTTCA 

ATTCAGCCCGGGGTGAACGAAGCCAGGGGTTTTTAAAAAAAAAAAAAAGG 

GAAAAANNAAAAAAGGGGGAGGTTCCCCTTGGGCCCCCGG GGGCCCGG GG 

GCCCGGGGTTTTTTCGG AAAAGAGGGGGGGCCGCGG AAA AA 1 1 1 1 1 1 iCC 

TCCCCACAGGCGCCC 

>Sequence 1110 

GGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCCAAAACTGAATGC 

TTTTAAGAGCACCCAAGTCAACnXrEEGAfiTGCTTTGCTGCTTAGAAATTT 

ATTCCACCAGATACCCTAAATCATCTCTCTCAAGTTCGAAGTTCCACAGA 

TCTCTAGAGCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCA 

AAAATCACCTTTGCTGCTCCAGTTCCCAATAAGTTCCTCATCTC TGTTG G 

AGACCACCTCAACCTGGACTTCATTGTCCATATCAAGATCGGCATT TTGG 

TCAAAGCCATTCAGCAAGTCTCTAGGAAGTTGCAAAGTTTCCCACATTTT 

CCTGTCTTCTTCTGCACCCTCCAAACTATTTCAACCTCTCCCTGTTACCT 

AGTTCCAAAGTTACTCCCACATTNTCAGGTATGTTTACAGCAGCAACCCG 
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CTCTACCGGT 
>Sequence 1111 

GGTACTTTTTTATGTTTTAATTTTTTGTAGAGAATGGCTCTTGCTATGTT 

GCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCACC 

TCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACTCCCAGCC 

TGTAGCCTATTTTTATAAATGAAGTTTTATTGGAACATAGCCATGCCTGG 

TCATTTACATACGTCTATGGCTTCGTATGCAATATAGCAACAGAATATAT 

TAAACATTTACTACCTGGCCCTTTGCAGAAAATGTTTGACAGCTCCTGCT 

GTATAAACATAAAATCTGCCAAAAAATGCTGATATTACCCCACATGGAGA 

AACACTGAACCCCTCTTCAGAAATCAGATGCCAATTT AAATATTACT ATC 

AG AG A AATACACTCTGA 111111111 CCTATTCCCTTTCTTTTATTTTCT 

TTTTTGAGACAAGGTCTTGCTCCGTTGCCCAAGCTGGAATATGATGGTGC 

CATCATAGCTCACTATAACCTCCGAATCCTGGGCTCAAGTGATCCTCTTG 

CCTCAACCTNCTGAGTAGCTTGGACTATGGGCGTGTGCCGCCGACCCTGG 

CTAATTTTTGGGATTTTTAAAAAAAAAAACGGGGGGTTTTCCCCACCGTT 

TTGGGTCCAAAAACTTGTGGTCCTTTGGAAAAACCTTCTTTTGTGAAACC 

CCTTTCCGGTGGGAAATACCCTTGGGGGGCCCCCCAAACCCCCTTTTTTT 

>Sequence 11 12 

CCGCCGCTCGAAAGCCCTATACTTAGCGTTTTTAACTTATATNTCTGTGC 

TTONNNNWCT1WNGGGNAAGTGGGGGGAATGAGGAGTGGGGGGGAGTGC 

TACGCGCATGTGTGTTCTCAATTCCCCTTACGGCCCCGGCAGACCTTGGC 

TTGACTGTGGTCTANAGCACAAGAATATGCTAGGCTGCACT CTOCT AATC 

AGATGTGTGAATGGTCCTGTGGNGTGTATTGAATGGGAAGCTTTTGCCCG 

GNGAACCAAAGCTCTCATGGATGATGTGGTGAAAGCCACTTCTAGGGGCT 

GATCACCATCATAGGTGGTGGAGACACTGCCA 

> Sequence 1113 

GGTAC TTTTI r CTTTTTTTC TTTTTTl Mill 1 GAGACAGAGTCTCTCTC 

TGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACCTC 

CACCTCCTGGGTTCAAGCAATTCTCCTGCCTCA GCCT CC TGAGTA GCTGG 

G ATTAC AGGCAGGC ACCACCAC ACCCGGCTA ATTTTGTA 1111 l AGTAG A 

AACGGGGTTTCTCCATGTTGGTCAGTCTGGTTTCGAACTCCCAGCGTCAG 

GTCATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGC 

CACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGGTAAGATTTGAGT 

ATTATACTGGGATAGAACTGAAGTTGGGGG CTTA ATTTGATCTATCAGCT 

TATTGAAAACAAGGACCTTTTAAGAAATGGTTTTGT TAGGTTGG AAAAGT 

G AGTTTTAATTCGTC ATTTAATTAGCC AGG ATGTTG A'l '1' i 'I'll 1 1GGTGA 

AATGTACCTGCCCCGGCGGCCGGTCGAAAGGG 

>Sequence 1 1 14 

GGTACCACATTGACCCAAGGACCTCTAGCTGTGTTTGGTGAGGCAGGTCT 

TTGTCAATTTAAGTAATCCTGTCAGATGGTGTA CCAA TCTTGTAACTCAC 

GACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCTTAATGGGCAG 

TTrTTTTATATATATACGTTCCATTTTCAGA CAGGTG GTGCTTTGAGTTG 

AATTTGCAAGTTCAGTGAAACATGGATCTCTTTTTTATTTAACTCCCTTT 

TCTTCTCCTAAGGTGCTTAATTTCCATGCTTGACATCGT 

> Sequence HIS 

TGTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGT 
CTCAAGTGATCCATCTGCCTCAGCCTCCCAA AGCACT AGGATTACAGACT 
TGAGCCACCGCAOCCTGTCXX^ATCACTTTATATTTTCAAGAAGG TGGTG A 
GGGTGTGTTGGTGCCTGNGGTCXC^GCTGAAGAAAAGGGAAATTTTTCT 

ATCTCTGGTAATGTCTTTA 

>Sequence 1116 

TGTACCATCCCATGGACACAAGTTTCCAGGCAGCAGCCTCCAAGAATTTT 

GTTAGAGATGTCCCATCACTTATGGCCCTACACTGTTTACATCTGGACTC 

TGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAA GAGA AAGTGGAACA 

AATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGT 

TAAGTGGAAAATGCTGTTGCCATGGGAGT 
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>Sequence 1117 

AAAAAAACAAATATTTTTTAAAGCGTGAAAAAAAAAAAAAGAAGGGGGGG 

GAAATCTAAACTTGGGAAAAAAGGGGG CCTTAA AAAAAAAAAAAAAAAAA 

TTTTAAAAACAAAAAAAAAAAGAGCGC CTTTTTA AAAAAAAAAAAAAAAA 

GCCCCCCGGGGGCGCGCCAAAAAACCCCTTTTTTAAAAAGGGTTTAAAAA 

AACACCCCCCTCCCCAAATTTAAAAAGGGGGCCCGGGAAAAAAAAAAGGA 

AAAGGGGGTGGCAAAAAAAAAAATCCCCCCCCCCAATTAAAAAACACAAA 

TTGGGGGGAAAAAAAAAAAACGGGGTTAA AAAAA AAAAGGGGGAAANTTC 

CAAAAGTAAAGAGGGGAAAAAAAAGGGTGTTTTTGGGGGAAAAAAAAAAA 

AAGAGGCCCCCCAAAAAATTTGTAAAAACAAAAAGGGCAACTTCAAGGGG 

GTGAAAAAAAAAAAAAAAAAATTCCCCCCCCAAAAAAAAAAAAAAAAAAG 

GGGGGGGAAATTTTTTTCTTATTTGGAAGAAAGAAAAAAAAAAAGGGGGG 

GGGCCCCCCGGG AG 1111111 A A A A A A A A A A A A A A ATTGGGGGGGGGGGG 

GGG IT1 1 1 111 1 1 1 1 1 CCCCCCCCCCCCCCCCCCAACAATAAAAAGAGAG 

>Sequence 1118 

TGTACT11 1 1 1 1 1 1 1 1 1 1 11 11 11 111111 1 AAAGAAAAAGTTGGCCCAG 

CCCCAGGGAATAAATTTTGACTGCTCTAAACAACCACAGACCAAGGGCCA 

AATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGG 

TCCATTGATTTATCCATTGTCTACATACGCTTTTAGGCTACGATGGCACC 

ACTGTGTCACTACAAAAGAGGTTATCTAGACAAAAAGCCTAAAATATTAC 

CGTTTGCCTCTTTATGGAAAAAGTTTGCCATTCCCTAGTCTAAGGTTTAG 

ATTCTGAGCTTATCATGTTATCCTACCCCCCCCCGCGT 

>Sequence 1119 

ACAATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGT 

TGTCCCATGTAAATAGTTTAAACACTTGTAGAAGTATTAGAAGAGATCCT 

TAGGGAATGATGCAAGTGGCATTTGAGCTATTCATTTAGAGAANAGTTTA 

GAAACATGCAGTCTANNAGGAAGAGATAGAGGCAATAGGAAAAAATATAC 

TTAAGATTAACAGCTGTTTATCCCCGACTTGCTTAACTTCNGAT GTNGT G 

TCAGAAAAGCAACAGTATGGGCTAGAACAAAGTGGGAATGGCGTTTTAAG 

AAGTAGGAAAAGGGCAAGTCTAAAGAATTTTGAACTTNAGATACTAAACT 

TGTGTTGCNAGTGATTAATCATAAGCTTATTCTTCATG AAAAGT ATATAT 

TTCTTTCACACTACNCTAAGACAGTAT TATAC AT TTTGCT TTTTTATCTG 

AGGGATTGAAAAAACAAAATTATTATTTTTTGCCTTTTTAANTCCTTAGA 

ANTGAAACTAGAACTCTATATTTAGGGAGTTAGCAAAAAAAAAAAAAAAT 

ACCTTGGTCGGCACCAACCTTGGGGAGAATTACTTCCCACTTGGCTGGCG 

GGTCTTTTTTGATGCAACCCTGGGTCCCAAACCATTGGGTGGGAA GCAAA 

GGGGTCGGTTA AACTTGGCTTTCCTTGGGCTGG A A A AA A A AA AA A rTTTI 

TCCCCGTTTCCCGGCCTTTATTTTTTATTTTTTCCCCCACCAAAAAAAAT 

TTTTTCCTTTTAAAACCCCCCCCGGGTGGGAAACAGAGGGGGT 

>Sequence 1120 

GGTACACACATCTTTTTGAGATCCTACCnTCAGTTC TTTTGA GTATATAG 

CCAGAAGTGGTATTACTAAATCTTACGATATTTCTA 1 111 1 AATTTATTG 

AGGAACCACTGTAGTTTTTCATAGCAGCTGCACCATTTTACGTTCTCACC 

AAGAGTGCACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA 

TTTTCTGCTTTTTTTAGATTGCAGCCATCATAGTGGGTGTGAGGTGACAT 

TTCATTGTGGTTTTGATTTGCATTTCCCTAATGAGGAGTGATGCTGAGCA 

TCTTTTCATATGCTTACTGGTGATTTGTATGTTGTCTTTGGAAAAATGTC 

TATTCAAGTCCTTTGACTATTTTAAAAATTGGGTTATTAGAGTTATCGTT 

GGTGGTGACTTGTAGGAG TTTCI 1 ' 1 CTATATTCTGG ATATTAAT COCCTA 

TTAGATATATGATTTGCAAA^^CTTCTCTTATTCCTAAGGTTACTTTTT 

CCTTTTGGTGAATGGGGTCTCTGATGGATAGAAGTTTTTAGGTTTGAAAT 

AAGCTAAATTATCTGGTTTTACrTTTGGGGGCTGGGCTTTTGGGGCCATA 

TTCAAGAAATCCTTGCCACAACCACGTAATAAGG TACCTGC CCGGCCGGC 

GCTTCAAAGGCGAATTCAAGAGACTTGCGGCCCGTTTTTTTGAATCCAGC 

TCGGTCCAAACATGGCGATATAATGGGATAACATGGTACAGTGTTAAATC 

>Sequence 1121 
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CCCTTAGCGTGGTCGCTTTCG AGGTACTTTN 1'1'IT 1 1 1 1 1 1 1 1 1 1 1 1 1 IA 

TATTTAGTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCT 

CCTGACCTCGTGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACA 

GGCGTGAGCCACCGTGCCGGGCTGAAAAATAACCCTTTAGATATCTACAG 

CTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAGTCATTGGCAT 

TTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAATCATTAATA 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAG 

AATTTTATTCTGTTCTCAATATGTTGCTGCTCTTCTTATCAAATACTATA 

ATAAAACTATATGACTATTATATAGATTTCAGGAGCTAAAAAAAGCCTTA 

TATTTTCAAATTAAAGAACAATATTAATTTTGCAAAATACAATGAGCATT 

ACTGAAGTATAAAGGTAATATTTTGGATTAAAATATATGGTCATTTAGAT 

ACCGGCCTTAAAAGAATAGAAATCTTAATGATTTCTTTCTGGCTACAGTG 

AGCTTAAAAATACCACCCCAAAATTTAATAAATATGTAGCACTTCAAGAA 

ATTTTTTAACAACTTCATAATGTGAAATTGAGCCATTTATTTAGAACTTT 

GAATTTGAAATAACTGCTGGCATTCTTTTGGAAAGGGACCTTTAGGGAGT 

TCCTTATCCGACACGGAT 

>Sequence 1 122 

CCCTTCGGTTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCG 
GAGCTCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAG 
TTTAAAAGAAGGAAGCTTATCTAACACGTGGAATGAAAAGTACC 
>Sequence 1 123 

ACCTTTTATCCCTCAAAGGACCCTTCTTGGGTTTTGAATGGAAGCCTTTA 

TTCCGGTTAAGATGTTTTCTTCTATTTTGCC ACTTCCATC ITl Til 1'GTG 

GCCCTCGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGCCCTTATAAA 

ACTTGTGCCCAAAAGATTGTGGATTAGACTTTCCGAGGACTTACCTGTCC 

TAGGGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAAT 

GACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGA 

CTGGGTTCCAGTTTCTTGGGAATGTTGGTCCCCTTGTTCAGGCTTGCATA 

TTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGTAACTTCATTTATAGT 

CCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAAT 

TTTAAAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCA 

AAAAAGTGGAGGGGCAGGAGAACTTTTTCAGACACCTCAGATAAAGTCCG 

GAGCCCAAGCTTTATCTTAACCATGTATGGTACCTCGGCCGCGAACCCCC 

TAAGGG 
>Sequencc 1124 

CCCTTTCGATCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGT 

ATGCTTAGGGTTCGCAAAAAGTAAACAAAAA TACAAGGGAAA AAAATTAT 

TGACAATGAACTGCnTTGGTAGTGATTTGTGATTTTGTTTTTTCTTGATT 

AGTAACCAACAGCACAGCCACCAAGAAA 

>Sequence 1 125 

GGTACAGAAAAAGACACATTTAGATAAACTGAAGCAGATTAAAGTGACTT 

TATAAGACAACATCnTTGTTTTTATGTTTAATTTCAAGTATGGTTAAGCA 

CTAATTTAATTCAGTGCTTTCTGCTTATTCTGTTTCTAGTAACTCTTACA 

GAAACAAGTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATATG 

ACTTACTAGGAGGGCTTAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAG 

GTCTAGTATTTTCCTCCCACATTCCAACAGATCATTTTATGTGCCCCCTT 

TGGGTGAGCACATTCCATGTTGTAGACCATTGATCATAGTAGTCAGAGCA 

TGGAGCTCTGGAGTTCAGAANAATAATTTTATTATTGCTGGTATGACAAA 

AATAATTACCATGAAAAAAAAAAAAAAAAAAAGT 

>Sequence 1126 

ACTTTACTGTTCTTTTAAACCTGGAGAAGCCTCTATGGCTTATTCCCTTA 

GAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGATACAGAGA 

ACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTA 

AATACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAG CCAG TTA 

GGGATCCACCGTGTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCA 

AGAAGTGATATGCCTACTAAAGCTGTTATTTTGAGACTATCCCGCGTACC 
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>Sequence 1127 . 

CCCTTTCGAGCGGCCGTTCGGGCAGGTACTTTN I'l l 1 1 1 1 1 1 1T11 1 1 1 1 

TTTTGGCCTCCAATTCCATTTTAATTTTGTTTCTTTGTTTGTCTTTCCTC 

AAATATACAGTCCATCACCTTGGCTCAGTGCATGTGACCAAAAATTCTCC 

AGGGATTTCATAGTCTCGGTGGTGTGGCTGGCCCAGGACTATCCAT GCAG 

GGAGGCCTGCACCTCTGACAGTCGGCTGCAGCTGGGGGTGCCCATCTTTT 

GTGCTCTGTGGTACTCCTACACACATAAATTCAGGAAATGACTAGATGAG 

CCTGAGTGGCTTTATCATTATTGTGCAAATACAGTTTCTATACCCACAAA 

CCCAAATTAAATTATTATAGGGACTAATGGCTGTCAGGTGGG TGTGG GAG 

GAAAAAATTCACAAGCTTGTGTACCAATTACCTTTACCATGAATTTTATG 

TACCCTTGCGCGCTACCACACTTAGGGCTATTTTCTGTCACACTGCGGGT 

CCGTATCTTAGGGAATCCCACTTGGGTCCCACATCATGGATGACACCTGG 

TAATTAACTGGTTCCCTCTCATAAATAAAATTCCGTTGTACATTCAACAC 

AAAATTACGTACCGTACTGCAAAATATTATATTCTTCGGCGTGCCACTCA 

GATGATCTTACACACATCTATTTGCTACGCCTTATTGTTTCTTTACAATT 

ATACAACTTATTCGGATAACTTCTCTAAACTAACTTTACACCCCTGCGTT 

AGGGCGCTTATCTATTCTCCATCATTCTCAACCGTTT 

>Sequence 1 128 

CCCTTTCTTTTTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGA 

TCTATTATCATTGAGTAGGGAAACTTACTAGGTTAAATAGAGAGTATATA 

GAATGTATTTGGTTATAGATATGTGAAGGAAAAGGCATAATTATATGGTC 

ATCCATGCTGGGGAATATTTTGTAGGTATGTTTTGTTGAGAGAAATCGAT 

CATATTGGATCAATAGAATTAGACAAATATCTTGAGCATCAAGAGACCTG 

GAAACATGGGAATGATAAAGAGAGAAAAACTGCAGTTTCGACGTTCTTGA 

GGCCACAAGAGAGATGGAGGAATGAGGGTCGTGTATAGGAAAGAGAAATA 

AGAAATTGTGTGGGAGAGAAAGATGGTTTATTGTGATGGTCAAAATACCG 

AGCATGGGAGAGCCAATGGACAACATTTGAAAAATGAATCAAATTGATAA 

AGTACCTTCGGGCCGCACCACCCTTAGGGCCAAT 

>Sequence 1 129 

ACAGTGGCGCAATCTTGGCTAGTGTAATTCAGTCTTTTGAATAAATGGAA 

AAAATAAATTGTATGTTATTTTTATACAGAAAAAAAGGCCTTAATATCAT 

a aggti ' n rn ATAGCCCTC A AA ACTGATTTTTA A ATGG AGGTAGGC AAC 

TGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAAAATT 

TTGCTTACAAAATTAGGGTACC 

>Sequcnce 1130 

ACTTTN' l I ' ll HI 1 1 1 1 1 1 1 A I1 11 I C C1 1 1 1 1 rATTATTTTTTTTTTTT 

TTA 1 TTTl 11 TATTI 1 1 1 IN NNAANNTTTTA l l I I 1 1 1 1ATNNNTATAAA 

AAATTATATACNAGGGGGGATAAAAAAAATAATAAAAGGGGGGGTGGAAA 

AAATAAAAAAAAAAAAGGGGGGCCAATATAGCGGATTGGGGAGAGGGAAA 

AAAAAAAAAAAGGGGGGTTTGAAAAACAAAAAAAGGGGGGCCGGAAAAAA 

AAAAAAGAAGATGGGATTGTAAAAAAAAAAGGGGAAAAAAGAAAATAATT 

GGTTTAACACAAAAAAAGAATAAAAAAAACGGTTGGGAGGGTTAGGGGGG 

AAAAAAAGTGAGGGGGGGAAAAAATGGAGAAAATGGGGGGGGGGGAAATA 

TAGGGGGAAAAAGGTGGGGAAAAAAAGGTGGGGGGGGAAAAAAGGCGAAA 

AGATTGTACTAGGAGGAAAAAAAAGTTATTACGGCGAACATATAAACAAA 

AAAAATAGGGGGGGGGAAAATAAAAAAGAGGAAACCGGGGGGGGGCAAAA 

GAGGGGGGACACTCCCAAATATATGGTGGGGGGGGAAAATGGGGGGGAAT 

AAAAAAAAAGAAAAAAAGTGGGCACATGTGAGAAAAAAAAAAAAAACATA 

CAGGCGGAGGGAAAGAGGAGTTAGATAAAGAGGAGGTATATTAAATGTTT 

AAAAAAAAAAAAAAAGAGGAAAAAAGATTGGAAAGGGGGAGGGGAGTATG 

AGTAAAAAGAGGAGGGGAGAAAGGGAGATATAAAAAAAGGGTGAGAACCG 

AAAAAAAAAAGGGGGAAAAAAAGAGGGAGAAAGAGGGGAATAAAT 

>Sequence 1131 

ACCCAGAGGGAGAGGCTAGCAGTATTTTTAAATTGGTTTCTAAATTTTTT 
ATAGCTTGATGGTAGATAACAGATTTGCTTCATTGAAGTAATCTG AAAA A 
CCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTC 
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TTTATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTAT 

CTGAAATAATATTTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGC 

TGACTGTGGAAGGGTAAAATGCAGAGAACCAGTCATTGGATCTCCCTTCT 

CTACTTTGTTACTGAAATCTTGAACCTGTAGAACATTACTTATCACTGTG 

TTCCTTTCTAATGGGAAAATAATAATAAACACTTGCAGAGTATTNTTTAA 

AAGTTTTTAGCTTTAAAAAAAAAAACCCTGTGCCTTACACAATGTGTATA 

TTGAGTTGATACTGATTATGATAATTAGATGGTATTATACAATCATTCAT 

TCAGCAAACATTCACTTACTGAGCACCTACTAATGTCCAAGTACCTTCGG 

NCGCGACACGCTTAGGG 

>Sequence 1132 

ACATCACATGGTGAAAGCAGGAGCAAGAGGGATAGAGGTGCCATACACTT 

TTAAACAATCCGATCTCACAAGAGCTCACTCACTATTGCAAAGATAACTC 

CAAGCCGTGAGTGATTGGCTCCCATGACCTGAACACCTCCCACCAGGTCC 

TACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGGGATA 

AATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTC 

TTCTCACATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTC 

TTAACTCATTCCGACTNTAACTCANAAATTCAAAGTTGGCCAGATGCAGT 

GGCTCACACCTATAATCCCAGCATTTTGGAAGGCCAAGGTGGGTGGATTT 

CTTGAGCCCAGGAGTTTGAGACCAGCCTGGGTAATGTGGCAAAACTGCAT 

CTCCACANNNNNAAAANNNAAAAAAAAAAAGTACCTTGGGCGCGAACACG 

CTAAGGG 

>Sequence 1133 

GGTACTGAAACTACAGGTGTGAGCCACCATGCCTGGCTTAAACATTTGTT 

TTTAATTAGCCAGGCTTGGTGGCCACATCTGTAGTCCCACCTACTCAGGA 

AGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAAGGGGCAGTGAT 

CACTCCATTGCACTCCAGCCTGNGTAACAGAGTGAGACCCTGTCTCGCCA 

AAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAGACCAAAAGAAGTAACTG 

ATATTATTGAAAATATTTGATAGCAATCGCAATTATTTGGATAACTATTT 

TCACATATGTAAGCAAACCAAATAGGGTCTCAAAAGTTTCAGACCAAATG 

ATTCATGTTCTCTACTTCAACCTTAAAAAAAAGTTAAAGAATTCTACAAT 

TACAAAAAGAACAGTTATTCTATAGTTACAAAAAGACTTGAAAACTTTCA 

CCTGAATGCATCTCTTTGTTACAAAACCATTAAAGGAGGTAGGGGGGAAC 

TTCATGATTCATCAATGCTGCCTGCTTTTTTAACCCAGGAAATCCTTTAC 

ACCCCTTCTTGCTCTGGCCAGCAAGAACCTGAGGTGTACCTGCCCGGCCG 

CCCGTCA 

>Sequence 1134 

AC iiTNrnrnn ' H ' nn i gtttagg agcctctggttacgttttcttg 

TATATTTACTTTCTCATCCTTTCTCTTTTCTTACGCTTCCATCTTTGACA 

TCCTTATCTATTCTAGTGCCAACCCCTCTCTTTAA AAAG TCNAGTAGTGT 

NNAATATAGTTGGCTO^TTTTTATTTANNAAAAATTTTAAAGATTGGGAT 

ATTTGCTTTACTTTATCATGTTACCGAGGGGCTTTATTTATANTNNGTGT 

ATTACANNAATATATTTGTTAACCTACCCTAGCAA ATATTTN TATGGGTA 

ATAACTTTCGCCTATTTNTAATATAAAATCCCTGGG 1 1 1 1 1 1 AAAATTCT 

TGAAAATGGCTCCATTTTAAAGTAATAAGGGAGACAGGGGTGAAAATTGG 

TNTCCAAGTTTTACCTACCTACAACCAAGGAA ATAAAG GGAAGCTCTAGA 

TTCCTTGGTC C1 111 I ' l l C CAAAAAAGAAAAAATT TTTAA AAACCAAGGC 

TTATTTGGAGGTATAGGTTTGATTATAAGCCTATATTTTGGACATGGTCC 

CTTGGGCCCGGGACCACCGCTTAGGGGCGAAATTCCACACACACTTGGCC 

GGCGCGTTACTTAGTGGATTCCCGAGCCTCGGTACCCAAGCCTGGGCGTA 

AATAATGGGCAAT.VGCTGGTTTCCTGGGGAGAAAATGGTTATCCCGCTC 

CCAATTCCACCACAACATACCAAGCCGGAAGCCTTAAGATGTAAAGCCTC 

GGGGTGCCTCAAGGACGAGCCTAACCTCCGATTAATTGTGTTGCGCTTAC 

TTGCGCCGTTTCCCAATTGGAAAACCTTTCTGGCCAACTTGATATATGGA 

AATGCCCACGCGCGGGGGAAGAGCGGTTGTCGTTTGGGCGCTTTTCCCCT 

CCTCCCTTCACTGACTCCCTTTCCCTGGCGTTTGGTGGTGGGAGGGGTAA 

AT 
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>Sequence 1 135 

GGTACAGAGGAAATGGGACTTTGCAATTATATTTTTCTAAGTGGTCTGAA 

CTTGGTCTCACTACCCACATCANCCTGGAATGGGTTACCAGGCCTCAAAG 

GACTGCCCCACGGGCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTC 

TTATCTGGGAGGTCCTTTACAGATGCCACTGTTGAAGGCCCGGAAGCTGA 

AGAGAGTGAGCTCCATCCTCAAGTAGTCCTTTATGCTCCTTTGGAACAAG 

CTTTGCTGTTTTGGGCCGGCATTTGTGAATTGGGCCTGGAGTGTAAGGTC 

TTTANAAAGAAGGGATGGGTCCTTTAGGTAATGAAATAGGTGTTGATGGT 

GTTATGGGTGATGATGGAACTGAGTGCGGGTGTATAAAGTCTTCATCCTT 

CCCAACTGGGTGGTATCTAAAATCGGCTTGGGCTTCACATTTATAAGGGA 

GAAGGGTCGGGCCAGGTACCTAAAGGGAAAGGAGGGACCTTCTTCCTTAA 

GGGGGAGGTCCCTGGCCACTGGCAAAACGGGAGGGGGGACAACACCTGGT 

GAAATTACCACCCCCCCGACGCCAAGTTGTACCGCGGGTCCTCCTCGGGT 

ACTCTGGCCGGGGTGGTCGTTnTAATAGGGCTAAATTCTTATCACATTG 

CTATGCCGGTCACTATAATGGAATCCGATAATTCGTTACGGAGACCTTGG 

CTCAACCATAGGACTAAGATTGTATTCCTGGTGTGCAAACAGTGATTCGC 

CTCTCAAATTCACAAAACATTTCGAGGCACGGAGCTTAATGAATAGGCN 

>Sequence 1136 

ACAGATGAAGATGTGTTAAATATCTCAGCAGAGGAGTGTATTAGATAAAT 

GGAATTATGATATATATGATATACAAACTTTTTCTATTTAAAAATATATT 

AATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAAC 

AAAAATGGGGCATTTGTTGATTTATTTATTTTCCGTCTCTAATTAGTTAC 

CTCAGTTTGATTGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTTCTACTT 

CCTCTCCCCGACC 1 I 111 1 CTGCCCAGTGTAGGTGTATTC 

>Sequence 1137 

ACAACCTTGGCTCACCGCAACCTCCGCCTCCCGGGTTGAAGCGATTCTCC 

TGTCTCAGCCTCCCCAGTAGCTGGGATTACAGGTGTGCACCACCACGTCC 

TGCTAATTTTTGTGTTTTTAGTAGAGATGGAGTTCACCATGTTGGCAAGA 

CTGGTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTTGGCCTCTCAA 

AGTGCTGGGATTACAGGCATGAGCCACCGCACCTGGCCCTGTCAGGGTTT 

TCTTAACATTAGCAACTGCATTTTGATTCTGACAACTGTCACAACATTTT 

GGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGTAAGAT TTTAG CAGCATC 

CCCGGCTTCTACCCACTAGATGTCAATAACATCCCTCAGTTTTGACCATC 

AGAAATCTCTCTAGATATTGTCAAATGTCTCCTGAGGAGCAAAGTTGTCC 

TCCGTCGGGAACCGCTGATCTAGAGTAAAGAGCTGGAAATGGAATCACCA 

GGTCATAGGGCCTGTGCGTTTTCAGTTTTTCCAGCTCTGCCCAAATGTTC 

TTCACATTTATCCTCATTTACACTTTCATCAGCATAATTTCAAGTCTAGT 

GATTCATGTGTTAAGCTGAGCTTCATTGCCTTCAATAAGTGATAATGCCT 

GAGCCAAGGACAATATGACTGGATTTTCACACCAAGGTGCGGGTTAAATC 

ACCCTATTTTTTGGACTTCGGAATCAAGGGATTGGGTTAATTAAGGGAGG 

TTGCCCTTACAT 

>Sequence 1138 

GGTACAAAACAGAACAAGTCTCAGTTTTCAGTGCAACATTTCAAAAAATA 

TATATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAACAT 

ATTACATTTTTTAAGTTAGATAATCAGTTTCAAAAGGAGTATTCAGGTTA 

TTTAACTTTGTTTTTAAATGGCTGCATCAGAAAAAAATGTCTATTTTTTT 

TTATTAAAATATTTCATCACTTGTTAAAACATATTTTTGATCTGAGTTTG 

GTAAAGTATTATTTTACCTGCTGTTGCCCTGCCCGGGCGGCCGCTCAAGG 

G • — - 

>Sequence 1139 

GGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGGAAAAGGTCAGGT 

TAGCATGTTTTAGAACTATTGGTAACTATAATTCATGGGACATTATATAA 

TCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATG 

AATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCAT 

GTAGCTGAACACTCCTAATGAAAAGTtTAATTATCCTTCAACCTGTAGTT 

GAAGAACTCAGTTCATGTTCATTGACAGATTTCCATTACAGACCCACTAT 
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ATTGATGTTACTTTCrTTGACACTATATTTTATATAGATATATTAAAATT 

GAAAACnTAATGCTGTTTAGAAGGCTATTAATATAACTATTAATTTCTGA 

AAGCTTTGAGTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACT 

CCACACATTCTTCCTCACCCACATTTAATTATAAATCAATGTTATACTGA 

TAAAAGGTTCTATACACACATTTAGAGATATATGTGTGCGTGGGTGTGTC 

TGTGTGTGAATATATATATATAACTTATTCCCCCCAAGAAGGAGTCTCAC 

TTCCCGCGTCCTTGCCCGGGCGGCCGTTAAAGGGC 

>Sequence 1140 

GGTACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAG GGTA 

GCCAGGAGGGCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTT 

ATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGA 

AGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCC 

ACCCACCTCGGGTCAAACTGATGACAACGGGCAATAACACAGTGAGGTTT 

AACCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTA 

AGAGGAGACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTA 

GGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAACACAGAA 

AATGATTGAGTGACTCTTCTCAAATCTCCTCAGGATGGTATGTGACTAGT 

ATCATTCTAGATGCAGAGGGGAAAAGTTAATTTATTACAGTGGTAACTCT 

TTGAGAAGTGGTTCTTTTTAAGAATGTGGCCCTGAACATCTGGGAA CTTG 

TTACCGAGCAGTTTCTGGGGCCCTTATTTAGACCTACAAAGGAAACTTTT 

GGGTTGGGGCCCAAAATCTGGTATTTTGGGTGTTGATTCTTGTTTGATAT 

GAGACGGATCTTGCTCTGTCCCAGCTTGAGTGAGTGGCACTAACTTGGTT 

ACTGAAACCTTTGCTTCAGATTTAGCTATTTTCTGTTCAGTTTCCACTTC 

TTAGAAACTTGGCT 

>Sequence 1 141 

ACTTTTTA11 111 1111 1GACGGAGTGTGGCTCTCTTGCCCAGGATGGAG 

TGAAGTGGCACGATCTCGGCTACTGAACCTCCACCTCCTAGGTTCAAGCA 

ATTCTCCTGCCTAAGACTACTGAGTAGTGGGGATTACAGGTGCCTCCCAC 

CATGTCTGGCTAATTTTTGTGTTTATAGTAGAGACGGGGATCCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCTGACCTAATATGATCCACCTGCCCTGA 

CCTACTACAGTGCTGGGATTACAGGCATAGCCACCGAGCCTGACACGGGC 

ATTTTTAGCATGGAAAACGTGAGGAATGAATGGCTGTTGGTGTTGCAACA 

AATCATACTGGCTACATGTTGTGAAACCTGAAGTTTTTGTTAGATTGTAT 

GAGAAATGATCTCTGGACGCAACACACCCTAAGGGCGAATTTCAGACACA 

CTGGCGGGCCGTTAACTATGGGATCCGATCTTAGTTACAAAACTAGGCTG 

AACACATGGTGCAAGGCATGTTACATGAGTGA AATTG GTAACCCGCTCAA 

CATTTCTAAACAACATACGAACCGGGAGGCTTATTTTGCTAGAGAGGGGG 

GTGGCACACCACCCGCGCCACCCCCCACTTACCCCCCCCCCCCCCCCCCC 

CTTTTTTGTTTTGGACACCCCCCCTGTCACCAGCTTTTT GACTTGT TCAA 

CGCGCCGGATGAGGCGTATGCAATTTGAGGCTTTATCGTTTTTTATTACA 

GCACTCCCACCCGCCGTGTTAGGTGCGGT 

>Sequence 1 142 

ACTATTATCAACTGTGATGATGATGATTGTGAATCTTATTTTCATATCTT 

GGGTTTTCTTACAGTGAAATA 

> Sequence 1 143 

ACCTACACACATATATGCATATATGGTATAATGTATCAATATTTACAGAG 

ACCATAGTAAACACAGCACAAAACCAGGCATTAAGAAGATGCTATGGGAA 

ATAGCTATTTAAAGTGGTACAATATCGGTA AAAGA TTGGTTTAT ATGGT T 

TTTGGGGTTTTTCI 11111 1 CAATGATCTATATTTTTAATGTTANNCTTT 

AAAATAGAiTACGTGGAATGTCGATTCAACTTTAGTCAGAAAAAAACATA 

AGACTGATATGAAAATAGAAGGGTGCTCTCGGCTCGCGACACACGCTTAA 

GGGGCAGAAATTCCAGCTACACTTGGCGGGCGCGATACATAGTTGGAATC 

ACGAAGCTACGGGTACACAGAGCTTGGCGACGATAATCAATGGGACAATA 

GACTGGTTGACCTTGTGGTGAAAATTGGTTAATCTCGCTTCACGAATTGC 

CACAACANACAATACTGACGCTCGTGAAAGGCATAAAAGATGATAAAAGC 

TCTGGGGGTCGCGCTTAAGTGAAGATGAGCTGTAACCTCAACAATTAANT 
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GTGGGGTATGCTGCCTACACTGTGCGCCNGTCTTTTCACAOATGCNGAGG 

AAGAACCTGTGGCTGGTGCCCAAGACTGGACATATAAAATGAAAATCTCG 

GCTCACACATCCTCGCGGAGGAAGAAGGGCGTGTATTTAGGCGATAATAT 

GGNGACNGCTACNTATCGCGTCTTATCATTANGTCCAACTGGAACTACGC 

TTGTGACATCGAGGACGATTTCCGCCTTGGCGGCTGAAGCCGGNTAATCA 

TTCTTAACGATCAAGACGCCGGGTTAAATACTGGGTTATTCTCCACAGAG 

ATCATGGTGTGATATACCGCTAGATGAAAAAAACCATTGTTGAACACAGA 

GAGTGCCTGCCAACAATGGCTCATGAACCCGATGAAAANGGGGCGCGTGT 

TTCGTTGATGTTNTATTACAATGACGGTTCCAGTACTCCGCTGGAG 

>Sequence 1144 

ACTATAAGTAGTTGGTTTGTATGATATGGTTAAAAAGGCCAA AGATAA AA 

GGTTTC ITTTTTTT CC TTTTn GTCTATG ACAGTTG ACTGTTTAATTTTT 

TCTTGGCACTGATTTGATGTATTGTGTGAAAACAATTGTTGTCCAACAAC 

TAAACAGGAATTTTATTTTGCTGAGTTGTTCTAAGCTAAAGATAAAAATC 

CAAAAATAATGGTCCCTCGGCCGTGACCACTCTAAGGG 

>Sequence 1 145 

GGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATT 
GAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAAAA 
TTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGT 
>Scquence 1 146 

GGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCT 

TTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGCCCAAGA AGTAA GGC 

CAGAGTGAGATCGAAGTAGGCCTTTCTTTTAAAAAATAATAGC TTTTAT T 

TTATGTCAGTATCTTCTTTACAAATCTAACCTTCCCTTTTCACGCTTTTT 

GAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 

TAATAGTTAAGCATTTCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCA 

GTGGGTTTGTTTTATAGCCAGTTTGCTTTTAAATTTGGCCATGTGGGCTA 

TAAGTTCAACGTATTTGTGTTCTCTTTATTGTTACTCTCTCCAGAATATT 

ACCCAAACTGTGAAGTTGTGTTTATGGGGATGGCAAACATTCATTCTATT 

CGGAGGAGTTTTCAGTCTCTGCGGTTGC 

>Sequence 1 147 

ACATCTGTCAAAAATCATATGTATGTGAGATGTGTCAATACTAGACTTGT 

GTCATTTATGCTACTTAGAAAGAAGATAAAGAAATATTCCTGGTTTGGAC 

TCCAAAAAAAAGAAAACGTCAGCTCCCTCCTGCAACGAGTAGGAGCATGC 

AAACCCTTTATAATTGATAATCACAAACCCCTCAGACCCAAAGTAAAATA 

AAAAAAAAGATATGTAACATTAGGCATTGATGGAAAAGGACTAGATCCTA 

GTATAAGCATCCTAATAAAAGGAGAGGTTCAAAGACGCTCTCCAGAACCA 

GTAATTCAGACTTTATATGATAAACTAAATGTGCCAGTACC 

>Sequence 1 148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGATA TCir n 

TTATTATTTGCATGAGTTAATCCTACAAACAAAATTAAATACCTCTTTTA 

TAAAACATCTTTTCCAGTGTTCTAATTGATGGAGATGCGGATCACTCATC 

TATAAAAAATGACTTACAGCTTCAGCTTAATCAGTTGCTATAATGTGAAA 

ACAGGAATGTGTATTTTTTTCAACTAGGTAAAAGGTGCATAT AATTTG AA 

TTGTTAAATGTTTTATTAATGAACAAAGTAAACCTTTTAGTAATTTTTAA 

ATTACTGGTCTTAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTT 

TGCCCAAAAGTCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGT 

AACACCATTATTGCTCCAATTTCTGGAAAGAGTCTATTTTCAAAGTTTAA 

AAAAGAGGAAAAACAGCAAAGTGGCTAACTTTGCAGTGGAAAGAAAAAGT 

GTCC1TCATGGGTTACACTTTCATATTTTTATGCAGCATTAAGTTATCTA 

CGTTATGGGGAACTTGGGTTTTATTCCTACTCATGCATGATGTGGTTCAG 

AACTTACTTGCTGACATTTCAGAGAACTTCTTACATTACCTGTTAACATA 

CTGAGGTGCAACTTGGACATATTACAATTTACTCATTATTTGCCATGGGG 

GCTAAGTTACTATACTGGTCTTGAAATAAAAGTCCCATTTGAAATACTAA 

GTTAGACTCATAGGAAGGGGGGGAAGGCCTTAATATAT 

>Sequence 1 149 
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GGTACCATATTGTTCTTGTTACAGTTGTTACTGTCTCAGATATAATTTTG 

CAATGGCGGTTTCGCAACTAGCACTGTCCTGACCCTATGTATCATAACTA 

ATCTAGGTAAACAATTAAAATAGGTAAATGTAATGTGATAAATACTTGGG 

GACAAACTGGTCATAATTTAGAATCTCAAGCTATATTAAATAATAGATAT 

TTCATTATTTGGGTATTTTCCAATAAAAATGTATTGGAG GAAAA CCTTTC 

CCAAAAAAAAGTGTAACCTTTTTAAAAAGGTGGAATAATTTTTGTCTAAT 

TCAAAGCTTATTTAAAGGTTATGTGTAAAACAAGGGTAAAGA ACCTTT AA 

ATAAGAAAGATGTAAATAAAGTTACCAAAAAT AAAG TGAGGGi'l'l'l'lGGG 

1111111 riGGTAAGAAGGCTTAAAGAAAAATATTTTATATGAGAAAGAA 

TCTTGTATATAAATTTAGACCTAGAATTAAATGGCTGTTTAAGTAAGAGG 

GATGTTCAGGACAAACCCCGAAAATCCAACATTGTAATGAATGGTCTGTG 

TTAGTCCAATCAACGGATTTTTGAAAACATGAAACATACATTATTAAAAG 

TTCCTGGCCGGGCGGCCCTTTAAGGGGGAATTCACACACTGGGGGCCGTA 

TTTGTGGAACGGGCCTGTTACAACTTGGCGGAATTAGGGCAAACAGTTTC 

GTGTGAAGAGTTATCGGTAAAATATCCACAGATGGACCCGCCCCCTATGC 

GCCCCT 

>Sequence 1150 

ACTTTTTTTTTTTATTTTTGATTTTGTTTTAACAAAAATAATAGAGGAGA 

AGCTGGGCACAGTGGCTCATGCCTGAATCCCAGCACTTTGGGAGGCCAAC 

TCAGGAGGATTGCTTTAGGCGAGGAGTTGAAGACCAGCCTGGGCAACAAA 

AAACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTA 

CTTGACAGGCTGAGATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTG 

CAGTGAGCCATGATCTCCCCATTGCACTCCAGCCTGGATGCCAGAGCAAG 

ACACAGTATCAAAGAAAAAGAAAAAACACAAAAGAGGTGGAAGGGCTCAA 

CAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGA ATGCTC TAAAGC 

TAG AGG ACTTTTAA AAAAC AG AAAATACTACTTA AGTA 1 " ITTI CTTGTGC 

CCATGTGAAGTCTGGCAAAAGACAGAACTTTAAATAATTAAAGAGGGCTA 

ATCACGAAAGACCCCTAAGTTTGCAGGAAAAGATGAAAGGGGTCTTTCTA 

CCAATCCTTAAAACCTTGAGGACTGACTTTACAGAACACAATGGAAACAA 

CTAAGGGCTTACAACTCCTCTGAAAAAGTTTGAAA TAATAT TCAATTAAA 

AATTTTTTTTTATTGAAGGCAAAAATTTAAATCGGGTTTTTAATGGAATA 

ACCCCAACACCCCTGGTATTG 

>Sequence 1151 

GGGAC TI11T1 1T11I 1 1 1 1T111 1 1 GGG1T1 1 1 1 1 1 1 1 1 11 1 11 1 1 1GA 

GACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCA 

GCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCA GCCT 

CCCAAGTAGCTGGGACTACAGGCACCCACCACCACACCTGGCTAATTTTT 

TTGTATTTTTAGTAAAGACGGGGTTTCACTATGTTGGCCAGGCTGGTCTC 

GAACTCCTGACCTCGTGATCCACCCACCTTGGCCTCCCAATCTTATTTGC 

TTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCA CTGCTG CC TCCCT 

CCCAGCATTTGCCAAGGACTGTCATTGCCTTTAGTTA 1 1 1 I'l l CTGTTTT 

GGTiTrrrrriGGCGriri'iGrri'i in i igagacagcgtcttaatcttt 

CGCCAAGGCCTGAGTGCATTGGCACAATCAAAAGCTTGTTGCAGCCTTTG 

AACTTCTGGGCTTAAGCCAATTCTCTTACCCTCACAACTATGGATACCGG 

CTCATTCCACCACGCTTGGGCTTTTAATTAATTTTTGTGTAACC AAATT A 

ACCTCAGGCTCTTGAATACTTGGTTTAAAAATCCCCGAGGGACITTTTAT 

TCCTTTTATACCAATGGAACACTTAAGTCATCTTTCGATGGTAAAGGGAA 

AAAAAAAAAATT 

>Sequence 1152 ' 

ACAAGGAAGACTTTCCTTTAATATTGATAAAGAATTGAGTATCATGTATG 

CATTCCCTTTTATGATATACAATTAATTGTAAGTTATTrCCCCTTGTATG 

CAACC ATCCACATl"! TTCT1 CTGACCTTTTCCTCAAGTCTTACAACTACT 

TTTAATGACTGCATTTTGGAGGTGGTCCCAGGAGAACAGATGTTGCCTTA 

TAATGGTGTTTTTCCATTTTTATCTTTGATTGGGCAAGGGGGTTGGAAGT 

ATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATA 

TATTCATTTATTCACTTACTTATTGTTTATTTATTGCCTAGAGTATACCC 
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AACACTGAGGATACAATAATGATCAA GACAG GTCTAATTTCTGTCCCATA 
GAGCCTTAATTTGAATTAGAAAGAATTTTTTTATTAAGCCGTGGAAAAAA 
AGAATCATAATATAAGTTCCTTTGCCCTGACCACGCTAAGG 
>Sequence 1153 

GGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGG 

AAAGAACAAAGGAAATGAAGGAAGAATAAAAAGAAGAGAAGTCATTGAAA 

AAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAA 

AAAATACAACCCAGGTTTTCTGCCCTCATTCTATAGAG 

>Sequence 1154 

GGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGTAAAATACAGGAA 

GTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTTCATTTGTAAGTCACT 

TGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATG 

GTGATTAGTATCCAGTCAGCCCACAGAAGTTATTCAGTCTGTTGCTATAG 

ATGAAATTATCCTTATTTTTACTTCCCCTTCGAATAGACCACCTACTGTT 

TCTTCTGAGTGTGGTCTTTTTCTTTTCTCCTATTCCCTCCTCAATCCTCT 

ITr TTTT TT TTTTTTTl 1 1 CTGGTTTTCTTCATTATTCTCTAATTTCTTC 

TTGTCTCATAATACTTCAGTTCTATTGTGGTAGCTAGATTTAGGGACTAG 

TTTGAAATGCTACTTTGCTGATGGAAAACACATTTTGCAGCCCTTAACAA 

GAAGCAAAGGGTAGATAGGGTTTAGCTAATACTTAGTAAGGGGCTTACTA 

TGTGCCATGGTCCCTGCCCGGGCGGCCCGTTATTGGCCAATTTCAACAAC 

ACTGGCGGGCGGTTACTAATGGAATTCGAAGCTTGTTAACCAACCTTGGC 

GATAAAAATGGCAAAAACTGTATCCTTGGTGGAAATTTTTTATCCGTTAC 

AATTTCAAAACACATTACAACCCGAAACAATAAATGATAAGCCCCGGGTT 

CCCTATGAGGGGGCCAAACTACCATTAAT 

>Sequence 1 155 

GGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGAGGGCCAAGGCTC 

AGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGCAACAGGTCCAGGA 

GAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGT 

ACTTGCGCTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTA 

TATAGGCTGAGCAAGAGGTGGTGAGGTTGATCGGNGTTTATCGATTACAG 

AACAGGCTCCTCTAGAGGGATATGAAGCCCCGCGT 

>Sequence 1 156 

ACGCGGGCATTTTTGTATTGCTATTAAGAAATACCTGAGACTGAGTAATT 

TACAAAGAGTAGAGATTTAAATGGTTCAAGGTTCTGCGGGCTTTACAGGA 

AGCATGGTGCCAGCATCTGCTCAGTTTCTGGAGAGGCCTCAGGAAGCTCT 

TAATCATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGC 

AGGAACAAGAGAGAGAAAGGAGATGTACATATACATTATGTAATTAAAAA 

GCGTGCATGTGTATGTATTAAAAATAATGGTATATAAACAAATACAATAT 

ATACAATAAAACACCTAAACGCAGAGGCTGCTGTTATCCACAATAGTAAT 

ACCAATAGTATTAATGATGTGTATGTAGACACAGACAAAAGCAGCGGACG 

TATTAATAGGCAGACACACAAAAGCAAAGCAAAAAGCACGCCAGTAATGG 

TGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATCCAGTAGACAC 

TGGAATAGTTTTTGGTATTTTAACTTGAGACAAAAAATG GTCAC GTTGGC 

ATTCACTATTATATGTAAGTGTAACAATTGCCCTTTTATGTTTTACATTA 

TGTCCTGTCCAATGGCATGTTAACCACACTGCGATATACAATTTACAATG 

CTTTTTAAAA TTT ITTTCTI A AACATTTTAAAAGTATTAACCTCACCCTT 

TTTAAAGGTACCTTGGCCG 

>Sequence 1 1 57 

^jTACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTTTTGGGGCAGAAAG 

CATGGACTTTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGGAGT 

GAGCAGTTGGGGGTCTGCGTGACTCGCTTTCGTGCTTAAtCTACTGGTGG 

TCGAGCTGGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGCCTTTGTC 

TCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACATACTTTAGG 

TTGCAAATTGACTGTTGTCTCTTGAGGCAATCTCCTTGTGGGAGAGAGTT 

TCTGCCCTGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGT 

AGTGAGTGTCTGGTGAAGGGAAGGTAAAGGTTATGATTGCATTTCTGAAG 
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AGCTAGGTAGGAAATGGGAACTAAAAAAAAAAAAGAAAAAAAGTTCCTGC 

CCGGGCGGTCGCTTCAAAGGG 
>Sequence 1158 

ACCGTAAAAAGAGCCGCGTTTGCTGGCCGTTTATCTAATAAGGTTCCGCA 

CCCACCTGAGCAAGCGTATACAAAGAATCGGACCCCACAGTGCCAAAGGG 

GGCGGATACTCCGCCCGTGGCTATAATGGAATCCACCGCGGTTCGCACCT 

GAAGATTTCCTACGNGGCCTCTCCCCTTGACCCG 

>Sequence 1 159 

ACACCAGCCTGGCGACAAGAGCGAAACTCCATCACACACACAAAAAATTA 
ATTAAAAATAAATAAACATTGGTCAAAAATCATAAAGCTGTATCAACTGT 
ATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTG 
>Sequence 1 160 

GGTACTGGGATTACAGATATGAACTACCGTGCTCCCTGATACCCTAAATA 

TTTATCAAAATTTTTCACTGCTATTTTCCTCATGGATTAAAAGGGCTATT 

TATTATTTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAG 

GTGCAGATCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGA 

TTCCCAGAAAACTTGACTATTAATAGCCTACTGTTGACCGGAAGCCTTAC 

AAACAGTTAATACACATTTTGTATGTTGCATGTATTATATAATGTACCTG 

CCCGGGCGGCCGCTCAAAGGG 

>Scquence 1161 

GGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCC 
CTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCAGG 
GTTCATCTGAAGATTCGAATGAAAAGAAATGCATG 
>Sequence 1 162 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAAGCTGGAATGTGAAT 

CCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCAT 

GTGGGCAAAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGG 

CTTGACCGTCTAAGAGGCTGAGTCTTAACCTCTCTGAGCCTT TGCT GTTT 

CATCTGTAAAGTGpTCCTCCTGACAGCTGCCTCCTAGGGTTGTTTTGAGG 

ATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTACCTGCCCGGGCGG 

CCGCTCAAAGGG 

>Sequence 1 163 

GGTACCTTTTTCACCCTCTGAAATTACTAAGCAGGCTGTGGGGTGGTGCT 

CTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGGTT 

TTAGCATGCAGAAGATTCTGGCCTGAACCAGTTACTACTACA GAGGC TGC 

AAAATGATGATTTTTTCATTCATTCTTTTGTAAATACCCGGTAiririCA 

CAGGATGAATGT 

>Sequence 1164 

NACTTT N ' 1 ' 1 ' 1 ' 1 1111111 11 1 1 111 1 1 1C1 1 C f T AGCAGGGTCTCACTCT 
GTCACCTAGGCTGGAGTGCAGGCAACAGGCCAAGACCCTG 

> Sequence 1165 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACTTTCTTCAGTTCTAATTTCT 

AAGATGTTTCACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTA 

TAGCAGTATCTAATTGTTTTTCATAACTAGCCAAATTCAGAAATGTCCTG 

GATATATTTCTGGACAATGTAGATGGTGATATCCTTG GATTT AGGTTATA 

CTGACTTTTATCTTTACCAAACCATATTAACATTTGCATTTTATAATTGG 

AATGAGAAATTTAGAGTAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACC 

>Sequence 1166 

GGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAAGCACTATAACAT 

AATTGTTGTCCATGATACTGAAGCTTTCCCCTCACTTGTAGGTTGATTAC 

ATTCAGAGCTCTATCAATAAGAGGAATAGATATTACAGTGAATTCGACAA 

CCGCACAAGTTGGCAGTAGGTATCCCCAACCTAATTTAT CTTGGT AAATT 

CACCCTGTTTCCTAGTGCTGCTGGATAAAAGAGTGTTTACTTTTTATTGC 

TCTTAGACAGAGTAGTCTAGATAAGTTTTCAATTTATCAACATAGCCTAG 
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ACTTCTGTAAGTGG AATG ATCATTAGTAACTCATC'l ' 1 ' 1 ' 1 " 1 GTTG ATATAA 

TTGGAAACAGAAACGAGGCTTATTGCTATTGCAGAA ATCCC AAACTGGCA 

AAGGCCAAGTTATATGGTATTCCATAATATAACCAGCTTTTGAAACTTAT 

GTGCTTGGATTAGTGCCTTCTGGTTACCAGTATTGACTCTGTTACTTGGA 

CCTTTCGGTCTTAACAGAAAATTGGAATATGTAATCCTCTTAAAATTGGT 

CGAACCTAGTGAATGGAAGTAAATCCAGGAATTCTACAGATAATTGGTCC 

TTGCCGGGCGGGCGTTTAAAAGGGCGTATTCCAGAACATTGCGGACGTTA 

CTAATGGATTCCACCCCGGGACCCAGGCTGGCGTAATATTGGGTGTACTC 

CCTCCCCCCCCCCTATTGTTTTGGAATGAAATTCCCCCACCCCCCCCCCC 

CCGAGGAG 

>Sequence 1167 

GGTACTTTTCTGTCTTCTAATTTTTA A A ATTATTA ATGTCT TCTA' l'l ' 1 T T 

CTAAGGCTGATTTTTTCTAATGTCTGATTTTTCCTTTTTTTCACATCTTG 

ACATAAGTAGAGTTCATTTATTTTCATTTATTCTTGTATAATAAAATTAC 

TTAAGGTTAGGAATAATTAAGTTTTGCTCCCATGTTTTTATGTGTAACAA 

TCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAA 

ATACTGTTTAAAAAACTTTATGAAACCAGTATTTCTCTCAACCTTTGTGT 

AATACCTGGTTTTACTTTAATGTGGTCAAATAATTTAACCTGTACTGCAT 

CGGCAGTGCCTTCGGACTGTCTATTTGACCTGCAGTCCAACCTATGGCCT 

TTCTCCITTTGTCTCTAGTTCATTCTCTAACCACCAACCATGAATTTCAG 

GGAACTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGA 

AGGAAAAAACCAAATGACCCCACTGTGATGTGAATGGCACCCAAATCAGA 

TAAGTTTCCCTGTAGGTTAACCTGCAGCCCTGCGTTGCCACTTGGATTAA 

CTCTGAATTATTTATTCCAAAAGTGCCAAAAATTTGAAATCTTGCTAGTG 

AAAAACTTGCTCTACTTTTTTGAAATGATCAAAAACCCCTAATATTTCAT 

ACTTTATACTTCTGTAAAAATAGATTTTCCATTCACAAACTGTCAGAAAC 

TTAAAAATACCTGTCCGG 

>Sequence 1 168 

ACGCAGGGATATACAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGC 

TGGAATATTTATTTTTTTGATCAAATAGAGAACTGCCTACCTATTGGTCA 

GAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCT 

TCGTTTCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCA 

GGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCAGAATAC 

ATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTCGGAGCTGGATT 

ATCAAGGAAAATGACAAATTTTATAATGAAGGCTTTTATCAATGGTAGAA 

GAGTATTTGGTATTCCTGTCAAGGGAATTCCAAAGGACTACCCCTAAAAA 

TGGAATACTTTTTTGATCCACAAGTGTTAACTGAAGGAGAGCTTGCCCCC 

AATGATAGATGTTGTCCAAATTTGGGGAAAAATCGGACACTTCATGAAAG 

ACTTGTCTATGAAGAGAAAAAGTAGAACGCGGGGAAAACAAGAAGACGCC 

CTTGAACAAAGAATACCTGGGACAAGGGAAAAAGAAGCCAGGAGGCCAAG 

AAATTCCCAACAGGTCCTTTGGCCGGGACACGCTTAGGGCGAATCCACCC 

AAT 

>Sequence 1169 

GGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 

AAAATGATAGGGCTTTTCCTTTGAATACTCACCACAGGTGTGAAAGACAG 

AATGACTAATCCATCrGATTAAACATAGACCTTTTAGAAATCAATAACCT 

TATTTACACAGATGACAACTGCTACTGTTCCAAGGCTCCTAATCATGGTT 

CAGTTCTCAGGGCCTCAAGTCTTTTTCCATTCCATCGCAGAGTAGT 

>Sequencc 1170 ' 

GGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGG 

TTTTCGGAACTGAGGCCATGATTAAGAGGACGGCCGGGGGTGGCTATTGT 

GGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTC 

CACTCTCCACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTAGAAT 

GCTTGGGAAATAGTCATAATTACCCACATATAGTAATTAATAGATGGTAA 

TTAATTGATCCTTGATGTGATGTTCTTTTGCATATTTCCTTCATTCTAAA 

GATGTTCCCTGGCCGGGAGCGTTGGCTTTCGCCTGTAATCCCAACACTTT 
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GGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCAGC 

CAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACG 

CCTGCCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAGGAGGATCGCTTG 

AACCCATGAAGTGGAGACTGCAGTGAGCCGATATCGCACCACAACGCTTC 

AGCCTGGTCGACAGAGTGAGACTTCATTTCAAGAAAAAAATAAAATTAAG 

TTGTTCTCTTAAGAAAAAAAAAAAAAAGTCCTTGGCCGGCGGCCGTTCAA 

AAG 

>Sequence 1171 

ACAGGAGGAATGTTTGGTTGGGAGAATCACAGCTTTACAAGGGTGTTTAT 

ATTTGATTTGTGTTTATATTTGAGGCAGGTA TTGT AATATAAAGGAATCC 

ATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCT 

GTAAAACTCITCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTT 

CTCATACCTTTCCTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGAC 

ATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACATGATGTGCCTT 

>Sequence 1172 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAGAGCTGGAATGTGAA 

TCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCA 

TGTGGGCAAAGGATGGCCCACGAGAAAGGCAGGCCCAGATTCCAAATCTG 

GCTTGACCGTCTAAGAGGCTGAGACTTAACCTCTCTGAGCCTTAGCTGTT 

TCATCTAGAAAGAGGACCTCCTGACAGCTGCCTACTATGGTTGTTATGAG 

GATAT 
>Scquence 1 173 

ACGAAGACAGCATCCTTCAATCCCGCCAGCTCATGTGCATCTGAGGGTGG 
GGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTCCTGCTAA 
ATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACC 
>Sequence 1 174 

GGTACAGATTGCATAATAATTTTTAGATAAATGTCAGGAACAGAATCACA 

TTCTTAAAAGGCGAATTTCTATAAACGTGTGTATATGTTGAACAGATGAG 

CAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAAAGACAGTGAAAATT 

TTGGGTTACTGTAGATGTCCCACAGTCTGGCTTGGAATTTAGTTCTGTGA 

CTAAAGGAGGCTTACAGTTGCTCCAATTTTGGTTCTGTGGGGTACCTGCC 

CGGGCAGCCGCTCAAGGG 

>Sequence 1175 

GGTACATGGTCACAACAGATGAGCAACTGATATCACTCACACATGCTATT 

AAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAAAG 

CGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAA 

ATGCCAATGTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTC 

CCACAGGAAGAGTTGCCCGTTAAACTGTCTCAGG TGCCAG ACCCTCCAGA 

TAACATGAATCTGGCCAAGAATTTTCCAGCACATATTTTTGAGCCAGCTG 

TGTTGTTAACACCACC 

>Sequence 1 176 

ACCGCGGCCGTTAAACATGTGTCACTGGGCAGGCGGTGCCTCTAATACTG 

GTGATGCTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAGATTTGCCG 

AGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAA 

CTTAGGAATGTGGATTCTAATGATAGCTTTATACTGCTTAGGCAAATTTA 

CTTCTGAGCCTTATGTGCCTTCAGTGGTGCAAGCAAATTTCCTTTACACT 

TTAGAGAGGTTGATTAACGAGTACG 

>Sequence 1 177 

GGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGCCTGCAACTTATT 

CTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGTAT 

AAGGAGCTATAAATGTTATTTCTGCAACTTTTATGTAAATTTCAAGTTAT 

TTAAAATGAAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACC 

TATTAAATAAATCTGAGTCCAGGCATGACACAGTGGTTCATGCCTGTAAT 

TCCAGGGAGGGACTGGGAGGCCGAAGTGGGCAAATCACTTGAGGTCAGGA 

G 
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>Sequence 1178 

ACTAAATTGTTTTAGAAGCAAACTACAGG A CTTAA AA AA AGGTG A 1 1 1 1 1 

TTTTTTGGCTGCAAGTAGGCACTTATTGTAATTTTTATTCATGCTATGAA 

CTCATGATTTTCCCTTTATTCTCCTTTGATCCTACTTAAATAAATTTATA 

GAGTATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGAT 

GTTTATTTGTTCATTAGCACTCTGAGTACC 

>Sequence 1 179 

GGTACTTTN I I 1 1 1 1 I 1 1 1 1 1 1 1 I I 1 1 1 1 I I 1 1CTIT1T1 I 1 1 1 1 1 1 1 1 1 

nil 1 1 ri nTTTTTTTTn 1 1 1 nrn i iattaaaaaaaaactgcctcc 

TTTAATGGCAGGAATACAATTCCTTGGTTAAGAGACCCCCGGAAAAAGGC 
AGGTGACTTTTTTGGAAAACAAATTTGGGAGTTTAAA AAGGGTGTAAA AT 
ATTCTTGCGGCG ATTTTTTGTA A A A ATAC AGT TTTATG TTT TC I' I' I'l I I I 
GCG AC ACCC A ATCTTTA A ACTCTTG A A ACAGG TTTTTCCCC nTTTI 1 1 1 
ACA A ACCCTGGTTA AA A A ACCAA I TTTTI 1 1 1 
> Sequence 1 180 

GGTAC TT T TT TT TTn I 1 I 1 1 1 I 1 I I I I 1 I I 1 rCTTTTl 11 I I I 1 1 1 1 1 1 

1 1 1 1 n i u 1 1 1 1 1 1 1 1 1 rnrrn mini i c ccccagg ggattttat 

TCCCTTTTAAAAAA AGGTTTTTAACAG AGGG1T1 '1 ' I T"f AAAAATTTGG AC 

GGGGGGGG A ACTGGAC AGG ATAAGGGGGAAGA A I'l ' I'l ' 1 1 1 1 n TTTTCCC 

CCAAAAAATGGTTTTGGGGGCCTGAAATTTAAAAAAAAATTTTCAACCGG 

GATTTTGGCACGGGGGGGGGGGAAAAAAAAGGTTAAAAAAAAAAACCCTT 

AAAGGGACCGGCTTAAAAAGGGG 

> Sequence 1181 

ACTTAGGCTTTCATAAAAATACAGCAGGGCAAGAGGACCAAGATGGAGGC 

AGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGACTTGAAAA 

AGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAGTAGTCCAGGCA 

AGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTT 

TTAAGAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGG 

CAAAGTGGTAGAAGGTGGGATCAAAGAGGTAATGAGGCCATTGTGGAGGC 

CCATATGGACTATTGGN 

>Sequence 1182 

GGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCACAAGGTGAAGTCC 

CACAGTAGGCTATCTGCAAGCTGAGGAGCAGGAACCGCCAGTCAAACTCA 

AAAGGATAAAAGGGNGGGAAGCCGACAGGGCAGCCTTCAGTCTGTGGCTG 

AAGGCCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAA 

AGCTGAAGAACTTGGAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACG 

GGAGAAAGATGGCCGGAAGACTCAGCCAGTCTAGCATTTCCACATTCCCC 

CGCGTACCTGCCCGGGCGGC 

>Sequence 1183 

actttt c nrn G TGTATTACTTTTC ACTTAGC ATAATGTCCTCC agctt 

CATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGGCAAGGGT 

AAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAA 

CTCTTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCAC 

TGCCAGAGTTGAGTCTTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAG 

AAGTATGAAGCATAACTGGTGTTACAAACACCATCTTCAGAACAGTGATT 

AACCTTACGCT 

>Sequence 1 184 

ACGCGGGGGAAGCTCATTCTATACCCGAAGAGCAGTCTCAGAAAGCAAGA 

TTACTTTTGTGTTTTTTAAAAAATGATTCTTTAATGTATTTTTCTAAACA 

TTCTGATTGGAAGTAGTGGATrcCTAAATGATTCCAAAGTCATCTGTAAT 

TCnTCTG' l ' rrrr GTTTTGTTCTGTCI^l'lO'rGATTTTGGCTTTGGG TGG 

GGGGAGGGGCAGGTGACACANAGGA111 Ti l l Ti l 1 1 11111 1AAI T111 

GGAATCTTTTCCAATAACCAGCTAAAGATTTGCACTGAAATACAACTTGT 

ATGCCTTTTGCATT 
>Sequence 1 185 

ACTCCTGTATTTGTTCTTATGAAATGACTATCTGCCTTCTCGTATCTAGT 
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AAGATTGGCTGGCTCAACTTTCTTCTGTCAAATTATATGGTTATTTTTTA 

TATTACCACATCAGCATTATATTAAAAGTGTTTTTAATAGTTGAATGTAT 

TTTGCCAACTACTAGTATAGACTCAAATTTGCTATTTAATTTTTAAAATA 

CAATTTATTTTGTAAATCCTTTAAAAAATATTTGGTTAGTTTTGGATTAG 

AAATGATTTATGTTAGCCATGTGTTGAAGATGAAATTGGCATCAGTGTAG 

ACGGTGCTGATTG 

>Sequence 1186 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 

ATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGACTGCCTG 

TTTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAAT 

GATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGC 

CAACTACAAGAGAAATACAGTTGGCCCTTGAACAACACAGATTTGAACTA 

CATGAGTCCGTGTACC 

>Sequence 1 187 

ACTCTCAAATAACCTGTGAGTTGGGAAATTCCTCTCCTCTTGAGGTCCCA 

AGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTTTACTAAC 

CACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCA 

GTTTTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTA 

AAGGAAAGCACACCATTCCCATCAAAGTCCTGGTAAAACAACTAGTTTCT 

CTAATTGTGTCCTGTTGCAAAAGAAAACAGATTCTTATTGCACTTGTGCA 

AATG 

>Sequence 1 188 

ACATATCTTACTTGATTATTTTATTTTCTATCCCACCAATCCACACCTTC 

ACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTTTGTTCAA 

TGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAA 

TTATGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAG 

TTGAAGTATAAATATATATTTTTGCAAGAATAAATGCTACAGTAACTGAT 

TATGACAGCTAATTCTGTGTACC 

>Sequence 1189 

GGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTAGCTGAAATCCTA 

AAATATTTATTATCCCTTTATAGGAAAAGTTTGTTAATTCCTACAATAGA 

CAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCC 

AGTTGGGGTGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTTATAGT 

GTNNANTGTNTTTNTTACTGTGACCATGTNNAAAAAATTAAAAACAATAA 

ATTAATGACTGTTTAAGTGCTTAAAACCATGCCTGGAACATAGCAAGGTC 

TGAATAAATGTTAGCT 

>Sequence 1 190 

GGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 

AAAATGATAGGGCTTTTCCTTTGAATTAGTCACCACAGGTGNGAAAGACA 

GAATGACTAATCCATCTGATTAAAGATAGACCTTGGAGAAATCAATGACC 

TTATTTACACAGATGACGACTGGTACTGGTCCAAGGCTACTAACGATGGA 

TACGTGAGCAAGGCCTGAAGACTTATGACAGAGGGAGGAGGAGGGATGCC 

TAGCCGGGCGTNCGGTGGGAAGGGCAAGAGGTAAGAGACCCGCGAGTGCG 

GGGGAGATGGG 

> Sequence 1191 

GGTACTTCTACCATCTTTTGTCTACTTTCGTGACTTAAACTGCCATCTGT 

GATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTACGCTTGATT 

ACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATG 

TATAAAAATAATCTrAAAAAATAAAATATGATGGTATAGTAATAAA GTAA 

AAATAAATATGGT 

>Sequence 1 192 

ACAAAACAAATCTGAAATATCTTATTAAACAAGAAAGTAAAAATGTTATC 

AAAAACTACTGTCGTCTCATCAAAAAGATTCAGAAGCCAATTTAAAGAGT 

CTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGA 

TTAAAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAA 

AAAAAAAAATCTTGTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCA 
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TTATTTCTGATATTGGTTTAAATAGAAGAAAGAAAACCAAGCATC 
>Sequence 1 193 

Ac ri ' ii 1 1 1 1 1 1 1 1 1 1 1 1 1 rTTTrrrn 1 1 1 1 i cattcaagaaagataat 

TTTACACTTATTCTTTGAAAGAGAAATTCTATGGAAlTTTCTTCTTCTAA 

TTTAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTAACT 

TGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAACAGAAGGGGAAATT 

GGGGGAGCAGAAAAGGGAGAAAAAGAAGAAAAGGGAACCTTCTAGTTTCC 

TAATAAAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGATATT 

>Sequence 1194 

GGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAA 

ATAATGGTATATAAACAAATACAATATGTACAATAAAACACCTAAACGCA 

GAGGCTGCTGTTATCCACAATAGTAATACCAATAGAATAAATGATGAGTA 

TGTATACACAGACAAAAGCACAGGACGTATTAATAGGCGGACCCACAAAA 

GCACAGCATAAGCCAACTAGTGTAGCGCACCGGTAGTGTTGGTGGTGCGG 

GATCTAAGATGTGAACGATGAAAATAAAGACAGCGCATCCCGGACGACCA 

CC 

>Sequence 1 195 

GGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGGTGGT 

TTAAACGGCACGTTTTTTGCTTATAAAAAAAGTGCAAAAAAGATG TGGTT 

TACAAGTTAAAGCTACCAAAACCCTTTTTTGCTGGAATTGC ACCAG TTTT 

AAAGCCTTTTGGACAGAACCAATTTTTGGTTTAAA ACTTTG rrrriCTTT 

AAAAGCTTACAGGGGTTTGGCTTAATCTTCCTTCCCTTTTTCAAAAAACG 

GGGGCCCGAGGGTTGGCCCCTTGGGGGAAGGGTAAAGGGTA 

>Sequence 1 196 

GGTACTAAAGGGAAGTTGCTAGGAAATAGAGCATGTAATCTTATTGTTAA 

TTATGGAAACCATGGCAACACAGTAAATATTATGTCTCTTAATTTGTCTT 

TCAGTGATTTTTTGGCATGAGTGTTATGGAAGAGTA AACAAAATT AAACA 

CAGTGAACTCTGAGTCATTTGCTACCCGAGTTAGTCATTTTCTTTTGAAG 

GTTGTCCANACAAACACTTTTTTTTTTTTTATTTTCTCCCCCTGTTGTGT 

CGGGGCGGCAGAAAAAAAAAAAATAAAATGAAAGATAGGGATTTATAGTT 

GTATTT 

>Sequence 1 197 

ACAGGAAGTGTCNCGGAGGAATATATAGAAAACTGCTAGGCTTAATTCTC 
AGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTACTGTAT 
ACACTTGTACC 
>Sequence 1198 

GGTACATGGCCCGCTCCCCCGTCCATTCCAGTTTCCTGCCCTCTACTGGC 
CATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACACTT 
GAGACCGCCTGATTAATCTTGCACTANGAAAAACAGAACAATACAAACAA 
GTAACAAAAACAAGACACTCACATACAATGNTTTTAATGCTTGAAAAGT 

>Scquence 1 199 

GGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTAAATTGTCTTTTT 

TCCCCCAGCGTGAAATGTATCCATTTATAACTGCCTATTGCCTGTTCTAT 

TAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATNTCTGCTGTGTNC 

TTAGGATGTGCAGNAAAAAATATAGACCTAACAGGTTATGTTATAGAATG 

GCTTTATTTACTTTGGTGACTGTTTATGAGTTTTAAATAAAAGACTGAAC 

ATTTTCTCGAAAAAAAAAAAAAAGAAGAAGAAAGTACCTGCTCGGGCCGG 

CCGCTCGAAAG 

>Sequence 1200 , 
GGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGGACGCTGACTCTG 

GAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGACGA 

TTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAA 

AATGGAATTTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAAT 

ATATTTATATCCCGGCTGGGTGCGGTGGCTCAACCCTGTAATCCCAGCAC 

TCTAGAAGGCCAAGACAGACAGATCACCTGAGGTCAGGAGTTCAAGACCA 

GG 
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>Sequence 1201 

ACGGAAGAGTAAGTGGGGAGGGATGGGAATGGTTCCTTGAGACAATCTTT 
TACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTGACTTATT 
TATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGG- 
TGAAAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACC 
>Scquence 1202 

GGTGCirrnTTTTTTI 11 rTTTTTTTTTCCTTTTTTTTTTTTTTTTI 1 1 

n i l in 1 1 n i 1 1 1 1 1 1 rrrrrn 1 1 1 1 1 1 i aattcaaaaaacai i i i i 

TAA AC 1 ' I ' l 'l' I ' I 'l 1 GCCA A A A ACTTTTCTTTG G AA A TGC AAA AA A TAA A A A 
GGTTCCITITTCTGCCCTTAAGGAGCTAAAATTTTAAAAAAAACTTTTAA 
AAAATAAAAAAATACAATCCCTGCCCGGGCGGCCCTTAAAAAGGGCA 

>Sequence 1203 

ACTAGTCCATTCTCACACTGCTATGAAGAAATACCTGAGACTGAGTAATT 
TATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCTGGGGAGC 
CCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCG 
CATGGCAATGGCAGGGAGAAGTACC 

>Sequence 1204 

GGTACTTTTTTCCTACAAATGAGTAATTGAAGAATTTTGTTTAGCCAGAC 

CATTTAATTCTCATCAATTGCATAATATTTCTAGTTAAATCCGAAC TTCA 

TTCTATATTAAGTAACATTTTATTCAGATCCATATC TAAA TAGCAATTTT 

GTGAGATTTACTAAGAATTTTTCCTGGTATGTATGGnTTGGTGTATTGG 

AATGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1205 

GGTACCAGAAGCTAATCCCCACCGGGGTTGGTTTAAATAGGGACTAACTA 

CTTTGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAAGG 

CTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCA 

AGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACGGTCCATTACAGAAGAACGGATAAAAACTATTG 

TGACTAATTTATATAACAGTATAGCATACGGCAGAGAAAT 

>Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAA TTTTTTl 1AACTAGCAGG 

GCATGGTGGnTGTGCCnTAGCCCTAGCTACTTGGGAGTCTGAGGCAGG 

AGCACTGCTTGAGCCCAGGAGTTTGAGAATACAGTAAACTGTATCACACC 

ACTACACTCCAGCCTGGGTGAGAGAACAAAACCCTGTCTGAGAAAAAAAA 

AATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGAAACAGACCCTT 

CTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGGT 

GCAGATGCAGCTGCGATATCAGAAGACCCCG 

>Sequence 1207 

ACCTTGATCTCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTG 

TCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGCTTACA 

TTGTCTGTCTGATTCTTCCAGGCATTAATTAGAATTTGCAACTCCTAGCT 

GGGCACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCT 

GGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCA 

AAACCGCATCTCTACTAAAGGTACC 

> Sequence 1208 

GGTACCCATATTGCTAATGCTAGGATCAAGATACCACATAGCCAGAACAA 

GAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGCCA 

TTTCGGAAAAGGATTAGGAATCCAGATGCCGTGAATTTAACTATTCGTTA 

CAGGCTTCTCCTGCAATATGCTCTGGAGCAACTTGCCTGCA GAGAT TTCT 

GTATCCACGOACATTTAAATATCGCAAAGGGTATCTCCAGGCX?Bji'ATGT 

TCCTTTGCTTGTCATCCCCGCGT 

>Sequence 1209 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCAC ACTCTGG AATTCTGTCAGCAAATTCCTCGCTGTGTG A 
ACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCTTGATATTTCACA 
GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 
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ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 

AGTCTCTGCCCTTTAATGTACC 

>Sequence 1210 

GGTACATTGTGAGAACTCTGGAATTATTATTTTTATTTGATTATTACTAT 

ATTTTATCTGACTAGAAGCCATTTATTACCAAACCAATTTATTTCTTAGA 

GTTGAAAACCGTCTGTGAGAAGCTTCTCTGGCCTGGATGGAGATCCAGCG 

CTTTTTm 1 111 1 GAGGCAGAGTCTTGTTCTGTCGCCAGGCAGGAGTGC 

AGTGGCACGATCTCTGGTTACTGCAACCTCCACCTCCTGGGTTCAAGCAA 

TTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGTC 

>Sequence 1211 

GGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAATG 

AAGGAACTTCCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGAGA 

ACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTG 

GAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATC 

ACACAGCACTGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGATGGGC 

AGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCC 

>Sequence 1212 

ACATACAGTTTACATTGTGGTAACAAAGTAGGACATGCTATGA AGGCC CT 
TTGAATTCGCTTG ACAAGAATGACAGAGATCTACTAG ACCCAA H 1 1 lAA 
ATAATATTGCTGGTTTTTGCTCAACATGAATTAAAATATGGTGGCTAATG 
TGCAGATTTTACATTTGGAGAACTTTAATTTTCAGTATTAATTAGAATTT 
GTTTAATATTACAAATGCATTTAATGACACTTAAAATTGTACC 

>Sequence 1213 

GGTACCAATAAGCATACCTAGAGTTGAGATTTTGGTTTCTAAATGCCATT 

CTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCAGG 

GCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAG 

AAAAAAGTCACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCA 

ACTTGAAAGATCTTCCAATAGCCAAATCTGAGAAAAGTTAAGCAACAAAA 

AAAATAACAAAATCTTATAATCTATAGAAAAAATATGAATGTATA 

>Sequence 1214 

CCCTTAGCGGCCGCCCGGGCAGGTAC1T1 1111 1 1111111111 1 1 1 1 1 1 

TAGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGT 

CACCACATGCCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTG 

AACCAGTAGGGGCTGTGGAAGGCAGGCTTTGCAGTAACAA GAGGA AGAGG 

CGATTCCTGGCTCCTCCAGATGTGACAGGCTTGTTTGAATAATTTTCCAG 

GCTGGAGGGAAGTGAGCCACGTTGAGACCCAAGGAGGGTACCTCGGCCGC 

GACCACGCTAG 

>Sequence 1215 

ACAATTAATTGTGTTCTTGTGACCTGATGATTTTTTGAAAATTTGCTTTT 

CTCTTTAAGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTAAATATT 

TTGGGCTAATGTTGACTTATAAATAAATAAAAATTTAG AAATATA TTCAT 

GATGACAATTTTGTTACTTACACTGCCTATTCTTTATTTC 1 lll'l 1AGTT 

CAAAGGTGAAATTTTGACCTTTGTATTAACAAAGCCTCAAGAAAAGAGAA 

ATTCTGCCTTTTAAACATTGGTTTTCCTTGCATT 

> Sequence 1216 

GGTACATGGAGGAAGTGGAGGTAAATCGAAACCGAGCTGGATTACTTCCG 

GTCTGAACTCAGATCACGTAGGACTTTGATCGTTGAACAAACGAGCCTTT 

AATAGGCGGCTGCACCATCACGGATGTCCTGATCCGACATCCTGGCCTGT 

AACCCTATTGGGGATCTGGACTCTAGAATAGGATTGCGGTGATATCCCTA 

GCKJTTACTTGTGCCGACGGGCAAGTrATTGGATCAGATrGX6TXTAGTAC 

TTGCGCTCTGACTGGTGGAGTCTTACCATGT 

>Sequence 1217 

GGTACCACTGTGCTCTAGCCTTGGTGACAGAGCGAGACTGTCTTAAAAAA 
AAAAAAAAAATAAAAAAGAATTTATTAAAAATTTAAAAAAAATGAAAAAA 
AGCTGCATGCTTGGTTTTTGTTTTTAGTTATTCTACATTGTTGCCATTAT 
TACCAAATATTGGGGAAAATACAACTTAGAGACCAATCTCAGGAGTTAAA 
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TGTTACTACGAAGGCAAATGAACTATGTGTAATGA ACCTG GTAGGCATTA 

TTTATTGAATTATCATCATTCCATATGTCCAGCACATTTTTAATAGGAAA 

GT 

>Sequence 1218 

GGACAATGTTAAATATCTGACTTTTCrATGATTTGGCTTTTCTGCTTGAG 

TAACTATTTAAATATCTGCGTGATCITCTTTAATTTGGGCTACTTCTAGA 

ACAAAACAGAGGTATTTACAACAAACCACTTGCCACAGGGCCTTTGAACC 

GTTTACCTAAGTCAAGTGTAATGAAAAACATAACCAAATGCACCATGGGG 

TTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCCTAGACCCTAAAAATG 

CCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 

>Sequence 1219 

GGTAce n i i n n i l rrnrn i cgtcaaagtcactat ttggg ccctaa 

CATAATCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAA 

CTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAG 

ATAAATATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAA 

AGCCCTTATTTTTTAAGACACTAGAAAATAAGTTAC TATA AAAAGTGGTG 

GTCTGGGGGCTAAA AAC A AA ACA AAAAAAATCCTCTTTTCTACA 1 1 1111 

AGTTTTC 

>Sequence 1220 

GGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCAATGCTGGTTGAT 

TTCCCTCATTGTGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAA 

TCCAAATAATAAAGTGACATATTGGTGTTCATAAAAAAAAAAAAAAAAAG 

AAAAAAGAAGTCC 1111111 1 1 rNTTTTTTl 11 1 GTTACT TAATA AAA A A 

ACTGAGTTTTATTTCACATGTATTTTGTTGGNTCCCCACCTTTTCCATGT 

TTGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAA 

AACC 

>Sequence 1221 

GGTACCTGAGCCAGGCCAATCAAAGTGTTTCTCAGGAATTAGGAATTTCA 
CACATAAAACCTGGAGAGATAGCACATGCTCTTTCTTTCTTCTTGGACTG 
TGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG 
>Sequence 1222 

ACTTTTTTTTTTI 111111 11 111 1111 rATTTTTTTI I 1 1 1 11 111111 

TTTTTAACAAACCCTGTTCTTGGGTGGGTGTGGGTATAATACTAAGTTGA 

GATGATATCATTTACGGGGGAAGGCCCTTTGTGAAGTAGGCCTTATTTCT 

CTTGTCCTTTCGTACTGGGCTGGAATACCTAAAACTAC GTGTAA AATGTA 

AGTAGTGACCAATAGAAAATAAGGTrACCTTAACTTCCTTTTTTCCTGGG 

GGTTCTAGGACAAAAGTATAGGCATTGCCAAGGTCAAAGAATCAA 

>Sequence 1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTT CTTA CTGAAAA 

AAAAAAAGAAAGAAAATAGAACAGAAAAGCAATTGGAT TTTAA TTCTGGA 

AACTCCTTTCTCTTCCTTACATCCAGGAAATTTGCTGTTTATTTTGAAAA 

GCAAATTTAAACCTATTTAAGGGAGAGAGAGCTCTTGTAAAAATTCATTT 

ATTAGTTCTGGACCAATGTTATTTATAAGCTA TTATTTCAAATG ATAAAA 

AATAAATGCATAATACATTTGATGATAGAACATTTTTCTTTTTA 

>Sequence 1224 

GGTACTTCTCAAGACCTCACITITATCTGTGAAATGTGGGGAAGGTTTAT 

AAGTAAATGAATGAGGGGTGAGGTTGTACCATAATGCGCCTT GAAG TAAT 

ATTTGTGGATAGCTAAAAGCAATTTTTGGTTTATAGGTTTATTCTTTGGT 

TTATTTTGGTATTGATCATTCGTTGTTGGTGTATTGAAAT.A.GTCATAAAA 

TAAGATCTGTATGAATTGTATTATCTTCTGTATGTTAAGTATTAGTGTAA 

ATATTGTATTATGGATATATGATGCAGATTC AGATT CATATATAGACAGT 

ACCTGCCCGGGCGGCCGCTCTGAAGGGTCGATTTTCAAAAAACTGTCTGC 

CGTTTCTACTTGGATCCGAGACTCGAACTAAATCCTGGCGTTGTCATGGA 

CATAGCTTTTTTCCCGTGTGAAAGTGTTAATCCGATGACAATTCCACACT 

AACATTCTAACCCGTAAGCATATTTTTTAACAGCCTTGTTATACTTGAGG 

TTGTGCACCACACrCACATAAATTTCTTTAGAGCTTGGGGCCCGGGTGTC 
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CAAGGGTTAAATATATAACTCTTTCCGTCTTTTAATGGAACATTGCTACG 

TTTCGCGTAGAAGG 1 1 ' 1 " I " 1 " I ATCTGTGTTA ACGCGTTTATTTCTTATTAC 

AAGGGCGGTGATACGGGGTATTCCCACAATATATGATTGTTTCCACCCTG 

TATAGTAACTCTCTTTAAATTGGTTTCTGCTGATGTTTCCTAAAAA TCTA 

AAGGAGACGCCCTGTTGTGAGTTATTTTATTATGTATCCATCCCCCTTTT 

CTGTGTCAAATAAAAGCCGTTCATAT 

>Sequence 1225 

GGTAC ATC ATTTG ATGTATG 1111 1 G 1 1 1111 I AACATAAAAGGATTATA 

TCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCAC 

ATATGTTGCATGGGTTTCTATAACATTTGA AATGA CTGCCAAATATTTCA 

CTGTATGATCATCATTTAATATTATTATCAATTTTGTATATTTAAGTTAG 

AACTTTTCCATTACCATAAACATCATTATGAATGAGCTTTCTTGAACTGT 

ATTTTAATATACTTCCTTAGGATAAATGCTTAAAGTAATAA 

>Sequence 1226 

ACATATACACTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGCAGAG 

GCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTCTATGT 

AGACACAAACAAAAGCAGCGGACGTATTAATATGCAAACACACAAAAGCA 

CACAAAAGCAAAGCAAAAAGCACGCCAGTAATGTTGTGGATG CAGTT TCA 

AGATTTGACTTATAGAGATAAATCCAGTAGACACTGAAATAGATTTTGG 

>Sequence 1227 

ACCCGATATGTATGTTGAATTAAGAGGATTTTTAAAAATGACCCTTAAGT 

CTTTGACATAACAGCCCCTGTCACTTCTTGTCACAGTTTGTATGTGTTGT 

TAATGGAATGTCTATTTCTTTAAAGAGCAGAGAACTACAGTTACAGGGGA 

TACAGTGTGAGGGGTGACACATTGCTGGATTCTGAGCTCAGGCAAATCTG 

TCTGTGTCTATATTAATAGAGGTCTATCTTTTCTTAATACTGAATGCAAT 

GGACCATTCCAACCTAAGTTATCCTTGATATGCTGGGATTACAATAA 

>Sequence 1228 

GGTAC TTTTTT1 11111 11111 1 1 1 1 1 1 1 1 1 1 1 AGAGACAGAGTCTCCCT 

GTGTTGCCCAGGCTGGTCTCAAACTCCTACGCTTGAGCAATCTTCCCCCT 

TGGCCTCCCAAAGTGCTGGGATTACAAGCATGAGTCACCATGCCCAGCCA 

ATAATGATTTCTTGATTGAAGGAATGAATGAATTAAAAGGTTCATCTTTG 

GACACAAAGGCAGACAAAAGTTTGACAAAAGGCATTTTTGAAACTAGGAC 

CTTTATTATAATATTAGTCTAAACAGGGGGACCCATGAATAAGCATGG 

>Sequence 1229 

CACAGAAAAAAAATCTACACCAGGTAACACTGGAGGATGCAGGGCTACAT 

TTGCCACTGAAGAAACATTGTTCTCTTGCATCTGAATT CCAG TGCTTTCC 

AAATAGATGCGTAGATGATGAAAAATGGAGCAGCTTCTTTTATTTCTTCT 

TCrTTCCTCCTTGAATTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTC 

CTAAGTCACAATTCACACTGATGCATACACTATAGTGAAACACTGGCTTT 

AAGAAAACTGATTAACAGAAAACCGGCAATTGTTATTTATTTTAAAT 

>Sequence 1230 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGGTTCTAAAACGAAAGTATTT 

GGGTAGTCCACTTAGTGATATTATGTGGATGTGTAGACAATAATATTAGT 

TCCTAGATTAAAAGCTATATGTATAGAAGAACAAAGATTAGCTGCAAAAA 

GGAGATTGTTTGAAAGCGAAAACAGTGGGTATGGCAATACTGAAGTGGAA 

ACTTCACAGATGGTACAGGTGGAAGGGGGCCATGAGACTGAAACACCATG 

TAGTCAGTATAGAGGTGGAAGTGGAGGGGGGTATAGTGAGTTACAAA 

>Sequence 1231 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATACAACCATTAATAATAATGCTGATAGGGT 

CAAAAGACAATTGTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCCA 

ATTTTGCTCACTACTTCATATCnTTATGTAGATTATTCCTATAAACATG 

TTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAA 

ATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATTTATTCAT 

CTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCCTTTCCAGA 
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TTTACAACTTTTATTCTAACAGTAAAAGAAATACAGAAAAAGTGTCAACA 

AACTTGGATGGGAAGCTAATAATTGTAAGTCACACCGAGAGATTAAGCTA 

ACAAATTTCAATAACAGCAGTCATATGGGGAAATCCCCAGAACTATTTAG 

AAACCAATCTTTTGAATGCTAAGAACTACNAGTAGAGCCCATTTACTTAG 

AATTTTTTTCATAGAAAAATTAGGGCCTTCAAA GGTTA TGCCCTTTCTTT 

ATTGGAATGGATAAAAGATGCITGGAAACTAAATTTTGGTTTGGCGAAAA 

AATCTGAAAAAAACTGCCCTGATAAGGATAATGGGAAAAAATGGCAATCC 

TTTAAAGGCTTAGAACCAAACTGGGCTTTGGACCTAAAGTTT 

>Sequence 1232 

CTTACGTGGTCGCGGCCCGAGTTCATTTAAAAGGGGGATGTTATACTTTA 

AAAAGGTTTAAGAAATAAATTTAAAAAGCCTTGGGAATGGTTTACGGGAA 

GGGTCCGCTTACTGGGCTTTTGGCCAGGGACTTAATTTTAAAACTAAAA 

>Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTTCTAAATATTGATGCAACCATTAATAATAATGCTTATAGGGT 

AAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCCTGGGTCATGGGCCA 

ATTTTGCTCACTACTTCATATGTTTTATGTAGATTATTCCTATAAACATG 

TTCCCTAAATTCCACATTCATTTGTAAAGACAATGGATTAAATTATTCAA 

ATGTGGCTATTTAACGGCCAGTAACAATGCCTAGAAACCTATT 

>Sequence 1234 

GGTACAGTTTTTGCGGATTGCTGAGAGTGCCCCATGAGGGGGGAGAAAAA 

TAAATTTCTATTTTTATTTNGGATCTAGGCTAATTCTATTCTTCACTTGC 

CCAATTAGTATTTCCCATTGGCACCGGGTTAATCCACA ATAA ATGGTCTT 

TTATTATGGTTCCTGCAATCAATTGAAACCCTTTGGGGTTTTGTTCCCCC 

AAACATTTTATTTGTTAAATCCATAAAAACCATTTTCTGGTTAAAAAAAT 

AAAGTCTTTTTCCTTTGGTAATAAAAAGCACAATCCTTTTGTAGGCAACC 

ATGGAGANTTCAATAAACCTTTTCTTCCCAGGGAGACAAAAAGAAAGTAC 

CCCTATGTAAAGGATGGGGATATTTTGGCCTTTTGGGTCCGAAAAAAGGG 

TTTACCCCTTGCCCCTGGGGGCCGGGCCACTGCTTTCCGGAAAAAG TGTG 

CCGAAAATTTTTCCCCAAGCCAACCAACTTTGTGGCCGGGTCCCGGTTTT 

AACTTTAAG 

>Sequence 1235 

CCCTTCGGCCGCCCGGGCAGGTACTCTGTAAGTCTGGAAGAACAGGTCAC 

ATTTATTCAGACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAA 

CAAGTTATTTAATTAGATCGATTTTAAGTTGACAACAGATGTATCAGATG 

AGGAAAAAATTGAGCATGTGTGGTGTGATTATATAATAGAATTGGTTTCT 

ATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTTTTCAGATGTA 

TGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 

ATT 

>Sequence 1236 

GGTACTCGGATCTATGATAGAGTAGAATAAAACCTCTTTCGTCTACAAGC 
ACAACTTATTCAAAATTGTGTGGCAACTCACACT AGCGA TCATACCTGCT 
TATATTCTCCTAGTTAGTCCCTGGGGGATTATACCITITAATTCTTTCA 
>Sequence 1237 

GGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGAGAGATTACTAAA 

TAAATGACTGGGGCAAGCAAAATTGATGAGGAAATTACAAACTGTTTGAC 

AAACTTTTAAGAGCTACTTTGAAATAACAGAAGTTCTTGATTAAATATTG 

CACAATAATGGCGTAGAAAAGTATGGTTTTAAACTGGGACCCTTATTTAT 

GCACTTTTTAAAAAATTAATITCTCAGTATACTrcATTAAAATACCATTG 

TTTGTTAAAAAAAAATTTCATAGATATTACCAAGAATATGGAAATTAAAT 

AAAAAAATTGTATACTTCCCCTTrCTCAATTATTAGATATTTATATGAAT 

TATTATTTAATTATATACrAATATATTTTTATCTCTTGTCCCCCAGAGGG 

CTGGGTCCGTTTTTTTAAAAATGGTGGCAAG 

>Sequence 1238 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGGTATACAAACCCGAAACTGT 
CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATC 
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TGAACAGTAGCAGTGAAAGGGAGTTTAAGGTG GGGGT GAAGGAGAAAGGA 

GTAATATGGTTTTTTAGTAATATAGTAATTTACATTTTCAAAAATCTTCA 

GTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCCCATTTCT 

CITCTCCTGTTAAAAAAATGACTGTTATTAACTCCAATCTCATGTGGATT 

TGGGTTTACTCACCCTCAGATTGGGTAGAACATCTGTCTTCAAAGAAAAA 

CGAGTGACATTCTTTGCAAATTCCCCTAAAGACCCCGTAGGACAAGTATA 

TGAAACATTTAATAAAATCACTTCAGGCCCAACTGCTACTTTGCACTGGG 

AATTAATTGTCATACTATTATGGCCCAAGTTGGGCTGACACTTGATTTCT 

CTCTGGAAATGGGACTAAAATTAACCTAAACCAGGAAA AACAAAG GACAT 

TTGTTTTACCTAC A ACC AG ATGGCCTTA ACTATTC A A A ATI " II ' 1 "1 1 1 CCA 

CTAAAAAATTGCCACAAAACCACTTATTTCTTTAAACAAAAACTTTCCTT 

TTAAAGTCTTAAACTATTTTTTAAATTCCTTTAAGGGCAGATGGTTGTTT 

TAGAAAAAAAATTAGAATTGCACT 

>Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTGGGGCCAGAGCA 

TCCGGAGGAACACAACCTCTGTGGTCCTGTAGGAGCCACTATGAGGAGGG 

CCCTGGGAAGAATTTGCCATTTTCAGTGGAAAACCAGTGGTCGTTACTAG 

CTAAGATGTGTTTGTACC 

>Sequence 1240 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTTGGGGCGACCTC 

GGAGCAGAACCCAACCTCCGAGCAGTACCATGCTATATTGGTCACTGTAG 

CTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTAG CTTTGT TA 

GCTCTGTTGTTTTC ACTT AGTATTACTTTA ACTATTAGGGCTC 111 1 1 iG 

GTTCCATATAAATTGTAAAATAAATTTTTCCAGTTCTGTGAAGAATCTCA 

TCGGTAGTTTGATAGGAATAACATTGAATCTGT 

>Sequence 1241 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTCTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGGCGTGTGCCCCCTAATAATCCCAAGTTACTTTGGGA 

AAACTTGAGGCCAGGAAAAATTCGGCTTGAAACCCCGCGTAGGGTGGGAG 

GTTTGCAAGTTGAGTTCAAAGAATTGGCACCAAGTGGCACCTCTCAAGCC 

TGGGGCCAAAGAAGTGAAGACCTTCCAATCTTCCATATAAATATAATATA 

AAATAATAAAAATAAGAGGTAACCTTCGGGCCCGGCGTACCCACCGCCTT 

AAAGAGGGCCGAAATTTCTCAGGCAACAACCTTGGCCGGGGCCCGTTTAA 

CTTAGGTTGGGAATTCCCGAAGACCTTCGGGTTAACCCAAAAGCCTTTGG 

GCGGTTAAATTCAATTGGG 

>Sequence 1242 

CCCTTTGAGCGGCCGCCCGGGCAGGTGGATCACTTGAGGAGTTACAGACC 

AGACTGGTCAACATGGCGAAGCCCCATCTGTACTAAAAATACAAAAATTA 

GCTGGGCGTGGTGGCGTGTGCCCGTAGTAGTCCCAGCTACTTGGGAGACT 

GAAGCAGGAGAATCGCTTGAACCCGCGAGGTGGAGGTTGCAGTGAGTCAA 

GATTGCACCAGTGCACTCCAGCCTGGGCAAGAGTGAGACTCCATCTCAAA 

AAAAAAAAAAAAAAAAAAAGGT 

>Sequence 1243 

GGTACAGAATTCAGTTTCTGGGGAAAGTGAAGCATGAAGGGAATCATAGG 

AAAAATTTGATTTTTGTGTATGGTGTAAGAAAAGAGTCCGATTTCAATCT 

TTTTGCACATGGATTATCCAGCrTTTTTCCAACACCCATGTTATTGGAAA 

GAGAACTTACCTTTTTTCCXriTrrrGTGGGATTCCriTTGGTCATACCCrT 

GTTTGGAAAGGTGCCCTTTTCCTTTTTGCCTTTCAACACTCAATTGGTCT 

TCACAATAACAAAGGTTGACCCCTTGAGTTTCATGTTCCAATCCrTTCTC 

TTGAATTCCAAAAACCTGTTCTCAGTTCGTTCriTAAAATTTCCCCCGGGA 

GTGGAACCGTTTTGGGTTCAACCITGACTTGCCTTGAAAAC TCCCA AGAA 

GGAAAAGCCTGGTTTTGGTGGCCTTGGTGGCCCCAGAbCCCrri'ICCCCT 

TCCCTTTTTTGTTCCC 

^Sccjucncc 1244 

GGTACAAATAAAGTCTTCCAAGGGTTCAGAATAGAAAATGATCTCTTCCA 
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GCTTGGGGACATTTGGGAAATTGGGATTCCTTTGGGGAAATGTACGTAAT 

CAGTATATTCTGGGAAAACATAGTAGAGAATGAATAAATAAATTGCATCG 

AATTGGGAATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATAA 

AGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATAG 

GCTAGCTTGGAAACCTAATAGCTATTAATAATGAAATTGTAATTATACTC 

TGGATTCTAAACAATGAACACACAGTGATCTTTTTGACTTGCTGCTTGTT 

TATAAGTTGGGGATGGTCTGAATTCATTGTTGA 

>Sequence 1245 

GGTACAGATGTGACCTTTCTTATAGTCAGTCAATGCTGGGAAGTAACAGG 

CAGATGTGACTTCACTTGAGCAATTGGAGAAAGCA AAAAA GTTTGCCTTA 

GTCGTACCITAGGTTTTAGATGGACAGTACTTTGCATTTTTGCTTCCCCA 

AATTCTAGGTAGTTGTTTCTTTGGTTGAAGAGGATGGTAACCGGTACATC 

CTTTCTGGGTGACCTAGGGCAAACTTAGAATGTATAGGTAATTCCTTTGT 

AGGATAGCCTGGATTGGTTCAAGGGAGATGGGATCACCAGGGGTTCCACA 

GGTGAAAACTTCCAACTTTTTAAATTATACTTGGATGTTCTTGGTGGGAT 

GGTTTGAAAAGGTGCCAATTTTGGAGATCTTTTTCAAATTGAACCATTGT 

TAAGAGGGGGGGACAAAAATGTTTCTTCTTTGGCCTTCCCAACCCATTCA 

ATG 

> Sequence 1246 

GGTAC TTTTTTTTTTTn 111111 1 G TCTA ATTACTACCTTTTATTCTAA 

TGTGAACCATGGGCCCTGAAAGACTGATAACAAGCTTTGGCATGAAGCAG 

AGGGGGAACTTAGGGGTTCGGCAGAAAAAGGATTTAATGGGGTGGGAAAA 

ACATTTGGGCTTCTTTCCTTTGGGGGAGATGAATGCCTGGAGGAAAATGG 

GGAAGTAGAAGTTGGTCTTCAAACCCTGCCAAGGTAAAAATTAGGCCTAA 

GAAAAAAGGCTCAAAGGGGCCAAATAGGCTTGGGATAGGGGGTAGAAGGG 

ACCAGGTTCTAGCATTGGTTTCAGACCCCTGGGGGTTTCTTGGGATTGTA 

ATGGGGTTTATTTCCCCCTTTATTCCCCTTGGTGGCGCATTTCCCCAATT 

TTTCGGTATCAATTGAACCCCCTTAAGTATCTTATGGGGAGACC 

>Sequence 1247 

CCCTTGGCCGCCCGGGCAGGTACTTTTTTTTTTTTTTTn rTTTTTTTI 1 

TTTAGTGAAAAAACTGTAATTCTTTATTTGAAACAATGCATTTCAAAAGA 

AATAAAAACCACTCAGACTTCTTAGAACATTATAAAGTCAAAAAAACGTT 

GTCAAAAATTTTGGCAATTAGTAGAATAAGTATAAAAGGGGTTAATCAGA 

TACCAGCCAGAATTAAGGGGTATAACCTCCAGTTCTTCAGACAGAAAAAG 

AGGGACATAAATTTTTTCATTTTTTAAAAAACTTCT TTGGAG ATATTATC 

CTTA A ATTTTTGG AC ACCTATTC AA AG ATAA AATA AITI! "1 TATTTTCTC 

CAATGGTGGAATTATTGGACCAAAATTAAATTCCCAAAGGCTTTGGCTTG 

TATCCCAAACTAGACCCTGGCAAATGGGGGGCAAGGGTTCAACCCCCCAC 

CAGTCAACAAAGT 

>Sequence 1248 

ACTATCCCTATGAGGCATAATTATAACAAGCTCCATCTGCCTACGACAAA 
CAGACCTAAAATCGCTCATTGCATACTCTTCAATCAGCCACATAGGCCCC 
TCGTAGTAACAGTCCATTTCTCAATCCAAACCCCCCTGAAGCTTCAACCC 
GGCGCAGTTCATATCTTCATAAATCCGCCCACGGGGCCTTTAACAATCCT 
TCATTACTTAATTCTGCCCTTAGCAAAACTTCAAACCTTACGAAACCGCA 
CTTCACCAGGTTCGGCAATCAATAAATTCCTTCTTCTCAAAGGGAACTTT 
TAAAAACCTTCTAACTCCCCAACTAAATAAGCCl 1 1111 1 G AATGG AACT 
TTCTTAGCCAAAGCCCCTCGACTAAAACCCTCGGCCCTTTACCCCCCCTC 

A 

>Sequence 1249 

GGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCT 

AGAACTTGGA 11 TTI 11 11 1 A ACAAAAGTCCCAAAACACCAAAAATGTAA 

ACAAGATAAGAGATTAATATTGTAGTGGTGTAATTTAATTAA AGTTA TAT 

TTTGGGTTAATTTTAACAACTGAAGTCTTATTGTTGAAACTTATTTTTAA 

CAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAA 

CCGTTAAAATAGCACrTAATTTTGTGTrTCTTCAATATGTCTTGATAATA 

Page 227 
(of 261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

449 

Table 2 



ACTTTGGTGCAATTTAATATTACCCATGTTAAGGTTGA 
>Sequence 1250 

TGTACTTAGGTGCCTACAACATAAACAGAACCTGGTAAATTAAGTATTGA 

AAAAATGCTATGGGGCAGAAGAAGAAATGCTTACGCTTCTGTGAAGAAGA 

GAACACAGCTATGTTACACGAGGTGAATAAGAACACAGCTGCAGCTGAAT 

AGAAGAAAAGGTATACGAATTGCTAAGGTGTGAACATTCCTATGACTGTT 

TCAGCCACTAGCAAATGTCAAACAGTCTACTCTATAATAACGCCATAGTG 

ACATGACTTAAAGGTGGATCCTTCATGTGCTTTAAATCGTTAGCGCCCCT 

CTCGCGGAATTCAGAGAAGGAAGCTTGCCAGGGATTTCATATTCCTGGCT 

AAACTTCTCATCTTATAGGAGTGAGGCCCGATAATCTTA TATAA ACGAGA 

TATCAAGTCAAACACTCCCTTTCCCGTTATTATTGAGAAGTTTTAATATA 

CACATGTCGCAATTATCTTGGGCAAATTCGTATTAACGCTTGCCTTTCTG 

TCAATTAAGAGAAATATGGAGTGTCTCCATTGGTAAATGGAAGATAAGCT 

CTATTATCAGCTTTCAATTGGCTGGAAAACATTTCAACGGTAGTATCTGG 

TACCCTGGCCCGGGGCGGTCTGAGAGGCTGGATATCCTGCCCCATCTGGG 

CGGGTCCGGTACCTATGTGGAATCTCTGGCTATGGTCGCAAATGCTTGGG 

ATGTCATTAAATGGGCCCAAATCTTGGTTTCCTTGTGTAAATACGCGTGA 

TATCTCGTATAACTAGTCGCCCCGCCAAATTTGCGAACTCCTGCAGCCAT 

TAGAGGGTATCCGCTAGGGGTGCCTATATTGATGAAGCTGCCTTCCATTA 

ATATGCGCTGCGGCTGACTTGGCTCGCTTTTCAGTTCGAAACTCTGGATT 

GCCCGTATTCATTAAAGAATCGGGCATACGCGCGGTGGAGGGCTGTTCGG 

GATTG 
>Sequcnce 1251 

ACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAGAACACTACGAGC 
CACAGCTTAAAACTCAAAGGACCTGGCGGTGCTTCATATCCCTCTAGAGG 
AGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTC 
AGCCTATATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAA 

GCGCAAGTACC 

>Sequence 1252 

ACCTATTATTATTTCAAATTTAAAAACTTCTTCTTTTTTAAGAGATAGGG 

TATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGATGATCC 

TCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTA 

CAAGTCCTGCTTCAGGGTTACCTTCCCTGACCA CTGCTG CC TCCCT CCCA 

GCATTTGCCAGGGACTGTCATTGCCTTAGTTTATTTTTTCTGTTTTGTTT 

TTTTTTT GTCGTTTTTG TTTT1 II 1 1 GAGAC AGCGTCTTAGTCTGTCGCC 

AAGGCTGGAGTGCAGTGGCGCAATCAAAGCTTGCTGCAGC 

>Sequence 1253 

GGTA CTTTTTTn 1111 11111111 11111111 1 A CTTTAGTAGAG ATGG 

GGTTTTACCATGTTGGCCAGGCTGGTCTTGAAACTCCTGACCTCAGGTGA 

TCCACACGCTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACC 

ACGCCCAGCCTAAATATTTCTTTATAGCAATGCAAGGATGGCCTAACACA 

CTGCCTAAATCAAAATTGCTATTCACTTCAAGG GTAT TCATTACCTGACT 

AGCTTTTTTGGGTGCATTTGAACATAATGTAAATTTTATGGCTGATCAAA 

TGTCATTACTATGAAGATACTCCCTATGAGCTCACAGAGTCAGGACAT 

>Sequence 1254 

ACAGTCrTTTATCTTGGGATAAAATGGCTAGATGAGTATGGACAGGGAGG 

CAGGGCAGATACAGTCCTTGCTTCTGGTTTTAGAGTTCTTCTGAACCACA 

ATCAACTTCrCCAAACACCCACCTTTGTCTTCTACCACAATAGGGGTCAG 

ATCTATTGCTGACTTTrcCTCCACCnTCTCTACATCAGCAGCACCTAGGG 

GAAGAAATGTTATTGAGACTATACCTAAAGGAAGAACATTCTCCTCTGTT 

GCACACTATTATCCAATTGGATAGACCCACATCTAAATGTCTGCAATTAC 

AGTAATGTCAGCTGGGCATGGTGGCTCATGCCTGTAATGCCAGCATCTTG 

GGA 

>Sequence 1255 ; 

GGTAC TTTTTTTTTTI 1 1 1 rTTTTTTTTTTCTTTTTAATTTTTTTTTTTT 
TTTAGAATAACAAAAAATTTTTTACTAAAACATAAAATTTGCAGAGGTTT 
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CCAGACAAGCCATACAAAAGGGGCACAAGCTTTTTTGGAGGGGGGAATCT 

ACACTTGACAGCAATGTTATTAGGGAGGGCTGGGATGTTTGGTTAATGTT 

CCCATTTAGGGTCCAACAATAAAGCCTGTTCATTTACAGTGTCCA AATG A 

AGTTTGACnTGGCTTGAGCATTTTCTGAAGACCTGGGTTGGGTGGTTTTA 

ACCCATGCAATTTGGATCCCCAAAAAAGGGGGAAAGGGGCCCCCCTGGTT 

CCTGGCG 

>Sequence 1256 

GGTACTGGl'l I I 1 1 1 1 1 1 1 1 I I I I I 1 1 1 I 1 1 1 1 I AGGTTTCC TTTTT A AT 

GAGCTCACCCTTTAACACAAAAAAAGCAGGGTTGATGTATTTTAAAAAAG 

GAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCT 

AGCAGTCTTTCTTCAGCTCACTTGGCTCTCTAGATCCACTG TGGT TGGCA 

GTATGACCAGAATGATGGAATTTGCTAGAACTGTGGAAGCTTTTACTCCT 

GCAGTAAGCACAGATCGCACTGCCTCAATAACTTGGTATTG AGCAC GTAT 

TTTGCAAAAGCTACTTTTCCTAGTTTTTAGTATTACTTTCATGTTTTAAA 

AATG 

>Sequence 1257 

GGTAC TI Til 1 111 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 1 GGGTTTCAAACCTCAGT 

TTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATCAAAGGATT 

AACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAA 

GAAATCAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCG 

GCAGCCACATAAGGCGCTGTTCACACCTGGCTGTGTCTGCCAAGTTAGTC 

CTCAAAGAGAAAACAAGGAGGAAAAAGACAAAAAAAAAAACAAACCACCA 

AACCCAGTGTGCTTAAAACACAGATCACCATCAGAGGTTTATTTCACAGC 

AAGG 

>Sequence 1258 

GGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTTATTGGGTTAGGT 

ATCITTTTTTTATTTTAGCACCTGATAGCTGTCTTCTACTGAGTAAAGAA 

TTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAAAAAA 

AAAAAAAAAAAAAGTT 

>Sequence 1259 

ACTTCAACAATTCCAAAAGTTTTTGACTGAAATAAGCAAACTCACTAATG 

ATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAACATACCTC 

TTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTG 

GAATGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCC 

TGGCTCTGGCCACATCCCTGTGGTGCTTTTCCATCCTGATCTACAG ATAT 

TCAGAACTGCACKXjAGTTCCTTTTAGTCCTGGCAATCTGAACCTGATTTT 

TGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCAGGAG 

>Sequence 1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCT 

GTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAACAAGATT 

GCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAA 

GGCTCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCT 

AAGGAAAATTGCTAAGTCAGTGTTACTCTCTAGTGATGTTGAGAACTAGA 

GGGATTTCCAGACCTTTTACTTTTGATGAAAGGTTGTGAACTGGTGGCTG 

TGGGTCAAATCCATCTCACAGATTTGTTTGGATCACACAGCA 

>Sequence 1261 

GGTACTTTTTTTTTl ITTTTTTTTTTTTTTCTT1 1 G CCTCCTCTGACTAT 

ATTTTCAAATAGTCTGTCTTCAAGGTCAGTAATTCTTrCTTCTGCATGAT 

CAACTCTGCTATTAAAGGACTCTGATGCATTCTTCAGTATGTGAACTGCT 

TTTTTCAGCTCCAGAATTTCTGCTTCATTCTTTTAAATTCAATCT 

AAATGTATCTGGTAAAATTCTGAATTCCTTCTCTTTGTTATCTTGAATTT 

CTCTGAGTTTCCTCACTATTTTGAATTCTGTCTGAAAGGTCACAATCTTG 

TTTCTTAAGGATTGGGCCCTGGTAACTTATTTAAATCATTTGGTGAGGTA 

ATG 

>Sequence 1262 

GGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGT 
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GAGAATGCAGTATACTTTTTGAAAACTTCGTGCAG GAAT CCCTCAAATGC 

TGTAACTAGGAATGGGTCAGTGAAGTTCAAACGACTTTTCCTTGAGGGAG 

TATTTTAATCGGACAAGGGAACTCTTTTTCTTTTGGGCAATGGCCAACAG 

GACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGAGTA 

ACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGAAATGTGCTGAAG 

ACAGAGCTATTCTGGA 

>Sequence 1263 

GGTACTCITI TTI TTTTTTTI TTTTTTTTI I AGGGGTTTTCTTTGTAGAG 

ACAGGGTCTCACTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTCAA 

GTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGT 

CACCATGACTGACCTATATTTAATTTTTTAAAGATTAGACTGGTGTTAGC 

TGTAAATAGTTTGAAATACCTCTCTGATAGGTGCTAGCTTATCGTTACTC 

TTAGTGCTTCTTGCATTTGCATAGTCAAAACTTGATACI I I I IGTGAACT 

TTGAAAGCATGC 

>Sequence 1264 

ACTTTGTGTTTAAGAGAAATTCCTAAACTGGATATATGTGGCAGGCTGAA 

AGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTGGCTCATG 

CCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGTTGCTTGAGGC 

CAGAAGTTTGAGACCAACTTGGGCAACATAGCAAGACCTCGTCTCTACAA 

AAGATCTAAAATTAAATATTAATATAAAATAAGGTTCCTTGGCCGGGACC 

ACGCTAAGGGCG 

>Sequence 1265 

ACCTTATTGTTAAAGTGAGTCAGATAAATCTTCAATTCCT GGCTA TTTGG 

GCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCT 

AGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAAT 

TATTTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCTGGATGAG 

ACTTCTTTGGGGAGCCTCTAAAAAAATTTTTCACTGGGGGCCACGTGGGT 

CATTAGAAGCCAGAGCTCTCCTCCAGGCTCCTTCCCAGTGCCTAAAGGGG 

CTATAGGAAACATAGATCCAGCCAGGGGCTT 

>Sequence 1266 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAACACTGATTTGAGAAGAAAAG 

TGTGATTTGCTTACCTGTGATTTTGAGACCTATATAGTGAAGGTTTGTTG 

CCACTTnTAGTTTCCTCAAACATGCAGAAGTAATGAGGTTTGACAGAGA 

CATGAGACTATAAGATGTCTGTCATTGCTGCCAACCATGGAAAAGATGTT 

AAGATGTCCAGCTGCCCATAAAATCATATTTTCAAAGTGTGAGACACGAA 

GAATATCTTTCTCTTATTTGGAAATATGCTGAAGATAGGAATAAAGAAAA 

GGATTACAGTAAAATGGAGACGAGAGATACAGTAAAGCAGAAATGTATAT 

GCC 

>Sequence 1267 

GGTA Cl ' l 11111111111 II 1 1 1 1 1 1 1 GGGTTCTGTAAACTTTTATTTTA 

CACTTATGGGCCACTGCCAACTCAGGTGCCTTGGCTTCTTGACTCATTTC 

TTACAAAGGTTACTTTGTTTGAAAAGATGGTATGTTAAGGTTAGATAATT 

TGGAAAATATTTCCTTGTCTAGGTAATACCCACAGTTTATCTTTACCCAG 

ATCCTATAAAATTAAAAATGGCAACGTTTGTACAGCCCTTT TCAGAAAA A 

TCTTATGGACC11 T1 U1 1 GG AATTTTT AATAAAAAATGGC AA 1 1 1 1 1 1 1 1 

TTTC A ATTATTG AAAAAG AAA ACC AAAAAGCC A Tl Till GGTAAAAA AAA 

TAGGACCATATTTGGTTCTTTAACAACCAAAAAATGGGGTTGTTGGAAAC 

CCCTATTTGGGCCTTTTATTATTTTATTAAGGGGCCATTATTATTG 

>Sequence 1268 — , , 

ACGCGGGGGGCTTTGCAGATGTGATTAAGCAAAGGACCCCAGATGGGGAG 

ATTATTTTGAATTACCTAGGTGGAGTCCACGTCATCACAAGGGTCAGAAT 

CCAAAGAGATGTGAGAATGAAAAGCACAAGTGAGAGCAGTGGGATAGCCA 

AATTTTAAGAGGGTTGTGAGCCAGAGAATATAGGCCGCCTCTAGAAGCTG 

CAGAAGGCCGGGGTGGACAGAGTCTCCCTGCGAACCTCCAGAAGCAGCAC 

AACCCTGCCCACTCACGGTAGACTCTCGATCTCCGGGCTGTAGAATAATA 

CATCTGTGCTATTTTAAGCCACTGTTTGTGATTGTCTGTTACAGAAGTTA 
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TAGAA 

>Sequence 1269 

GGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGAT 

TTAAAAAGCATTGTAAATTGTATACTGCAATGTCGTCTAACATGGCATTT 

GGAACAAGGACATAATGTTTAAACATTAAAAGTTGCAAA TTGTTAA CACT 

TAACCATATGGATTAGTGTA ATGGCATACGTTGACCCAAA 111 1 1 1 iGTC 

TTAAAGTTTAAAAATTACCATAAAAACTTATTTAACAGCTGTACTTAACT 

GGGAATTTAATGGTCCTAATTATAGACAAAAATA CTTTGGAA TA TCTTG G 

C ATTTTCC AC A AAC AATTTA ACTTGGGC AGTTGCC nTTTTTI AGCTTTT 

GGCTTTTTGGAGGTGGCCTTTTTGGATGTTGGTAATGGGCCTAATTTAAA 

TAAACGTTCCCGACTAGATTTTTTTGTCTTGTGGTTCTAACATA 

>Sequence 1270 

GGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAACGAAGTATCCTC 

TCCTGAAATTATTAGGCAGCACTTGGGTCAACCACTCCGCCGTGACCCAT 

ACCAAAGCCGTCGCCTTGGGCACCGAATAAACACAGACGACTATCCAGCG 

ACCAAGATCAGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTTG 

TTGCACAGGAGACTTCAGTGGAACAGGGCCTCCAATTCCCTCAACTGCAT 

TTTAAACCAGCTCACACCAAAGGGACGGGATTTAACCGGTAATTAGGTAA 

CAACTACAACCCATTAGTTACCTTGCCCCGGGGCGGTGCGCTTTAGGGGC 

CGATATTTCCAGCACCACTTGGTCGGGCCGGTTACTAA 

>Sequence 1271 

GGTACAATTTTTAGTCAAGGGATTGTTTGATACTCTTTAAGTTCACTGCC 

AGGCCTACCACTTATCTCTGTCGCAGGAGGAGAGTTCCTGTAATGAGAGG 

TTTTTAAGACGTCCTTTGTTCTGGGATGAATCATAGGGAATGACTGCCTT 

GGAGCTCAGGATATTAAACTGAGTGGTGTCAAATATTCCCAGGATCAAAT 

CGACAATGCCATTGTGTTCCTTGCCCGGGCTGGCCGCTCCGAAAGGGCCG 

AATTTCCAGCACACTTGGCGGCCCGTTACCTAGTGGATTC CCAAG CTTCT 

GGTTCCAAATCTTTGGCGTTAATTCCATGGTCAATAGCCTGTTTTCCTTG 

TGTGGAAAATTGTTTATCCCGCTCACC 

>Sequence 1272 

GGTACTCAATGTCACATTAACATAGGAAAGGTTA TATATA CACTATACAC 

TTCAGCCTTGAAATGTGGACCCAAAAAACATTCTATTTTTCAGTAATCCA 

TTGAATTCGGTGAGGGTCCCACACCCTCAAATCCTAATTTATCACAGCAC 

AAGCCCTTCCTTGGCTGCCAAGCGCTGGCGGAGAACTTTGTCTTGCTGCA 

GCTCTTCATGAATTGGATGCCAGAGTTTCGTGATGATCCTTTCAATGTTA 

ATAGCATAGACTTGCATGTGTAGGGATGACTTCCCTTTGCACCTGCTAAG 

GTTGATAAGAATCGGACCTGCACTTGGCGGCCGCTCTAAAGGGCTAATTC 

TAGAACACTGGCTGTT 

>Sequence 1273 

ACTTTTn 1111 rATTTTTTTTTCTl 1 1 IX TTTTTTTATTTTTn 111111 

1111 TTTI A A irrirnriA AAACAAACCCCCTAAATCAAAAAACCCCCC 

AAAAAAAAAAAAATAACCCTTTCCCAAAAACCCCCCCTTCCCAAAAACCC 

CCGGGAAAAAAAACCCCCAAAGCCAAAACCCAAAACC CCCGATTCCCCC T 

TTGCCCCCCCCCCCAAAACCCCXrCCCGCAAAA ACAAA ACU 1 11 1 1 11 1 1 

TCTAAAACCCCCGGCCCAAAAAAAAACCCCCCCTTTTAAAAACAAAAAAT 

TTACCCAAAACCCCCATAACCCCTTCCTCAAATCCCCAACAATTCAAAAA 

ACCCAAAC 

>Sequence 1274 

GGTACTACAAACAACAGAAATTTATTGTCT CTCAG TTCTGGAGGCTAGAA 
GTCCAGAATAAGGTATTAGTAGGTTTGGTTCTTTCTGAGGGCTGTGAAGC 

agaatctgttccatccctctcitcttgtcttcatctgttctatgtctgtc 
tttgttcaaatttcccctttatataaggatagcaatcatattggattagg 
cccagtcctaatgaccagatcttaacatttgcaaaggccctat ttctca c 
taaggtcgtatttacaggtataaaGggtgtagactttaacatctttttgg 

GGAAGACACAGTTCAATCCGTAACAGATGGTTAGTCCTTTCCTCTCCTAA 
AT 
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>Sequence 1275 

CCCCTAACCGTGGTCCCCGGCCGAGGTCCATTTAAAAGGGGTTGCTTAAT 

CCTTTAAAAAGGTTTTAAATATTTGATTTAAAAAGCCCTTGGAAAATTGG 

TTTCCTGGAATGGGCCTTTTACAAGGGC ATTTG ACCAGGGACATTAATGG 

TAAAAACAATATAAAGTTGGCAAATTTGTT TTACAC T TTAACA TTATTTA 

TAAGTGAAATGGGTCAAACGTTGACCCAAATTTTTTGTTTTTTAAAGGTT 

TAAAAAATATCCCAAAAAAACTTTTTTTACCCGGG GGTCAT AAACCTTGG 

GAATTTTTATTGTCCTTATATATGGACAAAAAAATCri l riG GTTACAC T 

GGTATTTTCCACCCAAATAATTTTTCTTTT TGCGGTG GGCCACTTTTTTG 

TGTTTTTTAGAATTTTATGAAGGATGTCTCTTTTT TTAG TGAGTGACCAT 

ATTTC C I ' 1 ' 1 ' 1 ' 1 ' 1 1 A AA AA AAAACCCTTTCCTCTTATTTTG ATTTATAATA 

TCTACTTGTTTGTTCATTATATATAACAAACC 

>Sequence 1276 

ACTATAAAAGGTTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCT 

GTTGTATTACCCTAAATTAGATTAAACCAACCTGAATTATAGTAGATTTC 

TCAATAGATGAGGAACTGAAAAATACTATGTAAAATATCTTCCAAAATGC 

TTTTTATAC I I 11 I I I ATTTGTAATTTGGTCTATCTAAAATGTTCGTTAG 

CTTAACTTAATGGGCGTTATTGGATTCATATGACTA ACGTTTC CTCAGTA 

TTGTAATGCTTGAAATATTTGAAAGAAAAAATGTTG TTTTTT AGTTGAAA 

CTGGTATATATAATTCAGTGCTTGGCAGGTTAGTATATnTTATGCATTT 

TT 

>Sequence 1277 

GGTACCAACACAATTGTTAATTTCCTCACAGGCTCAAGGCATTCTGGGAA 

GCTATACAGGGGACAGGAAGCATTTTGGGGAGCCTAAGGGGAGCCAGTTT 

GGAAGAGACAGCATTCTCCTGGCTAGGACAGGTGGTGGCGGTGGCCGGGT 

TTAAGGTTCTCCAAGGGACCCTTTGCAGATGCCGGGGCCCTGTTTATTCT 

GAGCACGTGAAGATGAGTCACATAGCTTGGTGGGAATGGCACGTGTGGAG 

CAAAGCCCTACACACACAATGGTGGTGTTTAACCAGCTTTATAGCGACTG 

TGTTTGAGGGGGACTGGTACATGTCACTAGGGGAACATGGTATAGGTGCA 

CCTGCTT 

>Sequence 1278 

GGTACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATAT 

CTAATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAA TGTAA CCT 

TAGTTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

TATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTT 

CTGCAGTTAATCTGTTCATTTTGTTTTGGTTGAAGTATATGAAGGAAATC 

TGTCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCT 

GTGCACATAATTGTGGATGATTTTCTTTGATACAACAACAAAACTTGGGG 

GATG 

>Sequence 1279 

ACAATGTGATTTATCAATTAAtTAAATTTGAATTCCATGGAATGAAATAT 

AAGTCAACAAGTATGACAGTTTCGCTTTGTTTATTATGGAAGAATCATTA 

ATAATTTGATAATTAAATGGTCCTGAATGGTTAGCCATGTTCTCCGCATT 

TAAATAAATAGTATAAACATAAATGAAAATATTAAAGTAATTTCAACGTG 

ATAGAGACCGCTTATTTTTAGTTCAGGTAGAGTTCCAACCTAATGGTAAT 

TAAGATTCCAGATCCGAAAGATGTCATGTGAATATTGCTCT GAAAA ACCA 

AAATTAAAGCTTTCTTAAAGATGCTGTGTAGGGCTGAGAGGTTTTTCACT 

TGTACCTCG 

>Sequence 1280 

GGTACTTTTTTTTTTTTTTTTTTTTI 1 1 1 1 G6AlV3GCAATTTAATAAG AT 

TTGAGCATAGATATTAAACTTAGCATGGACAGAGAAACTTATTTCTTGGG 

GGACTGGCATAGTGAAAGAACAGAATCAGTATGACCTGAGAGAGCAGAAA 

AACTTTACAACAGCTAATACTACTTGCTACATTGCTGTTGCTTTAAG ATT 

TGAGGGAGGAGGTACTAGAGCCTGCCTGAGATCCTTTTGA GGTC AGTTTT 

GAATTTAAGCCTTTTCri'l 11 11 11CITITATTAATTTGAA ATTTTAA AA 

TTATATTTTTGG GTGTTCT AATTATC ACTT AAA ATTTCTAA 111111 CTT 
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TTTTACTTTATACTTTTT 

>Sequence 1281 

ACCTCTGACITTCTAACAAATTACCATAAAGGAAGAATATTTTTCGTCTA 

CTATTGTTAGAACACCTTAGAACCATCA AAAAT ATAATTACA TGGC TAAT 

AGAAAAAAAAGAGCAGTTTTAAAATATGTTTTATGTAACCTATTTTCATT 

GTTTTTCATTTTGTTGTTGGCGAATAGTAGTTGTTCTAAGTAAATACAGG 

TCTCAATTTCACTATGAATAAAAAAAAAAAAAAGGAAAAAAAAAAAAAGT 

ACC 

>Sequence I2S2 

GGTACTCTTTCTTATTTTCTTAATCAATACAGCTAAAGGTTTGTCAATAT 

TGTTGATCTTTTTAAAGAACTAAAATTTTGTTTTGTTGATTTCCTTTATT 

TTTTTTI 1 CTGTTTTATTTATC ACCACTCTTATTTTTAGTATTTCCTTCC 

TTCTGGTAGCTTTGGGTTTAGTTTGTTCTTAAGTTCCTTAGGTGTAAAGT 

TACGCTGTTGAAATGAGATCTTCTTATTTAATGTATGC ATTTA TAGCTCT 

AAATTTTCTCTTAGCACTGTTTTCACTGCATGCTCTAAGTTTTGATAT 

>Sequence 1283 

GGTAC TTTTTTTTTT1 1 ITTn 111 11111 1 C TTTTTAATTAA AAACCGG 

GACTTGGTGGGTTGCCCAAGCTGGGCTTGAACTTCTGGGCTTAAACAATC 

ATACTGGTTTGGCCACCCAAAGCACTGGGATTACCGGGCTGAACCACCAC 

ACCCAGCTTTTAAAACCACAGTATTTTTAGGGCA ATAT TAC ACACCTGGC 

CCAAGGACTTACAGGGGGGGGAAAAGCTTGGACTTTTGGCTTTTTTTTTT 

TTTGGACCCAAGCACCCTGGAACTTCCATTTCCTTCCTTCAATTACGTTT 

AAAATC 

>Sequence 1284 

GGTACTCACAAATAACAAGACAAATTTGACCTGTTCAATAAATAGAAATG 

AAGTGGCTAAAAATGTTTAAATGGAAGTGGAAAACAGTCGTCTTCTTTGT 

ACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCT 

CCTTTTTCACTTAGTTCTACATGTATTCTATGCAGTG AGGTT TCAGATGC 

AGACAATCTTGACTGAAGCTGTTGACAATCTAGGTCTTTTTGATGAAGGG 

TTGCCTGAATATTCTTTTTACTCACAGATTCTTCATTATGTTTCTCCT 

>Sequence 1285 

CCCTTAGCTTGGTCGCGGCCGAGGTACTTTTTAATCTTATTATTAAACTA 

ACCCCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAA 

GAATTGCTCATATCTTCCCAAATTGTGTAGTATAAAAAGAATGCTGTCCT 

GGTTGTTTTTTGTAGAATATGGAAGTCCCTGCAGTAAGTAGGCAACATGC 

TACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTGGGACCTTTGTC 

GACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGACA 

CCTGCATCCACACCCACAGCTCAGGTTAGCTGCAAAAGTTACACATCTTC 

TCTAGGCCATACACCCACGTAGCATCTTTCTCTAATGGT 

> Sequence 1286 

ACACAGGATGTGATCAACAAAGTTCTATTTTACAGGAGTATGATCCTGTC 

GATACCTTGCCGTAGGTTATGTAACATGATTGGAGCGCAACCAGCTGTTC 

TCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCA 

GGAGCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAA 

TTTATTAAAGACAGGAACACAGTCAATCTGTAACTCATAGTAGCTCTACG 

TTTACTTGAATTCCACAATCCCTAACCCATCTGTCCCTGGCAGAAAGAAG 

GAAAGATGACATGCATGGACAGTGAACAGAAAGGGATGAAAGCCAGGATT 

CCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGTCACAACC 

TATTACTATGTCTAAAAACGACCAGAOCAGAGAGCCAGAAAGAATAAGCC 

TGAAGTCACCTCCACTCAAAAGCAGCCAAACTCCCTCAAAGGAGTAACTT 

TTAAAACCTGGATCTAAACCTGAAGGGGCTAAAAAGT GTCTG TTTCTGAG 

TTTTCTTTCCTTAAGCTCATG AAGCAG ATG AACCTAC A 11111 ATTGCC A 

TTTCATATCAAATGTGGGTGGTATAACCTTAGGATTTGAACAGACTTTTG 

AAGTGTGGACTAAATATTGTCCTTCGCCGCGACACGCTAAGGCGAATTCA 

ACAACTTGGCGCGGTACTGTGGACCGAGCTCGTACCA 

>Sequence 1287 
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GGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTGCTTTTATTTCCA 
GTTTCTTGGACCAGAACAATAAAATACATAAGACATCGTTTCTATATGGT 
CATATACTATATAGAATAAAGAATTGTTATGTA AATTATTA AAT GAGTA T 
ACAGACCTTTACATAAAAACTAAGGTACITI I'lTli lTlTnTnGTTTT 
fTTTTTTI 1 Fl I ' l l 1 n I l rri ' riTrrriN TTTTGTTGTTTTGATTTTGT 
GATTTTGTTTTTTGTGTTGATTGTGGAGTAGGAGAAATAGTGAAATTTGA 
AGGTAGAGG 
>Sequence 1288 

GGTACCTTGTGCAGACCGCCTACCTCATCCTGTGACTTAGAATGCCTAAC 

CTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCCTT 

GCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAATGG 

TCAGATTCTCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAG 

ACTGTTGAAGAAAAATAAACTCGAATGGCCTTGAGGAGCTATTATCAATA 

AAAACAGTATAACTTATAATTATCTGTTGTGTTACAATGAAGTATATCAT 

CACTGCT 

>Sequence 1289 

ACTAAGGTTGTTAGCCCTCTGCTGGAAGAGAGTGTATTAGTCCATTTTCA 

CACTGCTGATAAAGACATACCCGAGACTGGGTAATTGAGAAAAAGAGGTT 

TAATGGACTCATAGTTCCATGTGGCTGGGGAGGCCTCACAATCATGGTGG 

AAGGTGAAAGGCACATCTTACATGTTGGCAGGCAAGAGAGAAATGAGAGC 

CAAGCAAAAGGGGAAACCCCTTATGAAATCATCAGATCTCGTTAGACTTA 

TCCACTACCACAAGAACAGTGTGGGGGAAAGCACCTCCATGATTCAN 

>Sequence 1290 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAGGCTCTGCCTATCTCTGTG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAGAAATGGTCCTCACCTCATTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAGGACAAGAAATGGCTCTCATGGGATGTAGGTGGAAGGAGAGGCCTCT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGTTCTCTTGGGG 

TAAGGGAGCCACTGGGCAGGAGTAGGCAG 

>Sequence 1291 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATAAGCTCTGCCTA TCTCTG CG 

GCATGGATCCTACATCCACAACTACACATTATTTATTTATTTATTTTTTG 

CAAATCCCAATTCCCCAAATATGGTCCTCACCTCACTGACATATGCAGGA 

AGAGCCAAGGGGGAAACAGCAACTTGGAAATGACTATGACAGACTAACAC 

AAAAGACAAGAAATGGCTCTCATGGAATGTAGGTGGAAGGAGAGGCCCTT 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGATCTCTTGGGG 

TAAGGGAGCCACTGGTCAAGAATAGGCAGC 

>Sequence 1292 

GGTACAirriirriccTcrrrririirrnrrri i iiaattctgagattt 

CCCCAAGCTGTGGATTCTTCCTACTCCTTAAGAAAAAAACTTTG GGTT TA 
TTTAGCATCTACACTTTTGTCAGTTGT^ 

TTATACTCTTAAAAGATGTAATTGTTGTCATTTTGAACAGTTAAACATCT 
TTGGGTATAAAAAGAACCCCAATGGTTATGTTATGCTTTGTAAATTTTGT 
TTTTTTGGTTTTACCTAAATAAACTTTCAGCTAATCATATAAGGAAAGAG 
ACTGTCTTTTTT 

>Sequence 1293 

GGTACTACCTGTTTAAGGACATACCAGAAAAAAAGTATTGATTTTTATCC 

TATGCTAAACAGTGCTGTGATAACTTTTGTATCACnTGGAGAATGCTCCT 

GAAATTATGCAACACTACTAGATAACCCCTGGATCAAAGAGGAAATCAAA 

AGGGAAATTTCACACTGTATTGTAAAGAGAGGAGACTTTTATGCCAAAAT 

ACAGTAAGTCTTTTAGTCAGATAAAATTAATAATCTTAAATTCCATTCAT 

GTTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTA 

GAAAACGAATAAGTAAAAGAATCTGAAAAGGAGAAATAAAAA 

>Sequence 1294 

GGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTCTGGTTTTGTGTG 
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CTTCACTGTCTTCTTGGCATGAGCTATGTTTTAATTTGGAAAGAGTAGGG 

CCGCTTCAGAGCCTCCTACAAAAGTGCTAGGGCCAAAGACTTTCTTAGCT 

TGAACATTTGTATCTGACTAAAATTGACTTGGGCAGCGCTTTCTGGAAAA 

TGACTTTGTTITTGGCCTTTTTCTGGTGGGTGGCCCTTATGAGTCGTTCT 

TCGGTTTTTTCTTTCAACAATTTGCCCCCCTTGAAAAATGAATCCACCAT 

GGTGTGCAACCTGTCTTTTTTTTTTGGACTAGGCCCCAATATCACCTGAT 

CAATGGTAA 1 1 1 'I ' 1 ' 1 1 CCTCTTCTTTGGGGGGCCTTCTTTCAATG A AA AC 

CCAAATTCCTTTGGCCACCTCCAACAATTTTCTTTGGGCCCGGCCCTTTT 

CCTTGG 

>Sequence 1295 

ACGCGGGCTCTCTCCATGGGTCTGTGTTCCAGAAAGCTATGACTCTTTAA 

TGCATCTCTTAGTTTTTTCCTTATTTCCTTTATTCTTAGTATCACAGTCC 

ATGATATCCACTGTCCTTGGGGCGCCCAATTCATTGTGCAAAAGCATTTA 

AATCAAAATACCCTATTTGTTATTTTTTTAAAAAGTAAAGTGGGGATGAC 

AAGTCAAGTGGAAATTTATCCCAAAAGAGTGGGGATTACTGTGACTATCT 

GAGGAGTTATACTTGATTTTTTTGTCTGATTTTAATGGACTGTAGGATCT 

>Sequence 1296 

ACAATGCACATGCCGAAAGACCTTAATTTTGGATGTGATGAAATGTTTTC 

TATGCCTGGAATAAATGCCTTTCTTTGGGATGTAACTTGCTTAAATAGTA 

TTTGCTCCTCATCTCTGTGAGTTACTTrAATTTTGTTTCTCTGAAGTAAG 

CTATGATATTCTGGCTTTACTAGTGGTGACTCATCTATCTGGGTAAGAAT 

AGACTACATACTCATTTTGGATGTATTTTGATTTTAAGTTTGTAAACTGG 

TCCACTATTTTAAAATATTGTAGAGTGCTGATTACTTCCATTTGGGCCAG 

TGTAGCACCCTGTGTTTATCAGGTAGGTAGATTGGATANTTGGAATTGGA 

ATATTAAAATCTATAATAAACCAATGGTTTTACAAATGCCTTTATAAATC 

TAACATTGCGCTTCATCTAGATAGAAACTTTCTGAAAGTGCTCCTGTCTC 

TACTTGGTGTATAAAAGGGATGACATTTCTTACAGACCAANTATATTGTT 

CGTTACTAGGATATTATCTGTGATCATCGTCCTCGTTCGTCAACAAGGAA 

AAGAATTCCATTGTTTAATGAAGAACTATGTGGATTAGAAGAGNATAAAG 

ACAACCGTCACAGGGGTCGCATTAGTAAATTGAAATGAGACATGGAGCAT 

ATTTAAAATGTCAGAAGATGTGTGAAATGTAAATCCATGACTACTCGGTG 

GTCGACTTCCGTCGTTGTAATATCCCACATACTGTAGTGGACAAGTTTAT 

CATAGCAGAACAGTGACGGAAATAGTCTTCGAGTCTCAGTGAGTAGCTAA 

ATATCGCACCCTTGTCATCGAACATGGAGAACTCATGATCAACTAGGATG 

AAATATTATCGTTGGTCATTGAAGGGACACTACATATTGAGATGCATGAT 

ACG 

>Sequence 1297 

GGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGAT 

TTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGG 

ACAGGACATAATGTAAAACATAAAAGTGCATTTGTTACACTTACATATTG 

ATAGTGAATGGCTACCTGACCAATTTTTGTCTCAAGT TAATT TCCTAAAA 

CTATTTCAGTGTCTACTGGATTTATGCCATA TTACACAT TTTGATATTAT 

ATACCTAAATATTACTGGCATATTTTTTGCTTTTTTTTTGTTGGCTTCAT 

ATAGTTTACATTT 

> Sequence 1298 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGCTTCCTACTTCCACCAACCCC 

TCTTGCAGAGACTGCTCCATTCCAGTAAAAGGTGAAGGTTCAACTGGAGA 

CCTCCAAAGTTGGCTGGGCCTACGGTTTGGGGTAGGCAATTGCTGGATGA 

GCACAGAGAGGGAAAGATTTCATGCCATGGTGATAATAAA AAGG CCCACC 

TGGGGTATGATATTGGGGACTAACGCTTGTTATTCCCAACGCTTTGGGAG 

GGCCAAGGTGGGGGGATCACGAGGTTTAGTTTTTCTAAACCAGTTTAGGT 

CAACAATTGTGTAACCCTGTATATTTCTTATGTTGCTAAAAAAAAAATAA 

T 

>Sequence 1299 

GGTACTAAACGTGATGAAAAATATGCCAGACCTGGCCGGGCCTGGTGGCT 
CAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTGGATCACGA 
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GATCAGGAGATTGAGACCATCCCGGCTAACACAGTGAAACCCTGTCTCTA 

CTAAAAATACAGAAGAAAAAAGAAAAAAAAAAAAAAAAGGTTCTTTGTTT 

ACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAA 

AAATGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGACCAAT 

TTTTG 

>Sequence 1300 

ACATACAAAAAAATCATTAACTCATATATTTCAAGAGTAGGAAATGGGAA 

CTGGTGTTAAAACTCTTATAACATATGTCACTGTCTTAAGGGACAGTGTT 

TAAAAACGCATACCTGGCCGGGCGCGGTGGCTCATGCCTGTAATCCCATC 

ACTTTTGGGAGTGCCGAGGCTCGGCTGATCACAAGGGTCAGGAGAATCGA 

GACCATCTCTGGTTTACACAGATGAAACCTGAGTCTCTACTAGAAATTAC 

AGAAAATAATAAAAAATAAAATGTCTATTGGACTGAAAACAACACTAAGG 

TGCGATTTCCAGTTCACTGGGCGGTACTTTTTT 

>Sequence 1301 

ACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAAGATATAGATTTA 

AAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGGACA 

GGACATAATGTAAAACATAAAAGTGCAATTGTTTACACTTACATATGATT 

GTGAATGGCAACGTGACCCATTTTTGTCTGAAGTTAAAATACCAAAAACT 

ATTTCAGTGGTCTCTGGATTTATGTCTATATT GAAAATCTT GGTTACTGT 

ATTCCAAACrTTTCTTGGCATAGCATATTTGATTTTGTTTTGTTGTGCTT 

TTGAGAATATGGACTATT 

>Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAA 

GTCGTCGGAGATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGCCGCACA 

GACAGACAGGCATGTCGTTGCAGCAGTCCGTGAGACCTGTGTGCCAGTCA 

CTGAGCTGGGTCTGGTAGCAGCTGGTGGTGGCGCACTGGGGCTGACTGGT 

CACAGGGTAGGACATAGCTTTGCCTTTCACGTTGTCGTGCATCTCAAACT 

GCATCTTGCTGGCCCTGAGGAGGTGGCGTTGGGGACGGCAGAAGTGGCTG 

TGGCAACAGTGGCAGAGTCTGTCCAAGGGACGCTGGATACTGCAGGATCG 

CGATGGCAGTGA - 

>Sequence 1303 

GGTACTCAAAAAACAAAACAATGGAGTATGTCCTGTTGGTAGAAAAATTT 

GAGCAACAAAATAAATAAAGTAGTATAGGATTATGACCCCAAGTATAAAA 

TAACCATCTATGAGTCCATACATATATAAATAAATGATTGAATAAATATA 

TAAACGGAGAAGAAAAAAAGACTATCCATAGCAGAAGAATTCCAAATAAT 

TTTATAGACAGCTCCCCTTTAAGAAAACAGACCTACTGAGTGTGGTCTAC 

AATTAATGCTCGCGT 

>Sequence 1304 

GTGCGAAATCGTAATGCGTTAACATCTGGGGCGCCTAATGCGTAGACGTA 

CCTTCATGAGTTACGCCTGGCGTGGCCTTACGAGTTACCTAATTCAAATT 

TATTTGCGCTCGCCTTCATTTGATCAATTTTCCATACGCGAAACCTGTAG 

CGCCATCTTTATTTAAGAAATCTTCCAATCCCCCGGGAAAAGCCGTTAGC 

TTATTTGGGCATTTATCCCGATACCTCGGTTATCTTTACTCCCTAACACT 

CTGCCTTTCCGGTTTCGTCAAGCAGTATTAGTTTACTTCAGA GCGCG TAT 

TTCGGTTTACCCTCGAAATCAGGGAATTCCACCGCAAAAAACTTTTATCC 

AATAGGCCTCCAAAGGCCCTAAAACCCTAAAAGGCCTGTTTATATGTCTC 

TTTC 

>Sequence 1305 ."" 

. . ACACTGAAAACTGGACATTATAACATTAATTTTATTAGCTCTCTGGGAGT 

gagctacatgatgttgtgcactgaaAttacccaaatgttctcgccttctc 

tttcctggatgagcttcagaaggagttcattactacttataacatgatga 

agacaaatactgctgtcagaccatactgtttcattgaatttgataacttc 

attcagaggaccaagcagcgatataataatcccaggtctctttcaacaaa 

gataaatctttctgacatgcagacggaaatcaagctgaggcctccttatc 

aaatttccatgtgcgaactggggtcagccaatggagtcacatcagcattt 

tctgttgactgtaaaggtgctggtaagatttcttctgctcaccagcgact 
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GGAACCAGCAACTCTGTCAGGGATTGTAGGATTTATCCTTAGTCTTTTAT 

GTGGAGCTCTGAATTTAATTCGAGGCTTTCATGCTAT AGAAA GGCTCCTG 

CAAAATGATGGGGAAGATTTTAAATACATCAT TGGCA TTTTTCTTGGAAC 

CACAGCCTGCCTTTACCAAGTAAGTTTTCTTTCCTTTTA^ 

CCATTA7TGTTTACTTTAAGGATCAAGTCTAACAATTGGGCATTTTAAAT 

AAATTTTAAAACTCCAAAAAAAAAAAAAAAAGGGACCTGGGCGGAACCCG 

CTTAAGGGAATTC 

>Sequence 1306 

GGTACACCAGTGGAGGACACGAATTCTATACCTGTAGGACAGTGCATGGA 

GAAAAACCTAATGCCGGCTGTCCCTCAAAAGCCTGGGGCCAGTGCCTGGG 

CTGTCACCTCATCCATGCTATCAGTCTACTTTCCCTCTTAGCCACAGAAA 

GCCCTGAAGAAAGTGGCATAAAAATGACCTGGCTGGGCACAGTGGCTCAT 

GCCCATTATCCCGGCACTTTGGGAGGCCGAGGTGGGCAGATCACCTGAGG 

TCAGGAGTTCAAGACCAGTCTGGCCAACATGATGAAACCCGGTCTCTACT 

AAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGCCTGTAACCCCAGC 

TACTCANGAAAGTGAGGCANGAAAATCTCTTGAACCCAGGAGACGGAAGT 

TGCAGTGAGCTGAGATCGCATCATTGGACTCCAGCCTCAGCGAGAACAGC 

GTTGAATTTCCCTTTGTTTGAACTGGCTTTTC ATGGT CCTTAACCATTCT 

CTCTTC A A ATGGTTCTATGG ATA ITTTn 1 1 CCTTTTG AGGTTGG ACCTT 

TTAATCTACTTGGTTTTCCCTGGTTGGTGCAAAGTGTACCCTGGCCGGGG 

CGCCCGGTTTAAAGGGCGAAATTCCAACACACTGGGCGGCCGGTTCTAAG 

GGATCCCACCTTGGTTCCCAACTTGGCGGTATAAAGGGCATACCGTGTCC 

TGGGTGAAAATGTTTCCCCTCACCATTACCG 

>Sequence 1307 

GGTACCCTTGTTACAAATATACCATCATCATCAGGTCTGAATGGG TTTCC 

TCTACCCCCGACACCACCTGATATGCTAAATCCAAGTTCTGGATCCTTTT 

CAACCCTCACTCGAATCTCTTGTTTTGCCAGTTCATGGCCTTGTCTAGGA 

GAACAATGGGGCTGTGTATATGGAGACTGGTGGGCCACTTTCAGCATCAA 

GTAATCAATTAGTTGTTCTCTAGAGGGATGCCTTGCCACAGATGCCTGAG 

GGGGGTGATGTATTTGACTATAATTTGCCTGAGGCCTGAGAGGCTGGCCC 

ATCTGTCCATTACTCAAAGGCATCTAAGAAAAACATGAAGTATCTTAAAA 

TGACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAGCA 

TTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATACCAT 

GCCACTTACTATTTTTCTATAATTTTAAAACTTAAA^ 

AATGTCTTAATTCTAAGTTTCCTGAGTGCTTGTTGTTAGACTCACTTTTT 

TAAGCTTTTCAATGGAAGTACCTGCCCGGGCCGGCCGTTCAAAAGGGCG 

>Sequence 1308 

TTTATTCGCCCTTATCGTGGTCGCGGCCG AGGTACTTTGGGG'l TTTTTT1 

111111111 1 GGGTCACAGGAGTCCTGACTGGGAAAACCCTGAGCTACAA 

AAGCAAGATTTTACTGAAATTAATTATTTCACAGACAGACTGGAGATCAC 

AGGTCACTGAAAAGTCATTTCACTGAACAGAGCTAAGGATCTAGGATAAA 

TTGTAATAACAGCAAAGTGAAATTTTTTTAAAGAAGAGCAAAACTCAAAG 

TCAAAACATCACATACTCTTATGCCTTTGGAAAAGAAATAATAAAAATAG 

AAATTTGCCTCCATCAAAATTATAATACTATTTCTGAATTCAGGGAAAAG 

ACAGTGTTATTAAAGGAATTAATTAAATATATCAAATTTCTACTCTATTA 

TAAACATACCAAGAAAATGAAACAAAAAATTAATTAAACAAATTATTTGG 

GCTCACCGAAAAAGAAAATCCCTTCA GGTG TC ACACAC ACACGC ACCCA C 

ACCACGGCAAACAAAAAACTTACCCATTTTATCTTTTTCCCAATTATTTT 

GGGTGGTTTTGGGCTTGGTTTAACTACATAAACCGGGAGGGAATGCCAAT 

TTACAGGGGGGATCAAAAATTGGCCCCCACCATGCGGGTGGGG TGGCCC C 

111411U " ll CCAAGGGATAAAGATTACAGGTGGTGGACCnTTTGGTTTTT 

ATTATAGAAAAGAGGGCCCTTTTGGGCCATTGGGGAAGGGCAAAAAAAAT 

TGGGGGGGTGGGCTGCTTT 

>Sequence 1309 

ACTTTTTTTTTI 1111111111111 IC TTT CTlTn 11 1 1 11111 1 1111 
TTTTTTTTI 11111 111111 1 A AAAAACCCAAACCCCTTTTTTNTTTTAA 
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ACCCAAGGGGTTAAGTCTTATTAATtCAACCCCC TTTTA AAAAACTGGAT 

TTAAAAAGGTTATTAAAAAAAAAATTGGACCCCGTTTTGAAAAAA AAAAA 

AAA AAAACCGGTTGGG AAATTGCTTATTG AAACG AACCTGGGC AA 1 1 111 

TAATAAAACCCTGGCCAAAGGGGAGAAGGAATTTTTAATTTAATTTTTCA 

AAAAACCCAAGACCTTGGGCGGGAACAACCTTAGGGGGAAATTCAACAAA 

ATGGGGGGCGGTAATTAGGGAATCCAACTTGGGACCAAAGTTGGGGGAAA 

TAAGGGAAAAAGGGGTTCCTGGGGGAAAATGTTATTCGCTTAAAAATTCA 

CAAAAAAAAAGAGCCGGAAACAAAAAAGGGTAAACCCGGGGGGGCCAATG 

GGGGAGCCTACCTCCATTTATTTGGGTGGGCTCTATGGCCCCTTTTCAAG 

GGGGAAAAACTTGTGGGGCCACTTG TTTTAT A AAAT CGGCCAACCCCCGG 

GAAAAAGGGGTTTTGCTTTTTGGGCCTTTTTCCITTTCTTGATAAAAAAT 

TGTTGGCCTGGAAGTTGGGTTGGGGGAAAGGTTTAATTTTACTAAAGGGG 

GAAACCGGTTTTCCAAAAATTGGGGAAAACCCGGAAAAAATTGTTAAA 

>Sequence 1310 

CCCTTTCCAGCGGCCNCCCCGGCAGGTACATACCCTTGTAGGATAATTCA 

TCTCTAATTGAGAGGGGAGCTGACCTTCTGCTTCCTTTTAATCCCAGATA 

CCGATTGCCTAAGGGATCGTTTGACTCAGACTAGTGAGAGGTGTGCAGAT 

GACATCCTTACACTCTGGTATCATGCTATATGGTTGTTGCATCCAGTTGT 

ATAGGGATGGCTGAGCATATGCATAAATTAGCGTCACTGTATGACAACTA 

TCTATATAATGGTTTAATTATACTTGGACGTCGACCCTGCATATACACTA 

TATATTTCTTGGAGCTATCTTAACTGCGAAGAAATTGTAAAATTTGAGAC 

GTCTCTCATGAAACATATTGAGATATGTCGATAATGGAACATGTATTGTT 

TCCTCGTTGTTGGTATAAAATATGCACACTGAGCTCAAGCGCATGTAACA 

CTAAATATGCAATTGGTAAGTTATGAATCTCTGTTGTCCATATATAATAT 

ATACATGAGTGGAGTGTACAAGTGGGTTCTCTCTCTGTGTGACACCTAGC 

ACACTTATATGCACGTGGATATATATACGTACATATATATGTCAACAGAT 

GCGCATATAAGACATATATACCTAGGTGATANGTCTATGCATAGAGTTTG 

AGAGAGTCACAGTACATCACTTGTGACATATGCAGTACGAGTGTATACAC 

ATATATATGGTTGCACATGATGAGATCTAAGACTATATGGTACTTTACAT 

ATGTACGTGCGCGATAAGTCGACACTCATGNTGGTGATTATGTAGTGTGT 

TATATGTCTACTTACACATATGTGACTAGATGTATACACTGACTGTAAGC 

TCCTCAATACATGTGAGTAGTGTACACTCTATCGTGTGCGTAGTACACTA 

CGCTCCTATATGTGGTCTGTTATGTATCTTCTGTCATACATATAGGTCGC 

GGTGCGCGTTATATCTTACGTGTGTGATATACCGNAGCACTCGTGAGATA 

CGCAATGGCATTGGTGTCGTGACATATCATTTGTGACTTATGTAAAGNTA 

GATATTACGTGTGGTGTGATAAAACANTCGATATGTCTCAATGTGTCTAG 

TCACTATTGATACGACACACGACATGTCTGGTGCGCGATGATAAATGACA 

TATTATGTTCTATATAANACATCTCGTAGCACTACGTCATGATTGACATG 

CGAGT 

>Sequence 131 1 

ACAAACTAAAATTATGGGAGAAGAAACTATGAGTGAAACGATGAGAAAAA 

CCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAGAGCACTGGAGG 

GAAGGGCCACAAAACTCTTCACCCCAAGGTCTAGAATCATTCTAGAATCA 

TCCTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTGCTC 

TTGGAATTATATGAAATTACGAATTTCTGTGTGTTGTCAGCTGTAATAGA 

ATACCCTGG AATTTTATTTAC I'M ' 1 AATTTTGTTTATTTATTTATACTTA 

TGTG<XATCTTCTCATGAAAAAGAGGCAGTATGTTAAAAGTTTGAGTTCA 

GATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAGTGTGAT 

ATATGAGAATTTCCAGAGCAG<KITATTCGTAACTTGTAAGTATTTAGTCC 

AAGTTCCCTCTCCCAACACATTTTACACTAGAATAAGATTGAAAGGCCAG 

ATGTGGTGGCTCACGCCTGAAATCACTTTGGGAGGCCAAGGCAAGTGGAT 

GGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCTACATGGCGGAACCNC 

ATCTCTACAAAAAAATACAATAAAAGGTAACTGGGCATGGTGGTGTGTGC 

CTGTATTCCCAACTACTTGGGAGGCTAAAGTGGGAGGATCACTTGGACCA 

AGCCAGGTCAGGCTGCATGGAACCATGCTTGTACCTCGGCCGGACACGCT 

AAGGCGAA 



Page 238 
(of 261 pages in Table 2) 



WO 01/42467 



460 

Table 2 



PCT/US00/33312 



>Sequence 1312 

ACAGTAAGCCAAGATTGTGCCACTGCACTCCAGCCTGGTGACAGAGCGAG 

ACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAG 

GATCAAGACAAGAAGAAGACAGACAATCACTTTGGAATTCTGAGACTACC 

TCCAAGAATCATCCACGGAAGGATGTCAGCCATTTAACCAGGGCTACGGA 

TCAAAAAGGAAAAAATACAGTCAGTGGACAAGTAGAAGAGTCTCCTGAAA 

AATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACATAACTAAA 

AAAGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATAT 

>Sequence 1313 

GGTACTTTTTTTTTTTTTTTTI 1 1 1 1 ITGGTNATTTTTTTTTTTTTTTTT 

TTTTTTTTTTTT1 11111 1 1 1 1 1 1 1 1 riAAAAAAAAAGGGCAATTTTAAA 

AAAAAAATGTAAATTTGCCCGGGTAACCCCCAAGGGAAAG TCCCT GACCC 

CCCCCAAAAAACCAAGGCTTTCCCTTTCCCCAAATTTACCCGTTTTCCAA 

AAACCAAAGTTTTAAAACCTTTGAATTTTAAACCCCCCTTCTAACCGGAA 

AAATTTTTTCAAATCCCCTTACCCCAATTTAATATAACCCAAAATTATTT 

TTTCTAAAATAAAAATTACCCCCCCCAATTTAAGTTTTTTTAG CCCAAA A 

TTGAACCAAATTAACCCCCGGGTTCTAAAACCCCAATATCCTGII TTTGT 

ACCCATCCAATCAAGGTCCCTGCCCGGGCGGCCCTTCTAAAGGGCCAATT 

CCCCCCCCCTGGCCGCCCTTCCTTGTGGATCCCACCT TTGGC CCAACCTT 

GGCATAAACAAGGCCATAACCTTTTCCTTGGGAAAATTTTTATCCCCCCA 

CATTTCCCCCCACTTACTGCCCCGAACCATAAAATGTAAACCCCGGGGGC 

CCCCAATAAGGGGCCCCCCCCCCATTTATTGGCGTGGCCCCTCCTCCCCC 

TTTTCCACAGGGGAAACCTTTCGTCCCCACTTTTATTAATAATACCCCCC 

CACACCCCGGAAAGAGCCGGTTACGGTTATTGGCCCCCTTTTCCGTCTTC 

CTCCTACAAGACT 

>Sequence 13 14 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTTCTTAGAAACCTAGACTCCAC 

AGAACACTGTTTGACAACCACTGCAGTAGAACATAATATATCAAGATTCT 

ATGAGTGGGTTTCTTTCTTCATTTTTACATGTTGTAGAATAACATGCATA 

ATCAAAGCTAATAATACTGTGTTTTCTTTACTCTTTTATTTGCCTCTAAA 

GACATCCACACATAGTGGTGAACTGATTTTTAATGCGTTTTAAATAACAA 

GCATTGAAAAATATTAATAATTGTAGTTACTAAAAGTATTTCTCTTTGCG 

ATTCTCTTATCTGTGTTTCCAGACCGGTTGGAGGGTGACAGATCAGAATG 

CTCTGGTCAAGAGAATGAATATGAGGATGAGGAATAATAAACT CTCTTT G 

GG AAGCACTTAAATGTTCTG AAATTTGTATAAG AC A TTTATT AT A I'l'I'l'l 

TTCTTTACAGAGCTTTAGTGCAATTTTAAGGTTATGGTTTTTGGAGTTTT 

TCCCTTTTI 1 1 1G GGATAACCTAACATTGGTTTGGAATG ATTG TGTGCAT 

GAATTTGGGAGATTGTATTAAACAAAACTATCAGAATGTTTTAAGACTTT 

TTGCCGTGTATGAAGAGTGCTAGAAAATGCAAAGTGCCATATTTTCCCTA 

ACCTTCAAATGTGGAACCTTGATTCAATGGTGAAAATAATTTCATCATAG 

TGAAATGTTGGTTCAAAATAATTCTACACTTGCATTTGGAATGTTGTTGC 

TTTTATATAAAGAGACTGGTTGT 

>Sequence 1315 

CCCTTTGCGGCCGCCCGGGCAGGTACATTTGGTGGAGTTTGAGACCAGCC 

TGGGCAACACAGTGAGACCCTGTCTCTAAAAGCATTAAAGCATTAATCCT 

CGCATTTCGATAGGGCTATGTAGCTTTTAAGTAAGCAATGTTAGAATGAG 

TTGTAGAGTTTTATTTTTGTGAATATAGTGAGTGACAGATGGCAATTACA 

TGAGGATATTTGAACGAAGGTACC 

>Sequence 1316 

CK3TACCAAAGACACTTATTATTCTAACATGCATCAAGTAAAGTAAAACAA 

GGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGTAAG 

GTAGTGGACAGC 

>Sequence 1317 

ACTThWATGTCTTTTTTTTTTI 11111 ITirTTTTTTGTTtTTT n 1 nT 
TTTTTTACCCTGAGTCAGAAAATTTTTTTAATAGTTACAAAATTTTTTTT 
II 1 1 1 11 1 1 1 11 1 ACAGAATCAGTTTAAAATAGCGGGGGATTTCTCCATA 
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ATTATCAAAATTTTTTTTTCTTGGGGTTTTGGCTAAGGGGGGCTGAAATC 
AACAAAAGGCCTTGGACTGTTGGCTCAAAAATTATTCTAAAAAGCCCCCC 
CTGTTGATATTTGGCATGCTTAGCCCTTATGAAATGACCCCTTCCTTAAA 
AAAAAAAAAAAAAAGTTCCTTGGGCGGGACCACCCTTGGGGCGAAT 

>Sequence 1318 

CCCTTAGCGGCCGCCCGGGCAGGTACTACTTTTGTTTTTTTTTTTTTTTG 

GATCAATAAGTTTATTTATGTTGCATCACACAATAGTTACACAAGCATTA 

AAAACACATGCACACGTGTTTATTATACCATACATACAAACACACATACA 

ACTTAATATTTACAAGCACATACAAGCACATACAAACATA TAAACA ACAA 

ACAACACTA ATTTAAC ATAC ATAC AATACTTACAGCTTA CG 111 1 11 GCG 

TTTAGCAGTTGTAGAGGTAGATGAGGCGGTGGGTGTAGCTTTTCGTTTTC 

CTAATGTAAATTTTGGTTTGGCCATTAATCCTGCTTGTAGTAAAAATTTG 

CGTCCTAAAGGAAACTGATCTAGGTCTGCAGAAAACTTTTCCTTTAAATA 

TACTGCCCAAAAAGAGTATTTTTTAAGGGGATCTTCTTTAGGTGCTGGAA 

GTGTATTGTTTTGACAAGACATTGCCTGGGATGTTACAAAACCTTAAGTA 

TCTTTTAAGGGGCCTCCTGGGGGAGGTTGTAAACCAAAATTTCAGACTTC 

CAAAATAGTGGAATGCATAAAATGTTTTTTATTTTAT AACGTT TTCAGTT 

AATGTTATTTTCAAAATTGTAAAAAAAACTGTAAAAA 1 1 1 I I CATTCTAT 

GGTGGAGGTACTTGGGCCGCAACCCTCTTAAGGCTAATTTAGCAAACTTG 

AGGCCTTTCTAAATTGTTCGAATTAGGTCTCTAATCTTGTTATAAATTAT 

ATATATCTGAATG 

>Sequence 1319 

GGTACATGAAAACATCAGTGTGACAGTTAATATTAAATGTCAACTTGATT 

GGATTGAAGGCTGTAAAGTCTTGTTTCTGGGTGTGTCAGTGAGGGCGTTG 

CTAGAGAAGACTAACATTTGAGTCAGTGGACTGGGAGAGGAAGACCCACC 

CTCAATATGGGTGGGCACCATCCACTCAGCTGCCAGCGAGGCTGGAACAA 

AACAGGAGGAAAAAGGTGGGATAGGTGACTTGCTGAGTCTTCCAGCTTTC 

ATCTTTCTCCCCTGCTGGATGCCTCCTGCCCTTGACATCAGACGCCAGGT 

TCTTTGGCCTTTGGACTCTCAGACTTACACCAGCGGTTTGCCGAGGGCTC 

TTGGGCCTTTGGCCACAGACTGAATGCTCTACAGTGTTGGCTTCCCTACT 

TTTGAGGCCTTTGGACTCGGACTGGGCCACTACTAGCTTCCTTCCTCCTC 

AGCTTGCACGTGGCCTATAATGGGCCTTCACCTTGTGAACATGTGAGCCA 

ATTCTACTTAACAAACGCCCCTTTATACATACATATATCCTATTA GTTC T 

GTCCCTCTGGAGAACCCTATACACTCGATAAAATGTCAATAAAATTTTAA 

ATAT 

>Sequence 1320 

GGTAC i 11 1 1 1 111 1 11 1 rmTTTTI 1 n TCTTTTTT l 1 U 1 1 1 1 1 1 I T 

TTTTTTTI ITTTTTTTITTTTTTTTTTTI 1 1 1 1 1 1 1 1 1AA11 1 1 1 1 1 1 1A 

ATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAA 

AATAAAAAATACACCCATACCCAATTATTTCAACTAAACCAAAAAAATAT 

TTTNAAAAAAAAAAAAAAAAAATAAAACTTAAAAATAAAAAAAAAAAAAA 

AAAAAAAAAAAAACTAATTTAAAAATAAAAAAAAAACATTTAATCCTTTA 

TAAAAATAAAAAAAATTAAAAAAAATAAAAAAAAAAAAAACAAAAATAAC 

ATTTTCAAAATCTTCATATCCATATA ACCCTA ACCAAAATAAAAAAAAAA 

AATTAAAATTAC AAAAATATTNC 1 1 C 1 1 1 1 1 AA AAAAA AAAC AAACCCCA 

AAAAAATCAAAAAAATATACAAAAAAAAATAATTTTTAAACAAAAATCAC 

AATCCAAAAAATAAAAAAAAAAACAAAAATAAAATAAAAAATAAAATCAA 

TACTCATAAAT 

>S^iwance 1321 

ggta cii 1 1 1 1 1 1 1 1 n 1 1 1 rn i nil i niciicui u iiiuini 

TTTTTTTTTTl 111111 11111111111 11111 11111 1111 11111111 

1111 11 11 1 1 11 1 1 1 11 1 1 1 1 11 1 1 1 11 111111111 1A AAAAAAA ATCC 

CCCAATTTAAAAAACCCCCCCCCAATTTTAAA AACAA AAAAAATTTTTTA 

AAAATTCCGAGAGGGGAAAAAAAAAAAAAAATTTTCTAAAAAAAAAAAAA 

ACCCCGGGGGTTTTTTTTTAAAAAAAAAAAATTTTTTAAAAAAAAAAAAA 
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AAAAAATAATTTTTTGAAAAAAAAAAAAAAAAAATTTCAAAAAATGGAGA 
GGTTTCTTTAA AA AA AAA A A A ACTATI" 1111111 11111 1 AAAAAAAAAA 
AAAAAAAAAAACCCCCCTCA ril'll 1 1 AAG AA AAATTGGGGGGG A A AAA A 
AACCCCGAAAAAAACAAAAATCTTTATTTAAAAACATCAAAAAACCCGGG 
G AGGTTAAAG A AAATATTTTATAAAAAG ACCC AAAAAA'I " 1 " 1 ' I ' 1 ' I AAAAAA 
AGAAAACCACAAAAATTTATATAAAAAAATATAAAAAGGATCTTCTN 

>Sequence 1322 

GGTACAGAGCTTCTTCCTATTAAGTGCCTAAACTATAGGCAAACTTTGGT 

GTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAAAAAATCAAA 

AGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGG 

GAGTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAG 

GGAGGGGACCTCCTGCCACAAAGAGTTTCGTTCCAGACGAGTCGTAGCAG 

TGGGTGTAAACAGCATTGGGGAAGAAGTCAATGTCTGAAAAGTAATTCCT 

CCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAGACTACAATTAGCAC 

CTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTTTCT 

GGTCTCCTTAAGGGAACAGGGTTCTACAGGT 

>Sequence 1323 

ACTTTTTTTTTTTTTTT1 1 1 1 1 1 1 1 1 1 I rCTTTTTTTTTTTTTTTTTI fT 

i i i ri l l i Tin 1 1 ri 1 1 1 iiiii 1 1 1 1 1 1 in iiiiiu n i l linn 

1 1 1 11 1 1 1 T1T AAAAAATAAAAAAAACC AAAATA AAGGGGGGGGAAAAAA 

ATTTTTAAAAAAACTTTCCCAATTGGGGTTTTTTAAGGGAAAAAAAAAAA 

AAAAAAAAGGGAAATTCCCCTAAAAAATTTTTAC CCCCCCCCC TTCCAAA 

AAA AAAAAAATTTTTTTTAA AAAA AAAGGG AA ACT 1 1111 ITTAAAAAAA 

AAAAAA AAAAAAATTTTTTGGTTATTTTTGGGAAAGGGGGGGGAAAAAAA 

AATTTGGGGGGTTGAAAATTTAAATGGGGTTTTAAGGGGAGGGTTTACCT 

TGGGGGGGGGGGGGGGAAA A ACCCCCAAAAAAA I I I I I 1 1 1 1 1 AAAAAAA 

AAAGCCCAATTTGGGCCTTTGGGCTAAAAGGGGCCCACCCTCTCCTTAAA 

AAAA AAA TTTCTTCTTA AAA AAAAAATTCTTCAAAAAAAAACGTTTC TAA 

AAAAGAAGGTTGTTGGATAAAAAAATAAGCGCCAAACCCTCAAAAATTTT 

GGGGGGAAACTN 

>Sequence 1324 

GGTACTTGGTTTAGTTATGGCTGTTTTTTGCCTCTAACACTTTT ATTTTA 

AAAAGAAAATTAAAATAGGTTATTGGG ATCAAAG ATATAGGC 1111 1 GTT 

ACTTTGAATGATTTTTGTAATTCAGAATATGCACTTGTTATTTCAGTTCT 

TATTTTTATAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTG 

GAGAAAGGTGGCCCCCATATACTTTATTTCTTGGTTATATGTATAAAAAT 

CAGTAGGCAATGTAAAAATGTTTTTGTGTGAATTTATGTGAGTTATAATT 

CTAATTCTATGTCAATATTCACCTCAGATTACCACATGAAAGCTCAGTCA 

CCAACTATGCCTCATACTGAAATACCCACTGATTAAATCAGTTGACAACC 

AGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

>Scquence 1325 

GGTACTTATTTTATTTTTTTTTGTTTTGAGGCAAAAGGTAACGTGAAAAA 

GCAGGCATGGCATATAAGCAAGCTTTTTTTAAGGCTGAGTGACTTATGTG 

GCTGATAGAGGAAGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGA 

GAGGAATAATAAAGCTGGCAAGTCACAGACAACATAATTAGACTATCAAA 

AGAAAATTTGGAAGAAAGGCATGGACAGGAATAAAGACCTCCTTCTAAAG 

CAAGGTAGGGAGAGCAACTCGATGTAGATTGAAGAGAAAAAGGAAAGAAA 

AATGAATGTTCATATTTGATGGCCTATGATTATCTGGGTCATGTAAAAGG 

CAAAGTAACATGTTCAAGTGATGAAATTGGGTAACTTTAGGATAATGATG 

ACAGTTCATACAACCAATTCTGAGAATAGAAGAGAACACTGACTATATGA 

ATAGAAGGATTTTAGAGACTTTACGAcnrA GCCGAGT rTAAATTAAATAT 

TGGTAGGCATTCAGTCAATAAGGGTATACATTTTTTTCCGACAGCTTTAG 

CCCTTTATGAAAATAGAGCCTAAGAAAAAACCCCAAACGTATGGGTAACT 

ACCTGTGAATCTGGTTAGAACTGTTAGAAGGAACTTCCTGCAAAAGTTGG 

TAGTAAAATGCAAATTTAATCAGGTAAATGTCCAACATTGAATGGATATT 

GCTTAAACCACACCGTAAATTTTTGAAAATGTAAACTTATTTAGAAAATA 
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ATTTAAI1 1I1AAGGGATT 

>Sequence 1326 

ACGCGGGATATTTATTTACAAAACACTTCATTATTTATAAAGAATTTACT 

AACAGTTTATCnTATTTATACCCATACATCTGCTACTTTGGGAG GCCCT T 

TACATAGAAAACAGCATTCTTTTTGCCAAATATGACCAAATTACTTTTAT 

TTATAATTTTTGATTTATGTTTCAGCTAGATCTAAAAAGCATCTGAAGGA 

ATTTACAATGAAAGATACCTATGCAATAACATTTAGGATAATCTTTGACA 

TTTTGGAAAAATAAGAATTGAGGAAAAAAGTGTATCTTTCAAGTAGATGC 

AAAGCATTATAATGACTGACACTTGTATCTAACTCCAGTCTTACAGATAA 

CTAAGGCAAAAAGCTAAATAAACAATATGTAA CCTCTAAC ATTTGGTAAA 

AGGAAGTATACTGGTCTGTTAGCAGAGACAAACTTTTTTTAGAATTGAAG 

TCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAA 

TAGACAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTTCCTGA 

ACTGTGCTTTGGAAGATAAGCTCTGTCCTGAATCCAAACCAAGCT 

>Sequence 1327 

TATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGTACATGCCGT 

GGAAGAGACTCAAGTAGGAGCGCCTGCCCGAGCTGATACTAGATGTGAAC 

CTTTCACCATGAAAATGTTAAAAGATATAAAGGAAGGAGTTAAACAATAT 

GGATCCAACTCCCCTTATATAAAAACATTATTACATTCCATTGCTCATGG 

AAATAGACTTACTCCTTATGACTGGGAAATTTTGGCCAAATCTTCCCTTT 

CATCCTCTCAGTATCTACAGTTTAAAACCTGGTGGATTGATGGAGTACCT 

GCCCG 
>Sequence 1328 

CCGGGCAGGTACCGGAATCTGCAGATCGCCAAGATTTTCTATAATGATGC 

CCTCCTCACGTTTGTCTGGAAACTGGTTGTGAACTTCCGAAGAGGCTTCC 

GGAAGGAAGACATAAATNNNCCNANACGAGGGGGGACATAGGAGCTCCAC 

GACNNTNTCTTCTATTACTCGGCANCCCCCTGCAAGCCTCTCTTCA TCTG 

GGGCCATTCTTCAGCAATNAAGAAGGGCAAACTCTCCAAAGTTCATTTTG 

GGTAGCCAGAACCAGGGGGCTGCCACTTCTGGCAAGCCCCTGGGGAGCCC 

AGGCAAGGCCTTCATGGAAGAACCTCTTGGCCAAAGGTTGAAGAAACGAA 

CAATCATATGCCTGNCATGGGGAGGTCCCGAGGAAGCCCTGGCTGAATGA 

GGTACCCTCGGGCCCGCTTCTAAGAAACTAAGTGGGAATTCCCTCCGGGG 

CTGGCAGTGAAATTTTCGATTATCAAAGCCTTAATTCG AAATA CCCGTCC 

AACCCTTCCKjAGGGGGGGGGCCCCGGGTAACCCAAGCTTTTTGGTTTCCC 

TTTTAGTTGAAGGGTGTAAATTGGCCGCGCCTTTGGCGGTAATTCATGGG 

TCAATAGGCTGGTTTCCCTGTAGTGGAAAATTGTTTATTCCGGCTCAACA 

ATTTCCCACACAACCATTACAAGCCTGGGGAGCCATAAAAGTGGTAAAAG 

CCCTGGGGGTGGCCTAAATGAGTTGAGCCTAACTTAACATTTAATTGGCG 

TTGGCGCTCACCTGCCCCGCTTTCCCAGGTCGGA 

>Sequence 1329 

ACAGAAGGTTTGGGATTCAGCATCACTTCCAGAGATGTAACAATAGGTGG 

CTCAGCTCCAATCTATGTGAAAAACATTCTCCCCCGGGGGGCGGCCATTC 

AGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGTAAATGGAGTA 

GATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAAGCAC 

CAAGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCT 

TCCACCCAAGGGAACTGAAAGCAGAAGATGAGGATATTGTTCTTACACCT 

GATGGCACCAGGGAATTTCTGACATTTGAAGTCCCACTTAATGATTCAAG 

ATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGGTCAAAAGAGAACC 

ACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGGGCAGCA 

TCTAAAGATGGAAGGCTTrCGGTGAATGATCAACTGATAGCAATTAATGG 

AGAATCCCTGTTGGGCAAGACAAACCAAGATGCCCTGGAAAACCCTAAGA 

GGTCTATGTCTACTTGAGGCCATAAACGAAGAATGATCCCGCCTTCC 

>Sequence 1330 

ACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCCT 
CrCCACTTACTTACACTATCTTAGGTAAATAAGACTTTTATTCCTAAGTG 
TGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCACCATCATCT 
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GAACACTCGAACTGGACTTCCTnTCTGAATTGACCAGTCAAAGAGAAAG 

GAAAAGAAAAAAAATATGACCGG 

>Sequence 1331 

GGTACTGTTTGCATTAATAAATTAAAGCTCCATAGGGTCTTCTCGTCTTG 

CTGTGTCATGCCCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGT 

AAGAGACAGCTGAACCCCCCGCGTACCACTGTAATCATTATTCCCAATGT 

TATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGATGTT 

ATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTAT 

GATCCTGTTTTTCTCACAATGGTGGTGGAGGCCGGGAGCTTATATGTTTA 

TTTATGTATGAATGACGATAGTAAGAGATGGCATATAATCACCAGACTGA 

TCATATTGGATTCTTTGGGGAACGGAGCCGGAAGGGAGTAAACAGAGAAG 

CTTGACTCTTTATATATCTGTAATCTGCGGCTTTTTACAATGAGCATGGT 

ATTTTAATATTTTTAAATATCTGATTAAGAAACTTATGAAAGAGCCGTNT 

TTTGAGGTTTAGTGCTAAAATAACACTTAAATGTTATTCTTAAACAATGC 

AACTAGTCTGGGTGAAAGAGACCATAAGGCGCTTTAAAACCATCCATTGG 

ACTCAGGGAAAACCATGCTCCCAGGGGGGAATGAAATCTAGTGGTCCTTT 

AGTAAGTCTTTAAAAGACCCTTCAAAAAATTTTTTGTGTTCACTTTATAG 

TAACCCACACCCTCTTCCCAAGATTGCCTAAAGGGGTGGGGATGGTCGGG 

CTTTATAATATTTCGGCAATGGAATTTGTGGATAACGTTTGGAACGGGAT 

AATCTTTGGG 
>Sequence 1332 

ACTGGATTTTTGCAAGCCCTCTATTTAAAATTCCCCAGAAATTAAATAAG 

GAGGCTTTGGAGGGAGGAATGCCCTAGACAAATTGTGG AGTGGGTTTG TT 

TTGTTTATGG AG ATGGTCTTTA A AGTCTAA ATTGTCCCCGTTTTA 1 1 1 1 l 

GCCCAATTGAAGAGGGGCTGAACTCAGCTGGGAGGGAGGGGATGGTTGTC 

AGCCTACAGCTTTTAGTTGAAACCAAGTCCATTCTGGGGCCAAGAAGCTT 

CCATTTTTAGCAAAGAGAGAAAGGCGAAAAATATACAAACCTCGTACCTC 

GGCGCGCGACCACGCTAAGGGG 

>Sequence 1333 

acttaattcattctactttgtgttaactatctttttatgtgtaggtctca 

tcaccccaaccagactataaattcctttgtcattatttaaatccatgcat 

ggaactcccatagacatcaaccaatcaccaatagacaagccttagaacat 

gtattacaggaaaaatagagtaacacatacaactaatacagaggaagaac 

aattgacattaaagtagaaaaaaaaattaacactcttggagtctatagaa 

aaatgtaaagagaaagagaattgaagataatacgtcaacttagaaatatt 

tagtttgcctgcttcaacatcaataataaagcatactaggaaaagtggtc 

cttttaaagcgattgttAcaactctctgaggtgctggtttttgataaatt 

ttcttggcctgagactgaaacttttattcagcgattggctgggtaagaga 

atcaattaagagattaatgcatcgcgccataaacagaagactgccgtggt 

gagaggtaactttgtgacattgtgctaggttttcatatggggtgtgttaa 

gggctgcaaataaatgtttagcattgtag 

>Scquence 1334 

GGTACAAAGTTCAACAAAGTTTGTTCTTGATTAAAAAAAAAAAGAATGAA 

TATCTAATGTATAAACAACTCCAACTTAGATTTCCAAAATCTTGCATTCA 

TTCACATTTGTG Cl ' ICrriCT ACACAGCTGTCATTTACATTCCTAGGCTT 

GTATTTCACTATGTAAAATGGGAATTTAATCTTTATAAATGAGGCATTTA 

TGTAAAAAAAAAAAAAAAAAGT 

>Sequence 1335 

"acaataaaccagccaaagaaaataaccagttagcacttaaataagaatct 

accatgtaaaaaacacagtatgggacactacaaggtagtatttatata1t 

ttttaaatgactgagctacagtacc 

>Sequence 1336 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTATCTGACCCCAGAGTTACCC 
TTTTCTATCATGCCCCCGTAGGATAtTGCCTGGGGACACCTGACAACAGA 
AAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAACACCAGCAGGA 
TGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTC 
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AGTGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATT 

ACGTATTGAACTCTACCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGG 

TGGTCATAGCAGAAATTGTTGGGAAAGTTCTCAGCATATTAAAAGAGAAA 

TTTTTATTTCCTTCATGATCCACTCCTACAGGGAAAAATAAATGGCAAAT 

GAACCCATGTATGTCAGACTCTGTAATAAACATCAGTGAGATCACAGTGT 

CAAGAAATTTCAGCCTGAATTAAAGATACCCTTGCTCTCTTAAGAAAGAA 

ATAGAGTTAGAAATTGTCCCTTGGCCCGACCACCCTAAGGG 

>Sequence 1337 

GGTAC 1 11111 I ' M 1 1 11 1 1 nTTTTTn G C A A ACCTT ATA A ATA A AAAG 

TGGTATGCCAGTAAAGTTTCAATTTACATTTCTCTTCTGAATGAAACTGA 

GCATTTTCCATTTTCCTCCTAGATTCTTAGGAAGCCTTTGTATCTGCGAT 

ATAAGTTACTTTCTCCTTCTTTGTCATGTTGTTTAACTTTGCACTTTCTT 

TTTAAAACCTGCAGTAAATTTTAAATCTTTTCATTCAGTGCTTCTGGTTT 

TCAAATCACATACAGAAAGAATCTCCCGAGTCAGAGGGTGTGACCACAGT 

CTGTTCTGGTGCTTCTATGGCTTCATCTTTCACATTTGAATCTCTGACGT 

AGTTGGAATTTATTCTGGGCTATAAGGACCCGACTTTATTTTAAGAACAA 

AATTTTT II A AC A A ATGTTA AACTTA ACTTCCT A A AGGC AG ATTATTACT 

GGGACCATGTGTGACTNGCATGTCTATGTTTGCTTAGGAACATTCTTCCA 

GAAGAATTTGCAATGCTGAAAGGATGATGACTCAGATCGGGACATCTTCA 

TCTTGAAACATTATTGTAATATAGN 

>Sequence 1338 

GGTACTTTTGGTAAAAGATTTTAAGAAGGCATGGGAATATGAATTTCTCA 

CCTAAGTTTAGAGGGTTAAAGGATTGTGTTAAGTGAGGAAGGAAAAAATC 

TAAAGGTTTAAACAAGTTGTGAAAGGTTTATAAAAAATTAATGTGTGCAA 

ACATATCGGCTAAAGTTAAAGAGGTATTATTCTGTTTTTCCATAAATTGA 

ACATTGGAATAAAAGTGCAACAGAGTTTTCCTAAATCATTGTTCTGCTCT 

TTAACAAAAAAAATATTGTAAAGGGTTATAAAAGGTTTATAAGAATCTTA 

CCTTATGGACAAACTAACTAAAACTGAATGGATTTGTAAAATGCTATTAA 

ACTAAATTAAGGCTGGACGTGGTGGCTCACACCTGAATTTCAGCACTTTG 

GGAAGCCGAGGCAGGCCGATCACTCTGATGTTACGAGTTTGAGACTAGCC 

TGCCCCTATGGTGAAACACTGTTCCTCTAACAATATGCGAGCGTGTTGCG 

GTCGCATGATGTCCAGCTGCTTGTTAGGATGCGCTAGAGAATTGCCCTAA 

CTGTTATGCTTTGATCGTGTCTTCTN 

>Scquence 1339 

ACTAAAAATTTCCACTATCAGAAGATCCTGATTAAAATAAAGAAATACAT 

AAAACTCAAACAGTAAGTCAATGTGATTATTrGTTTCATTTCAGAAGATC 

TATGGGTCCCACTGCCCGCCACACGTGTCTCCTGGTTCTCAACGAAGTGT 

GACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCAAAGT 

CTGCCTTCGTTGCTCCCATCTTCAGTGCAGCAGCAGAGCCCTGCAGCATT 

TCATCACACCCAAGTCCCTGCATATGGATCCCAACCACCTTGTCTTACTT 

GGTGGCACAGACCATrGTGATCACACCATTGTGGGTTTGCTTTTGGTACC 

TCGGGCGGGAGCACGCTAAAGGC 

>Sequence 1340 

GGTACTTTTAACTATTTGTTTC1TCTACGATAATTGGTTTGTTGTGACTT 
TATCTACCTAGAGTAAATTTTGGCAATTTGCA ll'l 1 1 CTC AAAATAGTTT 
TTG AATT TATTGTGTAAAATTGCTCAAAAT AGTCA ATTTAAACAAATTTC 
CTG 1 11 1 ACTATTTCCCCCTTGTC ATTTAAA 1 Mil GTATTTGTGCTTCC 
TCCCGCGT 
>Sequence 1341 

acittgactatttttragcaacaaattacttitgacacacagcacaattg 

atttaacacttccaattttggaactattggataaataatgatgggattta 

aataaack:aatccgattctactattacagcatagggtctcttgtagtcct 

cttagtaaaaactattgtg acacttc c l 'l'cl'1'1 ctccaaatattc ggcct 

ggaaagacctaaatacaatgcagggattgaatcaaattcacacatttttt 

ttcctacggaaacaacaacctttcttgcttatatttaacaaaaactagta 

TAGATT 
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>Sequence 1342 

CGTACTATAGGGAGTCGACCACGCGTCCGGTGGTACGTGGTGCGGGATCG 

AGATTGCGGGCTATGGCGCCGAAGGTTTTTCGTCAGTACTGGGATATCCC 

CGATGGCACCGATTGCCACCGCAAAGCCTACAGCACCACCAGTATTGCCA 

GCGTCGCTGGCCTGACCGTCGCTGCCTACAGAGTCACACTCAATCCTCCG 

GGCACCTTCCTTGAAGGAGTGGCTAACGTTGGACAATACACGTTCACTGC 

AGCTGCTGTCGGGGCCGTGTTTGGCCTCACCACCTGCATCAGCGCCCATG 

TCCGCGAGAAGCCCGACGACCCCCTGAACTACTTCCTTCGTGGCCTGCGC 

CGAAGCCTGACTCTGGGAGCACGCACGCACAACTACGGGATTGGCGCCGA 

CGCCTGCGTGTACTTTGGCATAGCGGCCTTCCTGGTCAAGAATGGCCGGC 

TGGAGGGCTGGGAGGTGTTTGCAAAACCCAATGTGTGAGCCCTGTGCCTG 

CCGGGGACCTCAGCCTGCAAAATGCGTCCAGAAATAAAAACTGGGTCTGG 

GTGCGAAAAAAAAAAAAAAAAAAGGGCCGG 

>Sequence 1 343 

CGTCTTATGGAGTCGACCCACGCGTCCGAATGCAGTGAAAGTGACACTGC 

CTGACCTTCAAGACTAGATCATCAAAGGTGCTACAGCTTCTGCTTTGGCT 

TACCCTCTCTGTCGTGGGACACTCACCCTTGGACCCAATCTCCACACTGT 

GAGAACTTCTATGCTACCTGGAGAGGCCTTCTATAGATATTTCAGTCAAC 

AGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAG 

TGAACCCTCAAATGATTGCAGCTCCCAGCCTTTGAGTCTTCCAGTTGCGG 

TCCCAGTCATTGAAACAGAGTCAAGCTGCCCC CGCTG TGATTTATCTGAA 

TTTCTGACCCACTGGGAGCATAATAAATGATTGTTTTATGTTNAAAAAAA 

AAAAAAATAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG 

>Sequence 1344 

TGTACTATAGGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGG 

TGGGCATGATTCCAGTCAATGGGGGACCGCCCGTGTCTAAGCATGTGCAA 

AGGAGAGGAGGGAGATGAGGTCATTGTTTGTCATTGAGTCTTCTCTCAGA 

ATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCCATGGCAGGGTC 

CTTGGGGTACCCCTTTTCCTCTCAGCCCCTCCCTGTGTGCGGCCTCTCCA 

CCTCTCACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCAC 

TTCAGAGGTTTTGGGGTTCAGGGTGCTGAGTCTTCCCTTTGCTGT GCCCA 

GGTCATCCCAAACCCTTCTGTTATTTATTAGGGCTGTGGGAAGGG 11111 

CCTTC nTTTCn GG AAC ACTGCCCCTGTTCTTC AC ACTGCCCCCCATGC 

CTTAAACTCATACAGATTGTCCATCATGGGGGGCATGGGTGGAGCAAAAG 

GGCTTCCTTAACCCCGGCAGGCCAAGGCAATTGGTAAAGGAAGCACTTGC 

CCCCCTTTCTGGCCCCTTCTTAATCTTTAATAAAAAACCCGGCTTCTTAT 

TTTTTAAAAAAAAACCTTTTTGTTACAAAAAAAAAAAAAAAAAAAAGGGC 

CGCCCCCTTTGACTTATCTTAGAGAAAAAAACATTTCCAACCTTCCCCTT 

GAACCTTGAACCATAAAAGAAATCCATTTTTGGTTGTAA CCTG TTATTTG 

CACTTAATAAGGGTTCCAAAATAACAATATCCTTCCCAATTTTCCATATA 

AGCCA1 1 1 1 1 1 1ACTGGCTCT 

>Sequence 1345 

ACGCCTTGAGAGCCTAGGACACGGCCCGATATTACTGTGCGTTTCACAAT 

CGGGCCCTCTACTGGGGCCAGGGAGCCCAGGTCACCGTCTCCTCAGCCTT 

CACCAAGGGCCCATCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCT 

CTGGGGGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACnTCCCCGAA 

CCGGTGACGGTGTCGTGGAACTCAGGCGCCCTGACCAGCGGCGTGCACAC 

CITCCCGGCTGTTCTACAGGCCTTAGGACTTTACTTCCrT 

TGACCGGGCCCCTCCACAACTTTGGGCACCCCAACCTACA 1 1 1 i lCACGT 

GAATTACCAGGCCATCAACCCCAAAGGGGCAAGAAAGTTGTGCCCAAATT 

TTTGACCAAGATGATACATGCCCACCGGCCCCGACCCCTAACCTCTGGGG 

GGGCCCGCAGTCTTTCCITTTCCCCAAA 

>Sequcnce 1346 

GGTACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAG 

TTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 
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TCCATTTTTGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGG 

GATTTGAGTATACATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACT 

TCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTTCC 

ACCTTTAGGACCGCCAAAGAAGACTTCCCAGACAAGTACCTGCCCGGGCG 

GCCGCTAAAGGG 

> Sequence 1347 

GGTACITTTAACTATTTGTTTCTTCTACGATAATTGGTTTGTTGTG ACTT 

TATCTACCTAGAGTAATTTTGGCAATTTGCATTTTTCTCAAAATAGTTTT 

TGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCC 

TGTTTrACTATTTCCCCCTTGTCATTTAAATTTTTGTATTTGTGCTTCCT 

CCCGCGT 

>Sequence 1348 

GGTACAAATTACTCTGTAATATTGCTTTCTATTAAAAGG GTGT GG1 TTTl 

TTTTTTGTTG 1111111 I I I I I I 1 AGCTAGTCCAGTGGTCTTTTTG ATGT 

TGGTTCAGCTTAGTGGTTCTCAACCCTGGAACAACCCGTAGACCCACCTG 

GGGAGCTCTTAAAATTATCAGTGCCTACCCCACCTTCCAAGATTCTGATT 

TAAATCCTGTAGTGTTTTTAAGGCACCCCAGGTGATTGTAATGTACCTGC 

CCGGGCGGCCGCTAAAGGG 

>Sequence 1349 

CCCTTAGCGGCCGCCCGGGCAGGTAC1I I I I 1 1 1 mTTTTTTI TTTT GG 

G TTTTTTTTTTTTTTT1 11 I I i 1 11 1 1 11111111 1 1 1 1 1 11 1 1 1 1 1 1 TT 

TTTTTTTTTTTTTTTT1 1 1 1 1 AAAAAAAGGGGTAA CATTA AT T1 11 1 1 1 1 

TCCCCCCCAATGGGCACGGGGTTTAATTCCCAAATTTTTA ATTTTTGGGA 

AAAAAAAAAAAATACCATTTTTAAAAACCCCAGGGGGGG rriTrrn TTA 

AAAAAACTTGTTAAACCTA l Tn ri TGGGGGGGGTTAAAA 1111111 1 1 1 

TTGGGCCAAAAAAAATCCCCCCCTTTTTTTCCCTTTTTAAAAAACGGAAG 

TGGGGCCTGCTTTTTAATTCACCCTTTTAAAAAAAATTCTGGAGGGTTTC 

CCAATTTTTTTTAAGGAAATTTCCCGTGGAAATTTTTTAAAAAAGGGAAA 

A A A A A A AAGGTTTTA rTTTTTI GT AGGGCCCCC ACCC A GTTGGTGG G A AA 

AGCCCTTTCCCCAATTTTTTCCCCCTGCGGGGCAA AA GG 1 T TTTTI AAAA 

AAAAAAATTTTTTTTAAAATCTTTTAAAAATTGGTGGTTTTGAAATTTAA 

CAAACCGTTTGTTAGCCCCCTTGTAAATTGTTTCCAAACCCAAAAAAAGG 

TTTCTCCCCCGTATTTCTTTGGCGGGAACCACTTAAGGGGTATATTCCCC 

AATCTGGGGGGGTTTTATATAAAATTCAATTGTTAACACAATTTGGGAAA 

ATAGGAAATAATTG 

>Sequence 1350 

GGTACTTCGTCTTCTAATTTCAAAAATATAACTTAAAAATGTAAATATTC 

TATATGAATTTAAATATAATTCTGTAAATGTGTGTAGGTCTCACTGTAAC 

AACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATCAGGA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCAA 

GGG 

>Sequence 1351 

ACAAGTATTATGTATCC ATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCA 

CAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAAG 

GCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTGA 

AATTTTATATTTAATCTTCTCATTTTTAAGTGTTGGCAATGTATTGAAGA 

CTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATTX_ 

AGTCCACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAA 

ATTTTTTTAAATTTAATTTGCTTTGATTCCTGCACTCCTGCTCAAAAAAA 

TCTTCAATGGCTCCCCACTGTCTGCAAGGTAAAATCCAAACTTTGTCACC 

AGTCCTTCAAGCAACCCATGACTATATCCNGACCCCAAACCATATTTCTA 

CCTTAATATCAGTCTCCATCTTTCCACCGCACCAGAATGATAGTTGAAAT 

GTACCTNGGNCGCGACCACCTTAAGGC 
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> Sequence 1352 

GGTA CTi i i 1 1 1 1 1 1 1 1 1 rnrnn 111,11111 1 acagttatactgtgg 

AAAGTTATTCAAATTTCAAATTTATTTACAGTGTTTGAAAAGCACACAAC 
AGAAGATCTTCATTTATGCAACAAGTCAATCATTTGCAGTATGTATGGAA 
AATAAAAATCTAAGGTAAGTCAAACATACAAACTCTACCTCTTGCTTTCT 
CCATTAGAATATACACATTGGAAATCTAAGTTCCAAACAGT TCCTCT CTA 
CTGAAGATAGTGAAATTTAGTGCAAGCCCCCTAATTACCAATTTTTTGGA 
TGCTTACA 

> Sequence 1353 

ACATTGGTTTGATCTGGAAAGGCAGGACAACCCAAAGCGGGCTGGGGACA 

GTTCCAAGTTATAGGAGGTTTTCCAATTGGCAGTTCGTTGAAAGAGTTTA 

TCTTAAGACCTGGAATCAATACAAGGGAGTGTGTCTGGGTTAAAATAAAG 

GGGTTGTGGAGATCAAGGTTCTTATTAGGCAGATGAAGCCTCCAGGTAGC 

AGGCTTCAGAGAGAATAGATTGTAAATGTTTCTTATCAGACTTAAAAAGG 

TCCCAGACTCCTAGTTAATTTTCTAGTGGATCAGGAAAAAGACCTGGACA 

GGGAAGAGGG 

>Sequence 1354 

GGTACTT TTTTTTTTI 1111 11 l GGTlT n 1 1 111 1 1111 11111 1111 1 

liiiuiii rrm rn iiiiiiiiiiui iiiii 1 1 1 1 1 r rrrri 1 1 1 1 

Jllllll ' l^MMMl ' ll^ ' l^lU 'AATTTAAAAAAAAAAAAAAAAGGAATT TTT 
TTTTG A A A A AT AC A AAG A ATTA AT A A A A A A mTTl 1 I 1 I A A AA A ATTTT 
TTAGGAAAGGGGGGAAAAAAAAAAAATTAAAAAAAAAAi 1 n 1 1 1 i iT TT 
TTTTAAAAAAATTTTTATTTGGGGGGGGGGTATAAAAAGAAAAATTTTAA 
GAAAATGGGG 
>Sequence 1355 

GGTACAGAACCTGCCTGAGTATGACCTCTC CACCTTATAGTT TATGAATG 

TCTTGTTTGTGAAAGTGACTATAACCCAAACTTTTTTTTTTTAAAGAGGA 

TTTGGAAGTTGTATGGATTTTTTGTTATCTTCACTTTACTGCATAGGAAA 

CAATCTACCTCATCATTTAAAATGACATGGGTGTCGGTTTTGTAGATCTT 

TGGTTTTTTTGTCAGGTTTAATTTCAGTTAACAAAATGTAAAACATGACA 

TTCCCTGCAGATATTGTTGTATACCAGTATGGTTTCTTCTCTTTCTTTAA 

ATGTTTTTGGCCATCAAGTAGN 

>Sequence 1356 

cactttti iiiiuinii in mi i GAGrr rriTrr rrrrrrrniTT 
rm inn nil iiiiuniniiiii nrTTTTTn n 1 accccaaa 

AAAAAAA' ri4U14U l ACCCAAAATTTCCCCTTATCCCCCTTTCCCCCTTT 
TTAAAAACCCCCCAGGT1T1 11 1 1 1 1AACCCCCCTTCCCCCGTTAAGCCC 
CCTAAAACCCTTTCCCCTGGCCCCCC rm 11 1 AAAAAAAGCCCCCCCCC 

cccccccAAAAAAAAAArrrrrrrrrriicccAAAAGGCccTT 

>Sequence 1357 

ACAACACITTAAAAAGTGAATTITAAGCTATGTGAATATCTCAATAAAAA 

CATTTTTTAAATAAAAACAATTCCCAAAGGCCTGGAAATTCAGGAACATA 

ATTCAAAATAATTTATGGATCAAAAAATAAATCATATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACAATATTAGAAAAAAATT 

TGAGCTGGATAACAAAAATAGTACC 

>Sequence 1358 

GGTACTTACATGGAAATAAGTGTTAAGAAAAGGA 

>Sequcnce 1359 . ■ . 

GGTACAAAGAAAAAGCTAAGGAACGGTATGTATATTAATCCCTTTATTAA 
AAATGTAAAAAGCCAAAAGCAAGATAGACGCAGATATGTGCCAAAATATG 

ta rrrri 1 1 1 ic ctggaacaaatcacaagaaatgtaataacagttacagt 

GAGAGGAGCCTTTGACATCTCirrCTAAACTATTTGATATCATT^ 

CTAACGATGT 

>Sequence 1360 

GGTACGCGGGATAGGCCTTCTTGTTATTATTTCAAAGAAAGAGACTTGAC 
GTTTTATGAGTGGGGTGGATTGTAGGTTGAGCAGAACTAATGGGAGAGGT 
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GCTGGCTAG AG AAAGTTAA A AATTTCTGTTAGCTTTGC ATTG AGC II 1 1 1 

AATATCATTTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCAC 

AACAGAAATGATGGAATATAGGCCAAATGTTACAAATAGATAAAATTACC 

TGACCAGTGAAGTGTGTTCCTCAGTCGCCATGGAGCTCAGATTGGACTCC 

CAAAAAAAAAAAAAAAAAAAGTGN 

> Sequence 1361 

GGTACTATAGCTTCAGTGTGGTTTAGTAAACTTAGCCTAGGAGGCCAAGA 

TGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTGTTTATAAGACTG 

TGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCA 

ATGGACCCAGGCCTTTTCCCAGTCAATCCATGTCCAACCCTTCATCTCCA 

GCGTGATCACTCAACTCTTCAACTTGCCTGCTTGCTGCAGGTTTAAACCA 

CACCACCATNCTGTGCTTTCCCCCTAATCGCCCATGATGCCCCCCAGTAA 

AAATAAACTAAACCCACTTGAAGTGCC 

>Sequence 1362 

CGTACATGAAAATGGCTGTTTTTCCCCACATTAGTCA GCTCTGGATTT TG 
CATGTGTGGGGCTTTTTTTTTTTTTTGATAGTTATTTGTTTTTTATTTTA 
AAAATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGT 
ATTTATTGGCCATTTGCATTTCTGCTGCTTATTGGCCATGTA TTTATC TG 
CC ATTTGCCGTCTGCTGTG AAATGTCTTAC ATTATTTGCCC A ITTTI C TA 
GTG ATA A AAC ACTG A AGC AC ATTTTTAAAG ACTTCTG ATG A I "I "1 " I "1 ATTG 
TCAGAT 
>Sequence 1363 

ggtacatttaaaaggtgatgctaatactctaaaatgtataagatatagat 

gtaaaaagcattgtaaattgtatactgcagtgtcgtctacatggcattgg 

acaggacataatgtacaacataaaagtgcaacttgtcacactttacatat 

cgatgagtgaatcggcaactacgaccaatttttgtctcaagtcaaaatac 

caagcactattgcacagtctactggatttatgtatatatgacatatctgg 

atactgcatgcaccacattattggcggccttttagctaagctgtagagtg 

ctattgtgcgaccgcttagtgatactattcctggt' 

> Sequence 1364 

ggtactcaaactctttcagcctactactgcacacctaggctatgtggtat 

agctaccttgtatatgtggtctgtcactgactaaaactttgctacacagc 

gtatgaccctactattcagccttgagaagatggaaatgctgtcatttgca 

acaatatggatgaacctggaggacattaaattaagtgaaatacgccaggc 

acagaacgacaagtaacacataatctcacttatatgtagaatctaacaaa 

gctgaactcatagatgcagacttagatgatccttaccatgggctgtgagg 

aggattatgagggaggcagag 

> Sequence 1365 

ggta cit1 1 1 ttti 1 1 1 11111 1 1111 1 ta ctttattttactttaagttc 

caggatacatgtgcagagtatgcaggtttgttacaggtatacatgtgcca 

tggtggtttgctgcacccatcaacccatcacctaggttttaagc cccaca 

tgc attaggtatttgttcta atgctctccctcccctta ac agc ag 1 1 1 1 1 

ctataggtcaaaacaaatttgggaaccagaattgtctactgtctttatat 

aaatgatcattacgatttgggaggagg1 11 1 1 1 1 1 ggtcacatttg atat 

gattagtcactaaagcatgatct 

>Sequence 1366 

ACCACAACGTTTCTACTCTATTGTGTAAGCTTTAAATACAAAAATACCAC 

AACCACTCCCGGACTCCTCCATTATTTCAGTAATACTGGCTGCCCTAGTT 

TTTCAGGATACATCATGCAAATAAGTTCTTTTATTTTTCAAAXLAXnTA 

TTCCTAAAGTATCTTTAAIU rilCl"ll"IJGGTTATACAGCTTATAGAATA 

AACAAGTCACAAGAATCTTCATTTGTTTCTAAAGTATATAATTCTACAAA 

AGTTGTTrTACTCAATGTGAATTAAAATTTGCAAGTCTAAAAAAATAAAA 

AAATTTTAAAAAGTAAAAAAAA 

>Sequence 1367 

ACAATATATTATGAAGCATGACCACTTTATTTTGAAACTTAGCAATTGTA 
TTGCTGGGGTTTATTGTATCTGTAGCATGTCACTGATTATTTCAGTTAGT 
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TTTATAATGATTTTTAAAAAACATATCTATTTGGAATAAGATACAGCAAC 

AATCATTGCTATTGACTTGTTCAACCCCTTAGTTACACTGTATGATCAAC 

ATATAACAAGATACAGTGGAATGGCCCATACAGTATATTACTGTTGTGTG 

ATGATTGGCTTTGGAAGCAGTTTGATTTTGAAATGCTTTGATATTCTAAT 

TGACATGGAACAAG 

>Sequence 1368 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGATGGGGCCAATGCACAATA 

CITITATCACAATCAACITTTTCTTTGTATCCCTATTTCAATGAGCAGTC 

AGTCTCAAGAGGTTACTGCATTTCAGTTCTAACTAGACATTTGTACTTGT 

GATCACACTACGGGAATCTGTGTGGTATATACCTGGGGCCATTCTAGGCT 

CTTTCAAGTGACITTTGGAAATCAACCTTTTTTATTTGGGGGG GAGGA TG 

GGAAAAAGAGCTGAGAGTTTATGCTGAAATGGATNTATAGAATTTTTGGA 

AATCTATTTTTAGTGTTTGTTCGTTTTTTTAACTGGTCATTCCTT 

>Sequence 1369 

GGTACAGCTTTCTCTGCCTCACGTTTCAAGCTTAATGCATCATCTTAATT 

CATCTTTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATCTTA 

CATCTCCCAGAATGTTTTATTTCAACAAATTGCTAATCTGTGCCAGGCAT 

TGTTATTAGCAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCA 

CTGCATATGCATTAACAGCTCTGATTAGTCCACTTAAAAACCATTGTTCC 

CGTCATGCAGAACTCCATTGCCAAGCCCCACAACACCCAGCCAGTAGGTT 

AGCAAGCTCCCTGAAGCAAGGTAAACATGTTG 

>Sequence 1370 

GGTAcrrn 1 1 ri ri rm i n i rATrrrn ttti i tttt i run rnr 
i inn nil i in n i n 1 1 1 1 1 iaattttatataih 1 1111 rrrri T 

TTTTACCCCGGAAAAAAAAAAAGGCCCAAAAAAAAGGGGCT TTTATGGC A 

CAATAAAAAAACCAAAGGGGGGTCTAAAGGGTAATCGGGCATTTTTTTTG 

GGGGGCCGGGAAACTTTAAAATCTATTTAAAAGCCGGGAAAAAAGTTCTT 

TTTTAGAAAAAAAAACCCCCTCAAAAATTCCCCGGATCCCGGTTAAAAAA 

GGGGGGGGATGGAAA 

>Sequence 1371 

ACTGTCGTTTCCTTCCTACCTCGTCCTCACCCCACCCCGAGTGAAACTTT 

TCGAGTGTGAACCTTACTTTTTTCCCGTTCTCCTCAAGGCAGTTTGAACG 

ACACAGGTTTGGAAGGAATAGTTAACTCTCCAGTATTATTGGAACATCTG 

GACACCACCAACAAAAAATCTTAGAAAAGGGTCATTTAAGGCCTATAAAA 

AGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTGCCTC 

CTGGCAGCTACAGCGCAGAAAGTACC 

> Sequence 1372 

GGTA CTm 1111111111111111 rGGTTTTTTn 1 1 11 1111111111 

TTTTTTTTTTTATATTTTTTTT1 111111111 1 AAAAAACCCATGTACCC 

GGGCACAGAAGGTCCAGCATCCITTGAAACATGAGTTTTTACCAACAAAA 

GCAAACCTTTACCCCAACACCTCATCTTTAACAGCAGGAAGGGAAACAAC 

CCAACCCCCCTTCACCTAAGAAAATATTTTTTCCCAAAACCAAGGACCCA 

TGCCCCTCAAGGGTTCCACAACCTTGAAACACAAAGATTCCACAACCCGT 

GCTTTCCTTTGCCCTGGCCGACGTTATAAAAG 

>Sequence 1373 

GGTACAGCTATTCTCAATGGATAATTCTATAAAATATTTAAAGAAGAATC 

AACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATACC 

TTCCCCCTTAATTTATGAGGCCAATATTACCCTGATGCCAAATCCAGACA 

AAGATATTGTCCCCCAAAATAAAACTAACGATCATAGATAAATACCTCTT 

ATAAATITAGATGCANAATCTTAAGCANAATATATTAGC^AATGAATTC 

AACAATGAATAAAACATATTATACACCAAGTGGGATTTATTCTAGCTATG 

CAAGACTAGCTTGACATTTGAAATTGATTA 

>Sequence 1374 

CCCTTTGCGGCCGCCCGGGCAGGTACTGGGAATACAGGCATGAGCCACCG 
CACCCGGCCAGAAATTATAAATCTAACCAGGATTCCC AAAC CTACAATAC 
AATGGAAATATCATATTCTCTCTTATAGGGTTTTTGGGTTTTAACCCAAT 
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CTATTTTAAAAGGGGGCAGATTCAAGCGATTATGCGTTTATATGAGTGGA 

TTCTCTGTTTGAATACTGAATCAAATGTTCACTGGGAGAACAACGCAACT 

AATTTGCAAAAGGCATACTCTATGCCTTACATTAAATGTGGATCCTCTTC 

TAAAACTAGAATAAGCATCAGTTCAGTCAC CCAA CGTGGGAAGAAAGAAT 

AGAGGTGGCAAGAAATGAAGCTCAAGTTTGTTTTGAAACAAAAGAAGAAA 

CTTATTTAAAGAATCTTCTGAGTTACTACATAACAACCATTCTTCTAATG 

GCAGTTTAGCTAGTCCGAGGGACCAAAAAAACAAAACCAAAACCAAAAAC 

CAAAACGGATGGTCTTTTTGGGCCCTATTATTGGGGCTTAATCCTAAACT 

GGAAATTCTATCCTTTAAGAAAATGAATTTGGGTAATTATTTTC CCAATG 

GTTTTGGTTTTTTAAAGAAAGGTTAAAATAAACCAATTTAGCCGTTTTTT 

TCTAGGGAAAATAAATTCCTTTAACCTCAC CCCTT TGGAAT TATGA TTTG 

GTCAAAAATCACAACCCGGATTTTTCCTTATTTTTTAGAAACTTTTCCCC 

CATTTT 

>Sequence 1375 

acgcgggggatatgattggccggcgaatcgtggttctcttttcctccttg 

gctgtctgaagatagatcgccatcatgaacgacaccgtaactatccgcac 

tagaaagttcatgaccaaccgactacttcagaggaaacaaatggtcattg 

aatgaccttcaccccgcgaaggctacagtgcctaacacagaaatacggaa 

aaaactack:cataatgtacitttgtccgttaccacgctgagggccgattt 

tttgcccactaaccggtcgttactagtggagactagcgacgattccaagt 

tgtcatattactcgatatatctta 

>Sequence 1376 

ACITTCTTTTTTTCTTTTTCTTTTGTTAT'n 1111111111 I GAGACAGG 

GTCTCACTCTGTCACCCAGGCTGGAGACAGAGCAAGATCCCGTCAATTAA 

AACAACAAATAAATAAACAAAAATGCCCAACAAGGAAGAGAACGGGAAGT 

CATAGGCAATCTCATTCATGAACATAGATTAAAAACACCTGAAGTATATA 

CATACCCACACCCCCGACATGAATACATATGAGATGTGTAAATGTGAATA 

CTTACATGTATGTATATGAAAGCAAACCAAATCAAACAATGTTAAATAAA 

AATAACACATCATGACTGACTGGCATTTGTCCCAAGAATGCAAAGCTACT 

TGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAGGGGAAAAA 

GTTTATGAACATCTCAACAGATGTAGTAAAAGTATCTGAT AAATGCT CTT 

AGGGTGGATAAAAACTTCCTAAGTTATAACAGAAGGGAAGTTTTTTAAGT 

TTACAGGGTTGTTTACCAAAACACCTTCAGCAAACATTACACTTACTGAT 

GAAACCCTGAAAGCCTTCTTGAAAATAGAAACAGGGGAGGGAGCCCACTT 

TTACCACTTCATTAGGATTACACAACAAATTCTTCCAAGCCTTG GAGGA C 

AGGAAAAG AACTTAAG ACCTTAAATGG AAAG AAACCAAACT AC mTI AT 

ATTGTGAATGGAGTAAACAAG 

>Sequence 1377 

GGTACCATATAAAAACATTCCAGTGTCAACAGCACTTTAAATTTTCACAG 

TAATATATGAAAGAACAGACTTTACACTTCTTTTGCACAGAATTA TCTTT 

GCTATGTTTTAAAATACTTAAGAAATAGAAACAAATTTAAGAGAGTTTTC 

ACCTTTAAAATTTATTACATAAGCTATACACACAAAATGAAATCCTAGTT 

ATAAAAGATGCATCTAGAAGAATAATTTATAATAAACCAACAAAAATGAG 

AATGTGTATCTCCAGGAATATAAATATATTTAAATGTTCTCAGTGACTGG 

CATTGCTTTATGCATTACATAAGATAGTATGT 

> Sequence 1378 

GGTACACAGGGGCTTGACTTTTTCAACTTCGTTTCCTTTGTTGGAGTCAA 

AAAGAACCACTTGTGGTTCTAAAAGGTGTGAAGGTGATTTAAGGGCCCAG 

GTC AGCCACTGTTTGTTTACAAAATC AGGTAACTAACTGC ATACAC1 111 

TCTCTTTCCATGACATCAAGACTTTGCTAAAGACATGSA'GCCACGGGTGC 

CAGAAGCTACTGCGATGCCCCGGGAGTTAGCCCCCTGGTAATAGCTGTAA 

ACTTCCAATTTCTAGCCATACGCTCAGCTCATCCATGCCTCAGAAGTGCA 

TCTGGAGAGAACAGGTTTCTAAGCATAAAAGATGAAAGAGCAGTTGGACT 

TTTTAAAAATTCAGCAAAGTGGTTCCCTCTCTTAGGGACAGTCAAAACCA 

AGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGG 

>Sequence 1379 
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ACGCGGGGTGAATGGAATGCCTTGCAATATGAATGTTAATATAATGTGTA 
AAGGGAGATTAAAAAGTTGAATGATATCCTAAAAAAAAAAAAAAAAAAAA 
AAGTACC 
> Sequence 1380 

ACAGTAATTTTGGAAACCTCTTTGATGTCTGGCTTATAGAAGACACCTGN 

GTTCTTATATCTGCTTCTGAATCGATCTATCGTAATGTCGTATTTTGGCT 

GAAGTATGTGAAGACAATACTACCTTACAAAGATATGTATNTTCAAAAGG 

AAATACATATCATAAAGTTTGACAAAGCCAGTGAGTGATACTAAAGTTGT 

CACGATGGATGGTGTCTATCTGGAGAGCTGGCAGGGAACAGCCAAGCCCC 

TTGAGCGCTCCTTGCAGAGCAAGAACTATGATTGATGTGTTCTTACTCAC 

TTGTAAATTGCGTGATTGTGGCTCTATTTCAATAACTTTTCAGAAGACTT 

GAGATATTCTTCTTTGATACTACATCAGAACTTTGGCAAGTACTTCAAGT 

AGTAAATTTCGGAATATTTCTTTTAAATAATGTGG 

>Sequence 1381 

ACA AGCC ATTG A ATA AGCCTCTTCC 11111111 GCTC A A ACATTCCAC AT 

CCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTTGATATTTGT 

TGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCT 

CCAGTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTA 

TCTAAATTTCTATTG AAGCTTTTTGGATTATG AGTATGCTG AC 1111 CAC 

GATTGGCTGGTGCATGTTTAGACTTAAATGTCATATCCTTCATGTCTCAA 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCACATGCCA 

ATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTT 

AAATGTTTCACAAAATGTCAACAAGCTTGTTrrGTTATTGATATTTCCGA 

GATTGGGCACATTTAAGACAGTAAACGGGAAAGGTGGTGAAGATGCTATA 

AGAAGATGCCTGTATCTTGAGAATTGAAAAATGAAAATCTGACATGGTTT 

GAAAAATCATGAACGGTATATATAAAGGGAGCATGTGTAGGAGCCATTTA 

AATTCATAACAGTATGTGCCCCTTAAGCGTTTTAATCTTATGAAGGGCTA 

AAGAGATACATTTTCGGAATTTGACAAAAGGGATTTGAAATTAGGTCCTG 

TGGAATATTAATGG 

>Sequence 1382 

ACCAAAATTCATTCAAGAAGAAATAGATACCAGCCTGAGCAACATGGCAA 

AATCCCATCTCTACAAAACATAAAAAAAAAAAAATTAGTCGGGCATGGTG 

GTGCACACCTGTAATCCCAGCTTGTCAGGAGGCTGAAGTGGGAGGATCAC 

CTGAGCCCAGGGAGGTCAAGGATGCAGTGAGCCATGGTCTCACCACTGCA 

CTCTAGCCTGGGTGACAGAATGAGACCCCGTCTCAAAAAAAAAGACGAAG 

TCGATAATCTGAATAGCCCTATATCTATAGAAACTTAATAGTGCTGGGAG 

ATATAGGTATTATTATCCTCATTTTACAGATGGGAAAATTGAGGCTCAAA 

GAAGAAAAGTCTATTGCTCAAGGTCATGTGGCTAGAAT ATGGCA GAACCA 

TGATTCAGATCCAGGTCTTCTGAATCTTATTCCAGGGTTCliri'lAGCAT 

ACCATGTTGCCTCTAAAGAATGCAGCTTCTTAATTACTAGAAAATTGTGC 

CTGGCCAATTTAAATGTGAAATTTAACCCATTTTTTGTAAGCACTATGGT 

GGGGTTTTAGAAGCATAATTTAATGGCTTrGGAATACAGGTGTTTGGTTT 

GGGAAAGGAAAAAAAATCllirniCCAACTTGGACTTCGACCAAACTGG 

GAAAAAAAAAACTTAAAATGTTGGTGGTTTGTACCCCGGGCCAGAAACCA 

CCATATGGGGGGACTTCTCTATTTGG 

>Sequence 1383 

GGTACTTTGTGTTGTTGGTATCCAAAATTAGGACTCTGAGATTCTTGTGT 

ATTCAGAGAATTTTTAGTAGGAAACAGGACAAATTTGCATATGAAATGAA 

AATAGTTATTACATGACAAAATATCTAGATCTQAJTTCTAGAAACTGAAT 

TAGTCCAAAACAAGTAAGAGTGGGAAAAGCA GTAA AAAGTTCTTCTTGAA 

TATTGCTGTTGTCATCCAAAGTATTCTTATTTC rr 11 AGGTGAAAAATTT 

CCATTACTCTTTTGTGATATTCTCAAAAGAAAGTITAGGATTTTACAGTG 

rrCTGAAATACTGAATCTTAATTGAATATTTCAATAGAGTATTATTGATT 

TGCTTCCTTATCAGTAGATTTTTAAATTATTTATTTCTAGGGTATAGATC 

TTCCTAAAATATAATCCAAAGTAGTTTAAAAAGCAGATATTTAAACCAAA 

GTATAAAGATCriririCTGGAGCATGCTATATTTAACAGlirniCCTA 
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AATTGGGTTTTGTTTTTGGAAACATGAAATATTTGGTTCTTAAAGCAAAC 

TTTAATTCTATTAGAGGGTTTTCTCGCTCAAAAAAACATCTAAAAAATTT 

AAGTTAAATTGGGAAGAAACACTGGGTGAAAAAAAAAAAAAAAAAAAAAG 

TTCCTCTCCCGGGCGGGCTCTCTAAAGGGGGAATTTCAACCAATGTGGGG 

GCGTTCTAGATGAGCCCGGTCTCG 

>Sequence 1384 

CCCTTGAGCGGCCGCCCGGGCAGGTACCTCACTCATCTCATCCTTGGCTC 

AGCCCTGCTGGTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCT 

GTATGATGGTCAGAGTTGAACTGATCTGGCTTGTCATTTTTCAGTAATAA 

AAAAAGTTACTGAATTTAATTGTTGAATATGATGCATATCTCATTCATTA 

CGATTTATCAGAAACCAAAGATTTAAATTGCCTAG ATTTG TGGTTCTTTC 

TCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCA 

CCAAAGGAGCAACGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGAT 

GTCAGAAATCTAAAATCTAAAAGAAAACAGACACAGAGCAAGACAATAAC 

ATCACAAGCTAAAAGCCAGAGAAATTTAAAATTACCAACATCCTTGTTGG 

AGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTCTGAGCAGCTGT 

GGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTG TCTG CAGCTTGG 

GGCAGAAATGGTGGGATCCAACTTGTGAAATGCTTCATGTTTTACAAAAC 

CAAAAGTCAGGTAGCAACAAACTTATTGTATGTCAAATCAATAAATGTTA 

CTTTCAAAAAAAAAAAAAAAAAAAAAAGTTCTAAGACCTTAGCTTCATTC 

AAGACTCAAAGTGTGTAGGAAAAAAGCTTATTACCC 

>Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGGNACTTTA rn i rrn iTrn I I 1 1 r 

TTATTTTA TTTTTTTTTTTTA1 11 1111 11 11 1 1 ATTTTTTA AAAAAATT 

TTTTAATTTATTATTGAAATTTGGAAAAAAATTAAAAAAAAATGGGGGGG 

GGGGCAAAAAAAAAAAAAAAATGGTGGGGGGGCCCCAAAAAAAGAAAAAA 

AAAAAAATATAAATGGGGGGCCCCCCCCAACAA AAAGAA AACTGGGGGGA 

TAAAA A ACAGAA AAGGGG AA A AAA AAAAG ATI TTTTTTI CCC ACGGGGG A 

AAAAAAAAAAAACCCTTTTGGGCCCAGAGAGAATTAAAAAAGAGACACCA 

TATGTGGTTGGCAAGATTATAATACAAAAAAACAAAGAAAAGATTTGGTG 

ATCATGAAACCAAAAATATTTGAGAAAAAAAAAAGATTATGTGGCGCCCA 

CAAATTTGAAAAAAAAAATAGAGAAAAAAAAAGACCCCCCAGGAGTGGAG 

AATCATTTTGAAGAGAAAGAAATACACCCGTAGGCGGGAGAACCCGTTAA 

AAGAGGAGAACACCACCCGCACGACGAGGACGTGGATAATAAAGAGAAGA 

CAAAAACTGATCAAAAGGTGGAAGAAAAAATATGAGGAGAACAACATGTT 

CCCCCAAAAAAAAAAGATCCTCGCCCAAAAAAATATCACAAACAGAGGAC 

GCCCAAAAAAAAATAAGGACAACCCGTGGGGGGGTTCAAAAAAGAGAACA 

TCACCAAATATTGGGGCCCGCCACCCCGACCTATTAA 

>Sequence 1386 

CCCTTGAGCGGCCGCCCGGGCAGGTACGAAAGCAGTCATAGACAGTATGT 

AAACAAATGAGTGCAGCTGTGTTCCAATAAACCTTTATTTACAAAAACCG 

GCAATGAGATGGATTTGGCCTATGGGCCATCATTTGCAAACTCCTGATTT 

AGAACAACCCTGCCATGAGTTCTTCCACAGGCTTGAAAACAGGAAGCAAA 

ATACAAAAAGTACCTGGGCCGCGACCACGCTAAGGG 

>Sequence 1387 

GGAA C1 1 1 11111 1A A 1 1 1 1 1 1 1 1 1 1 1 l A AAGATTCCTnTTTATTATAT 

TATT A1 1 11 1 1 1 1 1 A ATAAATAAATATATTAAAAATTAAATATATAATAA 

AATAAATTTATTAAAAAAAATTTTATAAAAAAAAAATGGNANAAAAAAAA 

AATTATATAGGGAAAAAAAAAAAAAGOfieCGAGAAAAAAAATTATATAGA 

AAAAAAAAAATTATAAGAAAGAAAAAAAAAAGGGGGGGAGGAGGAAGAAA 

AAAAAAAAAAGTCAACAAAAAAAAAAAAGAGACGCAAAAAAAAAAAAAAT 

TTTTTTTAAAAAAAAAGGGGGAAAAGAAAATTGGAACTAAAAAAAAAAAA 

AAAGGGGGGGGTATAAAAAAAAAAAAAAAAAAA TGTGTTAAAA AAAAAAA 

aaaaacacacccgaaaaaaaaaaaaatgagcgri l 111 11111 1ggggga 

aaaaaagaggagaaaaaaaaattgtgaagaaaagaaaaataaatagataa 

actgtgaaaaaaaaaggaggtggaaagagaaaaaaaaaaaaaaagagtct 
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CCGCGGGAGAGGAGGGGGAAAAAAATATTTTGAAAAAGAAAATGATGAAA 

AAAAAGAAGGGCCCCGTATATTTTGGTGAAAGAAAAAAAAAAAAGAGAGG 

AAAAAAGAGATTTTTGTAATAAAAAGGGGGAGAAAAACAAAAAAGGAGGG 

GGGGGGTAAAATATATAAGAAAAAAGAAGAGTGTGTATAAAGGAGGAAAG 

GGTTTTAAAAAAGGGAGAAGGTGAGGG 

>Sequence 1388 

GGTACTTT NI 1 1 1 1111 11 1 1 11 11 11G GTAGTAAAAATATCCCAATCTC 

TTAAATGTATAGGTGAAAAATACTTAGTTTCGAAATGATTCCTTAAAAAG 

CAACAATAAAAATACTCTTCTTCACTTGAAAGAAAAA ACCC AAAAGGCAG 

TGTTCATACAAAGTCATGAAGAGAATTTAAATTAA GGTTT TGGTTCCACT 

TTGTCTCAACTTTAACTTTTAACAGTTCTTTATAGGCTTTTGAA ACCT AC 

TTTGGAGAAGGAAAAAAAGTAGGAATAACTGTTCTTCAAAAATTTTACAA 

AAACAGTTTGACTCAGCTTCAGTTGTTAAA 

>Sequence 1389 

CCCTTAGCGTGGTGCGGCCG AGGTACTTTTTTC 111111 I I 1 GAG ACGGA 

GCATCGCTCTTTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCAC 

TGCAACCTCCACCTCCCGGGTTCAAGCTATTCTCATGTCTCAGCCTTCCA 

AGTAGCTGGGACTACAGGTGCCTGCCACCATGCTCAGCTAATNTTTGTAT 

TTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGTTGGCCTCGAACTC 

CTGATCTCAGGTGATCCACCTGCCTCGGCTTCTCAAAATGCTGGGATTCC 

AGGCCTG A ACCC ACCTGCCTGGCCGCATGTTGC A I'l'l'l 1 1 1 1 GGGTGTAA 

TACCGACCGTATAATTGCCAGGTATGCTTTTGTGGACAAACTTCTTTTTT 

GGGGGAAAAAAGGTTTCCTTCAATCTTTTTCACTTTTGGTCCAGTTCCGG 

GTTATCCCTG nTTTTTTTl CC ACTTTTCCTTCCTTGGTAC ATGGGG AGT 

TTTTCTTGAGGGCTTTAAAGCCAAGTCTTGGAAAAATCCCGGGTAGGGGA 

ACATCAAATCCCCTTTTGGGGTCTTTTTTATACCCAAA CCTTTA CCCCCT 

AACACCTTCCGGGGTTTGAAAATGGAAAAGATAGGGGTTTTT CCCTAAA A 

AGTTGGCCTTTCTGGTGGGGGGATGAACCGGGTTTAAAACACTTTTTTTG 

TGGGCCCCCGCCCCTAATTGGCAGGAATAAAAACAATTAGAGCGGCCCCG 

GGGGTTTATAACCACCAACACCT 

> Sequence 1390 

CCCTTCGAGCGGCCGTCCGGGCAGGTACTCTCAAAAGCTAGGGCTGATGA 

CTGAGCAACTACAGAGCCTGACTCTCTTTCTACAGACAAAACTAAAGGAG 

AAGACTGAACAAGAGACCCTTCTGCTGAGTACCCTTGCCAAGATGTCTGC 

ATATGCTTTGCCGACITGTCTACTGAGTrAGACAAACTTGAGATTGTTTC 

CCTTTCTTAACACAGATTTGAAATGTAGGAGACAAATCCTAGCGGATAAA 

ATGACATATCTTTAATATGAGTACTGTGGCAGTCTCACATGGAGGTCACG 

AGTAACAGACTCAATGCCTAAATAGCTGTTTACCACTGCTTTTCTGA GCA 

ATATTTAACTTATACAGACTATAAAGGAGCAGGCCAAATGGTGAGGTTTT 

TAAAGGATGTCAAACACTGTTTTAACAATACGAAGCCCCATAGTTTAAAA 

GGATATTCATTCCTATTCTCAAACAATATGGAGAATTATCCATCTGAGAA 

TCTATTGGGTGTACAGACCCTTAGTAAAGGAGGGGTCCTTAAAAAATTTG 

TATGGAAAACCCAGTTGCCCTTAATTTCCTAACCATTTTTATGGGATGTA 

TCCAGATCGAGGGGCACCTTATGGGGGCCGCATTCCAAAAATAAGGGTAA 

CAGGGAACCCCCAAATTTGAAAATAGGAAAAACTTGTGGCCGAAGAAAGT 

TTTA A 1 111 1 GCCCCCTCTAATTTCGCAAGGTGAGTTTCGTCCCTTTGTC 

TTAAAAAAAT 

>Sequence 1391 . . 

GGTACTTTGGTTCTGGGTGGAGGGTGT^ 

GATATCATTCATAATTCATAGGTtTraRCl 11 11 TTCT 1 1111 1AAGACA 

aagttttaccttctgtcacattgaaaaatctcctataftcttga^ 

tgagcaatacattcacgacccaggtttggGatttgcatactattggagaa 

actgtttcctgaagataaacacttcaagaatttgagaaaattaaaactaa 

aaacccgaaacatgaacacaaaggcacaaaaacattgccctaac attgca 

aaaaattaccttaaaatcctggatttgcttggaagaagaaaatagttttt 

ttttgttttgtttgcaaaaactttgaaggaatggcatgaacctttaaaag 
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GGGG AAC ACCCTTCC A A ATGG AG ATI' 1 TTTTl ACCT TTAG AAGG A TTG AG 

CTTAAAAAAAAATCTGGGTTTAAAATTAAAGAATTA I I I I I H 1 1ACAGT 

GGGCAAAAAAATTAAAAAAGAACTTAACGCTTTTCCTTCCCGAGAACCCC 

CTTTrTTGGAAAAGGGGAAAAGGTTTTAAATAATTCAAAAGAAAAATTTT 

TTCCACTTITGGTTAGACCAAAGGGGGTGGACTAAAAATGT TTTTT ACCC 

TTCAAAAAAAATTTGGGAATTCAAAGGGGCTA AAAGAAACC TTTTGGTTC 

TTTGGGGGGCTTGC AATCAGGG A A A A A AACTTAT1 TTTTI I1GTGCCAAA 

AAAGAAAAATTG 

>Sequence 1392 

TGGCGGAATTTAAAAAATCCCCCTCTAATCAGAGGGTGGAAACCCCTACG 

GTTTTAAAGTTTT 

>Sequence 1393 

GGTACAACTGCCCTACATTACTGCCTAAAGGCAATTTCCAGACTACACAG 

ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGA 

GAAATCTAATTTCTAGGGGGTAGCTAGAATTTTCAGAGCAATGTCCTGGA 

GAAGAAGTTGTGCACAAGAAGATATTCAAAAATCATCATGAGGGACCCCT 

TGAATGTTTGGGAGAATACAAATCTGCTTATGTATAGGGTGAAAGACCAC 

AGAGCTGATCAAAGTGCAACTATCAGGATCAAGAACAAATTAACGCGAAG 

GTCAAGTGTAAGCTGAATAATTCCCAAAGCTCACATGAAGTTGCAA ATTG 

AGTTCCCACCCAACAGAATGAAAAGATCTTATTGAACGTGGAGGAATTTT 

AACGGACCCTTAAAAGGATTTTTACTGGGGAACTACACTGGGTCTAAACA 

CAAAGGTTCTTTAAACCAACCCTTAACATGGCTTAAAAATAAGCCCGAAA 

AAGATAAGCTTGTCCTACAGGAAACTTAATGGCCCAACTAAAAAAAAGAA 

ATTCAAAAGGGTTTAAAGGAAGGCATAAAAGCCAAACGCCCAACAATTAG 

AAATTTGGAAGGTTATACTTAAATTAAAAAAATACTGTTCCTCCCGGGCG 

CCGTTCAAAGGGGGAATTCAAACACTTTGGGCGGTATAGGGGTACCCAGC 

TAGAACCCATATGTATAG 

> Sequence 1394 

GGTAC i ri l l i rri rin 1 1 1 I 1 1 1 111C AGTATGGGGTCTGTGTTGCCC 

AGGCTGGAGTGCAGTGACTATTCATAGGGGCAAGCATTATGCACAACAGC 

CTCAAACTCCTGGGCTCAAGTGATCCTCCTGCCTGAGCCTCCCG AGTAG C 

TGGGACTATAGGAGTGCACCACCACGCCAAGCTGGCATTCT CTGTT TTCT 

TATTTCCTGATTCTACTTTTAGCTTTCTTAATATGCTGATATGTTTTGTT 

TGGTATATCATATATTAAAAAACAGTTCATCTCATCCCCATCATCTATCT 

CTAAGAAGCACCCCAACCATTTACACATTAGGTAAACAATGGCAGGCATA 

AGGGAGTGAACATTCCATAGCCTCCTTTTGATAAGCCACATCCTTACCTG 

CTTTTACTGTCAAAAAGTAAATCTACATTGGGTTTCTGCTCCTAATAATC 

AAACTTAAC r i 111 11 1G AAGGAATTGGTGATCCAATAAATGC CTTCA TT 

TTTTTGAAATCTTGAATGAATGACCGGATTGAATCAATTAAGGTTTTACT 

TATTAGGTTAAATACTTTTTTAAAATCTTTCTTGAGAATTCAAAAACCCC 

TTGGGTTTTAATCTAAGAAACCATAATTTTTTCCAAAAATTAAGAAATTT 

TTTTCTTI CAATTGCCAAGA ATTTTCGCTTAAGGCCTGCCCTTTGGGGGA 

CACATTAAATTGGGG 

>Sequence 1395 

GGTACGCGGGGGCGGAACTGGGGTTGCGGCGTCTAAGTGTTTCCGGTGGA 

TTCCCAGGGACTGTCGGAGGTGTTGGACTCTGACCTGCCTACGCTGGTCT 

GGGNAAGATGTTCTACCATATCCTCCCTAGAGCACGTAAATCCTTGCTGC 

ACCTCGCGCTACTGTCTGCCCCAACTTGCTCAACACGGTGAAGCAGATGC 

TCTTCACCGAGGTGGAGGGGjlCCGCACAGGGAAGTATGGCTTTGTAATT 

GCTGTCACCACCATTGACAATATTGGTGCTGGTGTGATCCAGCCAGGCCG 

AGGCTTTGTTCTTTATCCAGTtAAGTACTAT GTGACT GAtGAAACTACTT 

GTTGAGGCTGCTGGAGCAGGGGCAACTAACTTT TTTGCCA TCAAATTAAA 

AGTGACACATTATAATCCTTAAAGAATTCA'lTl ClTl ' 1 1 1 CCTGGTCTTT 

CTCTTTGATCATGGGATGGAAACTTAGGCTGTTTAAATGGAGTTTCTCTA 

CTAAAAGTGAAAACGCCTTTTATACCTCCTTTAAAAAATAGGATTTGTTA 

AATCCATGGTTTGTTTGGAAAAAAAATTTTAAAATTTTGGCTGGACAGTT 
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CCTTTGGGAAACTTTTTTACTTATGGGCCAAAAACCTTTGTAAAATTTAT 
CTTTTTGAAAATTITTTAGGCCCCCTTATTTATAAGGGTTCCX3AACCGGG 
GATATTATTTTTATA 1 1 1 1 1 1 A 

>Sequence 1396 

CCCTTAGCGTGGTCGCGGCCGCGGTACITTTTGTTTTATTTTTTATTTTT 

TTGAGAGGTATGATTCTTTCTAGAGATTTTTTCTCATGGCTACTATAGAT 

CANGAATGGGTGATTGGAGATTATTAGATTCTAGGTTAACTTCTACCACT 

TTACCCTAATACATAAAACTTTTTCCTAAATAAATGATGGAAGGAATAAT 

ACTTGGTTACCTGGCATTATTTTTCAGTAAG AAAAA AGCTTTACTAACCA 

CTACATTTATGGAAAATTGTAGGGGTAAGTATTTTATAGGTCATAAAAAA 

CACCATAATATAACGAATCTCATTTTCTTTAAATGTGAATTAAATCCTAA 

CAGTCATCTTTATAAAATGACCATAGGCTAAAATCTTACGTGTAAGT 

>Sequence 1397 

CACATGTGTCGCCTTAAATCATGCAACCTTTCAGTCACTACTATGTGTAA 

GGCAGTCTGCTAGGTTCCAGGAATGTGGGGCTAAGTGAATAAGATGCAGC 

TCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACGTATCTTCCAC 

AGTGCATTGTGAAACATGCCATAAGGAAGGGATAAACACTGATGACAAAG 

TAATTGCCAACTNTTACTAATTTTGTCAAATTTCAGAGAGGTACC 

>Sequence 1398 

ACAAGTTGTAACCCCTGATTCTGTGAATGTGACCTTTCTGGAAGTACGGT 

CACTGCAGATGTAATAAGTTGAGGATCTCAAGATGAGATCATCCTGGATG 

CAGGATGGGACCTAACGATAATGGCTGGCGTCTTTATAAGAGAAAGGAGA 

ATGAGATTTGAGACGCAGACATGCAGAGAGGAAAGCGACATGGAGACGGA 

AGCAAAGCCTAGAGTGGTTAACCTACAAACCAACGGTTGCCAGCTGTCAC 

CAGAAGCTGGAAGAGAGGCATATAAGATTCNTCCTTAGAGTCTCTGGAAG 

AAACCAACCCTGCTGGTGTCTTGATTGCAAGCTTCTGGCTATTAAGAAGT 

AGACTTCTTGCCTTTTAGAACAGATATCTGTTACACACAAATGGGTAGTA 

ATTTTTTAATGTCANGCCTTAAGAAAACTGATATATTAATGTAAGTTTCC 

CTGTGGGGCTCTACGGGCCAAATTCTTTTGGTTCAAGAGGCTTGGTAGAA 

TGGTTACAGGTACCCTTTGGCCGGTAACCACGCCTATGGGGCGAATTCCA 

ACAACAATGGCCGGCCCGTTCCTAATGGGATTCGCGACCTCGTTACAAAC 

CCTTGGCGGAAACCTGGGGCAAAACCTGGTTTCCTGGGTGAAAATTGTTA 

TCCCGCTCCCAAATCCCAAACAATATAACGGCCCCGAAGGCTGTAGCTGT 

AAAAGCCGGGGCGGCCCAAATAAATTGCGCAACCACATAAAAGCGGTTGG 

CC 

>Sequence 1399 

GGATAAATAACTTGTTACCCTGGGACTTTAAGGGTCGGGCACCGGGAATA 
GGCCACCTTAAGGGGGGTTATCCGTGGGTTCCCACACCTCGGGGATAACC 
CCAGAAAATACATTTTTGCCAAAGGCCGCAAAGGCCCTGAACCTTTAAAA 

GGCCT 

> Sequence 1400 

GGTAC TTTTTTI 1111111 1111 11 1 111 1 1C IT1 1 11 1 1 1 1 1 1 11 11 1 T 
111 I 111 1 1 111 1 11 11 1 1 1 111 11 H 1 1 1 1 111111 1 1 1 1 111111 1 1 1 
1 T1T1T1 1 11111 11111 11111 11111111 IAAAAAAATTTAAAAAAAA 
AATTTTTTTAAAAAAAAATTAAAAAAGAATAAAAAAAAGGGAAAAAAAAA 

aaattggggggaaaaaattccaaaaaaaaaaaggtaataaaattaaaggg 
aaaca 11 1 11 1 1 1 aaaaaacaaaaacaaaaaattcattttttggcgggct 
ttaacaaaaagttttgaaaatccaaatttaaaaaaaatttaaaaaaaaaa 
aggttttttgaaaaaaaattggcaaaaattttaaaaaaagccccxxxxaa 
aatttaccctaatttta^ j^^_cctitgg aaaaaaaaagcccctcccaata 
aaaattccaaaaaaaaaaaaaacccctttggaaacaaaaaggaaaaaaaa 

AATrGGTTATTTTTTAAAAAAAAlllll 1 1 1 1 GCACATTTCAAAAAAAAA 
AAAGAAATCCAAAAAATATTTCTTATAAGAAAGGAACCCCCCCGGCCCCC 
CCTAAAAAAAGAAAAAAAAAC 
>Sequence 1401 

GGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGCTCTGTCATGCCA 
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TCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACTC 
>Sequence 1402 

ACTTTTAAAATATATATTTTCTAATTTTGAAACATTCAAGCTGCGCATAA 

TGGTTCACACCTGTAATCTTGGCTACTTGAGAGGCTGAGGCAGGAGGATG 

GCTTGAGGCCAGGAGTTCAAGACCAGCATGTGCAATACAGTGGGACACCT 

TCTGTATTTAAAAAAAAAAAAAAAAACAAAAAGGAAGGAAATGT TCAA AT 

ACACAGAAAAGTTGAAAGAATATTATAAAGTGAATATCTGCATACTTTTC 

CCCTAGGTTACCTGTCACCTTGACATGCCTTCTGAATTGTACC 

>Sequence 1403 

QOTACrn TI TTTI 1 1 1 1 1 1 1 TTTI 1 TTTTTn I I I TTTTTTTTnTI 1 1 

TTTTTAGAAGGGTGGTATTATAACATTTATTAAAATAATGCTGGGGGTTA 

ATAGAAACCGCCAAGAACCAAAGAATTAAAATGCAAGCTATTTAAAATCC 

CAACTAAAACCCAAAAGGGTCTAATGTTTTCATTCATTAACTAACTAAAA 

CCCCAAAAAAGACACTACACCCAATGTTATAAAGTTCCTGCCCGGGCAGG 

CCGCTCGAAAGGGCT 

>Sequence 1404 

ACTTTAA TTTI I I CTATTTATGAATTGCTTATTTGCTTTGCTCATTTCTC 

TAGTAAGCTGCTTTTGTTAATTTGTGAGTAATTTATTCTAGGTA TCAGG C 

CTCrGGCATGTTTCAAATTTCCTAGTGTCTTTGTCAAAGAGAAAT TTTTA 

ACITCAACATAAGTAATTTGTCATCTTrGTCCTTTAGTTTTTGTGATTTT 

AAGGACATAATATCTATTACTTTAAAAGTATTGAAAGCTGTATGTATATT 

CTTCAACTAGCCACCTTATTTCTGTTCTAGAGTTTGAATTTCTTAACTCC 

AAAAACACACAATAATrTTTAAAGTCTTGATCAAACTCTGTTATCTTCTG 

CATAGTCTATTTTTCAGCATTCCATTAAATGAATTGAGAAAAAGGAGGTA 

CC 

>Sequence 1405 

ACCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGTC 
AAGAATAAATG 1 1 11 1 C AAGG ATCTTCrTTTTGTAGACAACTGTGTAGTC 
ACAGTTTAGAGTCGTAAATTATCTGCCTGGCAAGATACTTT 
>Sequence 1406 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAGACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTrGATATAGAGTTTCAATTTTGCAAGATAAAAGAGTTC 

TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC 

ACACTTAAAGATGGTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCAC 

AATTTAAAAAAAAATTTTAATTAAAGGAATTAATAAATTTACAAAATACT 

ATTCATCATTGTGTTTCCAGTTTAATATTCAACACAGCAGTATTTCAGGT 

ATAGTAATTAACTTACTTTCATTTGAAAAGATGTCTATAGCTTAATAAAT 

ATCAAACTCTTATTCATACTTTTGTTGATAATCTAGGAGAAACCAAGCAC 

CCAAATGGAAATGGGGTTCTCACTACTTCACCTGCCCACCTTCAAATAGA 

AGCCGGATTTCACACTACCTATAG 

>Sequence 1407 

GGTACTAGAAGACCTTCCTCGCCACTCTCTCCACATGAGAGAGTCAGCTG 

CCCTTTCTCCTGTGCCTCTGCAGGAAGAACTCTCTTGCATGGCACATCTC 

AGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATT 

TACTCTGACCTCTCTTTAAATCTATATCCAGAGCCA CTAGC CCAGGAAAA 

ACTTGGGTGACCCGTAATTTCTCTTCTCCTGCTGTCCrrriGCTCTTACG 

CCCC^CCCCAACTCCCX^AAATTTTACAGGCITATGACAGTTTGTATGT 

GCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTGGACTTTAGCCCA 

CCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCATT 

GCCCCGTGCCTTCAGGCAGTCTCCTGGGGCAGAGTATGCCACCATCCGAA 

TATCAGGCACTGAGTGGGATGTGGGTGATGCTCACATGACTGGCTAGAGC 

TTTGGGGGTGGGGAGGGGGGGTAACTACTATTTATTTGGCCATGATCTCT 

TTACGCCTTCnTTTATTTTTAATTAAAAAAATGGATCCAATTAATAATTC 
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AGCN 

>Sequence 1408 

GGTACCCTTTATAGGAACCCTCAAATTAAAAAAAAATGTCTTTTAATGGA 

TGAGAGGGAACCACTATAACATGAGTCCAAGCCCAGAAGAC TTCTGTC TA 

TAC AATA rTTTTTTn AATTTTGG AG ATA A AAGCTTTA AG AA AC 1 1 1 1 iG 

AGTTAATTATACTCATAAAATGAGTTTCITTAATAAATTAAATTTTATTG 

TGTAAAATGTATTATTACATAAAATGTGTTTTTGAATCAATGCAGTTTGG 

GGATGAATATAATTAAAATATGTTTAATAACTTAGAATTCAACTAATAAA 

AATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGTTTAAAATGTATA 

ACTGAGTGGTAGATCAGT 

>Sequence 1409 

GGTACTATGTGTGTATTGTTACTATTACAGTTAATCCTTTCTTTGTGTGA 

GCTTGTTAATGCAGTGAGGATTGTAGCACTGTCCACTGAGTCTCTGTGCA 

ACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGA 

CGCTGGATAGTCGTCTGAGTATCTTCAGTGCCCAAGGCGACGG CTTT GGT 

TTGGGTCACAGGATGGTGTGGTTGGCCAAGTGCTGCCTAATAGTTTTAGG 

AGAGGATACTTATTTGCTGCTGCATGATCAACACTGGTAGATTATGGTTT 

CTGAGAACAGATGGGGCACACAATTACTAGAGCGCCCATTAACAGGTATA 

TACAAGTACCTAGCACGGGCGGCCTGCTCGTTGGGCGAATTTCAAAT 

>Sequence 1410 

GGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAGGCAGGAGAATTG 

CTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTGCA 

CTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAA 

AAAAAAAAAGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGT 

AGACCACTCCTTCTGAGGGAGAATCCACCCCACCTTCCTCCTAGCTTCTG 

GTGGTTGCTGGCAATCTTTGGCGTTCCCTAGCTTGCAGATGCAGCACTCC 

AATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATGT 

>Sequence 141 1 ' 

GGTACTTTTTTTI 1111 ITTTTTTn 1 1 rGTTTTTTTTI 11111111111 

TTTTTTTTTAAGGGAGTAAGTTTTTTAATCCACTTAAAAATACAAGAGCA 

CAAATCCACATTTATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGGG 

TAC ri rH TI l l in i in rn ri Tl GGGGGAAGATAGAAAATGTGGGGC 

TGATAATTGGCACATCAGTGTTTTAATCCGCCCCC TGCT TCTGCGGAGAA 

AAATGTTTTGATGTTAATACTACCAACATTAGTTCTTTTAGGGGG TGAAA 

G ATTGCCCC AATGGGGGGGG AGG AG ATC AATTTTTTGGGGGG G A rT TTTG 

AGGGGGGGGGTGATCAGCAACAACTCTTTAATAATTGG CGGCTTTT ATGA 

CGCCTACTGGGGGTGATAATTTTCTACTTTTTCTACGAGGTTTTTTTACT 

AGCGAAAAAAGAGTTGCTCTTTTTTGGACCAACAAATTAATC AACGA GGT 

GTTTAAGGAGGTTTTGGCGGCATATTAGAAGGTCGAATATTATTTTTGGT 

GAACACCCTTTATCACCATGCTGGGTGTGTTTGTCCCCCCTTATTGCTGG 

CGGGCGGT 

>Sequcnce 1412 

ATTCGCCCTTTTCGAGCGGGCCGCCCGGNGCAGGTNACGCCGGGGGGTGG 

AAAGAAAGTTGCTTTTGAAATCCAGCCTTTCTTTGGGGGTGCAGG AACCT 

ACCGCTGGGACCATCCTGCTTTTTTCCTTAGGGAAAAAAATACCCCTTTT 

GGGTAGGAAGGCCCCCAGAAGAAAAGGAAAAAT TTAAATC AAAGCCCCCC 

AAGAAAAATTCCCCCCACAAAAGTCAATTGGCCCTTTTTTTGGGGAAAAA 

GCCCCCCCCAAAGGCCCAAGT 

>Sequencc 1413 

A CTTTTTTT1 1 1 1 H 11 1 1 1 1 1 11 TlQiTl 1 1 11 1 1 ITTTTTTTI 1 ITTT 

mil n i iii ii 1 1 1 1 ri i nil n n ri 1 1 1 1 1 1 1 11 1 in mini 

11 1 11 I GGGGGGGCTCCCAAAAAATTTTTTTGGGGAAACrTTCC CAAAAT 
TTAAAAAAAATACCG ATTTTTAAACTC AGG AAAAGTTAAAAAA 1 1 1 1 1 lA 
AGGCCCCTGAAATGAACCAAAAAAAAArrri l Tl 11 1 1 1111 IACCACCA 
AAACCCACAAAA 1 1 TTCTI 1 1 " 1 ATAAAAAAAAAAAAAAAC AA AC ACTAGT 
ATGAACCAACCTAGAGGGAAATTCCACCCCAGTGGGGGGGGTAAATAAGT 
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AATCCCCTCCACAGACACACATTGGACAAAAATAGAAAAAAAACTGTTTC 

TGAGAAAAAAAATAATTGCCCGAAAAACTCAAACAAAAAAAAAACCCGAA 

ATAATAAATTGGACACCCCGGGGCTCACAAAAAATGACACAACACTCATT 

ATTGCGGTAGCCCAACCCGACCITTTTAAAAAGAGAAAC ACTAT TCTGCC 

CCTTTATTTAATATAATGCACAAACCCCCGAGAAAGAGGGTTTTCAATTT 

GGCCCCCTTCN 

>Sequence 1414 

GGTACGCGGGTCAATTA 

>Sequence 1415 

CCCTTCGAGCGGCCGCCCGGGCAGGCACAACCTTTCAGGATGCAGTTCTT 

TCATGACCATAGTGTTTTTTTTCCTATTACTCTTTCACTTACTCACAGGA 

TTCAACCCATCTGACTCATCTGTTCCTCCTCCCAGACTCTTCTTGATCTT 

TATTTTTTTAATTTACCAGAGAAGAGCAAGCACGT GAGCA GTGAATAACT 

TGCAAGGATGCAGACTTTTTTATTTTGCGATGCTACTTTTATAAAAACAA 

ACCGTAACATAAATAACTCTTTAATGAAAACTCAGAAAAATATTAAATCT 

ATTCTTAAAAGGGTTTAGAAAGAAAGAAAAGACAGCTGTTAGGTTATTTG 

ATTTTCAAGTTTATCAAATAAAATTCAAATAGAATTGGCAAATCTTTAAT 

GGCATATGAATACTTCTATCACTTAGTAATTAATTTGAACAGAGATGTTA 

TTAGGGTCCTTAGTATCACTCCATCCTTTCCCTCCATCTTTATAC AAAAA 

AGAACATACAGAAATTTAACAAAGATATATGACTTACTCATATGTTTTAT 

AAAAAGTATCACCTAGCAGGTGTCTTCCATTTAATCTAACANAGGTTTAT 

GTAGCANAAGATACATGAATGAAGCCCTAATCACAGAATCTN 

>Sequence 1416 

GGTACACGTGTTTTCCTGAGTTCTGGGCACAGCTTTAGCAAATTAATCAA 

ACCTAAGAAGGGGGTCATGGGAACACTGACTTGAAGCTGGTTGGCCAGAA 

GTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAGTGGGGGCAGTC 

TTGTGAGACTGAGCCCTCTCTCAGCCTGTGGGATCTAATGCTATCTCCAG 

GTAGATAGCATGAGAATTGAATTGGATTAGAAGGTGCTCAGCTGGTGGTA 

TCTTCTGCAGAACTGATTGCTTCTTGTTGGTGGGGAGAAATCCCCACACA 

TTTGGTCACAGAAGTCTACTGTGTTGATGATTGTGGTGTAAGAGCAGAGG 

AAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGATTC 

AACTAATGATTTACCTTTCATTGTAAGGTTATCATGCTCAAGTATTAATG 

TAGGAAGGCTNTTTTGATGCAAAGTGTGTGTGTGTGTGTGTGTGTATATA 

TGTGTGTGTTTGGAGAGGGCTAACTTAAAAAGGGGAATGTATAAGGAAGA 

AGAAATGGTGTTCTAAACTTAANACCCATNTCATCTGCTAAATCGTCCTA 

GTGAATTN 

>Sequence 1417 

GGTACAGATCACACCTTTAAGATGGTCCTCCAAACAAAAGATT CTACA AC 

TTTAGTTATTTAGAATTAGCITrGAGACTTTGGGCAGGTCACAATTTTTC 

TCTATCTCCTATCCTGTAACTTCAGAACCAGACACACTACTAACATCATA 

ACATCCAAACTTGGTTTTTG 11111 1 1 1 1 A AC AG AT AAAAAATGTGACTG 

GGCACAGTGGCTCATGCCTGTAATATCAGCAnTTGGGAGGCCAAGGTGG 

GAAGATCGCTTGAGGCCAGGAGTTTGAGAGGGGCCTGGGCAACATAATAT 

GATCTCATCTCTACAAAAAAAAAAAAAAGGAAAAAAGGCAACATTAGTGG 

GGTGTGGTATTGAGCACTGTAGTCCAAGCTACTCGGGAGACCGAGGCAGG 

AGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGGGAAAGTTTCTA 

GTGGGCTGCAAAACAGCATCTAGCCATTGTCCTCTTCAATGT 

>Sequence 1418 

GGTACTAATTTACACCAACAGGTGAAGTTTCCTAGAAGAGTCGTCAACTG 

GTAACATGGGATTAGCTGCTAGAGGGACTGAGGACTCTAAAGAGAACATA 

AGCAGCAAATTGCAAGAGCATCTGTAACTGCTGGGCTAAGGCAGGGGACC 

CAGGAGGGAGCAAATCCAGGAATGGGGTGGCTCCCCAGGGCCGAGATCCA 

GACCTCATTAAACAGGATTTGGTCACGGCCCACTGGATAGTGGGGAAGCC 

TGTGGGGTTGTCCATGTGGTGGCTGGCAAGCAGGGGCCTGCTTTCTGGGG 

GTGCTGGTGGAAATCACTAGACAGTTACCCTGTGGGTGCCTGCAACACTT 

TCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTCTG 
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GAAGCTACCTGGAGGGTGATGCCAAGAGAATTTGCTGGGAAGCCATGCTC 
TGGGGAACTGGTGGAACTCCCTAGGAAAC TGCC TGTGGGTA TGGTG CCAC 
TGAAATTCACTGCGAAACCTCCTTCTGCAAl 1T1U1 1 1C1 lOCl'l'i I iCC 

TTTCCCi n ii rrn 1 1 1 1 tggcttgcaaaaaaa 

> Sequence 1419 

GGTACACATAAGTTCATTCTTGGCTTTTTAAATTTTATGGAAAGA CTAAA 

TACATTTGTGTCTATTAATCAAAATATGAATTTAGAAGGAAATAATTTTG 

TGTAAAAAATTGTATGTGGTAAAATTTTACCTAATTTAAAATTGTTGTTC 

CATAATTTTTTTAAAAAGAAAAATTACAGAAATAAGACTTGGGGGGTGGG 

GGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGC 

ACTGGTCTCATGAAAAAAGTTTCATGTGTGACTGGGTCCACTGAGATTGA 

AAAGAAATTGTTTATACGATATTCTAAAAATTAAATGTT GCTGT CAGGGA 

TGACATGATACAGGACCAGAGTCTGTGTAAACAACAAAGTTTTCTTAAAG 

TATTGATACACGCTTTTAAAAATTGCAAGAGGTTTTAAGTTTAATTCAAA 

AATCTGTTTAACAGCCATTTTGT 

>Sequence 1420 

GGTACACCTCAGAGAGGACTTGTATCTAGACCAAGAGGACTATGCCTGTG 

GGCCAAATCTAGCCCAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTAAG 

AATAGTTTTCATACTTTTTAAAGAGAGAGAGAGAGTGTGTGTATGTGTGT 

GTGTGTATAATGTGACAGAGACTTTATATGGCCCTCA 

>Sequence 1421 

GGTACGACGTAACTCCAGACATAGGCTTTAGACGTTCTCATGCCACCCTA 

TCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAATCA 

GGGAACTTCTAAAATAAAAATCTTAGCAATCTCCTTGGCCCAAAACTTCA 

CCCCATCTTGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATG 

AGGGCGTGTGGTTGGGACCTGAGCATCCTCCTGGTTGGGCTAGTGATGGG 

GAGAGAGGGCTGTTACTCACGACTCCCTCCAACAGAATACCAGAAACAGG 

CAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGAAACCAGCCCTCA 

CCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGAGT 

CAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAACT 

GAACGTAACCAAGCACCAAGAGAGCCCTAAAGACACAGTAGACCTCCTGT 

AGAAGGGCTCTGATGGACCTTCAAACATTGCTCCTCCAACTNTATGGTGC 

ACACAAATCACCTGTGCATGTAAAAATGA 

>Sequence 1422 

ACCAAATTCTCTTATCAGTCAGGGTTCAACCAGAGACACAGAACCAGTAG 

GAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAACACGAAA 

CCCAGGGATGAGTAATCGGAGGGGAGCAGCAAGCACAGGGAAA AGAT GAC 

TGGGAGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTC 

CCTCACCTGTAAAACTGGATCAGAAATCTTACAAAAACAAAAAACAAAAA 

ACCTCTTCAGTATTTCCCTCAAACAGGATCCTCCTCACATCTGTATTTAT 

ATTTAAAAAATAAAAACAGAAAAGAAAAAGAACCAGCATGACATCATTAG 

GTGTGTGTACC 

>Sequence 1423 

ACATCATAGGACTAGTCACTTGTGCTTTCATGGATACTGCCTGGGTGGGG 

GTTCACAACACTTATAAGTTAGAGAGTTTG AGAG CCAGTGGAAAGTAAGT 

GGAAGTTGTTCTGAAATAAGCCCCTGGCAATTTTCTGCAATGAAAAGGAG 

CAGAGGTCATTTTCTTATAATGCTCAGCCT CAGAG ATAGAACACTGCCCG 

CGTACTCTGGTTCGGGTTCAAGTGAGAGGCTTTTCATGAAAATCTTAGGA 

TTGAAGAGCTCTAAGTTCAGGATATCTCAATGTTCAGAAA GCCTGACTAA 

AAGAAGCCAAACCAAAACCATTTAATGTGAACACAAACCTCTTTTCTnT 

AGTAAGTTNTACTTTTAATACAGAGTGAAAGAAAATAAAAATTTAATAGG 

CTAAAACAAGTCAAACACCCATTCTACACTTGATAAAACC TTCAC AAAAG 

TCAACTGAAGTAATCCGGAGCTGAAACTGAATTGGGCCGATTTTCAAATG 

AATCACAAAAGTCATGTAACACAAACAAAAGTCGATT ATATTTACAC ACT 

CACAAGCCCTCTAAAAATGTGCCCCAAGAAGCATTTACCT TTGT TTTGGC 

CATTCTGAAGATTTCACATTTTATTTTTAGATAGCTTAACATTTTATTGA 
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GGGGTTCTCTACATGCGGTATGGTTTGTCCTTGGCCCGAACACCCTAGGC 
GAT 

>Sequence 1424 

ACTANl'1'1'1'1 1 1 1 AAAAAAATTTTTTGGAA AAAATTT AAAA ATTTATTTT 

TACTTACTTTTTTATTTTTTATTATATTAAATATAATATTTTAAGGCAAA 

AAACATGCTTTAAAAAAAAATTATTTTAAAAAATCCGGGAAAAGGTTTAA 

AAAAAAAAAACCTAAAAATCATTTAAAAAATTTTAAAACAAAATTGTTAA 

AAAAAAAAAATTTAAAAAAAAAATTGGGTGTTCAAATTAAATTATTAAAA 

CAAAAAAAAACTCTATCCAAAAATTTAAATTTTAAAAAAAAATTTAAAAA 

AAAAGCTCCTTAAAAAAGGGGCTTAAAAAAAACAATGTGAAAAAAAAAAT 

CCATTTTATACAAAATAAGTTTTTGTTAAAAACATAACTTGAACTAAAAA 

AAAACCCTGGAATATTTAAAATAAAAAAATTAAAAGTTCTCAAATAAATC 

CAAAAAAAAAAAAAAAAAAAAATGTACAAAAAAAAAGTTCCTTTGTCCAA 

ACACAAACTAAAGGCAAAAATTCAAAAAAATATCGGCAGTAACTAAAGAA 

GACCAAAGTCTGAAAAAAAAATCGGAAAAAAAAAAAAAAAAAATCATTCC 

TTTGAAAAAAAAAATAATCTCCCCAAAAAATCAACAAAAAAAACTACGCG 

AAAAAAAAAATTGAAAAAAACCAGAGCGCTAACATGACAAAACTCAACAA 

ACAATAATGTTCCCTAACCAAAA 

>Sequence 1425 

GGTACTACCATCTTAACAATATTAAGTCTTCTGATCCATGGC CACCA AAT 

GTCTTTCCACTTATTTGGGTCTTCTTTAATTTCTTTCAACAATGTTTTGT 

AGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTA AAGTTATTCC TATCA 

AATTGTTTTCATGCTATTGTAAATGGGATTGCTTTCTTTTTCTTTTCTTT 

TTTTTTTTTCGAGAGAGGGTCTTGCTCTGTCGTCCAAGCTAGAGGGCAGA 

AGTGCAATCTTGGCTCACTGCAACCTACACCTCCTGGGCTCAAGCGGTCC 

TCCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCACATGTCACCCAA 

AAAAAAATAATTNTTGTATTTTTTGTAGAGACAGGGTTTCACCATGTCGG 

CTAGGAAGGTCTTGATCTCTTGACCTCGT GATCTGCCCA GCTCGGCCTTC 

CAAAGTGTTAGGATTACAGGCGTGAGCAGTTTTCTTTTGGTATTGCTTTA 

GAAATGGAATTTCCCTCTGCTGCCCAAGCGGGAATGC AAGG TGTGAACTT 

AACTCACTGAACCTTCACCCTCTGGGTTCAAGTGAATCTTTTGGCTTAGA 

CCTCCCAATACCTGGGATTACAGGTATGCGCCACCTTGCACAGCTAATTT 

TTGATTTTTAAGAAAAAAAGAAGGTTCACCTTATTGGCCAGCCTGGTTTC 

TGATTTCCAACCTTC 

>Sequence 1426 

GGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTACTCTCAG TTTA C 
TGCTAAATCCACCTCGACCCTTAAGTTTCATAAGGGCTATCGTAGTTTTC 
TGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTG 
ACCCCCGCGT 

>Sequence 1427 

ACATATTGCTTAGAGCAGTGCTTTCAGATATGAATCATTTCTAGAATGGA 

TTATAGAAGGATGGGAGCnTTAGTATTTAGTAGTTTCCTTTCTTCTCCCT 

AAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACA 

AACTGGCAATTGCTCTGAAGACAAGTTTAGCAATTTCCGTGAAATAATTC 

TCTGGCTTCGGCCAAGGCCACTGATTGATTTCTAAGCAAAACAACAAATC 

CCGTCAGGATCAGGAATGATGGCAGAGTGGCCCTGTTGGCTTTGTAGCTA 

AATTGTGCTCAGCCAGAGAAGAACCACGACCAACAGAGCCCTAAACTGAA 

GTCCCCAATTCTGTCTACTCTACCGTGCTGCACAAAACTAGTACC 

>Sequence 1428 

ACAGTCTTATTTTCAGCCTAAAGAAATGGACACTTCTCAGCATAGGCGGA 

CGTGATTGGTTGTGGACAATCCTTTTCCTAACCAGGATCGATAATATCAC 

AGACAAGGTAATATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGAGC 

CATGAGAGATGGTGGTTTTTTAAGTTGATTTGATGTTGGATGTAGTAAGT 

CCTGTGGGAGAGAATTTTTTTAAATAAAAAATACrGTTTAAAAGTGTCTC 

TTCTAACTTGATCrcrACCTTTTCCCCTCTCCACTTCTAACTGCCCCCCA 

CCAGCTACACrTTCCCAGTTTGAAATAATGAACAAATCCTTTTGCTGACA 
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GACCAAACCTTAGTTCCTGTGGGCAAATGAGGGGTTTTTTCCCCCCAACA 

ATGAACAATTTTTTTGAAAAAGTCTCTCAAAGATGTTCTTATTGGAATAA 

CCCTTCTTAAACCCAAACAGCCTAAATGATTGGATAAATGTTCCACAAGA 

TCAAAGAGCCACCCAGGAATTTTACAGCTGGACTTCATTACTTGATTACT 

TTGCAAAAATAGAAGCCAAAGCTTGACTTAACTGGTAATAGACTTAAAAT 

TTGAGTTTGCTCTTGGTGGGGTGCTTATCCCCTTT TTACATGAC AGAAGT 

GTTGGAGTAATTTTATGTGGCCTGGGTTGGATGGCTi'1'1 1 1 1 1CTCACTA 

TCCCAATAATTTTAG 



Page 261 
(of 261 pages in Table 2) 



WO 01/42467 



483 

Table 3 



PCTAJS00/33312 



>1.1 

GCGGCCGAGGTAC I I I I 1 1 I I I I I I I I I I I I I I I GGACATACTGAGAGAA 
TTTGGAATTATATGTTATGGTAGAATAAAGATCGAGGTCCAI I I I ICTAT 
ACATGAAAATTTAAATATTTAGTTTGGGATTTGAGACTTCTATTAGGCCT 
CTGTATTTCTTTCTAG I I I I I I CCCTACCATTCTTTAATCGGAGTATCCA 
AGCCCAATCACCCTGTATCCTATGTCCTAAAGCATCTTGAATTGGTTGTT 
CATGI I 1 1 I ICTTCATGTGGAGTGTCTTTTGCCACCCTCTTAGCCTATCT 
GATC CCACTTAGGCTCTGAGGTTCTGTTAAGTTCTCACCTTCTTTATGAA 
TTTTCCCCAGCCATAATGATC I I I I I AACCTCTTTGAGCTTTTACTATTT 
ATACTCTTTACCTAACCAACTAAATGG I I I I I 
>2.1 

GGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATC 

CGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGA 

AACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAG 

AGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTG 

CTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCA 

GAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAAT 

TTGGAATCTAACTCAGCGGAATTGTATCCGT 

>3.1 

GGAGAGGAGTCCTTTACTTAGAGTCAAGCTGAAGGAGCATCACAACCCCA 

AAGACTGTTATGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGAT 

GATAGGATGAAATAGTAATTTATTGATTACTATATCTACTATATGTCCGT 

AAGATAGCAGGGTCTTTATACTCGGAATCTCATTTGATCCTCATAGTTTT 

TATTGGTTATTATTATCCTCATTTTACAGATACAGAAACTGAGGCTTCAG 

AGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGAG 

GACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAA 

TGTTTAGAATATTAATAAGTTACTCAGATAATCTATTGGAATTTCTTCAT 

GGCAGGGGGAA 

>4.1 

GAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTCGTAGCTAC 

ATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTT 

TCTTGTACT 

>4.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAC 

CAGA 

>5.1 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 

AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 

TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 

GCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAG 

TCAGCATGTCTCTAACCCAGAGCCAGGCTGTGCI I 1 1 1 1 IGT 

>6.1 

ACCTATG ACCATCTTACATTA 1 1 1 1 1 ATGGGTGGGGGGCATTGGCTGTGG 

AATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAACGGGTTGT 

TGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTACACGCTGGT 

TTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCCGGGCACTGGCTGT 

GCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCAC 

CAGTGACCAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCTTGGGCTTG 

GCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCTCTATAGTA 

GTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTCCTCAGCCT 

TTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTAC 

>7.1 

CGCGGTGGCGGCCAGGTACX3GATCAATTCCGCJGAGTTAGATTCCAAATT 
CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGG 
ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 
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GGMTGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>8.1 

GCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTG 

CTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCT 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGG 

TCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTA 

CTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACT 

CAGCGGAATTGTATCCGT 

>9.1 

GGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGAGC 

TGTGGCAGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACC 

AAGGAGGTGGCATTTGCACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCA 

ATCAGGAGCCACAAATGCTTGGCTGAAGTGCTACTGCTCTTTCATCCTGG 

AGCTGGAACAGACGTCACCAGTC 

>10.1 

TGGCGGCCGAACATCCATGTTTTAACTAGCACAGACAAAACCTATGTGTT 

ACTATCAAAATAAAATTTAGAAAAACAATTTTCTTATAAAATTTTCTGTT 

TGTATTTGGACTACATAAACTGGCTTTAAAATTGAGAAATATGCCCTAAA 

ACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAGATCACAGCAATTAGG 

CCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAAGT 

AAATTACGCCCTG I I 1 1 I I ATTCTTAAGCACTAGGGTTAGGATTGTGATC 

TGAGCTTTACTAAATCGG AAAAGAAAATCTCAATTATAGAACATTTAGTT 

TATTTATACCTTAATGCCCGGAGAGGTAATATTTTACTTTAAAATGCATA 

ACCCATGTGACATGCTAGGTCTTCCAAAAC 

>11.1 

GCTGGCCTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGC 
CGTGATGTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTC 
AAGCTGCAAGCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAG 
>12.1 

TTTCTCTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATA 

TTTTAAAATCTTTCCATTAAAAAAATTTTGCTGATCATTCAACCtCTTCA 

MTTATTAAGAGATACTTACTTTGTATGAAAAATTTTGTCGAGATGTATA 

ATCCAI 1 1 1 1 1 I CTGGGAAGAGAGTCAGTT 

>13.1 

ATTGCGTCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAGATG 

CAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAG 

AAGGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCC 

GGAGCCAGTTTTGTGGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAA 

TGACCGAGTTGATCCTAGAAGACAAAACAGTAGAATCGT 

>14.1 

CGCGGTGGCGGCCGAGGTACGGTATTCTCTTAAACAAGAGCAAGCCCATG 

ATGATGCCATTTGGTCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCT 

GAGACAGTGGTCACAGGCTCCCTAGATGACCTGGTGAAGGTCTGGAAATG 

GCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTGGAGGGACATCAGCTGG 

GAGTGGTGTCTGTGGACATCAGCCACACCCTGCCCATTGCTGCATCCAGC 

TCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGAT 

AAAGTCCATAGATGGAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTC 

CTGATTCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATT 

TTTGGGGTGGAAAGTGGGAAAAAGGAATATTCTTTGGGCACGGGAGGAAA 

ATTCATTCTTAGTATTGCATATAGTCCTGATGGGAAATACCT 

>15.1 ' 

GGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATGTA 
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ACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATGAC 

TGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTTCC 

AGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAA 

AGGGTCAGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCT 

GCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAG 

TGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAG 

ACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGAAA 

TCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGCAG 

AGCTGCCGGAGGACAAGCCA 

>16.1 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCAT 

TTTCATGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCG 

GGGAGATGAGTTGCAGAGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAA 

AAGGTCGGACACATTCCAGACATATTTAGGGGTGGAGGTGGTTGGATATG 

GGGAGTTTAAAGGGGAAGGAATGTGGGGTGATCTGGGTGGTGAG 

>17.1 

TGGCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGG 

CATTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACAC 

GCAGGATTCA 

>18.1 

CGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAAC 

TCGGTCATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAAC 

TGGCTCCGGATCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTC 

TTTCCTTCTTTAAGTCTGATACCATTAACACAGATGCTCACACTGGGGCC 

AGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACACCTGGT 

>19.1 

CCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACA 

TTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGTT 

TTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAG 

CACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGI I 1 1 1 I ICCC 

CTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCG 

GGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAGTTACCAA 

TTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGT 

>20.1 

GCCGAGGCACCACAATTTTTTTAAGTTCTAAGGTAGCTTTCTCAAAGAAA 

ACCATTTCAGGGTGTCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGG 

GACTCCTAATCAGTCAGGAGAAGTAGAATGTAAGCAAAGTCACAAACCTC 

CCGTAAGAATTTGGTTCACCAGGACACAGCTCCTCTCTTATGAAGGGATG 

AGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAGCAGCAG 

GCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGTTTTT 

TGGTT 

>21.1 

TGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGT 

CATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCT 

CCGGATCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTCTTTCC 

TTCTTTAAGTCTGATACCATTAACACAGATGCTCACACTGGGGCCAGATC 

TGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGT 

>22.1 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGT 

GGGAGACGTTGATAGGACCAGACCAGAGCAGGCCTTGTAGGCCATGGAAG 

GACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCA 

GCAAGAGAGTGACAGGAGCfGATTGACAATTTGAACGCCCACTCTGGCTG 

CCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGGAAGAGAGCAG 

TTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCA 

GGGTG ■ '•' • 

>23.1 



Page 3 of 111 



WO 01/42467 



486 

Table 3 



PCT/US00/33312 



GCGGTGGCGGCCGAGGTACACAGTAGAGAGAGTTCTGCAGGGATGAAGTG 

GGAGACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGG 

ACTTTGGATTTTACACCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAG 

CAAGAGAGTGACAGGAGCTGATTGACAATTTGAACGCCCACTCTGGCTGC 

CATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGGAAGAGAGCAGT 

TTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCCA 

GGT 

>24.1 

CGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTGGCTCTGGGTTAGAG 

ACATGCTGACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTA 

GTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATC 

TAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGGGCTCCTGGAGGTTC 

AACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCATGGT 

>25.1 

GGCGGCCGCCCGGGGAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAG 

AGTTTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGG 

GTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTTC 

TTTTCATTTCTCCCTCTTTCCCCACAGCAGTGCATGTCCACCATACCACC 

TGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTACACTCA 

TTTTCCTGTCTTTATTATGATAGTCTAACI I I I IC 

>26.1 

GGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAA 

CCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGC 

TTTGCCAAGCAATTGACTCCATCAGGGTGACCATCCAGCGAAGCAAGGAA 

TGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATAT 

ATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGA 

ACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCG 

GCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>27.1 

CGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTGTCTGG 

ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 

GGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTTATCTCGGTTGCTCTTC 

>28.1 

GCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGT 

AGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATG 

CA 

>28.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGAAAC 

CAGA 

>29.1 

CGCGGTGGCGGCCGAGGTACTGAGTTTCCTTATCTATAACATGGGGATAA 

TATTAGTAGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTA 

GAACATGCATTTTTCTTCTACT 

>29.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACGATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCT 

>30.1 

GCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGT 

AGCTACATCGTTGTTATGAGGATCAATATGTGTAAAGCTCTTAGAACATG 

CA 

>30.2 



Page4of 111 



WO 01/42467 



487 

Table 3 



PCT/US00/33312 



CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTAT 

>31.1 

CGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAA 

TATTAGTAGCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTA 

GAACATGCATTTTTCTTCTACT 

>31.2 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAAC 

AATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

>32.1 

GGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGG 

CAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGA 

GCACCCTGGGCCTTTGTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCC 

TGTAGCCAGGTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGGGAGAAGT 

GAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTAACACGGGGC 

CACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAA 

ACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACT 

CAAGTGGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGG 

AAGTCAGCGTAATTGATGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAA 

CAAGACAGCTTCAAAGCAGCAGCTATAGTGGAGCATTCCTGAGGCCTGCT 

GCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCAGCGTTTCTT 

TCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGA 

GCT 

>33.1 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGA 

CAATGGCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGC 

CTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGT 

TTACCCTGTAGCCAGGCTCTGGAAGACAGAGCTGGGTTAAAGCTGGGTGG 

GAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTAAC 

ACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 

CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAA 

GCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGAC 

>34.1 

TTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTC 

GGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAA 

AAGGGCTAATATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTT 

CCCCCACCCCCCATCATTAAATCATTAAACATTCTATCCAAATAGGATGC 

CCTTCTGTGGAACTGCATATTTGGAAACCATACTGCCTGTTTAACTTATG 

CACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCAT 

ATCAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGACCTACCTACAA 

GGTTATATCAATCCATTGTCCAATTTGAGAGiA I Mil I CTGAATCCAGTT 

AAAATAATTTTTGGCTACACCTGGGGACACTTCCCAGGACAACAATGACT 

TGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGCCCGGCAACCTTGGTTGCC 

ACCAGATCCCCAACAGACAGATTCTAAGGGAGAAGAGAGTTTATCAACTA 

ACACTCACA 

>35.1 

CGCGGTGGCGGCCAGGTACGGATCAATTGCGCTGAGTTAGATTCCAAATT 

CTAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGG 

ATGCTTTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAA 

GGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTT 

ATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCT 

TGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGAT 

TCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>36.1, ... 

GGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACtGTGTGGCTGATTCA 
GGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAA 
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GGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTTCTGCCTGAGCAAG 

TTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTTCAATACATTTTTA 

TTTAGCACTTATTCTGTGTCTGCTGCCCTGGGA 

>37.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAA 

GCTATAGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTG 

ACGATGGCCTCTGTGGCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCT 

CCCTGGAGACCCCTCTTCACAAGAAGAAGATGAGGACTATGATTTTGAAG 

ATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTAGCGATTATGAT 

GATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTT 

TTATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACAC 

CAACTGTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGAT 

GACT 

>38.1 

CCGAGGTACTTAAGTTTTTCTTCAGTTACAGCTACCATGTGAAAATAATT 

CTCTGCTTATCAAGTTTACMCTTTAGAATTTCCTGTTTTAAAGTTTTCT 

CATTTACTTATCACACAGTCATCTTCTTTTTGCCAAACGCTATAGTAGCA 

CATTAAAAGGAGACTGATGTGAAATCAACTCTGTGCAAAAAGTATTGGGT 

GCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAATTT 

TGTCCAGGTGAGTTGA 

>39.1 

GGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGC 

CCTGAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCT 

GGTTTGCCAAGGAACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCA 

TTTCAACAGGATTTTTCAGGAGTGGGGATGATCTTTCAAATTATCCACAA 

CTTAATTATTTAATATTTTGATAGTCAATTACCTAAGACACGGCATCGTC 

ACTGACCAATCAGAAGAGATGCCAGTAGTTGGGC 

>40.1 

CTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGT 

CCTCGGGGCCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTA 

TGGGGATACATTCTCTTAGACATTTTGAAGTAATTAATGCTCTCGTTAGT 

GATTAAGTCTGTGAAGTAGTCCTTTGCATAATCAAATCCATGCTTTTCTT 

TGATGCCATTGCGACAAACAGTGTAATTATAGAAGCGAGAATTCTTGATT 

AATCCAAGCCATTCTCGCCACCCAGGGGGGATGTAGCTGCCATTATATTC 

ATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGAT 

ATACAGCAAAAGTCCGAGGCTCATGCATGGCCTGCCACGAGGGGGAAGAG 

CAGTTCTCGTTGTTGGTGTAGACATTGTGATTGTGCACATACTTCCCGGT 

GAGCATGGAGGACCGTGACGGGCAGCACATGGGTTGTAGTCACAAAGGCA 

TTGATGAAAGTGGCCCCCCCATGTTCCATAAT 

>41.1 

GGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGA 

AATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTA 

CTACCACTCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTACATCTA 

AAGCAAAACGACAATCATCACGAAAACATGCAAAAGCATAAAACTAACTT 

GT 

>42.1 

TGGAGCTCCACCGCGGTGGCTGGTCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAtTGTATCCGT 

>43,1... . • .v • * ■ -•• 

ATTGGAGCTCCCCGCGGTGGCGGCCCGGAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 
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TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGT 

>44.1 

AGGTTTTTACCTGATGATTGTGTAGGTTTCTCCTAGCTCCAAAGTATCCG 
GCTCCTACGACTCTAAATATAACCTTCAAGGAAAGTGGAGCTGGTTTACT 
CTTTTCTGA 

>46.1 

TGTCAGTGCTATTTATAGTAATACAAAAATTTAATGTAATTTTTGTCAAA 
ATCTCAATGGTATA I I I I I GCAGATTTTTCAAATTATATATATATGATTT 
ATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 
>47.1 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTC 

GGGG AAACCTTGTTCGTG CC AGC 

>47.2 

GCCGCCGGGGGGAGGAGGGCCGGGTTTTTGGCGGTATTGGGGGCGCCTTC 

TTTCCCGCTTTCCTTTCG CCTC ACTTG AACTTCGCCT 

>48.1 

GTGGCGGCCGCCCGGCCAGGTACAAGGACATGCTGGATGCCAAGCAGTTC 

CCCCCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATA 

AACATCAGACTACAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCAC 

ATGTGATGAGTGGGGGGCAGCAAGATGGCATTTCTGCATCTCCCAGAAGG 

GATGAGTCTTTGTCCCGATGCAAGCCCCCTATTCGTTGGGCTCCCAGCAG 

TGCTTACCTTCTACAGCGTTCACTCATTTTGTTCTTTCCCCCCAACTTTT 

I I I I I I I 

>49.1 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCA 

GTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAA 

GCTATGACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCA 

GCCCCGTCTCACTGCAGACATCAACTGGCAAGGCCTAGAGGAGCTACACA 

GTGTGAATGAAAACATCTATGAGTACCTGCCCGGGC 

>50.1 

GCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCC 

GGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAA 

ACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGA 

GCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCC7TGC 

TTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAG 

AGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATT 

TGGAATCTAACTCAGCGGAATTGTATCCGT 

>51.1 

GCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGT 

TCCCCGTGCCTTCCAGAACTGAACGCTAGGAGGAGCAGCCAGTGAGGACA 

GACGTCTATGCAGAAACATGGGGAACCTCTGGAAATGACACACTCTCCGG 

GCACAGGGGGCCATTCGTCCATCTTGAGGTGGACTAATCATGGAGATTCT 

CGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGAGAAGGAGAGAGAT 

CAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGCAGC 

AGGCATCCGCGTGGATTTGTTGAAACTGGAC 1 1 1 1 1 ATTGTGCTGAAAGC 

TGCTTGTTGTGATGATCTCATACTTTGTAGTTGTTCTATCTGCAGCACTG 

ACTTCCTAAGGGATTCTTCCAACCTAGAAA 

>52.1 . • . •. • 

cgcggtggcggccgaggtac 1 1 1 i i 1 1 i i 1 1 1 1 1 1 i 1 1 1 1 1 ggcattctg 
aaaattcatgaggctgtgttttaggtgaggctatttcttcattcactgaa 
cggggcacccaacaggctcttmtatgmgacttgggcccttcctGagtt 
ctag aaaagca i i i i i actagttcttcagtaatttcccctccccttcatt 
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CTCTGTTCTCTTTTCCTCG G ACTCCAATTG G ATCTTGGG CCTCTAAGTAT 

AGGCAAGATCATGTTTCTAAAAAGGTTCTTAGAGGGAGGGAGTTCCTGGG 

AGTGTTATGTGGGGTGGTGCAGAAGGTGCTAACAGGTGGGTTTCTCTTTA 

GGATGAGCAGGTGGGATGCCAACTGTCAGGCTGGGACCTTTCCCTCCAGT 

GCTAAAATGAAAGTTTTATTCTGGTCCTTTGACATCCACACCAGAAGTCT 

TGACTTTC 

>53.1 

GAGCGACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTAT 

GTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAGGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATG 

CTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGAT 

GGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGC 

TACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAA 

CTCAGCGGAAATGTATCCGT 

>54.1 

GCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGA 

GGGACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGG 

ATTTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGC 

CTTTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATTTATTGA 

ATCTATTCAGTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAAC 

TATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGG 

CACCGTATAAACTTGAGTTCAGACTTCCTGATTACTCCTGATTTCTACTG 

GGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTCCTTA 

GCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATG 

GAACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCA 

>56.1 

CGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCGGT 

>58.1 

CTCCACCGGGAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCC 

CAGTGACCCATAGAACAGGATTTCACTAGTGCTATGACATGTGACTGGGC 

TTGGGAAGTTCGGGTGTCAGGTCCAAAAATCCTAAGGTGGGATCTTCGCT 

TTGTGAAGCAAATTAATTACACAACCAAATATTGCCACATTCTTGAGGTC 

TATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCAI 1 1 1 1 1 1 1 1 

TCAAAGAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAG 

GAAGATTAAAACATATTTTTATCCATTTCTTATGGTGGGAAATTAACATG 

TTTTAGATTTGAGGTCCCCCTCTCAGGAAACCCTTTCAACTTCGTATTAT 

TCACTCCTGAGTAGTATGGGGTAGAAAATGAGTGGAAATCAGTTTGGCCA 

CTATTTCCGAGTCTTTTGCACTGCAATACTTTCATCAATATTTACAATAT 

TTCAGTCCTGTTTACAGATGGGGATCACATCAGGCTC 

>59.1 

GGCGGCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAAA 

GACTTTTCTTTGACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCAC 

CATCAGCATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTCCTCCCT 

AATTTTCTGAATCAGAAATTACGGAGGT 

>59.2 

TAATTTATGCTTTGAGAACCGCTGATCTAGTTTGTCCCTCTCATTTTGCA 

GGCAAAGAATTGAATTCTAGAGAGGTTAATTGA 

>59.3 

CCCAGGATTCATAGTTTTCTTTCTAATACTCCATATTTGACTTGACI III 
TTACAAGTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAAC 
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TTTATAGAGAACATGAGATTtGACTGAACAGTAAACATTAAGTAGAGAGG 

AAAGAAAGGGGTGTTCTAAGC 

>60.1 

GCCGGATCCGGACAATATGTCCGGGAAACCAAGTTGGACTTACAGAGAGT 

TCCAAGAAACTATGGGGGTGCTTTACATCCTTTTGAGGTCCCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGG 

TTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGT 

>61.1 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCT 

CTGTTCTGCCCTTTGGAACATCTCTTCGGTGTTCCTGTGGGATCTCTCTA 

CTGCATTCTACTTTATGTAATAATCTGTTCAATAAATAATTTTTAAAAGG 

AGACAACAACGCCGCAGGTGATCTGGAGGCTCCTGGAGGACCTCAGCGAC 

TCAGGTCCAGTCCAAGGAGGGCCGCAGATCAGGCTGAAGGATGGATCCAC 

ATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCAGAGAAATG 

CCACAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCT 

GCTGTCACTGGAAGGGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTA 

GCATCTAGGAGTAAAGACTCGCCCTGGCTGACAGCTAGTAAGGAAATGGG 

AACCTCAGTGCTGCAGCCTCAAAGAATTGACTTTAACCCACAGCCTGTGT 

GCACTTAGAAGCGGATGCATTCAC 

>62.1 

GGCGGCCGCCCGGCAGGACAATGATGGCTGTCAACTTCGTTTGTTTAAAA 

AAAGACAATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTTAG 

CCTGTGCAGTAACAACGTAGGCTCGGAGGATGGGT 

>63.1 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGC 

TTTTCCAGTTC 

>63.2 

AGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTC 

GGCCTTCAACTTGACTTCGGCTTGC 

>65.1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGGAGGAGATGGACAGTGTCAGTCTCCTGATAA 

GGGGGTGATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTC 

TCTGACACTGCCCTGTCCACTGCAGTCACATCTCCCAATACTGAAGGATC 

CTGAGAATACGAGCGGGCATGACACTTACTCACGTCATTCACCAT 

>66.1 

GCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCCCTAACTTCCTTGC 

TATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTG 

TGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAACATAAATGAAGATA 

TGGAAAAATACATCAATTAGGACAACATGACAATTTCATTAGACTCCTAT 

CAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGTATAAAATTCAGAT 

CTTGACTGTTTTCTGGGGATAAAGCAAGGCTTTACAATTTAGCAGTCTGT 

AGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTT 

TGTGACCTAAAACATGAACTCAGGGTTTCCAAATTCCTAACAATGAATAG 

T 

>67.1 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

>68.1 . 

TCCCCGCGGTGGCGGCTCGGGTACTTGACAGGATAAGAAATTACTGTGTC 
AAATTACCCACAAG7TCTATGCCCATGTTCCAGACCTGTGGCTCTTAGTA 
TCAGGCTTGTGATAGAGAAAAGGCTGGTATGMTTCTACtCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
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>69.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGTCCCATTTCATCTTGCACCCGCA 

TACCAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATC 

AAAGATACCCTGAGGTAAATTACTTAGGTTATTATTGGACATATCCAGTC 

GATAGAGCTGCCTTAGATAAGAAAAAGGATTTGGGGGCACCCGATTGATG 

TGGTTATCTTGAAGATAAAGCTTCCTCAGGTTTGTGCCTGGAAGGTTTAC 

TGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTCAAATTAA 

CTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTT 

CCATCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGA 

TGAAATAGTGGATATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCC 

TGGGCAAACCCCAGGGAATTGTGCTAAGGTGATTACGGGACAGGAAAAGC 

AGTCGGAGATAGTTGCTGTCTCGGAATGCTCCCTCTTCTATGC TAACTG C 

AGAGACAGAGTTGTCATCTAAATGTAATTCT TCCAG ATAGGGAATTTTTG 

AAAGTGAATCATAAGTGATAGTCCTTATGTTATTTTC 

>70.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGG 

TTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAG 

CCACACAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGTTGAACAGCA 

CTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAAT ATGCT GGACACT 

TTCMTGTAACCAGACTTGAGGAGATTTTCATCTCTCTCTTTTAAGGTTT 

CCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCCTTGT 

AAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCC AGTTC CAG 

AATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTTGTCA 

TGGTCTGCTGAAGGACTCGGGTCACACTTGGTATCACATTCCTTTGCAAG 

GGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

>71.1 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 

>72.1 

ACATATATCATTTATTCMGAGGCAGATTTTAAACGTTTTTGTAAAAAGC 

TAAATAACACCCAGAGTGACTCAAAAAATTTCTCAACTTTGCC 

>73.1 

CTGCCTTTAAAAGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAA 

TCTAACATATATTCATGCAA 

>74.1 

ACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGT 

AGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGG 

ACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTAC 

AACTCTATGTCAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACC 

AAGCCCAACCCTTCTTAAAAGTAAG ACTAG GTG CTTCCTG ATTATATATT 

CAACTGCCTGGAAGCATGCAAGTAAAA7TTCCTTGATGGCATTTCTAAAG 

TTC AAAC ATATTCTTCCTAAAAATG C ATTTACAAAAAATATTAAG ATTGT 

Gl 1 1 1 1 1 1 GGTTTGGACTTTAAAAAAAATTGTTTTCAAAACCATAATTGG 

GGCCTACCCCAAAATGGAT 

>75.1 

TGGCGGCCGAGGTGCGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAG 

AGGAAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGATGGCCTT 

GCGTCTCAATCTGCAGTAAAGAGGAAACTAATCTGAAAGGGAACGATAGG 

ACTGTGTGTCTTTTT A 1 1 1 1 1 I A AAATACGGAGTGTGCAATTTTACTGAA 

TCTTGAATCATGGCCAAAAGAATGAGCTGTCGGTGCTGCAGTCGTGACCC 

AGGCTGA 

>76.1 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGG 
GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 
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TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGAAAATATA 

GACATT CTCA C ATAAG CCCAGTTCATCACCATTTCCTCCTTTACCTTTTA 

GTGCAGTTTTCTTTTTCACATTAGGCTGGTTGGTTCAAACTTTTGGG 

>77.1 

CAGGACGCGGGGAGAGAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG ! 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCT 

>78.1 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCA 

TTAGCCTGG 

>79.1 

GGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAGA 

GGCAGTTCCAGATTTCAACTGGTTCATAGATGGGCGGGAGAATGAAAACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCCGCCGAA 

AGTGACCGATGTCCTTCCATATTGTTT 

>79.2 

GTCTGCGATGTCAGTGGCCCTGTTGGATGTATCAGAGATGAGGAGCCTGG 

GAACCTGGCCAGGTTTCTGCTGGTACCTGCCCGGGCG 

>80.1 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTAC 

GGCCTCTCT 

>81.1 

GGTGGCGGCCGAGGTACAGCCAACCCeCTAGGTGTGGACCAGCTGAGGCA 

GGTGGGCAGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACA 

AAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCG 

AGGGACCTACTTTGCAGGAACCTAGCATAACTTTGTGTGACGAGACTGCA 

CAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGCCAGCCCAGCAGGGT 

CCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAGCAA 

TTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACT 

GCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTG 

CACCCTACAGGCAACCAGCACTTTAAAAACCACTCCAGGCAAAGTAATGG 

AAGGAAAAAAG 

>82.1 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGG 
G 

>83.1 

GTGGCGGCCGAGGTTCCTTG TTGCAG CTCTTTA I I I CI IAGTCCCACTCC 

CCCGAGGTAA CACAT TTCTGC > I I 1 1 1 AGCTGTTTCCTCTAGTGTAGGTT 

CACCTTTCTAATTTTTGATTCAATCACTTAACCACCGTTACATACTACAA 

MTATCACTATATTATGACCATG ATTATATTTCTTTT C 1 1 1 1 I CCCTTCA 

TCAAG GAAGT TCATCAAAGAATTTCATCAAAGTTCAATGATGACCTCTTT 

TTAAAATTTTCTTAGTATTCTATGTAACTATTACCGATCTTTTCCCCACA 

CA 

>85.1 

CGCGGTGGCGGCGGGTACTTATATTACATTATGCTAAAATGCAAACATCT 

TATGCTAAATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACG 

TCAATGGATCATTACAATTAATGTAGGTGCCGTGGGGAGGAAAGCTAACT 

TTAGCTGAAAGCATCTGAAACGTGCTTATTTTTAATGGGCCCTCAAAGGA 

AAGGGATGAGGCCAGCCATAAAGAAAGGCTT GGCCAAATATAGTTCTTGT 

TTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACCTGGCATGCC 

ATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTC 
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AAGATTTCATTCCTTTGTTCCAC 
>86.1 

CGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAG 

GCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTG 

ACAGCTATCTCACCAGCTGACACTTTACCATATCTGGCAACAAACTGTTT 

GCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCAGGGCCAGGGCCA 

GGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCACCACAGCATCA 

ACAGCATG TGTGG TGAGGTCATCTTTCCACACTGATAACTCTATCCTAGG 

AGTCAGCA I I 1 1 I CTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAA 

CTGGAGAGACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCA 

CACAGCTGACGCTCATTATTGTTTAAAATTTTGAAGTCATTGTGGTTAAT 

GGGAAATTTGCCAACTATAGTTTTCTCCAAG 

>87.1 

CGCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACA 

GCAAAAAGTGAAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAG 

>87.2 

AGTTGGAAGACCGAGCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCT 

CTACTTAAAAATA 

>88.1 

AAAACCGTAAAAAAGGCCGCCGTTGCTTGGCG I I I I 1 1 CCATTAGGGCTC 

CGCCCCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAA 

GAAGGGTTGGGCGGAAAACCCCCGACCAGGGAAC 

>88.2 

AGAATACCCAAGGGCCG I I I I I CCCCCCCTGGGAAAGGCTTCCCCTCCGT 

GGCGCCTCTTCCTTGTTTTCCCCGAACCCC 

>89.1 

ACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAG 

ATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATT 

CTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGI I I I ICCCCAT 

TCTCCAGTTCACGTGTTAAATTCTCTACTTGTGATGCCAAATGTGCTTTC 

TTCTTGTCTTTTCTTTCCATGCACCGTTTCACTTCCTCTAACTCAAATGC 

CATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGACATTTGCT 

>90.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGATTTTA 

ATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAAGAAC 

AGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

CATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAAC 

ATATACAGATGTGCACAAAATTTTCATTTATTCA 

>91.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGAC 

AAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATT 

GGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGATTTTA 

ATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAAGAAC 

AGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGATTAT 

TTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGA 

CATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTA 

CAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAAC 

AAATACAGATGT 

>94.1 ... 

ACACAGQTCCATGAGGTCACCAAGCATCCCATCACCCATACCGGCAGTTG 
CATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTT 
GAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGA 
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TGGGGCCTGCCCTTGGCCAACTTCACCATACAGTTTAGAGCAATCTTTAA 

AGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAGT 

>95.1 

ACCTGTATGATAACATTGCAGTCAAACATATCTTGTGACAGGACAGTTTT 

TTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAA 

AAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAA 

CATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAAT 

ACTGTGTGTAACCTTTTGCATATTTTCAGAAAAGAAACCAGTAAGGTGGG 

TTCAGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAGCCCA 

TTGAAATGTTGATAATATAAGGCATGCATGAATAATAATTTTTGCTTCTT 

>96.1 

AAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACC 

CCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCT 

CCCCGCGT 

>97.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTT 

CAGAGGGGCGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAA 

CAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCA 

TGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGTTTGGGATGG 

AAAGAAATCGAGAATTGGG 

>98.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGA 

TTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACAC 

TGAT TACC TTCTTCCTTTTTTATTCTCTGGCATTTCTCCTATATAACTAG 

CCACTTTTAAACAATATTTGTCGGCTCTTTTCTTCTGCTTGTCTGTAAAT 

ATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTCTTACTCCTGG 

CCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTG 

ATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCA 

CACTTTCAACTGTCCACTAGATAGCCTCACTTGGATGCTCTGCAGGCCTA 

AATAACCTTTGCGGACAGATTAACAGGGAAAAAATATTAATAGGAAAAAA 

TATTAGATTTTTATCTGATGTTAATATTTCTATGTGGCATGGAGGACTTC 

ACAGA 

>99.1 

GGMGAGGGCCGGTTTTGCGGTAATTGGGGCGCCTCTTTCCGCTTTCCTT 

CGCTTCACTGGACTCCGCCTTGCGGCTTCGGGT 

>100.1 

TATGCATATCATC CAGGCA GCATAATGTTATATTTCAAAGACAGATTTAT 

CCATTGMTTATTGTTTTTAAAAGTTGGGATTCTCTACATAGAACATATT 

TTCTGAMTTTCMGMTATTTTCAGGTAAATTAAGAATTAATTTCTTCT 

AAGACTATCCAATGTGTCTCAATCTATTCCATAATATAATCAATGATAAA 

GATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTGAAAAAATTTGAA 

ACAGCTTACTGAATTCCATTTGCTGATTCTGGGGGGGCTTCCCCAATGGC 

ATGTGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCAT 

CTGTGCCACTGGGAGTTGGGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCA 

GGATTTACACCTGCTCCTCCTGCTGGAAGGCTTCCATCCTGGACA 

>101.1 

GCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTC 

TTGACCTCTGCAATTCATGTTGTGAACATGAAACTTGTCTATCACCAGCC 

TCTTCTCTGCATTCTCTTTCCCTGCTTGTTATGCTAAAACTTGTGATGGC 

CTCTGAAGATACTGCTCTTCACCCCTCTGAAGGGGGTCTCCTCAGGGGAA 

GGT 

>102.1 

ACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTCTAtAAGA 

TtAAAAAAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAA 

CAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAAACACCAG 
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GCTGAAGATTTTAGATTTCTACCTATTAGAAATGAATATTCACTGAGGTT 

TGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGAGAAAGAT 

TCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTAGAGA 

AGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGAC 

GCTGGATGTGAGCA 

>103.1 

GAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAAGCCTCA 

CCACTGACCAGGAA GTCTT GATAGAGCCATCTAGTAATTCTTAAGTCCTA 

CCTCATCCAACCTTGTTTTGACTCCTGCAGTGAGCACAGCTTGCCCTCAC 

CCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGT 

CC AC ATC AGCTCTC AG ACCACC AA AGC AAG G GTTATTTTT 

>104.1 

AGCTCCCCGGGTGG CG G CCG GG ACACGTAACAG GGTGGTTGC ATG CATTC 

CTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATT 

GCACATGGGGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTC 

CAAAA 

>105.1 

ACTTTCTAGGTATATCATGTG CCCTAATGTG CTCCTAATATC ATAAATGT 

TTACTTTCCGAAAAGTATT TCTG AAAGGGAGCATATTTTGGAAAGTGCAT 

AGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAG 

AATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAA 

CAATACTTTCTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCTT 

TGCTCTGGATTCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACC 

AAAAATGTTTCATG 

>106.1 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTC 

AGGTGAGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCC 

CATTGAGGGGCCGTTCATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCT 

GCATGTGTCATTTGTATCCACACAAGTTAATTATTCTGCTTTTGTTGTAG 

TACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCAGCCATCTT 

ATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACA 

ATTTAGTTTCTTCCACACAAATTTAGGCCTTAACTCTTTT A 1 1 1 1 I I CCT 

ACAGTGGGGGTTTGGAGTAATATTCATACGGCATGGACTTTACCAAGATG 

GGGTATTTAAGTTTACAGTT 

>107.1 

ATAATTGCAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAG 

CACTGATGCGTCGTGGAAGTTGATGGTCATGAACATACAGTGTGATAACC 

TATCTGCCCTCTTGACCTTTTCTAGTAGTGCTATGTCATTTTGGTACTAA 

GGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAGGAAACATCAAGAATA 

ATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAAGGC 

TTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGC 

AGCCAAGGTATTTAGGATAGTGGCCAAAGGATTGTAATGATGGCTTATGG 

AAGTGTCAGCTGGATAAAGAGTGAAAATGAATAAAAACTAATG 

>108.1 

ATGGATTCTACATCAGGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGA 

GTGCAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAG 

CAGA CTTAAA GGATTCTATTCTTCATTCAGGTCCCCCAGAGAAATTGGCT 

CCTTATTTTTCTTTACCTATTCCTAGACTTCCTTTTGTCTAGAGCCAGTT 

TTGCAAAGGGCACTTTTATCCATCTCAGTTATTCCCAGAGGTGACAGAAT 

GAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAGTTAACTG 

TTAACCAAGGCACATGGTCAATGCCTTAGT Al 1 1 1 1 1 1 1 1 1 1 1 

>109.1 

CCACGCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATG 
GTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACA 
MGGAMGGAGAGAGATGCCCTTTGAGATtMTGAAAATGCTCTCAGCCA 
AATAAAATCTAAAAATAGCCTCCTTGTGATACGAACGCGTGGCCCCTAAG 
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GGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAGAGATGCTAA 

AGGTCAG GAGCA GACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCA 

GGTCTGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGC 

TTCTTCCAGCTCTTTGTTTGTTTTAAATAAAGAG ATTCAGCCAGTAATAA 

TGGGAAGAGCTGCAAATGACTTCCCCAGTTGGGAGTGCCTGCTTG I I I I I 

CCTTCTGCCTGGGCATGCTGATGTGC 

>110.1 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGG 

AGTTGATGAGATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCT 

ACATCTTTAGGCATGGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGA 

ACATCCAACCTCCATTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAA 

ACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAATACATCTGGAG 

ACACTATATAAACTTTTTCTCCTTTAAATTACCTGGTTTATATATTATCT 

CCTGTAGCCTGCATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTT 

G GTAATTTAATAAAT A 

>111.1 

GTCGCGGGATTGGACCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAG 

GGAGCGGGGTCCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAG 

GGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 

>112.1 

GTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCCATGAGGTTGGTC 

TGGGTGAAGAACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGAC 

CTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCA 

GCAGCAGCTCATCGGCTTCCTGCAAGACCCAGTCAGGCAAGGTCTCGCGC 

ACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGCTTTCCAGATG 

CTGGACGTTGACTGTGG TGAA TACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTCTTGCCAGCGCTTTTCGTGGCGGCTGCCGGGGGCGTTGCTGTGG 

GCCAGTTCGTCCACCAGCACCAGGTTGGGCTTGGCGGCGAGCAGGCC 

>113.1 

GGGCGCGGCCAGCCGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGC 

TCATGTGAGGGGGCGACTGCCCCTGACAGGTGTTGGATTCCAGCTGCTGT 

GGCCCTGAAGGTGGGTGGTGGGAAGAACGGGAGAATGAAGCCAGCCTTGG 

GAGAGGTAGGACGCCAGCCCGGCCCAGCTGCTTCCAGCATCTGGATCCAG 

CCTCACCTGAAGCCAGCCACCTTCTGGACTGCAAAGTCATTGTCAACACC 

GAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGG 

CTGCAGACCCTGCAGACCCCTATGAAGATGGTCCTGCCTGCCTTGCATCG 

GGCCTCTAGCTAGGGACTGTGGTTGCA 

>114.1 

AGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGT 

GAGATTACTGTGTATGGCCAATCCAGATAAATAAGACGATCAAGTCTTTA 

TGAAAA GGAAAGA AAAATTTGGAATGCACATCTCTGTCCAGCTCAATTCC 

TCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGA 

AACACCTGATTAAATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGC 

TGCATCC 

>115.1 

GCCCCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCT 
AGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACT 
GGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGT 
GTTTAACTCTATCAGGGT 

>116.1 i 

CCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTGTGGACCAGGGGCTCGT 

CGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCG 

CGGATCTCGCGCATCACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGG 

CG AGACG ATGGTCACTTCGG AACGCGCGCGGCGCATCTGCTCG ACCACGT 

TGTAGCGCACGCTGTCGACATCCAGCAGCGGCACGCCGCCGTACGACGCG 

GTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGCCTCGGCGGTGGT 



Page 15 of 111 



WO 01/42467 



498 

Table 3 



PCT/US00/33312 



CCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTCTTCGACCATCGGGCTG 

TAGCCGAG 

>117.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTCAGGAC 

TGTCTTAAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAG 

TTGCTGGCTTTTCCTAAATTTGTCTTCTACCTCAGATCTAAACCATTTGA 

TAACATTAGGGCAATATCATGGCAATCGTGGCCCAGTAA AACCA TAGCAA 

ATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTTCTCAT 

AGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAACCTATC 

TCTTGGAAAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGTGCGTG 

AAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGCATGAA 

AAATTTCTATACACTTAGGAGGGCTTCTAGGAAACAGGAAACGACA 

>118.1 

GTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGAT 

AATGGCGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTG 

AGCGTAAAGATTCTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAAT 

GCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAAAGTGATCAGGATGAAAG 

AGGTGATTCAGGACAACCAAGTAATAAGGAACTGTTTGGAGATGACAGTG 

AGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACTCTGAAAGA 

TCAGACAATAGATCAGAAGCTTCTGAGCGTTCTGACCATGAGGACAATGA 

CCCCTCAAGATGTTAGATCAGCACAGTGGGATCAGAAGCCCCTAATGATG 

ATGAAGA 

>119.1 

CGCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCTGGC 

CAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATAGCCGCTGCT 

TGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGAAACCATCCA 

GGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGTGCTGTGCGA 

TTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTCATCCTACAA 

CGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTT 

TGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCT 

TATTTTGGCATGGGG AAAATGGCAGTGAGCTGGCATCATG ATG AAAATCT 

GGTGGACAGGTCAGCGGTGGCAGTGT 

>120.1 

CGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATGAGACCGGG 

AG CI I II I CGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAG 

AGCTATGGGCATTGTTTCACA 

>121.1 

CCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTT 

TAACAGTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCAC 

TATGACTAGATATGATTCCATGTGCTTTTGACTAGATTCTTTGTCTCTTG 

TGTATGGAAAGTGAGACTTTAAGTAATAGTTACTGCTGAGAGAAATAGAA 

GACGTGACAACGTTTGCTTTCCCATTCAGTAGTCAGCGGTTGAATGGAAT 

TATCTTCGTTTTTGGACTGACAGATTTGTTTTACAATTCAGCTATTCCCA 

AGCCTTACTATTCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTC 

TCTCTCCCTATATTCTGTTGTA 1 1 I 1 1 1 I CAAATAACTTATTACTATCTC 

AAGTAAAATTGTTTTATGTTTTG 1 1 1 1 1 ATGTACCCTCTTAAT CAGGG CA 

GGGATATGTCTGTTGTATATTTTACTTTTCCCAAATCATAAAGTTTTTGG 

GAATCTGCTG 

> 122.1 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTCATTTTTAAC 

CCTGACTGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATC 

TTGCAGAATGGCTGTGCTCCTGAAATATTTCCTGTGAAGAAAATTGTTAC 

AATCCCATTACATCACTGGCTTTTATTATTAAATTGAATGTTGGCTGGAA 

ACAATnTAACCCCAAATTGTGACAAACAAAACTATATGGAAAAGGTC 

>123.1 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
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AACCTGCTATGGC 
>123.2 

AGACTCCAAACAGTAAGGTCAGAATTTATCAAGACATTACATAGGAGTAA 

GGGCACAGCCAGGGGTGGTGGGG 

>123.3 

GGMGGACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTT 

GGCCCAACTACTGTTCTCACCTAATTCCCAGGCCAGCGTGTCAGGAGGCC 

AAATGACAC 

>124.1 

CTCCACCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTC 
CTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCC 
TAG AATCCCCCG AGTCG CCTCTCCCCG CGT 
>125.1 

ACAGACTTTCATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCT 

GTAATAGATTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGG 

TCCCTGCATTCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAA 

AGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGATTACACAGCAG 

AAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGA 

ACAGAGAATAAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAG 

TCATTAAAGAACATGATCATCTTTCAAGAACTAACCCTTGAGATCAGAGT 

AGTTTGATTATAGAGGAAAGGGGTGAGTGCAATGAAACGTTAAAAATAGC 

CAGATCACGTAGAGCTCTCTA 

>126.1 

AGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGT 

TCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAAT 

ATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCA 

TTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCA 

>127.1 

GGTACTGAAAGTGAGGTGAAAAAACAAGAAAGCTGAGAGAAATCAACATG 

TTCCCAAGTGCTGTATGTGAACAATAAATCTGAGACATACCTCTAAGGCT 

TTTCCAGAGACAAGAAAGCTCTCAACCTGTAAAGAATTCCTGGGACATGA 

CTGAGAGCAATGAGAACTCCAGGCAGAAGGTTAGCAGATATAGTGTAGAG 

CATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGTAAATC 

ACAAAATAGCACTGGAATTATACTAGTGATCATAGCACATAGTCCAAGAA 

GAAAAAATTTTGATCTTGTTCTTAAACTTTGTGGAGCCAGTGGTGAAATG 

AGTCACACAAAGATGCAACAATG 

>127.2 

ATGAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAAT 

ATTACAATAAAAATCAAGACACATGAAGGAGCATACCT 

>128.1 

TTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTT 

GAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCA 

CGGTCTCATTCCACAGCGTGGTAGCTCGGT 

>129.1 

GTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCACTGAGCTTTT 
CCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAAC 
TCTTCATATGCCTCCTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAG 
AAGCTTCTCTGGCTCTCCCAGCCTGGCCCAGGGCTCCAGCTATGAGCTTC . 
CATMCACCCCTAGTTTTCCTCACATTGCCCTCATAGTATATGGAATTTG 
TTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAGGCAGGA 
GCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATG 
. CCTGGGCCAGAGTAGGTGC 
>131.1 

TGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAGAACGG 
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TCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCAAATTAACCGTTAAT 

TTTMTGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAATTAGA 

AGCTGTTATATAATTAGAGCTGGACACCCACATGGAGAAACTAATTTGAC 

TGTGCTGCATTTG ACTTCACTTTGGTAACAGG AAGCACTTTTTAGTCTGT 

AGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTAT 

ATACTTAGGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTG 

GAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCCAGCCAGTTGCTG 

CATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTCATTCT 

GGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCTGCCCT 

GTGAAGGGTTGGCTCACCCCAAGA 

>132.1 

GTGG CGG CCG AA ACCGTG GTGG CCGTG ATCGTGCCGTTGGCG G ACG G AAC 

CTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGA 

CATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGATGTCGATGTTCTGG 

CTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTCGCCTTGCCGGTCGC 

CTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCGCTGGACGCGAGGG 

TCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCGCGC 

AGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCGI I I I ICGTC 

CTTGTGCAGGGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGA 

ACGCCAGACCGGATACCTTGCCGTCCGCGCGTCCTTGACAGAAGTCCGTT 

GAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAAGTTTGCCATCC 

>133.1 

GTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGT 

TTCTGATAT AATAGG TTACAAAGCAAAATTGAGATGATTTTTAAAATGCC 

ATGCAGTTATTTTTTCTGAATAACATAAATTTTAAACAGAGACCTGAAAA 

AAACCCCAAAAGTATTAACCTTTAAATACATAAACTCAATAGAAATAATT 

TAACTGCC TTCTC TTCACAAGAGGCAATCAGAAGGCAGGACTATAGTTTT 

CTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCATAG 

AAACAATTCCATAGTTTTAATTTCATCTCTCTATCTCT 

>134.1 

GGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTTATTTAATC 

AGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAA 

GGAGTGAGGMTTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTC 

CCTTTCATAAAGACTTGATCGTCTTATTTATCTGGATTGGCCATACACAG 

TAATCTCACTAGCTGACAGTTGCTTCCCGCGT 

>135.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTC 

AGGGTCTTCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGA 

GTGAACACCCGTCTTGTTTAACCACCAGCAGGGGGATTCCTTTCTGGAGA 

GTCCATGTAGTCATCATCTCTTTGACCTCTGCATTTTCCCCCAGAAAGGC 

GAGCATGTTACTTGTCATCTTGGGATCCGAATGACAAACTCCACCAGATG 

TAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCATCA 

TTCTTAGCATTTCTATAGCTGAACTTCTTTAAGT 

>136.1 

CGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGGCAGTTTCATGCCA 

GGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACC 

AGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAG 

ACCCCGCGT 

>137.1 

GCGGCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCC 

MTGGTGGTGCTCTTGTCCTTCATGCTTACATGGATGAACTCTCATTTTT 

GTCTCCMTGGAGATGGAGAGATTTTCTGAGGAGTTTCTTGCTTTGACAT 

TCAGTGAAAATGAGAAAAATGCTGCTTACTATGCTTTAGCAATAGTGCAT 

GGAGCGGCTGCTTATCTCCCAGACTTCTTGGACTACTTTGCTnTAATTr 

CCCCAACACTCCAGT 

>138.1 
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CAGTTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTA 

AAAATTACTGATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTA 

GTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCT 

ATTACAAATAAATATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTT 

TTTTTCCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAA 

TTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCA 

AAACAAA 

>139.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCAT 

CCCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAA 

ACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCCCTCCTTGCTAT 

GCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCTCTGAAGG 

GGGCTCCTCAAGGGAAGGT 

>140.1 

TCACCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGA 

CAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTC 

ATTCCACAGCCTGGTAGCTCGGT 

>141.1 

TGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAAC 

TCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAG 

CCCCTTCTCTGCATTCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGG 

CCTCTGAAGATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAGGGGAA 

GGT 

>144.1 

CTCCCCGCGGTGGCGGGCGTTGCCCTTACATCTCTCATTTGGAAGTGACA 

GGTATTAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCAC 

TGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTAAACTCCCCACTTC 

TTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT 

>145.1 

ACCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGCI 1 1 1 1 CGTGCTAAG 

ATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTT 

CACA 

>146.1 

CCCGCGGTGGCGGCCGTTCTGCTTAGCCAGTTTATTCTTTAI I I I 1 1 I AO 

TGGAGTCATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAG 

ATCTGCACAAAGTATAGCATTAGGTGGTATTTATTGTTTATATTATGAGT 

TCTACATTCATCTTTCCAGCACTCTGAAGTTATCAGCAAGTTCTCAGTCA 

GTTCAAGGCATTGGATTCTGCTTGATTT C I I I I I AATTCATTG 1 1 I I I GA 

CCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCAC 

CACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGT 

TAACAGTGGATATACTTCCTGCA 

>147.1 

ACCCMGGTGGGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTC 

TTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAA 

CCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCCTCT 

TAAAGGATTGGTAGCTATTTCCCCATCTACAAATACATGACAATTAACTA 

AGCCCMTTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATTTT 

TTTCTGATTTAATTATGGATTACGTAATCCAATAGTTGGCAACATTATAA 

AACCCTAACTTTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGG 

ACATAACCACCA 

>148.1 

gtggcggccgaggtacctatgtgcgcggtggtagaaaagcacctgggtcg 
ggtgcagactgcggagcgggccctaccgtgtgcgcagaaagaggaggcgc 
tggacttatcctaccttaagttgaagcagaccagcaattgttgtgaccta . 
cmtctccacacccatctttactctgagccaaggaagtgtctgttctYgt 
gctgagtttcaggggccttcagcttgcgggaaatcccgaagatggccaaa 
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GACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGATTCTTGGAAATGT 

GATTATTGGTTGATGCGGCATTGCCCTGACTGCCGAGTGCA 

>149.1 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCT 

TCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATA 

ACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGACAAGTTTC 

ATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGTTTGGGATG 

GAAAGAAATCAAGAATTGGG 

>150.1 

GGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGAT 

GTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCAC 

AGCCTGGTAGCTCGGT 

>151.1 

CCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAAAATTTTATAAACTA 

AAGAAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTT 

TGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGCAAAA 

ACGTATCTTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACG 

AAACCTTTTTAAAGTAGTTTTGTAAAAGCTCAAGGTATGCCATTTCCAGA 

AAGtTGCAGATGAGCACCATTGGCATTACCCAAATTCTGTCACACATTGA 

GCAATGAAATTCAGGAATTGGACAATGACCTCTTGGCATATGAAAGAATT 

AAAAGAGGGC 

>152.1 

GCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGAAGAAAACATTGGAC 

AAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGC 

GGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTG 

ATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCACAG 

GTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTC 

CTCTGAAGATCGACCTACTGGATTAGTTGT 

>153.1 

GGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCC 

TGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCC 

TGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTGGATTTTACTTCC 

AGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGTGCCGGCAGAGCC 

TCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAGAATTTGGAATGC 

AGATAATTTTTCTTAmCTTGAGAGCTTACTTTAATCAGCATGACACTA 

CCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAG 

TATACCTATGCAAACTATTACTTTGG I 1 1 1 1 AGGAGTTTGGTCAGATGAA 

GAAGTAATGGGATCACATATATATGTAAG 

>154.1 

TCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCGGCTTTCAGCGCGC 

GTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGG 

CGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCGCTTCGTCGCTCAT 

GCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGGCTGCGGCAATCGC 

CCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAATGAACTTCTTG 

CCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

>155.1 

GTGGCGGCCGCCCGGCAGGTTTAAAAAGAACATGTATAAACGCTTAGCAA 

ACCCI I I I I AATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGA 

CTAGAAAGTATGAAATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAG 

CTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTGATCTCATGGAGTGGGGA 

ATGGGAATTGAACCAGAACTGGAAAATTATTTAGGAAAGTTTGTTAACTA 

CTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGA 

AAATTATTTGGGAMGTTTATTAACTACTCTTTCTGCTGAGTAAATTTAA. . 

ATGTGTTCTGGACATTGTTGAGGTCTAGAATTGTCTATACAATGCCCTGT 

ACC 

>156.1 
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ACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCTTGGCTTCCTATAG 
CTTTC I INI I ACAG AGGCCATG AAATGC AATCC AG CTG AAGTATTATCA 
TCTTGTAGCATTTCAAAAGGAACGTCGAAGTCATCCAAAGGATGGGAACC 
ACAATGTTCTTGTTGTTCCTTGGGTTTCTTAATGATTTCTGAATCATCAT 
TATTAATTATGGAATTCTCTGGTCGAAAAGTCACATTTGGTTTTCTCCTC 
AGTTTCTCACATC 1 1 1 1 1 I CTTGCAGCTCTTTCTCAGCTCTTCTTCCTTG 
CCI 1 1 1 1 I I ACTGTCCTTTCCTTGTCTTACTTCAGGT 
>157.1 

CGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCCCTCCTCGGCCGC 

TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCC 

CCGAGTCGCCTCTCCCCGCGT 

>158.1 

TGGCGGCCGACTCGCTGACCAGACCAGGCCCCCAGGGCCCAGCTACTCGA 

AGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGAC 

CCAGGCTGGGGGTGCACGGATCTCACTGGGGCTAGTTGGTCGGATGGGAA 

AGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTCTATCAGGGT 

>159.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTGTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTT GGACTG GTCAAGGGG . 

AAATCCATGCCATATGACTTTGATATTCGTGTGCC I I I 1 1 1 I ATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTA 

>160.1 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGG 

AAATCCATGCCATATGACTTTGATATTCGTGTGCC 1 1 1 1 1 I I ATTCGTGG 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGT 

>161.1 

GGCCGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAG 

ACCTTTCTGGATGATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCAT 

TTATATTGGACTGACTGATATGGCTTTCTATACCAAAGGTAAATGCTGAA 

TGAGAAAATCCTGACTCTTGCAAGTATCTATATACCAAGAAGTTGACCTC 

ATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAGGTCACACC 

ACAGGATATAACCCATTGGCAGTGCATTGATGTGGGGATGTGCAACTGAA 

TATCCGGGCACCGCCAATCACAAGTTGCTGTTGTTGATGCTGGAAACGGT 

GGCCTTCAACGCCGCTTCCCCCTTCCGGGAATCCCCGCG 

>162.1 

GGCGGCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATAT 

TTGGGCAAGTGATTTGACTGTTGGATATTCTTGCTGGATTCCTCCTTCTT 

ACGTAGAMTTTGCCTCTTTCCACTAGGAATGTATCACGCCAAATTTTGG 

CCTTCTTGTTrGTTCGAAACCTGTTACCTGGCTTTTCTGGGTCCAGAAGT 

TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 

ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTrCTACAQTTGGACCACGAATAAAAAAAGGCACACGAAtA 

tCAAAGTCATATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAAT 

ATGGTAACCATGGTCGGCGGTGTAAATGATGT 
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>163.1 

TGTACATTGTCTTAAAATCTGTGGCTTGCCTGTTCAATTCATTAGTGGTG 

TTTTGTTAAGCAG 1 1 I I I AATTTTGATG AAGTGTAACTTATTCA I I I I I I 

ATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTTCTCACAA 

ATCACAAACATTATCCTATGT7TTCCTTCAAAAATTATATG 

>163.2 

TACTAAAGAAATTTGAGGGATTTGCTATAATGTTAGGGATTTTTCTAGAT 
>164.1 

TATTTAATTTCTTAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAAT 

AGTATTTAGCCCAGAGGGTTGTGGTGAAGTGT 

>165.1 

TAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTC 

CTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAG 

AAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCGTCAAGAATTT 

ACTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCGTTAAAACCAGA 

GGGGAGCAAAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTG 

CCTCTCCCATCACTTCCCTACATGGAGTATATGTCAAGCCATAATTGTTC 

TTAGTTTG CAGTTACCCCTAAAG GTG ACCAATG AT 

>166.1 

TGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACAT 
GGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCT 
CATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

>167.1 

AGCGCAAGTAGGTCTACAAGACGCTACTTCCCCTATCATAGAAGAGCTTA 

TCACCTTTCATGATCACGCCCT 

>167.2 

CCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAA 
C 

>167.3 

ACCTTGAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAA 

CTAAGG 

>168.1 

CCGCACGCTGGCATTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTT 

TCCTAGGACAGTTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATC 

ATCGCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCA 

GGTACCTCGGCCGCTCTAGAAC 

>169.1 

GGCCGCCCGGGCAGGTACTTCCACTATTATTGAATGTATTCTGTATTATA 

ATTGTATATTTGATTGCCTATCTCCCCTCMCTGCATTATACATTTTCAT 

GGGTGAGCCAGTGTC 1 1 1 1 1 CACTCTATTTCAGTGCCCTGCACATTTTCT 

GGCACATAGTAAGCAT 

>169.2 

AAMTACTAAMTCCGAAATGCTCATAAMTTCAMGCTTTTTTGAGGAC 

CTGACCTCGTGCCTCAAAGGAAATGCTCATT 

>170.1 

TGGCGGCCGAGGTACTTAGCTGTGTTTTTATTCAMGTCTACATTTTATG 
TAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATACA 
AATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAA 
TCCAGGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTG 
ATTGAAGGTTCACCATCATCCTCACCAACTTTTGGGCCATAATTCACCCA 
A CCGT TTGGTGGAGCCTGAAAAAAATCTGGGCAGAATGTAGGACTTCTTT 
ATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGAT 
. CCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATG 
AGGAACATTTCATTTGACCCAACATCCTTTAGGAGCATAAATGTTGACAC 
TAAGTTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATACCA 
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CAACTTCTTATTCTCTGGCTCTATATTGCTTTGGAAACACTTAAACATCA 
>171.1 

GGCGGCCGCCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAAT 

GGCGTCGTGGCATTGAGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTC 

GCGGAAGACGAGGTTCTGCGGAGAGAGAGGCTCCAAGCAGTCTGGGAAGT 

GTAGTCCAGTTGGCTTAGCAGTAGTTTCGTTGGGGGGGAGCCGAGGTTCC 

GGCAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTGTACCTCGGCCG 

TCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGATTAA 

AAAAAAATCTCCACAAGAAGAAGCAACTCAGCAGGCCCT GGCA TTAAAAC 

ATTTCCCAGAATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATA 

TTTAAGTTACACCAAGATTTCCCTCCAATATGTGCCTTTCTCAAACCAAT 

GCAACTAATTCATTGCTAATACTGGGGCATGAATTTTTGGCAAATGTTTA 

TG GTTTTACTTTCTTC ATT AATC AAAAAATTTTTTAA AGTG CTACC AAG C 

AGCAAAACATGTCGCATCAGTTCTCTGCTCATGGCAGAAGTGCCCACTGT 

GAAA 

>172.1 

GCGGCCGGGTACAGATTTAAGGTTGATGGACTCAGGGTAAGGATAGCTAC 

AGCTGTGTGGGGCTGAAGGTCTGTGGCACTGAGCTACTGGGGAAGGAGGG 

CTCTGTTTTCATTGTGACACACTGAGTTAATAAAGCACTTACTGAGGGAG 

CCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAGGGCCAAGTCATTGAC 

TGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGCCATCT 

GGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTAT 

CATGGTGATTAATAAATTCAAACAAAGCTGAATGATAAGACCCCAGGATG 

GAATACAGTCTGAGAAAGGCCTGGGCAAAGGGAGGCAGAGGGACTGAAGG 

AAGCAGGTCAAGGAAGATACAC 

>173.1 

TGGCGGCCGAGTACGCGGGATAGGTGGAAAAAAACACTGCCATTCACAAG 

TCAAGGAACCCAGGGCCAGCTGGAAGTGTGGAGCACACATGCTGTGGAGC 

ACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAGTAGTGGAA 

GATTTTAGGTATGTAGAGCAAGTTGAAATGGATTGAGACTGCATGGGGGC 

ATAAATGAGAAATTGCCTGTAGCATCTAGTCTACTTGA AGGAAG TGGAGA 

CATAAGGAGAGACAAAAACAGGTTTGTGCCATAMGTATTTTTTCAAAGA 

CACCAAGATGTGGGTAAATGAAAATTATTAGTTCAC 

>174.1 

GGTGGCCGAGCGGCCGCCCGGGCAGGTACCAGTAGGGTGTTGTTAAAGGA 

CTTGATAACCAGCTTGAAGAGGTTCCTACTGACCAGAAATGGAATGAAAT 

TTAAGCATCAATAAGGGTAATAACTGCAAGAGACTGACATCCACTATGGT 

TTAAATCCATGAGGTCACAATGATACTTMTTTTTCATTATTCTGAAAAC 

CAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTCCTCAA 

TG AAATATATCTTAAG AG AACCG AA 

>175.1 

AGGTACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTG 

TGGACGTAAAGAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTG 

AGTGTCACCTGAACAAGAAAAGTCAAACTGGAGTGAAACCATGCAAATGC 

AGCGTGTGTGGGAAAGTCTTCCTCCGTCATTCATTCCTGGACAGGGACAT 

GAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGGGGAATGGAGAG 

AGACGCCCCGGAAACAGAAACAACATGGGAAAGCCTTCATTTCCCCCAGT 

AGTGGTGCACGGCGCACAGTAACACCAACTCGAAAGAGACCTTATGAATG 

CAA 

>176.1 

ACGCGGGGTGCTGTGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTC 

GTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCGTCCCGCTCC 

TAAGGCAGGAAGATGGCGGCCGCACAGAAGACGAAAAAGTCGCTGGAGTC 

GATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGTG 

>177.1 

TCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 I I ATGAATTA 
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TTTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGC 

AGGATGTGGTTCTGCATCTCCCCACAGACGGGGTGGTTCTAGA 

>178.1 

TGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGG 

AATATTCATCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTG 

TGTAGGTGTGGGACTGGACAGCTGAGTGACAGGGCCCTGGGAAGAACAGA 

AACCACTTTTCCTCTTTCCTCTGAAATATCAGAAGTTAAAAATCTACTCT 

GAGTTATATGTGCATCAATTTTAGACATATTGCTGATTTTATTATGAAAA 

TGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCAC 

AGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGT 

>179.1 

CGAGGTACTCACAGTCACGCAAATTCACTGTCTGCGTGCACGGCTCTCCA 

TTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAAT 

TAAGACCTTCTGAGGATGAGCGATAGATAAACACACCTCCTCTGAACCAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGC 

TCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACAC 

ACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTT 

TTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAAT 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGAT 

CTGAGACAGTCTGATCAGTTT 

>180.1 

GCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGG7TATATTGAAGAA 

GGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAAC 

TGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGA 

GAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGAT 

CCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTT 

TATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGAC 

TGTGAATTTGCGTGACTGTGAGT 

>181.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCA 

GAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCA 

GGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTC 

ACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATC 

TATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTC 

TGATCAGTTT 

>182.1 

GCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCT 
TTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGAT 
' ATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAA 
CGCAGGAAAAAAAACAAAAACTGGCTGGCGATCTGGAGTAAAGGATCCTC 
ACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAAC 
ACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 
>183.1 

GTGGCGGCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAG 

GAGCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATT 

AGCAGTGTGAATCTTGACAAACTTATAAATGACTTCTCACAGATAGAAAA 

GAAAATGGTAGAAACCAATGGAAAGAACAATATACTGGATATTCAGTTGG 

AAAAAAGTAATTGCCTATTAAAAGTAATGCAAGCAAAGGAGGTCTCCATT 

AAAGAAGAATGTGCTACTCTTCATAATATAATAAAAGGGCTACAACAGAC 

CATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAATAA 

GTGCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAG 

AATMTAtTGCCAAACTTGTAAGfGAAATGAAAATCAAAGAGGAGGGATA 

TAAGAAAGAAATAAGCAAACTTTATCAGGACATGCAGAGAAAAGTTGAAT 
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TAAATGAAGAAAAGCACAAAGAACTAATAGAGAAAAAGGAGAT 
>184.1 

GGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 

TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGA 

TATGGAATTAAGATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCA 

ACGC AGG AAAA AAAACAAAAACTG GCTGGCG ATCTGG AGTAAAG G ATCCT 

CACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACGAAAAAAAAA 

CACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 

>185.1 

GTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCT 

GTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGA 

CAGTGGTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATT 

GAGGGGTCCGAGGAATACCAGCGAAGCACTAAGTAATATGGATGATTATG 

ACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAG 

CAAGAATGGGGTGGTGCAATTCCTTGCCAGGTTGTCCTGGTGACAGACGG 

CTGTCTTGGCATTGGTAGAGGGTCACTGGAACA 

>186.1 

CGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTG 

CACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGC 

TTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAACACACCT 

CCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACG 

ACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAA 

GAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATA 

TGCTGAAGGI I I I ICCACTATTCACACTCTGTGGCGTAACCTTCTTCAAT 

ATAACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCAT 

CTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>187.1 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAAT 

TTCCCAACTCCTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGA 

AAGAAGTGGCAGCATGGACTTATCATTACAGCACAAAAGCATACTCATGG 

AATATTTCCCGTAAATACTGCCAAATCGCTACACAGACTTAGTGGCCATC 

CAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACCCTACTACAG 

CTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGG 

TGGGAACCAAAAAGGCTCTCACCAACGAGGCTGAGAACTGGGCTGATAAT 

GAACCTAACAACAAAAGGAACAACGAGGACTGCGTGGAGATATACATCAA 

GAGTCCGTCAGCCCCTGGCAAGTGGAATGATGAGCACTGCTTGAAGAAAA 

AGCACGCATTGTGTTACAC 

> 188.1 

A C 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M I I 1 1 G TAACTACAGGTGTCAGATGCATGACA 
AAAGCAGAAGTGCCCTTTCAGCTCTTCTCTGTGCCATTCCTTGTCAATTT 
CATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCCATGATGTGA 
>1 88 2 

TCTCTGTGATTGACAGAGAGGGACACGTCGTAGTCAAGAGGTGTGCTCCT 
CAGAAGAATATCAGAACTCAACTCGCTGTGCCTCCAAGGGGCTCAATCCC 
TTGATTTGAGGGGAGGGATG 
>1 88 3 

AGCGGATGGGAAGTGATACTAGGTATGTAAAGGATGGTCAGTTACCTCTA 

AATGTAAGTTAGACCAGGACAGCCAG 

>189.1 

GAAGGAAAGCAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCGGC 
TCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAAT 
ATCAACAAGACTCAGCCCACCTGCAGCCAGGTGATTAAAAAGGTTTATTG 
CTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGGGACATT 

TGGTGCCCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTG 

TCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCTCTGGTCC 

TCAGACCAACCAGCCCAAGGAACATCTCACCAATTTTTAATCAAGAATAT 
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TCTGTGAAAAAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAG 

AAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAGACTCTTGCTTTGAG 

AAGACACAAAGAAATCACATCATCTTATTGGGATTACTGGC 

>190.1 

CATCGCCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGA 

GCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGC 

TCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGAC 

ATTGGGGAAACTTTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGT 

GGAACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACC 

TCACACATGGAAAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGT 

TGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGGGAAGGACA 

GTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCAC 

AAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCA 

TTCCGATGTGATTGATAGTCAGGAACTT 

>191.1 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGA 

TGCTGGGACTGGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATG 

CCTGTTGGGTTGCCTATGGATCATTCCCTGCTGGGCTCACTCACCGGCTT 

CGTATMGGTCCTTTTTGAGGTTTATTATTTCC7TGTCCATATACTTGAT 

GCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAA 

AGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 

GGAACCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAA 

GACAAGGA I I I I ICCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAA 

GTTTCGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACA 

>192.T 

TGGCGGCCGCCCGGGCAGGTAC I I 1 1 I I I 1 1 1 1 1 1 1 1 1 I 1 1 I 1 1 I 1 1 1 IC 

TGGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGT 

GCCTCTCCACTGAGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTT 

GTTACAGAGGGGTTCATTGCAGTGAAGGGCGGGTTCTGCAAAGACAAACA 

GGTCTCACAGATAGTTGCCCCCGCGT 

>193.1 

TTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGG 
C 

>194.1 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCA 

AGAGCCAGCTTTGAAGCCAAGTGCCCCCGCGTACCT 

>195.1 

CCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAAC 

AGATCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAA 

TAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTC 

TTAAAGTTTATAAAAGTAAAATCAAATACA 1 1 1 1 1 1 1 1 1 CAAAAAAAAAA 

AAAAAAAAAAAAAGT 

>196.1 

GGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATT 

TTG ACTGTTTAAACAACTC AAG ATATGTTTTG C AAAATT AC AAAAC ATT A 

TACAGGTGACTTAATTAATATCTACTCCAATTATACACAACACATCATGC 

TGMGATTTAGATTTATTTGAAAACACTTAGTCTAATTTATATTAGTGCA 

GAAAAATCACATTCAATAAACCACAATTGTAGAAGAGACAGATAAGTGTG 

TrTGTCACATTTTCACACAAATATAATTrGATATTTAATTAAGGGATGAT 

GAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCG 

CCTCACTCGGATCCCCCCGCGT 

>197.1 

GCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATGATGCA 

>198.1 
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CTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGAC 

CAAGGTGTGAATGTGGGAAtGAACATGGATCCATCCCATTGGATGGAGAA 

GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 

GTTTGTGAGGACTTATCTGTTGT 

>199.1 

GTACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAG 

GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAG 

AAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAA 

CAGTTTGTGAGGACTTATCTGTTGT 

>200.1 

AAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGT 

TATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCA 

GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTG 

TTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGCGTGACTGTGAGT 

>201.1 

GTTCAAGCTCAACAAGTCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGC 

CCAGCTTCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCA 

>201.2 

CTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGACTTTCCAA 

GAAGTACCTGCCCGGGCGGCCCGCTCTAGAACTAGT 

>202.1 

TTGGGGCACAGAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAA 

GATGACGAGTGGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGG 

CTTTCTGTCCTGCACCATTGATTCAATGGAGACTGGCGGGAGGAAATGGA 

AGACTAGGGTTGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAG 

GCAGACAACTAATGCGTTCCATTTATAACAAGTAATATATATCAAAGACT 

TAAAGGAGATTAAAGACCAATCAGAATAATTTGGCAACTTTAATTCTTAG 

GAAGATCAAAGTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGC 

AAAGACCAGTATGGT 

>203.1 

TCCTTTCTCGTTCCCCGGCCATCTTAGCGGCTGCTGTTGGTTGGGGGCCG 

TCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGAAGACGAAAAAGTC 

GCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATG AAAAGTGGGAAGT 

ACCT 

>204.1 

CGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGAT 

GGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGTAAAGGCAAGAAGAAGAATGGAGAGCCGTGCA 

CGCAGACTGTGAATTTGCGTGACTGTGAGT 

>205.1 

CCGGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGAT 

GGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATAT 

TGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATA 

TGGAAACTGAATGATCTTCGtGACCTGACACAATGTGTGTCCTTGTTCTT 

ATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCG 

TAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAG 

GTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGC 

TCTTGACCTGGGAACCTGfAAAGCCAAGAAGAAGAATGGAGAGCCGTGCA 

CGCAGACTGTGAATTTGCGTGACTGTGAGT 
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>206.1 

CGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTG 

GGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGT 

CTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAGAACAAGGACACACATT 

GTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTmTCCA 

CTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCGAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAG 

ACAGTCTGATCAGTTT 

>207.1 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTAGAAAGTGGTTC 

TTCCTTAATGTGTTTC I I I I I ACCCCTTTTCTTCTTCTTCTTCACAGATG 

TTTCTTCTTCTTCTGCCACI I I I I CTTCTTCCTCTTCTTCAACTGAATAG 

GGTAAGTGTAAAGGCACAACAAATTAACACTGTATCAGATCTCATTCCTT 

CCAAAAACGTTTGAGTCCTAG I 1 1 I I 1 1 CTGTCATTCTCATCAACTACCC 

MTGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACC 

ACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGA 

TCATGAAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCT 

CCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAATGGTTAAGAGCT 

TGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTG 

AAAAATTGTATTTACCCTTGGTGAAGCTCCCTA 

>208.1 

ACATGGTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCI I I I IACC 

CCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCGTCTGCCACTTTTT 

CTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 

TAACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTT 

TTTTCTGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATA 

ATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGA 

TAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCA 

GGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTC 

AATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTG 

GGTTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGA 

AGCTTCCTATCTATAAAACTTAAGAATGTCTTATCTTACTGGACTGTTAC 

TGATTTAAAAAGAT 

>209.1 

CGCGGCGGCGGACGAGGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTATCTGCCCCTAGACCAGGCTCCTTTGCT 

TCACGTAAGATGGAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACAT 

TTCCCAGGAAGAAACAATTCCTCACTGCCTATAAACTGTAGTCACATGTG 

GGATAGTCAATAGAACATGAGAATCAGAACAATCTGGGCAAATGGGTATG 

GCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCATGCC 

AGGCCTTTTGGCATATGGGTGCCTTCTGTGTCTTCTTTCCA 

>210.1 

GGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCA 

GAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCA 

GGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTC 

ACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATC 

TATTTCTTCCAGCTTCTCTCTGGCCATCTTTTTCTTGATCTGAGACAGTC 

TGATCAGTTT 

>211.1 

CTCAGCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCAT 

CCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGC 

TCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAATAAGAACAAGGACAC : 

ACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTT 

TTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAAT 

GTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCCCATCTTT 
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>212.1 

TGGATGACATTGGCGGTGGTCCTTGATACCAGATAAGCCCTCAGTGTGAA 

GCAGCTCTT AI I I I I CCTTGTCTTGAGATTGCTGTGGAATGGAAA TTAGG 

CI I 1 1 1 I GAAGGTGTGACCC I I I 1 1 GTTCATTTCTTCAGCAGTTACTTTT 

TAATTTTTAAATGTTTGACACACAGTCTCTGATAAATGATCATTCACCAA 

TCACCGA7TACTCTCCTTGCTCTGTTAAGTGTGACACTGTCCCTTTGAGA 

ATCTGGCGACAGCTATGTATCCCATAACCACACACCCCAAAAAAAAAA 

>213.1 

GGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATT 

GACCTTTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCC 

GCGTACCTCGG 

>214.1 

TTTTAACACAATATACCTAACATATTTTTATTTCAATATCTAACCAGTAT 

AAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAAC 

AGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGC 

TTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATA TTAA TAC 

TCTTGCTTGGATGAGAGTGAGGAAAAAGGTATTAGTATTGGCTTTTCAC 

>215.1 

GCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATTGCCGTTGACT 

CTTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACT 

CTTTGTCTTTGTCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGC 

CGGACTTGAGCAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTG 

CCAGATGTATCCTCAATGCATTGCCACTTCTGCCCCGGTTGTTCACAGGC 

TGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTGCGCA 

GCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAG 

GATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTT 

TGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCG 

TGATCCTAGACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATT 

GCAAAAGTTGAGAAGCTCAAACCATTAGAGGTAGAGCTGCGACGCCTAGA 

AGACCTTTCAGAATCTATTGTTAATGATCTTGCCTACATGAAGAAGAGAG 

AAGAGGAGAT 

>216.1 

CCACCGGGTGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATT 

GCCGTTGACTCTTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTA 

CAACTGCACTCTTTGTCTTTGTCATGGAAGCCGCGAGCGTAGAGGTTCCG 

CGTGCTCTGCCGGACTGTGAGCAGGTCACTGGGTCCTTTACACTTGTGAA 

TTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCCCCGGT 

TGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGG 

CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCGATATTCTCT 

ACTCCAAAGAGGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGAT 

TATGACATGTTTGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACC 

TGACCACTCGTGATCCTAGACATGAACATGGAGTGGAGGCGAAAAATTAC 

GA 

>217.1 

GCGGCCGAGGTACTATCAAACAACA TGATA CAATTTAAATGTGTCATAGC 

AACTACTAGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAG 

TTTTAGCTGAATGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCC 

CTTGCAGCCATAGGTAGCCATGGGACAAAGTTCTAACCCAGGGGGGGTCC 

AATCTTTTGGCTTCCCTGGGACACACTGGAAGAAGAAGAATTGTCTTGGG 

CCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAA 

AAAAAAAAAAAAAGT 

•>218.1. 

CGCGGTGGCGGCCGAGGTACCATCCTGTTGCACAGAGCCATTGCCTATTC 
CTAAATTGAATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGAC 
CTTAATAGTGGAAACATCGATGTGCCTGCCAACATGACAAGCTGGGCCAG 
CTTTCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGA 
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TCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCATGCTGAGTTGGCC 

AATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTTAC 

CAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAA 

TGACAAGCATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACC 

ATGGATATGTCTATTACTCGGCTTCTTAGCATTCACATTCCTGCTCTCTT 

ACCCCCAACGTCCACAGAGCTGGATGTTCCTCACAATGTCCAAGTGGCTG 

CAGTGGTTGGCATTGGCCTTGCATATCAAGGGACAGCTCACAGACATACT 

>219.1 

AACGCGCGACTCCACCGCCATCTTCCTCCTACGGCCTGCGAGACGCTCCC 

CCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCCGGGCT 

>220.1 

GCGGTGGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTT 

GGGAAGGGGGACCTGCTGTTTGGCCAATTTATCCTACAGGTCTTGGACGG 

TGGGACCTCTTCAGAGAAGATCTGGTAAGGTCAGCAGCACAGTGGCCATG 

GAAAAAGAAAAACTCTACAGCATATTTCCGAGGATCAAGGACAAGTCCAG 

AACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTGTTGAT 

GCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGG 

AAAGCCAGC TGCT AAGGATGTCCATCTTGTGGATCACTGCAAATACAAGT 

ATCTGTTTAATTTTCGAGGCGTAGCTGCAAGTTTCCGGTTTAAACACCTC 

TTCCTGTGTGGCTCACTTGTTTTCCATGTTGGTGATGAGTGGCTAGAATT 

CTTCTATCCACAGCTGAAGCCATGGGTTCACTATATCCCAATGAAAACAG 

ATCTCTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGAT 

GT 

>221.1 

CCGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCTCCATT 

TCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTCATATA 

GATACTACATATTCAAAGATAACTTACTGAAGCTTGTTCACAGAACCAAG 

CTTTCTCCTGATAGCTCTTCTTCCCCTACCGCGCACTTTTGGAAGTATTA 

CCCCAAATGCTCTTCAGGATTTAAATAACAATTTTTAAAAAGACACTTAA 

GACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTACTCCA 

GATG CTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATAACCAT 

TTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGTCTTCT 

TCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCATCATA 

TCTCCAGACCTGGTTTCCTGAGAACAGGAGAGTCTTGGCTGTATCCTCAA 

AGT GAACAGC TGCACTTATCTTCTTAACTTCTTTTGGAAGACCCAGTTCA 

GATATTTTTTTGGGATAACCTTCCAAAATGTCATAACCAT 

>222.1 

ACGCGGGGAGTGTAACTATGGCCGGCCTGCGGAACGAAAGTGAACAGGAG 

CCGCTCTTAGGCGACACACCTGGAAGCAGAGAATGGGACATTTTAGAGAC 

TGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGGATTTTATATCTTA 

CTATGTTTCTCAGCAGTGTAGGGTTTTCTGTAGTGATGATGTCCATATGG 

CCATATCTCCAAAAGATTGATCCGACAGCTGATACAAGTTTTTTGGGCTG 

GGTTATTGCTTCATATAGTCTTGGCCAAATGGTAGCTTCACCTATATTTG 

GTTTATGGTCTAATTATAGACCAAGAAAAGAGCCTCTTATTGTCTCCATC 

TTGATTTCCGTGGCAGCCAACTGCCTCTATGCATATCTTCACATCCCAGC 

TTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTG 

GAGCAGI 1 1 1 IC 

>223.1 

GCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCAGCCCATTATCTTTAATCCTGAC I 111 1 1 GTGGAGAAACT 

CCGACATGAGAAACCTGiAGATTTTCACTGAGTTGGTGGTCAGCAATATCA 

CAAGGCTCATCGATTTACGTGGAACTGAGTTGGCTCAGCTGATGGGGGAA 

GTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCG 

GTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCC 

CACTGACGGAGGAAGGCATTGCCCAGATAfACCAACTGATTGAGTATCTA 

CACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 
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>224.1 

GGCCGCCCGGGCAGGTACTCCCTGTAAAGGGGAATTTCCATGCCGTCTAC 

AGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAG 

GAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATG 

GTGCAGTTAACTTCCAGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTG 

GCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAG CTGAG TTA 

CTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGA 

TGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGA 

AATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATAC 

TAGGAAACCCAGGTCTATTTGTTATCAGAGTAAGGATCAAGCCAGATAGC 

CTGTTATGTAATTTCTCCGATAAAAGATTTT GAAAG CAGGTGCTGTGGGC 

ATCTGTATGGGGMTCGCACTCATAGMTTATTTTCATTTGTAAATATTT 

GGTATCAGGCCAAGCAAGGGAAAGAAGCTTTACTGTATTACCATCTTT 

>225.1 

CGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGT 

CTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGT 

CAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAA 

CACACCTCCTCTGAACCATCGTTGGGCTTCATGGGGTTGGCATTGAGGAT 

CCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTC 

CAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 

TTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTT 

CTTCAATATAACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTC 

TGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>226.1 

ACGCGGGATGGATAGCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTAC 

GGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATT 

GGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAG 

AGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTA 

AGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAG 

GATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATA 

AAAATAAAGAGATTTTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCT 

TTAGATAAGATAAGGCTAATATCACTGACTGATGAAAATG 

>227.1 

ACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACG 

TGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACACAAAAAGC ^ , 

TACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGC 

TCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAA 

ACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCAT 

TATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGAT 

AAAATGTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGA 

TGATGACCAAAGTGACAAGGGT 

>228.1 

AGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAAGAATCCTTA 

GCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCCTAGCTGAGT 

AGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTTCCTGCATAT 

GCTGCGCAGTATGTGCCTTGAATAAAAATCCTGAAGATTAGATGGTTCAG 

GCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGG 

GCGGCCGAGGTAC 1 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 CAGTATGTAGCTTTAA 

AACAGTTACATATAACATGGAACAGTATGACATGAAAAGAGAGAGGTTTA 

TAGAGGGAG 
>229.1 

GGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAG 
GCAGGGCCATGGAGTTGGGGAGAGAAtGTCTAAACCTCTGGGGGTATGAA 
CGGGTAGATGAAATTATTTGGGTGAAGACAAATCAACTGCAACGCATCAT 
TCGGACAGGCCGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGGTA 

CTT 
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>229.2 

TGTTACATTGGTCAG I I I 1 1 A CTTGTAAAAAGTATTATAGAAGAGTTTTA 
TTGGMTGTTATTTTATTAAGCCATTTTCATGGGTTA I I I i I I I I IAAAG 
TTTAAGAAGTTTTTACAACAGGCTGGGGGGGGGGGGTTACACC 
>230.1 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAG 

CATGG 

>231.1 

TCCCCGCGGTGGCGGCCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTC 

ATTCCCTGATGTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTG 

ACAAGACGCGGCTTTTATCTTCACCTTTCTCTATAGAGCTTGAGGACCCT 

CAGCCTCCCCCAGACCACATTCCTTGGATTACAGCTGT 

>232.1 

AAAAAGATATTTTAATATATTCAGATCCACAAATATGAAATAAAACTAAG 

TAGAGCTGGTATTCATTTACACATAATTATCTTATACCGTTTGGAATAAG 

AATTTGGGGCACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATAT 

TTAGTTCTTGTCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATT 

CCTAGGGGAGTTCCTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGC 

AATCTCAAAAAAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAAC 

TTTGGGAG 

>233.1 

GCGGCCGCCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTG 

CMCGGAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTA 

TTGCTGCTTATTGTTAACCCTATAAACGCCAACAATCATTATGACAAGAT 

CTTGGCTCATAGTCGTATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTG 

CCCTTCAACAGATTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAG 

AACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGA 

ATGTTGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAG 

TTTTGCCCATTGACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACC 

ACAACGCAACGCTATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGG 

AAAGG 

>234.1 

GGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTG 

ACGC 

>234.2 

CACACATTTTACATATATATATGAAACTGTATAATGTGTTCGCTTCAGTG 

TCTGGCTGCTTTTACTCAACATTGTGAAATTAATTCCTGTTATCGTATAT 

GGGATTAAAATTTGTTTGCCTAG Mill G CCTTCTCATTGCTTCTG AATT 

GGGGCAGCTTTGCCCCTCAAGGGAAATTTAGCAATGTCTGGAGACATTTT 

TTATTTTCATAATTTGGAGGGACATGGGGGAGGTGTGCTACAGAACTTAG 

TAGGTAGAGGACAGGGTTAGTGCTGAACGTTCCACAGT 

>235.1 

CCTCCCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAA 

CGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAA 

CTTGAATCCAGGTCTGTTAGAAATCTAGGTTTGAGAATCCATATTCTTTC 

CACTTCCCGCGT 

>236.1 

CGGCCGCCCGGGCAGGTACCTACGCCACAGACAGCCAGAGGGAAAGCGAC 

CCAGACAGCAGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAA 

GAAAACAGCCGATACTGGCAGCCATTGCAGCTCCAAACTGCAGAGGCAAG 

GCCMTTTTAACTTTTCAATTTACAGTCGATTTTGAAGAGCTTCTACATA 

TCGGTTATGTAAATTCATATATGTATTTTTGGAATCAGTTCTTATAAACA 

GCTCGATTCAGTTTTAGCTAAATTTATAGTCTAGGTAGTATGTTACATTT 

GAACTTTTGTCTTAAGAAAAGTTGACTGTTCAGATATTTTTGTACTGTAA 

AGAAATATACTTTTCTATTAAAGATCTGT 

>237.1 
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GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGT 

>238.1 

CACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAG 

GGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAA 

TACGGGAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCC 

TGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTA 

AAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCGGAAA 

GTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAG 

GCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

>239.1 

CGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGC 

TTTTGTAACACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGG 

CCGTCTTAATTATCTAGAGGCCAGGAGGCAAAGCCTAGCACGTAACAAAG 

TATGTGCTTTGTAACTGCTGATTAATTCAGTTTCTTAACTAGGCAGAGCA 

GGTCATCAGTGTATCTAATTCACACTATTAATACACTGTCTTGCTGAAGA 

GTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAAC 

TGCAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGT 

CCCAGTTAGGTCTGTTACTGTTCTGTTCCAACTATAAATCCAGGATGACT 

GTTACTCAGATTCAGTGCTATGTAGAAAATAGAATGCACAGCCAAAAACA 

TAATTTGGGGATGACTGGCAGCACC I Mill ICCCTTTCTT 

>240.1 

GGGGGCGGCCGAGGTAC I I I I 1 1 1 1 1 I 1 1 I I 1 1 1 I GGTATGACTATGAAG 

GCTAGTGGTC I I I I I ATTAGCTATCAAGTTCATTTAACAGACAAAAAATT 

CAGTTCAATGGGGGCATTAAAATAGGAAGAATTAACAATAGTTCATTAAT 

CMTCTTTCAGCTGTTCCTATT7TATCACAATAACTTTTCCTATAATTGA 

GAGATCCATGAGGAAGTCTTGAAAAGAACGTATGTTTCTTTCAATTCCAT 

AAAACATTCAGCCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGT 

GAATGATATGCAGGCTAGGCTTTGCTGTAGT 

>241.1 

GGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGATCGGC 
AAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACC 
CTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTT 
TATAAAAGTAAAATCAAATTACA 1 1 1 1 1 1 1 1 CC AAAAAAAAAAAAAAAAA 
GT 

>242.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGT 

>243.1 

CCTTGGGCAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCXJATCAATCCCC 

ACCTATTGTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACT 

GGCTTGTGGTTCCATTCTCCAGATCCtTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 
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TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTAATAAATTCTC 

CCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCTCAATGCACGCAAGGATCTG 

>244.1 

GTACCACCACAGTTGCTATCTCTTGAACATCTTTCATTAAAACATCACCG 

TCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTTGGGGCATTCTT 

TTTTCTCTTTTCAG C ACG C ATCTTTCTTTTCC ACTTACTCCGTAAGCTTT 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACG 

ACAGGGGTGGGCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCC 

CACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTGCATCTCC 

GGACTGGAGCTCAAGTATAG 

>245.1 

ACAATTGCTTGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCA 

CCACCTTCCACTGTTTCTACAGTCCTGGCCAGCAAGTTTGGAGTTAAGGC 

TTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGT 

GGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCT ATGAA GAGT 

TCAAAGGG GTCGTCCTG CTTTATGTTCAGTGTTCCATTCTTTATTTTCTT 

CTGCAGCTGTCGCATTCTTTTCTTTCG 

>246.1 

CGGGTGGCGGTCGTGGGGATCAGCGTAGGTGAGCTGTGGCCTTTTGCGAG 

GTGCTGCAGCCATAGCTACGTGCGTTCGCTACGAGGATTGAGCGTCTCCA 

CCCATCTTCTGCGCGGGACCATCTACATAATGAATCCCAGTATGAAGCAG 

CAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCCCAAGAAG 

AACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAG 

AAAATGAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGGAATGACCAC 

TTAACATCTACAACTTCCAGCCCTGGGGTTATTGTCCCAAAAAAAAAAAA 

AAAAAAAAAAGT 

>247.1 

CTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGA 

CCATTGTTTGTCTGAAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTA 

TTTATTCCCCTTACTCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTG 

CGGCCGCCGCCATCTTC 

>248.1 

AGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 

AAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGC 

AGCCATAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAA 

CAGGCTCATGTAACTAACTGATACTCAGTAAAAGGGT CCAT AATCCAAAT 

TTATATAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTA 

CTCTTAATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTC 

TTACTGTTTTCTAGGGCAGAT A 1 1 1 1 1 1 CTATTGTGAGGTCGGACTGGGT 

CTGTCTGGGCTGGATGGAGATCTGTTTTTGGGAGCTGCAGGAATGCTCTG 

TGTTGCCAGATCCCGTAAATGAGGGACTGT 

>249.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCA » 

G AAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCA 

AGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGT 

GAGT 

>250.1 

GGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTC 

CCTTCGAGGTCAGCCCATTATCTTTMTCCGGACTTtTTTGTGGAGAAAC 

TCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATC 
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ACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGA 

AGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCC 

GGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCC 

CCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCT 

ACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 

>251.1 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCAT 
TTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCA 
GCAGGG 

>252.1 

GGCCGAGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTC 

TGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAACAATT 

CTCACCATACCAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAAC 

AAGTTCCCAGGTGATGCTGACACTGCTGGCTCATGGAACCACTGCTGTAG 

TATTTTCCAAATTATCCTGATTCTAAGAACCACCT ATGA CCTGTGCTGTT 

TTTTCTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAAC 

ATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGA 

TGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCA 

TTTTCACAAAGTTCAGATATATTTAAATTAGCCTATTTAATCT 

>253.1 

GCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 I I II I 1 1 1 1 I 1 1 I CTACCGGTAGC 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTTTGGC 

TAG G AATG AGTTGGAAAAG AACTG AAG GCATAATTC CACAG G ACATTCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 

>254.1 

AGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGCTGTAAATCTGGCC 

GCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATGAGATCTGGCTATT 

CTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCGGG 

>255.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAG 

AGGGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGC 

CCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATG 

GGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTG 

GGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCG 

GAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTG 

AGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACA 

CCAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

TTATTCGC 

>256.1 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTCAT 

TTCTGTTCCGCACAGGCCTGCTGAACTGGGTGCTTTATATAG 

>257.1 

CGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCACAAGACCGGCCTT 

GCGAGCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTT 

GGAGGTACAGTCAATTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAA 

ACAGAACATTGGGAAGTCTTCGGAATATTCTCTATCTTCTTCACCAACGA 

GTAAGACGTTTTGGAATAATGGGAC 

>258.1 

acgtgaccgacgccaacattgcggcgcccagttgcgtccacctgcttgtc 
cgcagaggttctcatagaattttctgttcaggactcaatcatatctactt 
acacaagcagtcmgcagtcaacaaagaagaMtttcttttttcggagac 
aaagagatatttcacacagtatagttttgccggctgcagtttcttcagct 
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CATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCAT 

TGTACCTGCCCGGGCGGCCGGCTCTAGAACTAGTGGATCCC 

>259.1 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGG 

AAGAGAAAAACCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

>260.1 

TGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTAAT 

TGCGTTGCGCTCACTTG 

>260.2 

GGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTG 

CGCTTCGGGGT 

>261.1 

AGTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCT 

C AC ATT AATTG CGTTG 

>262.1 

ATTTATTTATTATGTTGTAGCCGGGGCGGCCGAGGTACCCGATAGAACAT 

GGCATCATCACCAACTGGGACGACATGGAAAAGATCTGGCACCACTCTTT 

CTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTCACGG 

AGGCACCCCTGAACCCCAAGGCCAACCGGGAGAAAATGACTCAAATTATG 

TTTGAGACTTTCAATGTCCCAGCCATGTATGTGGCTATCCAGGCGGTGCT 

GTCTCTCTATGCCTCTGGACGCACAACTGGCATCGTGCTGGACTCTGGAG 

ATGGTGTCACCCACAATGTCCCCATCTATTAGGGCTATGCCTTGCCCCAT 

GCCATCATGCGTCTGGATCTGGCTGGCCGAGATCTCACTGACTACCTCAT 

GAAGATCCTGACTGAGCGTGGCTATTCCTTCGTTACTACTGCTGAGCGTG 

AGATTGGTCGGGACATCAAGGAAAAACTGTGTTATGTAACTCTGGACTTT 

GAAAATGAGATG 

>263.1 

ACI 1 1 1 1 II 1 1 1 1 I 1 1 1 I I I I 1 1 IGCAGCCGI I I I I CTTACTAGAAGCTA 

GGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAAGGTG 

AGACGCCAGCCAAGGAGAAGGGATGGTCAGGG 

>264.1 

GGCCTTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTT 
CC 

>265.1 

CAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAACAGCCATCATGAGT 

GAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCTGAAATGCCA 

TTTCACCTGGAACTTATTCAAGGAAGACTG 

>266.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGCTGGG 

CAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGGATAG 

GCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCATCAT 

TCTCACTGCCCTrACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTG 

CCCGGGCGG 

>266.2 

GAGC(^CCGGGCAGGTACTACCTTCACCAACTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGTTTATATGAAAGTCA 

GAAGTTTAGCGAAAATTCGGCCTAAACAGTAATAAATGAAAATGGAATGG 

aaatcaaagttc 

>267.1 

actttacctcatrtcctaccaatcatttrmgagmtttggttgtatttc 

aaagaacaamcmcacaatttctgtcctgctgtttattttagcgtggtc 

gcggccgaggtacggatacaattccgctgagttagattccaaattctaac 

ctctccatcacacgccccagaaaggacagtagccagcttctctggatgct 

ttgccaagcaattgactccatcacggtgaccatccagcgaagcaaggaat 

ggtrttgcamtactcgttccagtrtggtagcatttaaagctcttatata 

ttctcgtgggacctcaaaaggatgtaaagcaggatcatagtttcttggaa 



Page 36 of 111 



WO 01/42467 



519 

Table 3 



PCT/US00/33312 



GTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCGG 

CTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>268.1 

ACATTTATATGAAAGTCCTCACTTTCAGAAGCAGAAAAGGAGTAACTAGA 

TGG GCATT TTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTACTGA 

ACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTGCA 

AGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAAT 

GAAGA ACTTC ACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCC 

ATGGTCTTTTCTGAACCCAGAAGGTGTCAATGACAAAATATAATACTAGA 

ATGATAACTGTGATGGCAGGCATCAACAGACCTTTCAGAATAGAAATGAA 

AGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGATATAA 

ATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCTCT 

GAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAA 

1 1 I I I I 

>269.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACT 

GAAAGACCAGCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCA 

ACTCTGTCAACGAAGGCTTGAACCAACCTCGAGCGGCCGCCCGGGCAGGT 

ACAGATGCACAGGAGGCCATAGGGTTTAGGCAAAGGGGAGCACAAAAGTT 

GAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCCAGGGGCAGGAG 

CTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAGC 

AACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGG 

AAAAGCTTTTCATTCTGCAAAGCTGGGGCAGAAAGTTCTTCTTTGAATCC 

CGCGTACC 

>272.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAA 

CGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAA 

TGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGTAATT 

TAATGGCTGCTGGACAAAACCTCCAAAGTTCTTGAAAGATCAGAAATGAT 

AGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCCCTC 

AAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGC 

AAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAG 

AATCATGTTGAAGCTAAACCCATATTGCAAAGACCATGCGCCGGAACACC 

ATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTGC 

TGCA 

>272.2 

CGGCACTACAAGCCCAATCAATGAGAAGGCCGGCGGTTGCAGGCAAGAAG 

CCCTGTGGTAGGTAA 

>274.1 

TTGGAGCTCCCCGCGGTGGCGGGCGAGGTACCGCGTCGATGCTATGCGCT 

CAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCAC 

CAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGACTTAC 

AAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTGAGGA 

AGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGGATGT 

TGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAGTTTG 

CCAGCTAAATTCA 

>274.2 

AAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCACAGGAAACC 

TTTGCACCAAAGAGAGTTATGACTATCTCAAGACT 

>276.1 

CGCGGTGGCGGCCGAGGTACGTTGTATTCCTGCTCGTATTAGGTCCTTCT 

CACCGCACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACG 

TTCTAGCCTCGCCCCACGCGCGTCGATCTTTATGTTATACCGTCACTCCC 

AGTGCCCTAAtGGAACTATCCCTCCACTCACTCCCCCTGGTTCTACCCCG 

GCTCCAAGAGCCTCTCCCGG 
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>277.1 

GGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTGTTCGGTGCTTC 

CAGGGCCTGCTGA I I 1 1 I GGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAACACAGGCCTCT 

ACCCACTTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTG 

GATCGGCAT 

>278.1 

TTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCCATAA 

AGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAACTCC 

ATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGTCAGG 

TTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTT 

CCACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATC 

TCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACG 

TTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACA GATGC TT 

CCAMGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTTTTGT 

AGAGTTCCATCAGTTTCCAGTCCGTCTGCA 

>278.2 

AATGTTTCAATTCTTCAGAAAGAGAAGATGCTTTGGGTCTAAAACTTTCA 

AGACTGAAGCCCTTAGTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGA 

GAAC 

>279.1 

GCGGTGGCCTCCGAGGTACTACTCTGCACTGTTCTTTCTTTCTAATAAAA 

CTTTCCCTGTCGAACCTATACTAGTCTTCTGTAAATTCTTCTTACTACCC 

TATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCTCAC 

CTGGCATAATATAAAGTG I II I I I II I I I A TACCCTTCCACTTGGAAAGA 

CTACAGAGGAATCTTGCTCTGCATAGTTCAAACTAAAAAGAGAAGAGTTA 

ATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAAGCAAGG 

GAAATCATTTAAGAAGTGTCTGGTA I 1 1 1 1 CAAATTTCTGTCAGTTGTTA 

CATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGACATGCTTATT 

TTATTTAACTCCCCCAAAATT 

>279.2 

AAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
>280.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTG ATCTG CAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGACI I I I I IGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATACTT 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 

>281.1 

CGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCCAACCTGTGTCTCTTC 

ATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAA 

GCC 

>281.2 

AGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAG 

CTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAATTCAG 

GACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCG 

GCATGCTCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAG 

CT 

>282.1 . 

GGGCCCCAGGGGAAAAAACCTTTTGGGCCCC A 1 1 1 1 1 1 1 1 CCAATTTTCC 

AATTGGGCCTTGGGCCA 

>283.1 
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GTACAGCATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATTC 

TTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTA 

ATGGAACTGCAAGACTGTGTCCTTCCCCTCCTGAAAGAATGCATTCGCAC 

CAAATAAAGAAGACGTTGCCCTTCAAAAGACCTGGATGTGGCCATTCTTG 

TGGGCTTCCATGCCAAGAAGGGAAGGCATGGAGAGAAAAGATTTACTGAA 

AGCAAATGTGAAAATCTTCAAAATCCCAGGGTGCATGCCTTAGATAAATA 

CGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTTAATCCAGGCCATACC 

AACTGCCTGACTGCTTCCAAGTCAGCTTCATCCATCCCCAAGGAGAACTT 

TAGTTGCTTGACTTCGTTGGATCAC 

>284.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAA 

ACTGTGTGTGAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTT 

GCACGCTCTTTAAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCCT 

CCTTTCTTGCCAAAGGGAGGGGGAAACATACATTTATTCATGCCAGTCTG 

TTGCATGCAGGCTTTATGGCTTCCTACCTTGCAACAAAATAATTGCACCA 

ACTC CTTAGTGCCGATTCCGCCCCCAGAGAGACCTGGAGCCACAGAGCTT 

TTTTGCTTTGCATTGTAGGAGAGGGACTAAGTGCTAGAGACTATGTCCGC 

TTTCCTGAGCTACCGAGAGCGCCCGTGAACTGGAATCAACTGCTTC 

>285.1 

TGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGATTTTACCCTATG 

TTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACG 

TATCTTGGAGTTATGGGTCGAGTTCTACTACAAAACACTAG I 1 1 1 1 I I CT 

TCACTTACTAAATGAGATGGCCCATAAATTTAATCAGGAGATGGACCAGC 

TTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAACATTACC 

CAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGCC 

ATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTT 

TAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCCTGAAACAGGAA 

CTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAACCAAAAGTAACA 

GAAGATGAAG AACCACCCACAG AAC 

>286.1 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCACCCCTGAAC. 

>287.1 

CCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGA 

TGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATA 

TTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCAT 

ATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCT 

TATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGATCACGGGACTGTC 

GTATGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGA 

GGTGTG77TATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAG 

CTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGC 

ACGCAGACTGTGAATTTGCGTGACTGTGAGT 

>288.1 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAA 

CTCCATGATGATGCA 

>289 1 

TGGACAGACTGGCTCAGTGAAGACATTTACTTTGATGGGACCAGATAGAA 

TCCGATAATTTTTCTCATAACGTGAGAGGAGTTATCCCACGAAGTTTTGA 

ATTTTTGTTTTCCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAA 

AGAGTTTCCTTTGTAAGTGTTCCTTTATTGAAATCTATAACGAGCAGATA 

TATGATCTACTGGACTCTGCATCGGCTGGACTGTACTTGGCCC 

>290.1 

TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCATCTC 

CCTAACtAGCTGCTTACACAAAG 

>291.1 
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CTCCGGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 I I I 1 1 I 1 1 1 I I 1 1 1 1 G 

GGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTT 

ACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAAT ACCAG ACACT 

TCTTAAATGATTTCCCTTGGGTCAAAATTTACCCCTTCTTGTTTTCTCTT 

GCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTATGCAGTGCA 

AGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTTT 

ATATTATGCCAGGTGAGGTGTCAGAAC CCTG GCATCGGAAAGTGGTTGGC 

TCACGGGTCATAGGGTAGTAAGAAG AATTTTAC AGAAG ACAGTCTAGGTT 

CGAAAAAGAAAGTTTTATTTGAAAGAAAGAA 

>292.1 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGA 

ATCCCACTCTGACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCG 

ACCCTGACTCTCTCCCGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGA 

TCACGCTGACGTCGGACCCACGGCTGCCGT 

>293.1 

TGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAGTGGGGATTAAGAGA 

AGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGA GAGTC GC 

AGGCAATAGAACTACTTTGCTTTTGGAGGAAAAGGAGGAATTCATTTTTA 

GCAAACACAAGAAAAGCAG I I I I I I 1 1 CAGGTGCTGACGGCCACCCACCA 

TCATCTAAAGAAGATAAACTTGGCAAATGACATGCACGTTCTTCAAGGCA 

GAATAATTGCAGAAAATCTTGAAAGGACCCTATCTGCAGATGTTCTGAAT 

ACCTCTGAGAATAGAGATTGATTATTCAACCAGG ATACC TAATTCAAGAA 

CTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTTTTGCAACATTGGAC 

CAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTGGGC 

ACAGAATTGCTGGGAAGCCTCT 

>294.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAA 

GAGTTTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTCG 

GGTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTT 

CTTTGCATTTCTACCTCTTTCCCCACAGCAGTGCATGTCCACCATACCAC 

CTGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTACACTC 

ATTTTCCTGTCTTTATTATGATAGTCTAAC I I I I I CTCCTCAAAGGTATA 

GCTGCCTTGCTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGG 

CCTTTCCATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATAAG 

TGCATTTCAAAGTGAAAAGGTTACAAACATGCTTA 

>295.1 

GTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAA 

TCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAA 

GAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCT 

TGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATC 

CAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGACT 

>296.1 

GCGGCCGCCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAA 

AGAAAAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCG 

CAAAAGGGAATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGATGGAC 

TTTTCCATGGTGGCCGGAGCAGCAGCTTACAATGAATAATCAGAGACTGG 

TG CTCTTG G AG AAAACTATAGTTGG CAAATTCCC ATTAACC ACAATG ACT 

TCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAAT 

AAGTTTGGCTGTATCTCTACCATGGTCTCTCX3AGTTCAGGAAGGCAACAG 

CAAATCTCTGCCAGTGTTAACAAAAATGCTGACTCCT 

>297.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTT 

TTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTG 

TAAATACCAAGCCTTGAAAGGGACCATGGTGCGGCCTGTGAGACATAAGA 
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AGCCAGTCCATTACTCACAGTTTGACCACTCTGACAGTGATGATGATTTT 

GTTTCTGCAACTG 

>298.1 

TGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACT 

AGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGT 

CTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCT 

TACTCAGTCCCAGGG ACTTCTCCAATAGCG ACAACTCTG CGGCCGCCG CC 

ATCTTC 

>299.1 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATC 

TTCTCCMATTGTTTCATCCTACCACTCCCAATTAATCTTTCCATTTTCG 

TCTGCGTTTAGTAAATGCGTTAACTAGGCTTTAAATGACGCAATTCTCCC 

TGCGTCATGGATTTAAGGTCTTTTAATCACCTTCGGTTTAATCTCI I I I I 

AAAAGATCGTCTTCAAATTATTTTAATCACCTACAACTTTTAAACTAAAC 

TTTAAGCTGTTTAAGTCACCTTCATTTTAATCTAAAAGCATTGCCCTTCT 

ATTGGTATTAATTCGGGGCTCTGTAGTCCTTTCTCTCAATTTTCTTTTAA 

ATACATTTTTTACTCCATGAAGAAGCTTCATCTCAACCTCCGTCATGTTT 

TAGAAACCTTTTATCTTTTCCTTCCTCATGCTACTCI I I I I AATCTTCAT 

ATTTTCTCTTAAAATCTTAAG 

>300.1 

GGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTT 

ATCACACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGG 

CGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAGCAAACCACAATG 

CAAGTATTTCTG ACTCCCAAG ATTGCCGTTTCCT AAAG AG CAATTCTTCT 

GCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCTTTCAGTAAATTC 

TTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCACCCTTCTTTTT 

CATTGTAGCAATGATCTCAACACGTGGACAAAATTGGCTTGCAGGAATAA 

T 

>301.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGACI I I I I IGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTT 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTCGGC 

CGCTCTAGAACTAGGTGGATCCCCCGGGCTTCAGGAAT 

>304.1 

TTGGAGCTCXJACGCGGTGGCGGCCGTCGCCCGAGCTTTCTCTTGTCCATC 

TTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTGTCACCTCAGGACCCC 

TCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCGC 

GAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAG 

CTTCAGGAATCCCCGCGT 

>305.1 

ACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAAAGTAAAGAGCAAA 

GGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTT 

TATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTC 

ATGGCCACCCTTAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTA 

TCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAAAAAGATACAATG , 

AGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGGI 1 1 1 IGAAATTT 

ACTGACCTGGAAGAATAGTCAtAATGCAATGTCAAGTGAGAAGCAGGACA 

MGAACATTTGCAATACAGTTGTATTTATAAAATTTTGTTTACACACAA 

>306.1 

TTGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGGAAAG 
CTCAGCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGG 
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TCCTGGAGGTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGG 

TGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTT 

GCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGT 

TCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGTT 

GCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACAC 

AGCCTCTACCCACTGGCTTGAAGCCACCGACACGATGACATCTATGGGGC 

TGCCTGGATCGCATATTTGTGGGCATCTG 

>307.1 

ATCACCATTATTCCCCTTTAGTCACCTCAGAGGCTTGTTAATGCTTTCTT 

TGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTA 

CCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 

GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTCTACC 

CCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTC 

CCCCGCGT 

>309.1 

TTTACAACCACAGCTAATGCA A I 1 1 I 1 1 CCATTGTTCCCA I 1 1 1 1 1 I CCA 

AACCTATTGGG 

>309.2 

GCAAAGCCCATTTTTTTCCATGCATCTAAATGATAGATACAGGCTATGAA 

ATTCTTTATTCTATTTGTAGCAGCTTATGCAGGTGCAGCCAAACACAAAG 

CTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 

>312.1 

CGCGGT GGCG CTGCCGCGCCAGACTCTTGGAGAAAGTATAGCAGCAAACA 

ATGCCTATTTTCACAGGAAACAGAACACATACCCAGAAAAATGCCCTGGC 

AATCATCAAATCACAGTTTTCCAACATCAATAAAGTGTTTAACTCCTCAT 

TTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACT 

TCAGTCTGGAATGGAGGTTATGGATCAGATTTGTGATGTGAGAATATCTG 

ACATAATGGATGTATA TGAAA TGAAACTATCCACATTAGCTTCCAAAGAA 

AGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGC 

TGATAGACTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

>313.1 

TGGAGCTCCCCGCGGTGGCGGCTTCCCGGGCAGGCACCTTAGCATTAGAT 

TGAGTTATGTTGCTAGGAGATGTTTATTCATCAGCTGATCATTAAGCATA 

TGGGGCTTACT TGGCC CCCCTATCAATTTGCGTCAAAATAAATTAATTGT 

AGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATC 

TTTCTAAACAAGACACAAGTTTACACATTACCCAGCAGAGTAACCCCTCT 

TGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATATAAGTA 

GAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTATGGAGA 

CAAGTTGTCCTGAACAATACACATTC 

>314.1 

CGGTCGAGGTACGCGGGGGGTCCTGGAGGTTGAAAGAATTGCAGGAGGGT 

TTAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGC 

GCAGAAAGAGGAGG CGCTC AGGAATGCATGAATTGATTAATTAAATGTCG 

AGAGCTGTAGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGT 

GATTGACCCACACACTTACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGA 

GTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACT 

GTTCGTTGCTTCCAGGGCCTG CTGA 1 1 1 1 1 GGAAATGTGATTATTG GTTG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATC 

>315.1 

gcggtggcggcctcccgggcaggacccttagcattaga7tgagttatgtt 

gctaggagatgtttattgagtcagctgaaacttaagcatatggggcttac 

ttggcccccctatcaatttgcgtcaaaataaattaattgtagacctgtct 

tgtttratgaaamgcaatgtgatagtctttaaatttatctttctaaaca 

agacacaagtttacacattaccgttttagtaacxxxjtcttggtattgttt 

acctaaaaggaagaagtgtAggaaaaactgatataagtagagagtttatt 

tgggccaagcatgagggttacaacccaactgtatggagacaagttgtcct 
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GAACAATACACATTCTTATTAGCAACAGTTATAAGTAGGTTTTCAAAGAA 

AAAGAAGAGGCAGTTCCTAAG 

>316.1 

ACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGCCTTCTGATG 

>317.1 

CCCGGGCAGGTACTCTGCAGAAAGTATAGCAGCAAACAATGCCTATAGAC 

AACAGGAAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAAT 

CACAGTTTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGG 

TGTTCCTGGATTGAATATTGAAGAATTAATAGAGAAACTTCAGTCTGGAA 

TGGTTTTTAAGGATCAGATTTGTGATGTGAGAATATCTGACATAATGGAT 

GTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGCTACA 

AGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGA 

TTGCTCAGCATCGCTGTCAAAGAACTCAAGCTGAAACAGA 

>318.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGAT 

GAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGA 

AGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGATGATG 

GTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGAACTGAAAAGATC 

TCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAACTTTTCTCTGT 

TATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTATAA 

AGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTT 

CATCTAGCCTTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCT 

TCACTGTTATATA 

>319.1 

ACI I I I I 1 1 1 1 I I I 1 1 I I I I I I I I I CAATGTTCAGTTTCCTTTAATGACC 

CCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATGGCAAGAGATG 

TTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 

GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTC , 

AGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCT 

GGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTTATAA 

ATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTGGCTG 

ATCAGAATAGAAGTGGTTGCTTCCAATGCATGCG 

>323.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAAATAG 
! TCTTCCACAAAAATACTITATTTCTGATCTATACAAATTTTCAGAAGGTT 
ATTTTCTI IA TCATTGCTAAACTGATGACTTACCATGGGATGGGGTCCAG 
TCCCATGACCTTGGGGTAUI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 II 1 1 1 GGAAAGCT 
CTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGCCACACTCGCACC 
AGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACCAGGC 
CAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGT 
>324.1 

ACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I IAGGGGGAGTTAAATAAAATAAGCAT 

GTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACAACTG 

ACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTC 

AAMTTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTC 

T C 1 1 1 1 lA GTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAA 

GGGGAAGGGTTTAAAAAAAA 

>325.1 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAG 
ATGCTTCTGGTAGAGAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTAT 
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CCTGCAGAATCACCAGATTATTTTGTGGATTTTCCTGTTCCATTTTGTGC 
CTCCTGGACACCTCAGGTAAATTCTCCTCAGAGCTCCTTAATAAGCATTT 
ATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCATTCTGGGATGTT 
ATGGATGAAATCGATGAGAAGACCTGGGTACTTGCCCG 

>326.1 

TGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 I I 1 1 AGGGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCC 

TAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATA 

CCAGACACTTCTTAAATGATTTCCCTTGGTTCA AAATT TACCCCTTCTTG 

TTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTC I I I I I AGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAA 

GTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAA 

>327.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCG 
TACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTC 
TACCCGGGAATCC 

>328.1 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 

TTCTCTGTCTCTTTGATTTCCTGGAAGACGACACCATGACAATTTCAAAG 

AAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTCTTAGCACATTCCTG 

TGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

GTTCG I i I I I GTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTC 

TCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTT 

TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTT 

>329.1 

TACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGC 

TTTTTATTTGTACAGCATCATTAAACACTAAGCTC AGTT AAGGAGCCATC 

AGCAACACTGAAGAGATCAGTAGTAAGAATTCCATTTTCCCTCA TCAGT G 

AAGACACCACAAATTGAAACTCAGAACTATATTTCTAAGCCTGCATTTTC 

ACTGATGCATAATTTTCTTATTAATATTAAGA GACAG TTTTT CTATG GGA 

TCTCCAAMCTGCATGACATCACTAGTCTTACTTTTGCTTAATTT TATG A 

GMGGTATTCTTCATTTlTAATTGCTlTTGGGATTACTCCACATGTTTTG 

TTTAATTTCTTG ACTAATCAG A 1 1 1 1 1 AATAGAGTGAAGTTAAATTGTGG 

GTCATAAAAAGCATTGGATTGACATATGGTTTGCCAGCCTAAGGGTTTAC 

AGGCATTGTCCAAACATTTTTTGAGAACTATATTTATAAG 

>330.1 

CCGCGGTGGCGGCCGAGGTACGCGGGGATAGTTCACTCACTTTCAAAGCC 

AGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCT 

GACTTTTACGGACTTGGCTTGTT AGAAGGC TGAAAGATCGAGCGGCCGCC' 

CGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GGCTTTCTTTGCTCCTTTC 

TTATGATCAGCCACATTTCTTCGACCTCCTTCTCCTTCATCCTCAGAATC 

TGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCGAATAGAAA 

TTCTCTTGTCTGGATCTTCTCCATCTTCATCTCCACTGTCTTCATGAACA 

GCATCTTCTGGAATAGCCTGCATCTGGACACCAGGTGCATGAGGTAACAT 

GCGCAAATTTTCAAACAAACGCTGTTTTATCTnTCCATATATTTGGAGT 

GTTCTGGTTTGTCATGTTTG 

>331.1 

TGAGCTCACCGGGTGGCGGCCGGGTACTAGCAGTTGCCATGAAGGAGGCT 

TTGTTCGATTGTATAACACAGAATCACAAAGTTTCAGAAAGAAGTGCTTC 

AAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCTGG GTTC C 

TGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACAGCCAAATTTT 

GGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGC 
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AGCCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGT 
>332.1 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATG 
ACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGG 
TTCCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACA 
CTTTATGCTTAATATTCAATTCTGCTCCAGTAGAACATGGTACCT 

>333.1 

GTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGG 

GMGGAGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTT 

GATTTCCAGTGGCTGCTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGG 

TAGTCCTAACATTTCTGGGACTGAATCCAGGC 

>334.1 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGC 

CCGGG GGTG CCTGGTTATT GTCCGCTTTCTCTCTCAG ATGCTTGGCTTGT 

TTTTCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAG 

TCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTT 

GAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTACCTCGGCCGCT 

CTAGAACTAG 

>335.1 

ACTTGACTGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCA 

GCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTG 

GTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAAC 

CTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCC 

TTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTG 

CTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTC 

TTGGTGGTGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTT 

GGGGGGGGGT 

>336.1 

ACTCATGAAGGAGATGGCCCCTTTGGGAGCAACCAGAGAATCACTGAGAT 

CCCAATGGAAACAGGAGGTTCAGCCAGAGGAACCGACTTTTAAGGGATCA 

CAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGA 

CAGGTGCTGTGGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGAC 

AACAGAGCTGTATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGC 

ACAAAGGGCCCTCTACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCT 

CGCTGGCAACAAGGTGTGCCCTGGGGCTATGAAGAGACCAAGACGCTCCT 

GGCTA 

>337.1 

GGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTCACATCCCGGTGGCT 

GGACATGCCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACT 

CCGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATTGTCCAGCC 

7TGCCCTGGAGGAGCAGTGTCTGGCTTTGTCCCTAGATTGGTCCACTGGG 

AAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCATTAGCAGTGACTC 

CACAGGGCAGCTCCACCTCCTGATGGTGAATGAGACGAGGCCCAGGCTGC 

AGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCT 

TTCAATTACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCT 

TCTGAGGGGCTGGGACACCAGGGTACC 

>338.1 

GGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGGGGG 
GC 

>339.1 

1 1 1 1 1 1 1 1 1 1 1 1 1 AATGCTG AAG ATTTAG ATTTATTTG AAAAGACTTAGT 

CTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAG 

AAGAGACAGATAAGTGTGT7TGTCACATTTTCACACAAATATAATTTGAT 

ATTTAATTAAGGGATGATGAAT 

>340.1 
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GGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGTTCGTTGCTTC 

CAGGGCCTGCTGA 1 1 I I IGGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CTGATGGGAGTGTATC 

>341.1 

AATACTGCCAGTTTTCCAAGAAATTTTGTAAAGTTGAACATGGCCATCTA 

CTCTTGCCTTAAAACTTTTCTCACCACACCCACCTTCCCACATGCATGAT 

ATCCAAGGTCGACAGACCTGGATTAGAATCACTCTAAGCTTTATGCAGTG 

CGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGT 

GTATTTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTAT 

ACCAACTTAGTATA I I I I I CAAGGAGAGCTAAACCACCTTTTGTAATGTT 

CGGTTTCTCACTGTTATCTTCCTTTCCTATMTTMTTTATTTTAATCTA 

CAAATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTAA 

TGTAATTGTTCCCAATTATTAGAAAC I I I I I I CCA I I I I I CAAAATGTTT 

GCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCA 

CATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTA 

>342.1 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAA 

ACTTTCATTATAATACTGTTTTAAGAACTTACAGCATCTGCTTTACAAAT 

GGTGTTAGCTACATGTCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAA 

GTTCATCTGATGTCATCTGGAAACTGAGTAGCACATTTGCCTGCTCTGTT 

GGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCAATCTAGGGTTCCAGA 

ATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGTATGCA 

AGTTTAGTTCCCTCAGAGCAATGAAATTCCAATGAAATGAACTATCACTT 

CTCCACTTTCCTTGTCCTA I I 1 1 I AATAAGACAAAGAACATCACCATATT 

AAGTTGAAGT 

>343.1 

ACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAACTCATTTTAA 

CCACTTTTTATTCTTTGTATTCAAACCAATCACTGGCAATAGCTCTAAGT 

AGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 

CTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATC 

TCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCA 

GGAAGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGAGAAACTCTGT 

GGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGCTGGCTTCTTT 

CTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAAATGTGCTTCA 

AATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTATGTGCCAACT 

ACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGTGTTGCTTAGA 

ATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTTACTATATAGG 

CAATACTAGGGTAAATATTTTACATAGATTACCTTATTTAGTAGCTCTTA 

GCTGCTAAAAAAAAAAAA 

>344.1 

ACI 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 IGTGGGAGTTAAATAAAATAAGCATG 

TCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAACTGA 

CAGAMTTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCA 

AAATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCT 

CTTTTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAG 

TGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCA 

GAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGTAAGA 

AGAATTTACAGAAGACAGTATAGGTTCGAAAA 

>345.1 

ACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAATGCAG 

AAGCTCCTCGAAGGGCCACCATCATCCTGCAAAACACCAAGCAGGGCAGT 

CTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGGTGGTGC 

TCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGTTTTG 

CACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAGCTCA 

GTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCTGAGG 
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CCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCTGTTG 

CCCTCACCCTTGACACATGCGGACCCTCCCCAGG 

>346.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGGTACAAGAGATAGAAAGACCAGT 

CCTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCA 

TTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACACATA 

GCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAA 

CCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTACAATA TCAC CTTTC 

TTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAA 

AGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCG 

TCATTTTG GCG AATTACTGG AAG ATG 

>347.1 

ATCCCTTMTTTCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACC 

CTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCAC 

TCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCT 

AACGCAGCGTTATC 

>348.1 

ACTTGACTGCTACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAG 

CTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGG 

TGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAACC 

TCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCT 

TTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTT GGAAG CTCCCTCTGC 

TCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCT 

TGGTGTGTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGG 

GTGGGGGGT 

>349.1 

CGCGGTGGCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGA AGAG GC 

AGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTT 

GCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTTAGAGGGAAG 

AGGTTGGAAAAAACCATGACTGTATTCAGGAAGGCACATGAACTGAAGCT 

TCTGTCAGAATGCCAATACAAGGAGTTGAGTGTTTCGTTGCTGTGTTATA 

ACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTT 

AGAGACTCTGGGACAATGTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTC 

AAAGAGCCCTGACATAGCCATGCTTTTTGAAGAAGCCTTTGTGCACCTGA 

AACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCAGAGTGGAGT 

>350.1 

GTGGCGGCCGCCCGGGCAGGTACCCGTGCTAAAGACTTTTAGTTCGGCTC 

TCCCAGTG 1 1 1 1 IN I I CGTCGATTTGGGCACAGAGTTTCCTG GTTCACG 

TGGATGTGAGGATCCTTTACTCCAGATCGCCAGCCAGTTTTTGTTTTTTT 

TCCTGCGTTGCTGAGAGTCTGGGTTTATTCATCACACCAGGTGGATCTTA 

ATTCCATATCCCTGAGGCCACTGCAATGAGGCAGAGGAGTGTGCTCCCTC 

ATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATCCATGT 

>351.1 

CGCGGTGGCGGCCGCCCGTGCTGGTCCTTATTATTGCCCGTTGTTTCTGG 

ATGTGMTGGATTACMTGTATTTTTTTAGGGAAATCCTATTATTATCAA 

TGTGACTCCACGGGGGAGTCCATGGTGATGATGATGAGGAGGAGGATGAT 

GATGATGAGACACCTCTAAACTTGGAACAAGTTTAAGACTTTATGAGAGA 

AGAAAAAAAATCACCAACAAGAATTGTTTGAGGAAAAATCATA ACTATC C 

TGTGTTCA 1 1 1 1 1 1 1 1 1 I I ATAAACAATAAGAAAAAGTTGTT GGAT TTTT 

TTTTAATGATTTC I I I I I I GGGGGAGGGAATTTTGTTGCAGTTTTATGGT 

GGAAAATGCAAAAACCAGAGCCAGGTGCATAATCTTGTAATCTGTGGATA 

TCCCTGGAGCAGGACTGATGT 

>352.1 

TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCG 
GGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCA 
GAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGC 
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AAATAGAATGAGAACCATATTATGT 
>353.1 

CGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTC 

CTTTTCCTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATG 

GTCATTATCCCTGAATGGCATAAATCAACAGGCTGTATGAGCATTGTGTG 

AGATTCTACATGAGGGAGAGCATTTCAAACCCATGACAGATGAGAGAAGT 

TAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGATGGACAAT 

AAG ATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAG AGGCCATGA 

GCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGG 

CAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTG 

GTTCTCCCAGCTCACTTCCATAATGTCCTCCTAGGCTGCATTGGAATTGT 

GTGTTGTCTAGACCCATGGCCAACACTGTCATTGCCTGTGAGGGAG 

>354.1 

ACI I I I I I I II I I I I I I I I I I I I I GCCTTTAGAAGGTTAAAATGCCAATA 

TA AAGCT AAAACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTAC 

TGTTTTTACTATATAAATCTTTACGTGTTAATGGAAAGAAAATTAATTCA 

TTCTGTTACTCCA 1 1 1 1 1 I I CTCTCCATATTGTATGCCTGAAGTGAGCTG 

ATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTC 

CACTAAACAGATATTTAACTAGATACTATTATACTACTAAGAATAGCAAG 

AATGTCTCTCAATTCTGGGAATTTCTCCTAGCTCACACAAATGAAACGCA 

CATCTCCATGAATGCTTTCTAATAAATGCTTCCAGGATAGTATCATAAAC 

AAAGTCAAAATTAAGAAAAATCACCTCCATGGCATCCTGGTCATTCTCCA 

TCAGCTCACCTTTCTTCTTATCAGAATCCACAACTGCTTT 

>355.1 

TGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCGCCAAAAT 

GACGAACACAAAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGC 

CTTTTAGAAAACATGGAGTTGGTCCTTTGGCCACATATATGCGAATCTAT 

AAGAAAGGTGATAATGTAGACATCAAGGGAATGGGTACTCCAAAGATTCA 

GGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATT 

GCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTTACTGAAG 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAA 

GGACTGGTCTTTCTATCTCTTGT 

>356.1 

CGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAG 

ATGGTGTCTACAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAA 

CTTTAT G TACTGA GTAACATTTGAAGGTTGTCTTTTAATGGTGGGGGGTG 

TTTTTTCCTTTTTAAACTACAGTGCTTGCACAAGAGAGGGAGGGACTCAG 

AAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGGGATGACTTGA 

GTCCATCATACTATTGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCAAA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCT 

TCCAGCAACTTAGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTTGGTGG 

TTGTGCTTTTGTAAGTTTCTTTCTCTGCACTTCGACTTACCTTTGAATCA 

GAAAGCAAGCCCAGCAGGTGAATG 

>357.1 

ACCATCTGACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAAC 

GTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAGTCACTCG 

GGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTC 

CA GTAGA ACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGAT 

TCATTTTGTTCCCCATTCCTCTAATATGTCACGAATTCTGCTGATACATT 

CTTTGTAATCTCTCCATCTATTTTAATCTGTTATTCACCTGAGCTACACA 

AACATTCATCTGCACAAGGAGTATTCCACGTGCTGAAAAGACAGAGGATT 

AAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAA 

CAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCT 

GT 

>358.1 
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ACTTTTCTAGCAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTT 

CAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGA 

TCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGGAGGAGACTGTCA 

GGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTG 

TTCTCTGTCCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCAC 

CAAGGGCA 

>359.1 

GTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATC 

CCCTCTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGG 

TAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTGCCAAGGAAGGCATT 

TCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTACATCACTGAACGACA 

CCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCCCTGAAGAAAGAC 

ACTG 

>360.1 

TGCAAAACTAAACACGCCCGAGGAAATTTGGCCAGTTATCCAATTGATGA 

ACTAGTAGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATAT 

GGTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAAT 

CTGCCCACACTCCTGTGGAAACTGGTTGAAG CGATT CCTGAGGGAGCAAT 

GCTGAGGCTTGGCATGACAAATCCGCCCTATATTTTA GAGC ATCTGGAGG 

AAATGGCAGAAATCCTTAATCACCCCAGAGTCTACGCTTTTCTGCACATA 

CCAGTCCAGTCTGCCTCCGACAGCGT 

>361.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGA 

CATTTGAATTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAG 

CCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCA 

TTTACTGGGCGTCTACCCGGGAATCC 

>362.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCT 

ATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACT 

TGATAATGATTGGATCAGGCAGACAACACCTGATCAGTCCTAATATCAGA 

AAAGAGACAAGTAGACATTATGTGCTTCCTGAGGTGAGGCAGTAGTAAGG 

AAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGTAACCTGTAT 

CTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCC 

ACAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCATGAAAGACACACC 

ACACACACACACTGCACATCATACACAAACACCACCCCACCACCCACCAC 

TCAGACACACACAAAAGGGCAACTCTAATCAATTAAAGGAAACAAAAGAG 

AATGACAACTACATATAACGTATAATTCTTGATTGGATCCTGGATTTAAA 

AATAAACAGCTATAAAGGATAT 

>363.1 

CTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATT 

TGMTTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCAT 

TCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTA 

CTGGGCGTCTACCCGGGAATCC 

>364.1 

CGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAAGCAGTGGTAACAACG 
CAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGG 
TAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAG 
CACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTCACCAGCCCCCTCCAC 
AGGATATAGAAGACTTAGATCACTACGAGATGAAAGCAGAGCCCATTAGT 
GGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAAAAAAAAAGG 
TT 

>365.1 

ACCAAGCACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCA 
AGGAGCTAGAGAACCGGATGGGAGAC ATGAGC GGTAATTAA CTCA CTTGT 
TCCCCAGAGTTTCTATTTGTTTTGTTTTCTTTTTCTGTGACTTATTTTCC 
TATTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACA 



Page 49 of 111 



WO 01/42467 



532 

Table 3 



PCT/US00/33312 



CCTGGAAATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATT 

TGTGGAATATTTATTTGTAATAGCAGTTATCAGTTATGCTTATATAGCAT 

TAAAAATTCTCCTCCTTTGACTACACACACAACCACAGTGTGGTTCTAAT 

CATGGAGATATCAGTAATTTTTAGTAACTGAATTTTGAGGACATTTCTCT 

GTTTAGCATGTATGCAAACTGATATGTAATCCGGGGTTCCAAAG 

>366.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATC 

AAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGGACAGATAGCTGC 

ATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCAAAGTCAGGATCA 

AATG ATTCCTG G ACAAGCCAC 

>366.2 

TGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCA 

AACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATT 

TTGTAATGTTATGATAGGCAAAAGTCTCTT 

>367.1 

ACCGCGGTGGCGGCCGAGGTACATTGAGATTCAAGAGAAAAGTCACAGCA 

GGTCTGAGCTCCTCCAGCAGGCCTTATGTAATGCTAAGATTTTTGGGGAA 

GATGAAGTTGAACTGATGAACTGGCTGAATGAAGTGCATGACAACTGAGC 

AAGCTCTCAGTCCAGGATTACAGCACTGAGGGGCTATGGAAGCAGCAGTC 

TGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAGGAAACAAAATGTAG 

ATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGGTGAT 

GAAGTTTTAATAATTCAAGATAAATTGGAAGCCATTAAAGCAAGGTACTG 

CCAGATACGAATTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCC 

CATGCCATTCTCCTCACTAACCAAAGGCTAGGAATTATCT 

>368.1 

CAATGTGCCAGGCACCTTACAAGACACAAATATGCTCTTATAGGCTGGGG 

AAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAGAATTAC 

CTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGC 

ATCGCCCACAAAC 

>369.1 

ACGCGGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAG 

GTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGAT 

GTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAAT 

CCTTAAAAGAGTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCC 

CAAAGCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGA 

ACATCAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCAT 

TAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCTTCAAGCCACAA 

TGGCCCTCACCAGAACCCAGCCATGTGGTCAGCCTGATCTCGGACTTCAC 

AGCCAGCAGAACTGTGAGAATTAAATC 

>370.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCG 

TACCAGCAGAAACCAGGACAGCCTCCTAAGCTGCTCATTTACTGGGCATC 

TACCCGGGAATCC 

>371.1 

ACGATTATTTTAAACAAGCCTACGTCCCTGACTAACCGAGTGGAAGGTGT 

GAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGG 

AGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTT 

CGTTTTCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAA 

CAAGTCTTTA I 1 1 1 1 1 1 CATCCCAACTTCTTTCTTGCACA 1 1 I I ICTTCT 

AGCTATATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCA 

CAATCTTTTTCCACTTCACTTTGTCTGCA 

>371.2 

AGAAATCTACCTGGACAGAATAGCATC 1 1 I I I I I I I CCCCGTGACCCTTG 
GCATTTCCTCTTCCTCCAACTTCTGCCTGATCGTAGGATGGAC 
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>372.1 

ACGCGGGGATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAA 

GTCCGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCA 

TCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAA 

GACAAGTCTGAATGCTCCAC 1 1 I I I CAATTCTCTCTCCATTCTTCAGTAA 

GTCAACTTCAATGTCGGATGGATGAAACCCAGACACATAGCAATTCAGGA 

AATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTT 

GGAGT 

>373.1 

ACG CGGG G AG AAGG AATG G AAAGCCTGG AG AAAG AG G ATG AAATG ACG G A 

TGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCCTCAC 

CTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAA 

ACCACGAACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCT 

CGTCTCATTTCTGGGGACACATTCAGGATTTCTCCAAAGCAGGTGAAGGT 

>374.1 

GGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTC 

CTCACGGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAA 

GGACCAATCTGGGGCCGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAA 

GGGCCGCGCCGGGCTGGTGGGCCAGACAAACCAGACATGGTGCTCCCCGC 

GTACTCCTTATACTTATTAAACACAAAATTAATTGTAAAATAGCCTCAGG 

CAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGGAGCTG 

ATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATA 

TGGAGGTGGAAGACAGTGACATGGATGATCCGGACC 

>375.1 

CGGGT GGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATC 

ATTTTACTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATC 

TCAGGAATGGAAGGCAAACAGTTCTGCTATTATTGATCACATATTTGCCA 

GTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAAGAGACCTT 

ATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAAT 

GGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATATTGAAG 

ATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGAT 

GATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTAGAAGATG 

TAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTACTTGGTCC 

AAAGGAAAATCCTGGCAGAG 

>376.1 

CAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGA 

GGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGT 

GTTCTTCCTACCTAGCCTAGTTTTTTTCTACCAACCTAGTTCACCTAGTT 

TCCTGCCTAACCTCGTTAGATATCACTCTTCGCTGCTTCAAGAATACTAA 

AGCAACACTCCTGATATTAACCTACTACTCAGTTTTGTGTGGCAAAACAG 

AGATCACATCCCATTTGTCTTTGTGTCTCTGGCTGTTAGCACAAAGTTTA 

GCACTTAATTCATGCTCTACAATGTTAGTTGAATAGGTGAGTGACAGAAT 

TTGTTATTCTTAAACCATTACTGTTTGTTAGTGAG 

>377.1 

TGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGTGCTGTGTA 

TGAA GAGGC AGTGAAGACTCTGCCAACAGAGGCCATGTGGAAGTGTTACA 

TCACCTTTTGCTTGGAAAGATTTACTAAGAAGTCAAATAGTGGGTTCCTT 

AGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAGGCACATGA 

ACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGC 

TGTGTTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGC 

>378.1 

CGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTA 

CCTCCTGTATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCGCTGT 

GTGTGCGCCCAGTGCCCGCTTTGTAGGACACCACCTTACACTCACTTCCC 

GCCTCTCTTTAGTGGCTCTTTAGAGAGAAACTCTTTCTCCCTTTGCAAAA 

ATGGGGCTTAGAATTGAAACAGGAGTATCGCCTTTGTGGGTTTCGATGCA 
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ACAMCACGAGCTTTCTTGTTGACTTCTAACTTTTCAAATCAAAATCATT 

TGGTTGAAACAGACTGTTGCTTGATTTTAGAAAATACACAAAAACCCATA 

TTTCTGAAATAATGCTGATTCCTGAGATAAGAAAGTGGATTTGATCCCCA 

GTCTCATTGCTTAGTAGAATAAATCCTGCACCAGCAACA ACAC TTGTAAA 

TTTGTGAAAATGAATTTTAA I I 1 1 1 CCTTTAAAAAAGAAA I I 1 1 1 

>379.1 

AGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTGT 

GTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTGTAGAACAATCTACTC 

TCA I 1 1 1 1 1 ATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGC 

TAAATAGGCAAGACCTTCTGAAAGTTAACATCTTAATGATTAAAAACAGT 

AAGTACGCACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTACAA 

TATTGTAATGGGCTCTGTCCGGTTCTGCTTGTCCAGCTGGACCATCTATT 

TCATCCTCCTCCTCTGAGCTGTCATTTAATTGCTCATAACAGTAGAGATC 

AGTTGTCTCTGGTTGCAAATCTAACATATATTTATGCAATGTAGGGTGTT 

CTCCATGCATGATTACAGCTGGGTTTCTCTACGTGTTCTTGATGATCTGC 

AACAAGACATACCTCGACCGGGCCACCGGCCCCTTATATTATGGAATCTT 

TGCTTTTTGGCCAGAGGTCTTTGCTTTT 

>380.1 

GAGGTACGTTAGCTCATTTTCCCTTAAGCGGGTTGTGACGTCGTTGAAAT 

TGCAACGCTCAAACTTCCAACACTTGGTATACACTTGTAACCC AGCT TTG 

TTAATGAGACACGCATCAAAATCAGATGAACAATTGACGGCTGTTTTGCA 

GTCAGCAGTTGGGTTAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAAT 

G 

>381.1 

CTCACCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACA 

GCTACACCACCAGATGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTG 

GAGGTAGCCTGGCCCGGTGGGCACTGTGATCTCAGACTTCCAGCCTTCAG 

AACTGTGAGACAATATTTTATTGTTTAAGCCACTTAI I I I I IGGT 

>382.1 

ACTACATGAGTAATTGCATAAATGGACGATGTCTTTCCTCTACTTTTAAT 

TTCCAATGACT 

>383.1 

CACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGC 

TTCACCCATAATTAAGAGCTTCTGAGGATGATCGATAAATAAACACACCT 

CCTCTTAACCATCCTTGGGCT 

>384.1 

GACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTG 

AGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACA 

ATCCTGAAGGCCTGGG A I II 1 1 1 G TCTGAAAATCAACTGCAGACTGTAAA 

TTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGTG 

AGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTAT 

ATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAA 

AGGACCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAATT 

CGTTCAAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTC 

AGAGAAACTGAGGAGAATGC 

>385.1 

GAGGTACTCCGTCTCAGAGGAGGGATGCAAATCTTCGTGAAGACACTCAC 

TGGCAAGACCATCACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACG 

TCAAAGCAAAGATCCAAGACAAGGAAGGCATTCCTCCTGACCAGCAGAGG 

TTGATCTTTGCCGGAAAGCAGCTGG AAGATGGGCGCACCCTGTCTGACTA 

CAACATCCAGAAAGAGTCTACCCTGCACCTGGTGCTCCGTCTCAGAGGTG 

GGATGCAGATCTTTGTGAAGACCCTGACTGGTAAGA 

>386.1 

TCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACA 
GGGATGACCTGAAGAAATTGCTAGAGACGGAGTGTCCTCAGTATATCAGG 
AAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGG 
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TGCAGTTAACTTCAGGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGC 

AGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAGCTGAGTTACT 

GGGCCCAGAGGCTGGGCCCCTGGACATGTACTCTCAGAATGTTTGTCATA 

TGCTTCTTGCAATGCATATTTTTTAATCTCAAACGTTTCAATAAAACCAT 

TTTTCAGATATAAAGAGAATTACTTCAAATT 

>386.2 

GAGTAATTCAGAAAAAACTCAAGAATTTAAGTTAAAAAGTGGTTTGGACT 
TGGGAACAGGACTTTTATACCTCTTTTACTGTAACAAGTACCTCGGCCCG 
CTCTAGAACTAGTG 
>389 1 

GATGCTGTTCCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCAC 

ACCGAACCAACCTGAAATATTTTGGCCCAGAATGCCAACAAGAATTGAAG 

AAAAGATGCTTTACAAAAATAACAATATAAAAGCAAATTATATTATCCCT 

TTTATCTCCATTCTTACATTAAAAAAAAAAAAA 

>391.1 

CCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAA 

ATAGGTCTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCC 

ATTGTTCCAGGCTGGGCAGTTCATAATGGGGGCAGACAATAGTGCAAAAA 

MTTTTACATTTTATCTTTAGAGTGTCAGGGTCAAATTGATTTCCATGGT 

TGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGTGGAGAGTTGCCC 

ATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCATTA 

GGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAG 

TCTGTCAGACATCTCTGACCTTAGATGGGTGC TGGCA CCACTTTGGAATG 

GTTCCCTCCATCACTGAGGACCTGACTTAAAGTTTTTCTAT CTCAC TTAA 

AACAACCCTTTAACGCTCTCAACTTAGGCAATAATAAATTCCTTTTCATG 

AATTCCCTTCACCACCATGCACCACACAGACCACATGCCCG 

>392.1 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTC 

GCTCACTTGACTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAG 

>392.2 

ATTCAGCTTCACTCAAAAGGGCGGTAATTACCGGTTTATTCCACCAGGAA 

TCAAGG 

>392.3 

MCCCGTTAAAAAAGGCCCGCGTTGCTTGGCGGTTTTTTCCATAAGGGCT 
CC 

>393.1 

ACAGGACACAGGCACTCCTTTGTCTGGTAGAGAGGAGGAGGGGAAATGGA 

GCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATAAGTCCCCTGC 

CTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGCTTGGGGAG 

CTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTC 

TATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGA 

TGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAA 

GTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGAGGCTGAGAAGG 

GAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 

>394.1 

TGGCGGCCGAGGTACCAGGCTGG CGAC AGGTGCTACCAGGAGTGGGCTGA 

GGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACT 

TCCACATTCCCTGGCCCACTGGCTGAGCAACCCCAGGTTCGGCTCTGTAT 

AAGGACCCTCCCCTCCCAACCCCAACCCAG AGTGCAGTGCAAATCAACCA 

ACAATTTACTGGTGGAATGGCAATCAAAGGAAACAGTT AAACAC CAAACA 

ATTTCTTAAAGCCAAAAAATATTTTTCATG GAGTT GAACATTTTTCGAGT 

GTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAG 

CATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCA 

TGGATTCTTCTCCCTCGTATTTAAAAAGA 

>395.1 - 

ATCTTAATTTATTTAAAGCCATAGATTCAGTTTAGCTTTAACCTAGACAG 
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AAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAATAAGGCAAC 

AGATAATACG TCAAA GCTGGAACAAGGGCAGAATCAGAACGTGTCTGGCT 

ATCAGCTTTG I I I I I G ACTACT AAG G CCAACCTTTTT ATTCCTCTG G ATG 

GTCTGCAGACCAAGTTCAGAATTTAGGCAAAAGGATTTCCAAATGGATCC 

CTATACATTTTCAGAAGATTCAGGTTGAGGAAGAAGCCACAGAGGGCTTG 

TGATGAACCCAAAGGAATCTTTAAAGAAA 

>396.1 

TGGCGGCCGAGTACCGCGGGAGCTTCTCCTTGCCAGTTTTTCCCAGCAGG 

ACCCTCTTCTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTC 

AGTCTGAATGTCCGCCATCTTCC 

>397.1 

ACCCTCTTCTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTC 

AGTCTGAATGTCCGCCATGTGTCC 

>398.1 

CTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCCTTTATCA 

ACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAG 

GACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCA 

TCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGAAGGAGTC 

CAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTA 

TGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCCACTCCCT 

GCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCACACAGA 

GGAAACATGAAGTTTAAGTTCTAGCCCTATG 

>399.1 

GCCGA G TACTC GGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

C 

>400.1 

GTACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTC 

TGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTG 

GTCGCTTCATAAACAACAACGCGGTTACCAAGATGGCCCAATCATCCAGT 

AAATCCCCTGAGTTGCTGGCTCGATACTGTGACTCCTTGTTGAAGAAAAG 

TTCCAAGAACCCAGAGGAGGCAGAACTAGAAGACACACTCAATCAAGTGA 

TGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCCGCCCGGGCAGG 

TACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGT 

GTGTGMGCTGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACC 

TATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTGTAGAGGCCGTCAAATT 

GGCAATAG 

>401.1 

GCGGCCGGTTGACCTTGTATGTCACGAGCAATTAGGAGAGTCAGAGGATG 

AAATAGATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCC 

AGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTTGTAAGTG 

TAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGAC 

AACTACAGCAGCTGTTTATGGACTCACTAGGATTTGTGTGTCCGTGGTGT 

GCAACTGCAAACCAGTAACCTGCTATGGC 

>401.2 • 

TATTGGAAAACCTTACTTTTTTCAATGAGCATTTTTGCATCAAGGGGTAA 

CAGGGACATTAGGC I 1 1 1 [ I I 

>402.i 

ACACATATCCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCA 
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CAAGCCAGCGCTCAAACTGGAAAAAGTATCTCAATGTCCTGAATGTGGGA 

AAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAATCCACACA 

GGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCG 

CTCCAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATC 

AGTGTGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTC 

CACCAGAGGACCCATACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGG 

AAAGAGATTCAACAACAGTTCCCAGTTCAGTGCTCACCGGCG 

>403.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATG 

AGGATTGAACTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAG 

CTCCTTCAAGGGAAATCAACTACTGTTCCTCAAGATTAGAA GATG TCCAC 

ACTCTTTGCATTACCTCCCTAAAGGAGGAAACACCCATTA ATTTT CCCTT 

ATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGATGTTTTAGAAAG 

CAGGACATATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGCC 

CACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGG 

TTACAGAAAGACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGG 

GAAGGGGGGATCTGGAAAAAA 

>404.1 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGC 

AGCCTACCCAACAGTCTACACAGCCGACCAAAGCCCCCGCGTACCCAGAG 

GAGTCGCTGGTGAGTGGGAGCTCAACCCTGTTCAGTGCTCTGCTCATCAA 

GTGTCTGGAGAAGGAGGTTGCGGCATTGTGCAGATACACACCCCGCAGGA 

ACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGAAGAAGAGTTGGAT 

GACCAGAAA 

>405.1 

GCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCA 

GGGCGTCCGCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCGCTTCCA 

TAAGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTAAGTTTGGAAA 

GAAGGAAAAAAGAAAATCCCTGGGCCCCTTTTCTTT TGTTC TTTGCCAAA 

GTCGTCGTTGTAGTC 1 1 1 I I GCCCAAGGCTGTTGTG I I I 1 1 AGAGGTGCT 

ATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAGCA 

GCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGAC 

CAGGGCGGGAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCG 

ACTACCTGACCTCTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCT 

ACTTGGGGAGATCGGATGTGGCACTTTGCGGTGTCT 

>406.1 

CGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGT 

TATTTTACTGGTTCATGTATTTACTATATCATAC 1 1 1 1 1 1 1 CATTAGAGT 

GTGCTCCTTCTACTTATGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCC 

TGAGGTCTTCCAGCACACGGCATTGTTATCATAGAAAATGACAGCTCCAT 

GTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAGGATGTGGAGGTGGA 

AAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGTGTGT 

TTGTGTCTTAGC 

>407.1 

GCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTT 

TAGCGCCAAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGT 

>408.1 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 
GGCATCCAACTCTTTTACCAAACTTAAAG 1 1 1 1 1 1 1 CCGATTCAGTCGCC 
TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 
TGGTCCCAGCCTACCGCCATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 
CGGCGf ACCTGCCCGGGGGGCCGCTCGAGGCAGGTACTGAATGACACATT . 
ACCTCCACACTCTCCCGGACf AGGTGGTCAACAGGGCCACAGGGTTGCTT 
TCTGTCTTTGGTGGGGCAGGGGAGJTGACAGGGATGAGGGTCCAAGGAAT 
TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCtGTCACATAGT 
AGGTTAAC 1 1 I I I I CAGGGTTT 
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>409.1 

I I I I I I ATTTTGC I I II I I I I CGCGGGAGTTAAATAAAATAAGCATGTCT 

TCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACGACTGACAG 

AAATTTGAAAAATA CCAG ACACTTCTTAAATGATTTCCCTTGGTTCAAAA 

TTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTT 

TTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGG 

ACGGGTATTAAAAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAA 

CCCTGGCTTCGGAAAGTGGTTGGCTCACCCCGCG 

>410.1 

GGGC AGGTACTGTGCAGTAGTAACCATAATTCTAAATGAGGATTATGGAT 
TTTTCTG G AAG ATTCTTTTTTGCTGTGG A AC ATG ATG AG AA ATGTTTAG G 
AGAGGGGACATAGCCATTTTTGTATGAAGACCAATTC 
>410.2 

CACACTCACACACGCATGCACACATGCACGCACAACTTCACTCTATATTT 

ATTCT 

>411.1 

CCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAGTACCC 

ACCTATTGTGAGCGAAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAGACT 

GGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 

TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATTCTC 

CCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGAAGA 

GACGAAACGAAACCTGTGCCTCGAGCG 

>412.1 

GCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCACAGAAGTTTCTA 

AATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTG 

>412.2 

GTGAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAA 
CTTCAGTGTGGTATAAAACGTGG 1 1 1 1 I AGGCTATGTTTGTGATTGCTGA 
AAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGC 
CTGGCCAGCTGTCATAAATTACATATTCCTTTTGG 1 1 1 1 1 I I AA 
>413.1 

GGTACCTAGTCTATATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAA 

TATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGAGGGAATGAATAGTTTG 

TCTAGAGATAATAAAAGGAAGGTGAATTTTTAAAAAGACAAAAATAAGGC 

TAGAAAAGACTGAGTGGAGAAAGCCTACAGAATTTCAGAAAGCTAAAGAA 

ATTGGAAATTAGATTGAATATAGATAGAAATGGGAGGACAATGCAGCCAA 

TGAAAGACTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAAAGTG 

TCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAAACCCAGAGAGGGTGCT 

TGAGAATATACAAGAACCCTTGCGGTGGTGACTGAACAAAACGCAGCCAG 

GGATTTCATCAGAAGCATAATCCATTCATGGCACCAGTCTGGCAGTGCTG 

GGGAGCTGGTAAGATACACAC 

>414.1 

GGCGGCAGGTACGCGGGATCCAAGATGAAGTGCAGAGAAAATAAAGAATC 

CAAAGTCATAGTCATGAGGACAGAAT 

>415.1 

AAAACCAAGACGAAGCCACTACAGCCCCCGCGTACCTGCCCGGGCGGCCA 

AAGGCCAACAAGGCAGTGGG 

>416.1 

TCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCAG 
CCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAA 
"AACCATTGACTGGGTAGCTTTTGCAGAGATCATACCCCAGAACCAAAAGG' 
CCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGGTTG 
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GCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGC 

CAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCC 

GAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGTCTCTCTCAAA 

GGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAAGATGAAGAACTTAA 

TTCCATTTGATCAGATGA 

>418.1 

TGGCGGCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCT 

AGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATT 

TTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGA 

TCCGTGTTAGATAGAATCCTGATGTGAAATGGGAGGACTCAGGAAGGAGG . 

ATCGTCTTTACCTGAGGATTTCTAGCCAGAGGTCCCAGATGCCTGGGCTG 

AGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGGATAAGAAC 

AGAGGAGGCAGCAGCATTGCACAGCCCCAGGCACAGTGGCAGTTAGGATG 

GCT GGAGA GTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTT 

CATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGACATGATATAG 

ACTAACTTGCCCATTTTTCACAAGAGGAAACCATGCTTATGACTTACCTT 

AAAGTTTTTTGTTCTGTTTTGAAAGAAACCATGTGCTTCATGAAACCTAC 

AGTTGA 

>419.1 

CGCGGTGGCGGCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCA 

GTCATGGAAATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCAT 

GGCTGGGGAAGAAGCAGCCACCTTAGACCAGATGGACAAGCCAGATACTG 

CAG AG AAGTTTCTGGG CTTTT 

>419.2 

GGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTC 

CTCTCCTCTCACCTCCTCTGAGCACAGCTTTCAACAAAAACTTTGCATAC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTCTGAGCATTGGC 

CTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCCCTGGCTCC 

CTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTTTTGT 

AGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAAT 

TCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCATCATGCAT 

GCGACCTTCAATCATTTCAGGGGGCA 

>420.1 

CGAGGTACGCGGTGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCGTAG 

CTCCATCGCATTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAG 

GTAGATTGGTTTTTGT 

>421.1 

GCCGCCTGCCCTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATT 

AAAAACTTCTTCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCGA 

CTCGCTACAAGCCAATGACACTTTCAACAAACAGCAGTGGCTTAACTGTA 

TTCGTCAAGCCAAAGAAACAGTTTTGTGTGCTGCCGGGCAAGCTGGGGTG 

CTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGAGCAGAGAGCT 

ACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACGAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAA 

CAGACAGACTCTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACGTCTG 

ACAGAAGCATGTGCACTTCGGGAAGCAGGCCTGCATCTTACCTGTACC 

>422.1 

ACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCACAGGCAATGATG 
GGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATAACAAAAGGACA 
GTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTAATATAT 
TAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAA 1 . 
ACC CTATA AGGTCCTGGATAAI » 1 1 1 GTTTGATTATTCATTGAAGAAACA 
tlTATTtfCCAATtGTGtGAAGI 1 1 1 I GACTGTTAATAAAAGAATCTGTC 
AACCATCAAAAAAAAAAAAAAAAAAAAAAGT 



Page 57 of 111 



WO 01/42467 



540 

Table 3 



PCT/US00/33312 



>423.1 

ATTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATA 

TGTA 

>424.1 

TGGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCCTC 

CTTGTCCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCT 

CGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTA 

CGGTATCCGGAAGCTACAGATTCAGTGTGTGGTGGAGGACGACAAGGTGG 

GGACAGACTTGCTGGAGGAGGAGATCACCAAGTTTGAGGAGCACGTGCAG 

AGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTGGGT 

>425.1 

GGTGGCGGCCGAGGTACTAAGTGGTTTAAGGATGGAAAAGAGCTAACAAG 

TGACAACAAATACAAAATAAGCTTCTTCAACAAAGTAT CCGG CCTTAAGA 

TCATCAATGTAGCGCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAG 

AACCCTGTTGGCAAAGACAGCTGCACAGCTTCATTGCAGGTTTCAGGTTG 

GTTGATTTCTTGGGCTTTTCCTTCATCATTATAATAATGTAGTTCCTGAT 

TTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAACATGAGTC 

CGACATCTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCC 

ACCATTGAGACCACAGCCATTAGCTCATCCATGGTCATCAAGAACTGCCA 

GAGGAGCCATCAAGGCGTCTATTCTCTTAAAATGAGAGGCAGGACTGGCT 

AGGGTGATGCCTAAAGATGATTCCCAGGCTTGACATGCTGGTATTCTTAC 

ATATC 

>426.1 

TGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAA 

ACCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATG 

AATGTAAGCAATGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAA 

CATCAGAGAACACACACAGGGGAGAAGCCCTATGAATGTAATGCATGTGG 

GAAATCCTTCTGCCACAGATCAGCCCTCACTGTGCATCAGAGAAGACACA 

CAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCCGTCAG 

AAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTA 

TGGATGTAATCAATGTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTG 

CACATCATAGAACACACACAGGGGAGAAACCCTATGAATGTAATGGTTGT 

GGAAAATCATTCTATGTTAAGTCAAAACTAACT 

>427.1 

TGGCGGCCGAGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTT 

ATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAG 

GTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGCATAATCCCACAC 

GGGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAA 

CTAGTMTACCCTTGTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCC 

AACCAAACAAATTGCTCTCCATTCTACTTTTAATTGGGCCAAACAGCATA 

TGCTACAGTAGTAACATG 1 1 I I I CGGAGAGTGTAAAAAACTCTGTTTACA 

TTTGCCTCCTCCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTC 

GCCAGCCTCAGACAAGAAGAGTGAGCTGCTGGTACCTGCCCGGGC 

>428.1 

GGCCAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAAT 

GTTCAGCTTGCGGGGCA 

>429.1 

TGGCGGCCG AGGTAC 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I I I GTGATCTCAACTGC 

TTTTAGCAAGTTGTGAATATACTTGGGCTTTCTGTCTTTCCCCAAAAGCA 

ATTTGGGATTATTTTCCTCC 1 1 I I 1 1 1 1 CTGCATTTCATCATAAATACTG 

TCATATTCATACACAGTAGCATCTTCTGCAAGGGCCTTCTGGATTTCCAG 

TTTGGTCTGTTTCATGGCCTGCTTCTTAGCAGCTTCCCTCTGAAGGCTTT 

CACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACACTGAT 

GGTTTTTGCAAAACAGGGTGCAACTGCTGTG 1. 1 1 IUI 1 1 GGCAAAATAAG . 

CCCATACT 

>430.1 
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GGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACT 

AATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTA 

TGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCT 

TGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGAC 

CCAGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTT 

GCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAG 

AGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAAT 

TCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAA 

TCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCG 

GGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCC 

CAGTATGGTGGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCC 

TGTGCATTCCGATGGAATTTCAGTTCATCAGATGT 

>431.1 

GCGGCGAGACCAAACAACAGCCCTCCAACAATGATGACCAGTGGAAAAAC 

AATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTG 

TGGCGTAAATGGTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGA 

CTGAGAATAATGATGCTGACTATCCCTGGCCTCGTCAATGCTGTGTTATG 

AACA ATCTTCG AGCGG CCGCCCG GGCAGGACGCGG G AGTTC AAG AAG CTG 

GTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATTGCAGAAGCT 

GGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGC 

TATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAG 

CGTATTTTGCTTGTGAGAAGAATGAGAATTTGGCTGCCAATTTTCTTCTA 

CAGCAGAACTTTGATGAAGATTGAAAGGGACTTTTTTATATCTCACACTT 

CACACCAGTGCATTACACTAACTTGTTCACTGGATTGTCTGGGATGACTT 

GGGCTCATATCCACAATACTTG 

>432.1 

GGCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCCGGGACTCTGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCT 

TTTCTCTTCTCGTTTCCTGTAGATTCCGGCTAATGGTTTCCCCTGGCATT 

TGACTTCGTGATGTGTAACTGATTCTCTTCCTGAAGGGGGAAACGCATTC 

CAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGACTGCCCGGTA 

AATCCCGCGT 

>433.1 

GCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGA 

GGGCCAAAGATGGC 

>433.2 

GCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACT 

CCCTTTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGACTGGCACAAA 

T 

>4341 

GCGGTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTA 

GATATCCAATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGCCATT 

CTTAAGTCTCCTTGGGAGTCTCCCAGAAGAATTATGTTACTATTGTCTTT 

TAGTTGATTGAAATATTCTGTATTCCTCAAGGCACCATCATGTTTGTTAA 

ATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCACCCCCTATGAAAAA 

TATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGAT7TTCATA 

TTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATA 

CATCTTTGATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCA 

TAGCTMGAAGGGCTCGGAGAAGTAAATGATTTTTTAGATACTATTTTAA 

ATGGTAAAACAAAAGCCGGGCGCAGGGGCTCACA 

>435.1 

ACGGGGGGGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGC 

TTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGAAAGTCA 

TCATCCTGA 

>436.1 

GGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCC 
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AAGCACTGTCAGGAATCCTGGGGAGGCAGCTACCAACTGACTGCAGATCT 

GGAATAATAAGTGAGGGGTAGATCTGCCCATAGAGCTCACTTTAGACCGG 

CCTATACTCCTACAAAGAATTGTGGTAGGATC 

>437.1 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTT 

ATTTTGCTTTACAGMAMAATGGTTTCGTAAATAATTTGCCTATTTTGG 

TTAACATAGCACATGGAGATAATCATCTGAAAGTTATAGGGCACTGCCAC 

TGCTGAATCAAGAGCATGCCCAATATTTGAGGTGGCTCTGATTTCCTGGC 

AGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 

>438.1 

AGGAGGAATTAGTGGATCCCCTAACAACAGTGAGAGAGCAATGCGAGCAG 

TTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCG 

TGTATCCTCTCGATCACATACAGAAGAGGATTGCACGGAGGAGCTCTTTG 

ACTTCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACTCTTTAACAAC 

TTGAAATAAATGTGTGGACTTAATTCACCCCAGTCTTCATCATTTGGGCA 

TCAGAATATTTCCTTATGGTTT 

>439.1 

GTGGCGGCCGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGG 
GAGGAAAGGCTGTCCTCTTTGATCCCATACCATGCAGGGGCAAATGGCTG 
>440.1 

GGCGGCCGAGGTACGCGGGATGTCTAAATATCTTGTAAAAAGTGTTAAAA 

TAAACAAACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCC 

>441.1 

GCGGCCGAGGTACATTGTAGCTTTGAACTCAGTGTTTAAAAATTCAATCT 

GGTTACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAAT 

AAGGGCCAGGTGAAATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGA 

ATTCTTGGTGACCTCACTCATGACTGCCCTCTGTGTCTCTGCTGTTCCGA 

AAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAAGTCTTCCTGTCTGCCC 

CCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCCACAGCT 

TGCACATAGTTTTCAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGC 

CTGGGCAGCATAAAGCTGTGCTTCTTTTGTTTCTTGCCTTTTAAAAATGA 

TCTTTGCTAAATCCAGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCC 

TCCTCCTCATTTTCTTGAAGAGACTTGTTTTCAAGGACTGAATCATTTGG 

CATTTCTTCAGTCTTATCATTTTCTTTATCATCCTCTTCCGAGCCTTCAG 

TTTCTTCACCCTCTTTCATCTGGTCTTCTCTCTCTTGGGGCTCTTCATTA 

GCAGCTA 

>442.1 

GGCGGCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGAATCAAAAGA 

ACGTAGTCTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTG 

GGGCGGGTGACTCCCCCAGCTTCTTGCTCTCGACCCTGCACTGTAAGTTG 

CCCTTCTATTAGCAGCCAAGGAAAAGGGAAACATGAGCTTATCCAGAACG 

GTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTATGAAATATGCCTC 

ACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAGTGGGCA 

AGACATGATTAATGAATCAGAATCCTGTTTCATTGGTGACTTGGATAAAG 

ACTTTTTAATTTTAAAAAAAAATATTCATGGAATAGGGT 

>443.1 

CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTAAGCAGGCTCACAG 

GAATAGAGTGAGTGCGGACTCAGATTGTTTAAGCTATCTCTGAACCCATT 

CCTACTGCGTTTAACTATTTTATTGGTTTCTAACTACTACCACAGACACG 

GATACCTCACAGGTTCCATTATTACTCACAGCGTTGTGGTCCGGGTTCAT 

CGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCGCGCTCGGGAC 

CCCTCTTCTATAAGGGACATACACGAGATCACCGAAAACTCCTCCTTTCT- 

CCCATTGTTCCTAtGAGGTGGGTGGGGACTCGAAAACCCGTAGCTCCTGC 

CCTACTAGGCCACTCTACCCCATT 

>444.1 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCC 
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GACATGTTTCGTAAGTGAGACAAGCCAGTGCA 
>444.2 

GTTATGGCTAAGCACATAGAAGGCCAAAAAAGGAGTTTTTCAAACCCAGC 

AAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCT 

CTTAAGTAAAACGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAG 

ATAAAAAAAAAACCAGTTATGTGAGCGTTAGTCACTGCTCATTTCCAGGA 

AGATCAAACAAAATACCAGCCCAGCCAGACTCACATGTGTGTATATATAT 

ATAAAGCAAAGAGCCCCGCCCACAAGCCAGCA 

>445.1 

ACTTTACTAAAATGACTGCATTCTTTGGATTCCTTCAGTCTATGGTTCAA 

GTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACAGCAGTATGA 

ATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTG . 

TATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGG 

GTTGAAGGTTCAATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTG 

AATCTTTGCTCGGTATATGCCACCCAGTGGTCAGTCTGGGACCTAGGTGG 

TGAGCTATCCCATAGTTCATTCTCAACGTCTTTACTGCACTGTTTAGGGT 

CAGATACACATATATATACAACTTTGGGTGAGCTCAGGAGTTTATAAGCT 

TTATGGGCTTGGTGTTTTGATTTATAAACAGGAGTTTATAGAACTTTAT 

>446.1 

GCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAG 
A 

>446.2 

TTAGTTTGTTTTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAG 

AAAGAGGTCTAATTGGACTTACAGTTCCACATGACTGGGGAGGCCTCAAA 

ATCACGGTGAGAGGTGAAAGGCACTTTTTACATTGGCAACAAGAGAAAAA 

TGAG 

>447.1 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAG 

TCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAA 

GAAAGCAGTG 

>447.2 

CGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCT 

GATTCTAATAG 

>447.3 

GTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCCTCCCAAT 
TGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATG 
TCTGGTGTTCTCAAGGCAATTAATAATGATTGTTTTAACACCAACAA 
>448.1 

GGCGGTGGCGGCCGAGGTAC 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTTAGTGTTTT 

CTGATGTCTTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>448.2 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTT 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAATGC 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCCT 

ATCAG ATGTGTTGAATACTGTCCAG AAGTGAATATGATGGTCACTGGAAG 

TTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>449.1 

CGGCCGGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAG 

TATTTAGAGGAAGTAAGGTAGCAGGCAGTCCAGCCCTGATGTGGAGACAC 

ATGGGATTTTGGAAATCAGCTTCTGGAGGAATGCATGTCACAGGCGGGAC 

TTTTTCAGAGAGTGGTGCAGCGCCAGACATTTTGCACATAAGGCACCAAA 

CAGCCCAGGACtGCCGAGAdTCTGGCCGCCCGMGdAGCCTGCtTTGGTA 

CCTGCCCGGGCGGCCGTCGATCTCCTTGTGTTCAAGCAACTTCTTGCGGT 
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AGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGT . 
>450.1 

GGCGGCCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTC 

TGTGCTGGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGC 

TGGGATGTAGCCAGGACTTGGTCTCCTTCCCGCG TCAAG AGATAGAAAGA 

CCAGTCCTTGTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTC 

TCCATTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACA 

CATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAG 

TAAACCTGAATCTTTGGAGT 

>451.1 

GAGCGGCCGCCCGGCAG G AC A AATG AGTTT AG A AATGTTGTATAAG G CTG 

ATCTGGACCCAAACTAAAACAA 

>451.2 

GGTTTTTTTGTAGAAACCATGGTAAAAAGGGAAAAG AAACCT TTGACTGG 

CGGGGGCAGGGGGAATACAAAAAA AAAATC CCTTGA I I I I I AAAATATAC 

TTGAATATCAAACTCAGAAAGAGTTATTTTT GTGA AAGAGGCAAAATTGG 

TCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAA ATTA TGGTCC 

AGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAG 

GAAACTCTGAGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAAT 

GAGGGCCTGAATTGCTTCTTCCACAGATCCCAATTGAATGAGCGCCATTT 

TGCGATCTTTCTGAAAGAATTTAAAAGCCTTCACTGAACATCCAGCTTCT 

ATGAAAAGGTTCTTCAGATCATCCACTGTAACAGAAGGGGGAATGTTGGA 

AAGA 

>452.1 

GCGGCCGCTAATGTTAGAAGTTAA GTTGGAA CCTATAT TGTAG AGGAACA 

AAAGCCAATCAGTGTCCTTTTTGTCTTTTTTTACATAAACTTTTACTACA 

AAAATTAATATATGGATTTTGAATTTCCAGTCAAACCAAATTGTAAAACT 

GTTTCATTTGGTTCTATATTATGTATACATAATTTATC TATTA TATATTT 

ACATTAAAATATATGCATATATAATGGATTTAATTTCCTTTTGGCACCCC 

CATATCTAGAAGTCTCTTCATAAATTAATAAATAATCTAGGGCCAGCATT 

ATGTTTGCTAGACCTGGATTTGGCTCAATACTTAAAGTTAAAAGTTTCTG 

TCTTTTTTCTTGGACTTGAAACTGCCTAG AGCG TCAGTCTCTCTGTTATT 

TTTTTCTATTTTCTTTTTCCCCCATCAGTCTTTTAGCCACTTGAAGCCAA 

AATTCTTAGTTTCTGTCCTAGTCGATAAGAGTAAAAGGGGAAGGAGGAAA 

A 

>453.1 

TGCGGCCCTTATCCCGGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 
>454.1 

CGCGGGGACCTTTCACGGGCGGGGGGAGCTGAGGCTCCTGCCGACATCTC 

TGATCCTTGCACCCTGGCAGGAAGCTGGTCGCGGGCACTATAACGGGAGG 

CCTCCACATATTCCAGAAAAGAAACCACTCTGCAGTGCCAGACTGGAAGA 

AGTAACGGTCACTCTGAAAACAGGGGGGGAGAGCTGCCTCCCTTTGAACC 

TCTCCCAGGACCAACTCTAACCCAGGGAGGGGAACTTGGTCGGTGCAAGC 

GGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATACACTAGAAGGCGC 

TGGGGATACATCAGAGGAGAGGGATACTCACGCGGGCTCCGTGGATGAAG 

AGAATGGCCGACAGTTGGGCGAGGTAGAGCTGCAATGTGGG 

>455.1 

ACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCTGCCTGTCTCC 

TCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGTCCAGTTC 

CTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCGT TTAG AGCAG 

AAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACTATTTTCGGCT 

TCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGCTGTTGTAGCA 

AGAAAGAAGCCATATACCCTGTGTAAAGAAATGAATATGGCTGTGTGCCA 

ATAAAACTATTCACAAACATAAAGAGfGGGCTGGATATGACTCAGATACT 

GTTGinTGACMCCCCTGAtCTAGAGTAA^AATTCCAAAC ' 

>456.1 
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GCGGCCGAGGTACAACATGACATTTTTAACCAATCCAATCTAAAAATGTG 

CCAGAATCCACCTGTGGCCCGAATCGTGTTTGGTTCCTCTTTCTACTCCA 

CTGCAGATGACCAAACCTGTCCCGCTGCCACTTTCCTCACTGATATTGGG 

AGGAGGGCAAGGCCCAGCCGAAGTTCCACTAAAAATGCCCCAGGAGAATA 

G GCACC GGCTGGCTTGCCAMGGGTTTGGGTTTTATTGCTTTCTG M i ll 

TCTTTTCCCGACAGCACAAAGAAGTAAGGGCAGTTATTGGACAGGTGTTA 

TTTAAACATTCTATTGTAAATGAATGTGTTGTTTGGTTCTACTGCATTGT 

GGAGCATGCGGGGGAAGAGAACTGACCCAGGTAATGAA 

>458.1 

ACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAG 

GATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAA 

AAC AAATAAG ACTC AA ACTG CTC AAAGTG ACG G GTTCTTG GTTGTCTCTG 

CTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGATGAAGAC 

CCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCT 

TCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTG 

AATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACACTGG 

AGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAAC 

CGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCA 

AGCTGCAGCCCATTCACAGCACCCGA 

>459.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGTAGTGAGCTGGTTAGTGAAGGCT 

TTGTAGCTGAGCAGTTTCTAAATAACACAGCCACTCAACTGACATACCAT 

GGATTATGTGAACT AACTT CAACGGTTCAGGAAGGAGAACTTTGTGTGTT 

CTTTCGGAATAATCATTTTAGCACCATGACCAAATACAAGGGTCAACTGT 

ATTTGTTGGTAACGGACCAGGGGTTTCTTACTGAAGAGAAAGTTGTTTGG 

GAAAGCCTACACAACGTAGATGGTGATGGAAATTTCTGTGACTCAGAATT 

TCATCTTCGACCTCCTTCAGATCCTGAAACTGTATACAAAGGACAACAAG 

ATCAGATAGATCAGGATTATCTTATGGCATTATCTCTACAACAAGAACAG 

CAGAGCCAAGAGATCAATTGGGAACAAATCCCGGAAGGAATCAGTGATTT 

GGAACTAGCAAAGAAACTCCAAGAGGAAGAGGACAGACCGGCTTCTAATA 

CTATCAGG 

>460.1 

TGGCGGCCGAGGTACGAATGTGCAAAATTAAAGCATGGTAAACTGATATT 

TACATAAATATCAAACCAACAATTAGTTTATACATTGTCAATGACCTTCT 

AAGATATGTCATGAGTGGATCCAAGAATATCTTTCCCCCAATGGAGAAGG 

TATTCAGAGGCTAAATTCCGACACTTTAAAATGACACACATCATAGGCTT 

TACCTGTTTGACCACTGCCTCAAATGTGTGAGATGTGATTTTATGATCCC 

GCGT 

>460.2 

TAGACTTCAG GGAA ACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

CCACAAAGGATTTTCTCATCAAGTGTTTTCACCTCTGCATTAGATTTGGA 

CACAAGAAGAGGAGAGCATTTACTCAGGTAAAAATAGTTCTCTTAGTCTC 

TTCCTCTAGTTACTMTTTTTAATTTAAAAATACAATTAACTGATCTAGC 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCTTCCTTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCA 

>461.1 

CTGGAGTTCTAGCAAGTCGGCCAGGATGTCTAAGGCTGAGTTTGAGAAAG 

CTGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAGATG 

CTGTTCATCTATGGCCACTACAAACAAGCAACTGTGGGCGACATAAAAAC 

AGGAACGGCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTTGGATGCC 

TGGAATGAGCTGAAAGGGACTTCCAAGGAAAGATGCCATGAAAGCTTACA 

TCAACAAAGTAGAAGAGCTAAAGAAAAAATACGGGATATGAGAGAGTGGA 

TTTG GTTACTGTGCCATGTGTTTATCCTAAACTGAGACAATGCCTTGTTT 

TTTTCTAATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACC 

AGCTACTCAAGGCTGCTTACCATACGGGTCTAACAGATTAGGGGCTAAAA 

ACGATTACTGACTT 
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>462.1 

ACCGCGGTGGCGGCCGAGGTACGCGGGATATTGTTCCTGATTTGCCTGAT 

GTGTGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTAC 

AATACAGGTCAGAGACAATGGCTTATAAAGGTTTAGTGTGGTCTCAGGAT 

GTGACAGGCAGTCCAGCCTGACCTTTCTGCACACTCCAGACAAACTTCCC 

AGACAAGCTCCTTTGTGCCTCTACGTGGAGAGGGCGTGGAAAGTTATCAC 

ATTAAAAGATGGAGGATTTAAAAAATAAAAAAAAAAAAAAAAAAAAAAAG 

T 

>463.1 

CCGACCCTGCCGCTTACCCGGATACCTGTCCGCCTATTCTCCCTTCGGGA 

AAGCCGTGGGCGCTTTCTTCATAAGCCTCACCGCTGTAGG 

>463.2 

AGGACACCGACTTATCCGGCCACCTGGGCAGGCAGCCAACTGGGGTAAAC 

AAGGGATTAAGCAG 

>464.1 

MIN IM mTTAAACCGCTGCCACCACCATGAAAGAGGGGCCACCACA 

TTTTTATTGCATACTCAGGGGAATAACTTATTATACAATGAACACTCCTC 

CATTAGGAGACCATGCCCACTTACAGAATGCAGCCGTAAATGCGGTAAAT 

CTATTTACAGAGGTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGGAA 

TTTGAAGTGAGAATGATCTACAAATTCTCCTGACAAGGAGCAACCGGGCT 

TGTGCTAGTGAGGGCTGAAAAAATTCCTGGCAAAACGTAGGGGGAGATTA 

AATCTCGGAATTGACAGCAAGTTTGGGGA 

>465.1 

GCGGCCGAACGCAGAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAA 

CTGTGAATTCTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGG 

GAGGAAGAAAAGCCAGAACCAGACATAAGTTCAGAGGAATCTGTCTCCAC 

TGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTCGAGTGAGGCAG 

AGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCT 

TCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGATAAAAATT 

ATGATAAATAAAGT 

>466.1 

GGCGGCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAA 

CGGGCGGCAGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

>467.1 

TTGTTTTCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAG 

TTAAGTCACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGAAGGTAAGC 

AGAAGTGATGTGTATCACT 

>468.1 

TGGAGCTCCACCGCGGTGGCGGTCGGTGTGCTGTGCTCATCTGTCTTCCA 

AAGGAGGAACAGATCGGCAAGTGCATCTGACGCGTGGCCGACAAATGCTG 

TCGAAGAAAGAAATAAAAACCCTGAAACATGAGCGAGAGTGATCGAAACG 

TGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACATTTT 

TTTTTCAAAAAAAATAATTTAAAACTAAATGTACCTTAAA 

>469.1 

TGGAGCTCCACGCGGTGGCGGTCGGAAGGAGAATGGTATCACTCAGGCTC 

TCAGAGTGACACTGAAGCAAGACACTCATGGGGTAGGACATGACCCTGCC 

AAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGACTGCGGC 

CAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCT 

GTTATCTTCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACA 

TTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACTTGACT 

TCCTTGAATGACCTAGTTAGTAAACTAGTCACTAGTAATTCGGTCACCAA 

GCAAATCAAGCCTGCAAGAAAGGAAGCCAATATTCAAAATGCCATGTTAC 

CATCTAAACCC . 

>470.t 

TTGGAGCTCCCCGCGGTGGCGGGCGAGGTACTGATTTTATTGTCTACCTC 
TCTGGACTTGCTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCAC 
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GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 
CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGACAAT 
TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT , 
AACCCTACTTGCCCCCGAACGT 

>471.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 I 1 1 I I I I I 1 1 1 1 I 1 1 1 1 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

CTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

G GCTG GCCAACTG C AG G ATTAG CCTATGCTCCCGTGCTGG ATATAGG CTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGT 

>472.1 

CGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATTCGTCCTTT 
GTGTGCGCTGATAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTC 
TGTGCAACAACTTATCGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGAT 
CTTGGTCGCTGGATAGTCGTCTGTG I I I I 1 1 CGGTGCCCAAGGCGACGGC 
TTTGGTATGGGTTCGTG G CGGGGTG GTTGG CC AAGTGCTGTCTAATAATT 
TCAGGAGAGGATACTTTGTTGCTGCTGCAGGATCAGCCATGGTAGATTAT 
GGTTTTTGAGAACCAGATGGGGCACACAATTTCTAGTGTGCCCATTTAAC 
AG 

>473.1 

ACCGCGGTGGCGGACGAGGTACAAAATAA TTATAATGTATT AACTCATAC 

TGCCTGTCTTTTATAGGGGAAAAAAATMCCTTTTTTATTTTAAAGTTAT 

AAGGTGGGTTACCTTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCC 

ATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCT 

TCCTACTTAAGTGCAAGATC 

>473.2 

TTCTCATTTTGAAAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGA 

GGAAATTTCTTAAACTTTCTCAACGAG 

>474.1 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAGCGG 

CGGCCACGGCATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATC 

ATGGACCTGCGACAGTTTCTTATGTGCCTGTCCCTGTGCACAGCCTTTGC 

CTTGAGCAAACCCACAGAAAAGAAGGACCGTGTACT TCTAA AATTGCACT 

TTATGTTTTGTAG G CTTG GAG CTTCTTG ATT ATG G G TTTTTTCG TT AC AA 

AATTCAACAACAGAATCAATACTrTGCATAAACATTATGGATGCTTTTTC 

TGTTTGT 

>475.1 

CGCGGTGGCGACAGGGTTACATTGGTAAGGGTGACAGTTAGA AGGGG AAG 
TCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAAACCTTTTTC 
ATGGAAGTCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGT 
>476.1 

GGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCAC 

GAGGCCACCACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCT 

CCACCTGGATrCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCAC 

AGATAAGAGTGTTCGTTCTCAAAACTCACAGGGCTCAGGGTCAGCGTGGA 

ATTGGTCCCCTTCACTCCTCACCTTCCCGCTCAGAGGGCTGTCTATCTGG 

GTTCTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCA 

ACATGACTGAGTCTCCAATCTGAGCAGCAATCCGGGGTCCAGGGGAGATC 

TCAACAGTAAATGGTTTCTC 

>477.1 

CGGCGGCCGCCCGGGCAGGTACI 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 G . 
GCAAAMTATTTATTAAMTGATTTTTTrMGmGMCTTTATTGGAAG 
GAGTCCCTCTAATTCACACtTTCATCCTAGATAAAtGGGTAAGAACCACA 
TATGGMTATAAAGCATTGATTTTTTAAAAACCACATAGTAGCACAGTGA 
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AAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAAAGGGGCATCTTAGG 

TGGTCTAAGAAACCAATTACAGTCTCATGGTTTTCCTTTTGGTTCAAGAT 

TAGAAGAGTCAGGTTACCACTACCTGTTTTTAGAGGTAGAATATGAACTT 

TCTACTAGTCCACAGTTTACTGGTCAGGTGGCCCCAAC 

>478.1 

CGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTC 
CCTTGTTCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTT 
GTATAGAAGTAAAATTGCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAA 
GT 

>479.1 

CGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGC 
CGCCATCAGTGTAAATAGAGCTTAAAGTCATGGTTTGGCTGCATAAAAAT 
TTTCTAACTTGGGTTGAATATTTGTAGCGAAGTATCTGTTTTCATTTT 
>480.1 

ACAGATGCAAACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAG 

CAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATG 

TGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTG 

GCCACACCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAA 

AAAAAAAAAAACGT 

>481.1 

AATA ACCCAAATTTGTTGATGTTTTGTGGCCAAGGTGAGGGCTGCAAGTG 

TTTTCTAAGGGTTGAAACATCAGAATAAAGGTATGGTGGCAAGTCCTCCT 

TCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCTAGGTGGTAGTTA 

CAA GGGTA TTTATTTGCCTTATAATAATTCACTAAACTATGTATTTGAGT 

AGATTTTTATGTGTGTGCTTTAATTTACAAAAAAAAAAAAAAAAAAAAAA 

GGTG 

>482.1 

CTGA GAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTTTTCAAGTCTCGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGT 

>483.1 

TGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAA 

AAGTGAAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAG 

>484.1 

GATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCCTGG 

ACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTA 

GTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAAGCT 

TTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGAGTC 

GCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAATTT 

AAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGCTCC 

CCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACA 

GAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACATGAGTTTAC 

AGTTMCCCCACTGCACAAAATAATAAATTAGCCATAATTTGGTTTTTTT 

TG 

>485.1 

CGTGAGGTATTGTTrGGATTGTTACAATGMCTTGCATTTCTTTTGTAAT 

GAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGAT 

TAT CATCGG CTGGAAATTCATGTTGGATGCAAGTTTTTATTGATAACAAG 

TTATTTTWGGTTTATATGCAAAAAATGTTCATTGAATGCCTCCTATTTG . 

GCTGGCACTGCCTAGGCACTtTCACAGGTAmCATCCTAATCCTCACAA 

CAGCCCTATGAGGTAATCATTGGTCCCAGTTTACAGAAGCCTTGGGTGGG 
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AGATTATTGCTTGATATACTTCTATTTGCCACAeAl I I I I GTTGGCAAGA 

CGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTCATTGGCCAGGA 

GTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATACTAGAAI I I I I 

CCCCCACAAGAATGATGG 

>486.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAAATTG 

G AAATC ATAGTCAAAGGG CTTCCCTTG GTTCG CCACTC ATTTATTTGTAA 

CTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAACAAC 

GCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGGGGAG 

GCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTT 

AAAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTCAGGG 

ATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTTTCTA 

AGATTCTCTGTGGGAAAATGACTGTCAATAAAATGCGGGTTTCTGGGCCA 

AAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTT 

>487.1 

GGTACTTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGGGTT 

CAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 

GGCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTT 

GAGGAGTCTTGTGTGCATTGCTGTGAATTAGCTCACTTGGTGATATGTCC 

TATATTGGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCT 

GCCTTAAAGTCAGTAACTTACCCTTAGGGAGGCTGGGGGAAAAGGTTAGA 

TTTTGTATTCAGGGG 1 1 I I I I GTGT 

>488.1 

Gl I 1 1 I I I I IGI I I I I I I I IGGTGCTTTATTTTCAATATTTGTCTTATTA 

ATATTTTTCTTATTTTATAATGCAATTACAACGGTTTAGGAGACAAAACA 

ATATAAACAAACGAATGTTAAATAG 1 1 I I I I I I AAAAAATAGCTTGTTGC 

TTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATAATTTTATAC 

TTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAAATAGCTAAA 

CACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTTAACTTTAAT 

GTGATG CTTAAACAAAGCAAAC 

>489.1 

GGTGGCGGCCGACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCA 

CCCCTAGATCCGTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCC 

AAGGTGGCATCTTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTA 

TTTCTTCTGGTAAATGAGAGCCTTTCGAAAACTTTCTGCCCTCAAGTATT 

TACCATAAATTCTCTTTAAAGTGACATGTTCAGAATCAGGGCTCAGAGTT 

TGMGTAAAGAGTCATTTCTTAGTTCAGCTTTCAATTTGTATAACTTTAG 

CCTCTGCCCTTTTCAAAGATTTTTGGAGAGTCAATTTTTCTTTTGTTCAT 

ACTTCTTTTTC 

>490.1 

AGTTTTCATCCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTTTCT 

TGGCCAGGAATCGCTTAATCQTGAAAGTCTTGTGAGAAGACATGGCGAGC 

AGCGGAGTCAAGAACACACCACGATGGCGGAGAAAGGAAGAGGAGGCCCC 

GCGTCCTGCCCG 

>492.1 

CGCGGTGGCGGCCGAGGTACATGAGAGATAATGTTATGACAAGAATAGTT 

TCTGCAACATTAAGTATGGG 

>492.2 

TGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACCAGCAGT 

AAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATAA 

>493.1 

ACGCGGGGGTGGCGGGGTTGGGTTGAGGGGGCTTTTTGGAAGTTTGTGGG 
GGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCA 
GCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGCAGGGCCTGGG 
GAATGCI 1 1 1 1 1 Al"CTCATATTAGTGCCT GTGATGGCAf CTTTCATCTAA 
CACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGAT 
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CCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGA 

GGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAG 

GAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAA 

TCCTGGGTTATTAGATCAAAAGAAACCTGTTCGCTTCTATCATGATTGGA 

AT 

>494.1 

CGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAGGCAGCCGTTCTG 

CAGGGTTTTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGT 

GGATTTTCAGTCCCCGCGTACCTGCCCGGGCGGTTCGAGCGGTCGTCCGG 

TCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGTTTATGTATTA 

AAAATAATTGGATTTAAACAAATATTATATATACATTATAACACCTAAAC 

GCATAGGCTGTTGTTATTCACAATAGTTATACCAATATTATTAATGA 

>495.1 

GATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACT 

TATGTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAG 

GATTAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTG 

AGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGACAAAAT 

TCAGATTGCTGACTTGATGGAAGAAAAGTC 

>496.1 

CGGGCAGGTACCGTGAAAAGGCACTTCTCCTTGAGAAGCCTGACAGTGTC 

GTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCA 

CCCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAG 

CGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTT 

>497.1 

GAGCTCACCGGGTGGCGGCCGAGGTACTGGGAGCCTCATAAGGCTGGCTG 

TTG AGGTGTATTG ACTGTG AAAG CCCG C ATGTG AACTC ACAAAA 

>498.1 

ACAGGGCCTTCCACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACTTC 

AGTTTCCGCACCCAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAG 

CTGTCCATTATACACCGTCACGTTGATCCCT 

>499.1 

GGGGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAA 

TACACTGCTTTCACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCC 

AATCTAAGACAGAAACATACTCATTTTCCCATCACTGGACTTCCAGGTTG 

TTTTCAAI I I I I AACTGTTACAAACAAGGTGGCAACATTTATCTACAAAC 

CTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGC 

TCAGTTGAAGGGTATGTGGATCTTCATCTTTAATAAATATTACCAACATG 

TGAAAAGCCCGACAATGTCAAGGACTGGCAAGAGTGCCACATGTGATGGG 

TGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGGGACTCAATTGGGGTCT 

TGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAA 

>500.1 

GGGGGTGCCCTAAATGAGTGAGCCTAACCTCACATTTAATTTGCCGTTTG 

CGCCTCAACTTGCGCCCGCTTTTCCAG 

>501.1 

TGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGCTTAAACTTCACAATTAA 

ATTGCCG 

>503.1 

GCGGTGGCGGCCGAGGTA C 1 1 I 1 1 1 1 I 1 1 1 I 1 1 I I I I 1 1 1 I ATGAATTAT 

TTATTTTCTTTCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCA 

GGATGTGG 

>504.1 

TGCCTAATGAGGTGAGCTAACTCACATTAATTTGCGTTGGTGCTCACTGC 

CCCGCTTTCCAGTCGGGAAAAC . 

>506.1 . , 

ACTCGTCTTGGTGAGAGCGTGAGiCfGCtGAGAtTTGGGAGTCtGCGCTAG 
GCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCC 
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GCGGTGATGCGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCC 

CATGTTGATGGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATC 

TTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGA 

AGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGA 

AGAA A TCCAGAAAGCCTT AAGACTAAGACAACTTGACTCTGCTGATTCTT 

TTTTCCI I I I I I I I I I I I I I AAATAAAAATATTATTAACTGGACCTCCTA 

ATATATACTTCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTG 

GATATGGGTAATTTG 

>507.1 

GGTGGCGGCCGCCCGGG C AG GTACGCGG AAATCCCCTAACTTCCTTGCT A 

TCTTCCCATCCCATATTTAGGTTAGATATGAGAAGTTGTGTAT 

>509.1 

CGGCCGAGGTACACTCCCACGACCACGGCATGGTCTCTTTCATATGGCTC 
AA 

>510.1 

AGGCGGGGTGCGGGAGGCGGAAAAAAAGAAATATACCCTGGCAGCGCTGC 

CGGCCGGAA AGCG GAGAGGGACGCTAAGATCAGCAAATTCGCCAGTTTGG 

ATCCTTGTCCTTTTCCGCCCTTTTCCCCCCATTAAATCCAGAACCCGTCA 

CATGATAATTA 

>514.1 

ACCTCCGAAATCTTACCTTCAGTCTTCTCTGCCACCCAGTCATTTATATG 

CTTCCTGCACTCTTCAGTGTCTTCAGCAAAGGACAACTCCTCCAGCTCTG 

CCT GATA GAACTTCTGACAGTATTCTTTAAAGTCTGGAAGGAAATCACAC 

GTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTA 

AGCAGGAAGTGAAACCACAGAGCTTCAAAAAAAGAGCGGGACAGGGACAA 

GCGTATCTAAGAGGCTGAACATGAATCCACAGATCAGAAATCCGATGGAG 

CGGATGTATCGAGACACATTCTACGACAACTTTGAAAACGAACCCATCCT 

CTATGGTCGGAGCTACACTTGGCTGTGCTATGAAGTGAAAATAAAGAGGG 

GCCGCTCAAATCTCCTTTGGGACACAGGGGTCTTTCGAGGCCAGGTGTAT 

TTC 

>515.1 

TGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAGCTGGC 

TCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCAAGACA 

CACAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAAGTGGT 

CAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTACTTTG 

CTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 

GGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAA 

AGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTG 

CAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCAGAGTC 

CGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACCTCTTC 

GAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCCCTTGGCGGGC 

TTTTCAAATAG 

>516.1 

TTCCAGCATGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATA 

AGTTATCATGGTGTTGGGTAAATTAGC 

>517.1 

ACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGGACGT 

CAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAATT 

GGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCTGACG 

AGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGA 

GATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCT 

GGAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTCCATC 

GTCCA 

>518.1 

ccccccaggagoggggggggcMgcggaaaaaaaaaacaagacccaaaga 
aaaaaacaaagggcacacaaagc 
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>519.1 

ACCTTTGTCAGCAATTTTGACAGTCATTAATGTTTGTCATAATTTTAAAT 

AAAGTGTC 

>520.1 

ACTATGTTGAATAAATG I I I I I I I CCCTTTTAATTTTTCTGCTTCCCTAG 

TGCATAGAA 

>521.1 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCCGGGG 

CTACCGCCTGTCTGAGCCGTCGCTTCCAAAAAAAAAAAA 

>522.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACACCTCCCCAAGCTCTCTTC 

CTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCCCCTTCGCCTTCCACC 

AAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTCCTGTG 

CAGCCTGCAGAACTGTAAGTCAATTAAACCTCTTTTCTTTATAAATTACC 

CAGTCTCAGGTAGTTCTTCACAGCAATGTGAGAACAGACTAACAACAATC 

AACTCATGGCTTTAACACAAAAAAAATAGGTAAGTTCAAAATTAACATAT 

TACCACATCCAACTTCTTTATTCTTGAGAAAACAAAAAAGTCCAAAATCA 

AAGGAAAGCACCCGmTAAACCCTCATATCTTTCTCAGGGCTCACTGCA 

GTCTGGCCATATCTCAAGCAGGTCT 

>523.1 

ACG CGGG G G AGTGAG AGGG AACG AG AGTAAG AG AAAG AAAG AAGTG AGGG 

GATGTAAACTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCA 

AAAACTGAACTGTTCAGGCTTCAGATTGTAACTGACGATCTGAGGAAAAA 

TGAGGTTTGTGTGATTTTGCTAAAATGCATCACCAACAGCGAATGGCTGC 

CTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGT 

TTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGT 

GGACATTTTACTGGCTCAAATGTAGAAGAGAGAAGTAGCTCAGGGTCCTG 

GGGGAATGGAGGACATCCAAGCCCGTCCA 

>524.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTG 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAAC 

AATCCTGAAGGCCTGGGA 1 1 I 1 1 I GTCTGAAAATCAACTGCAGACTGTAA 

ATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCT 

>526.1 

TAAAACTTAATGTCTTCC 1 1 1 I 1 1 1 1 CTCACTGGG 1 1 1 1 1 CATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

•TTTGTTTCACTGTCCTGAGGACTATTTATAGACAGCTCTAACATGATAAC 

CCTCACTATGTGGAGAACATTGACAGAGTAACA 1 1 1 1 I 1 1 1 GGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTTTCTTCTGCCATTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAACCACTCTTTT 

>527.1 

ACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCA 

TTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGAT 

CATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATtCACACTCTGTGGC 

GTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCtTCCAG 

CTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT. 

>529.1 ••' 

CTCCCCGCGGTGGTCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTAC 
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ATGGCATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACAC 
TTACATATGATAGTGAATGGGAACGTGACCAATTTTTGGTCTCAAGTTAA 
AATACCAAAAACTATTACAGTGTCTACTGGATTTATGTCTATATGACAAA 
>530.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATT 

AATTAGAGGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCC 

AGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGA 

GTGAGAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATC 

TCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCAATTACAATGGACA 

AGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

>531.1 

CTTCCCTGATAATAAATCACTGGAGAACAAAAGCGAATAACAGCAGGTCT 

CTCTT 

>532.1 

T AACAC TCTTAGAAGACTGGTTTGTTCATTTGACATTGGGACGTGCACCA 

ATTTTTATTACAAAAATCAAAAAAGTAAAAATTATTACAATATTTGCAGA 

GTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAAATCAAAAA 

CTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAACTGGATA 

TACATAGTGGTATATATCTTAAAGCAGAAAACCCCAA AAAA CAAAAACAA 

GGAAAAAAGAAAATACATGTCAACAGTCAGTTAAATATTTTGACCTGACA 

GTTTCTACAAATAGTGATTTTCACTACATATAAAGGAATCTGTTACATGT 

GGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAACAATAAAT 

TCAAACGCAGCCCCAGGCTGGGCCTG I I I I ICATG 

>534.1 

TCTGCAGATGAAAAAGCAGCTGAAAGGAGTCGTAAGGCTGGACCAATAAC 

CCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTATTGAAAGAAGCAG 

AAGCGTTTGCTTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGG 

CGTGGTGAAATGAGGGATCTCTTTGAGAAATTAAAGATCACTATTTGGAT 

TACTTCATTCTTCCAAGGTTTCCAAAAGTCTCATTCTTACTCGAGCCTTC 

AGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAGAA 

AAATCTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTC 

TTTCAGGTAAGACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTAT 

GCAAAACAG CAAGCACT 

>538.1 

CGGCGGGTTTTGGAAACACTGGACTGGATGGCACATGATCCAGAACTCCG 
CTC CGTT TGGCT TCCCAA GGATCCCACCAACTCATTCTAATCAGCGATCA 
CTG 1 1 1 1 AATTTC 1 1 1 1 1 1 
> 538.2 

CACAGATCAGGCCTACCTCATTGGCATATTAAGAAAGTTGTCTCAAGTAT 
ATTTAGTGTTTATCATTTTACTATAGTTCTTCAAATGACTGACATTCATC 
TTTTCCCTACCTCTAMTTCCTTTCTTTTTCACATTATCTTTCTTGATTG 
CTTTTTAATAGAAAAACA 

>538.3 

ACAAAGACATGGATTTACTGTGCATATTAGCAGATCCATACTGGAAAATG 

CATGGAGGTTTCATATACACCACTTAC 

>539.1 

AGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACCI 1 1 1 1 1 1 I IGA 
GTTTATTCTG ATTG A 1 1 1 1 1 1 1 1 CTTGGTTTCTGGATAAACCACCCTCTG 
GGGACAGGATAATAAAACATGTAATATTTTTAAGAAGGAAAAAAAAAAAA 
AAAAAAAAAGGGCCGCGGGCCCTCTAAAAATAGAGGGTGCCC 
>540.1 • 

ACTTTATTTGCTAAAAAAATGCTAATGATATCCAAACCATCAGCTACTTG 

TMTCTTTTTGCTGGTGGAGGGTTTTGTCTCAATTTTGGTGGCTGCTGAC 

fGAtCAGCGTGGTGGTTGCfGAAGGTTGGAGTGGTTGtGG 

>541.1 
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CACCGCGGCGGCGGCCTGATGTAC I I I I I I I I I I I I I 1 I I I I IGTTAAAA 

GACA CAAGTA GTGATA TATCAACATCTGTTTAACTCGTGACCGTTTCTTT 

TTTTCAACTTC I I I I I I CTTTTCAGTGCTTTCTTCTTCCATTACCTTTTC 

CTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACA 

GCTCAGCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTT 

CTCTCGGCCCCCGCGCTGGCC 

>542.1 

GCGGCCGCCCGGGCGGTACAAAATGTTAAGACGTTGTTTGTATTTGTAAG 

GCTGG TGTATTCAGAGAGCATATCTCTTATTCCTCACTTTCCACCCCCGT 

ATTTTGTAATGACCATGATCAATG I I I I I AC I I I I I GTATAATGGGGTGG 

GGTGGAGTGGGGGCTATTGACAGTCACCCTGAGGTCTTTAGAGGACCAGC 

TATTGTATCACCTTGGATACTTGAAGTTTAATGCTCAGTTGGGTCGGGTG 

GCATTTGACTTGGAGGCTGGCATGTTCACCAGAGCCTGGGGCCCTGTATC 

TGGGCAGCCTTTGAGGATTACTTATGATATTGAATGACAGTCTTAAGTGG 

CAACTCACGCCCAGCTCATGCCCI I I I I I GCCTGGACATGTGCTATTTTT 

AT 

>543.1 

GACACACCATGCACGCAAAACAAATTGCAATAATGTGATAAGTTCTTTAA 

AAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAGC 

ATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCAT 

TTAATCTTTACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATGA 

GATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTCC 

TGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGA 

TGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAGC 

CCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCAATGCCAT 

>544.1 

TGGCGGCCGAGGACACAATACTTACTTACAAATTTAATACTGCTTCAAGG 

T ATTTA ATCTAAAATTTTACCAACTTTGATTTGTCTGGTTAGGATATTTT 

GTTTTAGTGGATATGCTTTAATTCGGATCAATTACTGCAGTAAATCTCAT 

CCCTAAGCATGAAATGTTGTCAACAAATACCCAGTTCCATTTAGTTATCA 

ATTAGCCCAAATAAGAGATACAAAGTATAACAGTGACCAACCTTGTACCT 

GCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGC 

TGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACAT 

CTTGCTGAGAGCAGATAACTCAATACCTGGAACTAGAAAATTAGAATCTA 

AAAGACGGAAGGCATCTAAAGAACAGTTCCCATCATGCCACAGCTGAGAA 

AT 

>545.1 

TGTTTCCTGTGTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATT 
AC 

>546.1 

CCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAA 

CCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAA 

TTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACAGG 

TAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGAGT 

GAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCTCA 

GGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACTC 

TTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAA 

ATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCT 

TTATGA 

>547.1 

GGGCGCCGAGTCAGGTAAGCCCTGGCTGCCTCCACCCACTCCCAGGGAGA 

CCAAAAGCCTTCATACATCTCAAGTTGGGGGACAAAAAAGGGGGAAGGGG 

GGGCACGAAGGCTCATCATTCAAAATAAAACAAAATAAA 

>548.1 

GGTACCCTTTGTAATATCXXTTTATATAAACCAGTAAATGCTGTT^ 
AGTTCTGTG ACCTGCTCTGG C AAATTAATC AAACCC AAG AAG GG G GTTGT 
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GGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGGTTAGACAAT 

CTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTGCGGGGCTCA 

GCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATGAAGTAGAAT 

TGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAATTGCTTGCT 

TGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAAAGCACTTCT 

TATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTG 

ATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCAT 

GGGAAAGACT 

>549.1 

TGGAAACGCTGCAACGATTGTCGAGTCGTATAGCGTCTATGTACATATAG 

CAT 

>549.2 

ATAGTCATTGGTGTAGAGATAGAAAATGCTTCGTACATGTCAATGGGAGA 

ATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCCATCCGCCTGGGG 

CGAAAGGAAGGAAAAAAAGA 

>550.1 

CTGTGGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCT 

CAAGACTTCTACCTTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAAC 

TAACCGAGTCCCAGCTCCCAACCTGGCATGAGCTTGGACAGGGTGGACCG 

CCACCCTGCCTGAACCATGGAGACAGCC 

>551.1 

GGCGGCCGAGGTACATTAGCAAAAACAGTGGACTTTGTGACCTTGAAAAA 

GTCATTTAACATCTCTGAACCCTACTTTCTAAGTCTCTACAAGTAATATA 

TAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTACTCGGATGTGAAACTCT 

CCTTTTGTAGATGAAACCATTGCGTAAGTAATATAAAGACTTTTCCCTGT 

AGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAAT 

GCCCATCTCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATT 

ATCTCTTGGAAAAGGACCTCAGCAATGGAGAATATCCCCATCATCACAAC 

TGTCATCACTCTGCCGCACGTGATTGTGGAGAATATCCCTCTCCATGTGA 

ATGCAGAATGAGATTCATTTACAAAACGAA 

>552.1 

TGGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATT 

CAGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAA AGAAG AAGA 

GATGACAAAGAMTCCAAGTAAATGCCTTGTC7TTGCAAATGTTTTTATA 

TTAAATCATAAGGGAAGGGAACTACTGCCTTAAATGTTATCAAAAGAGTT 

TTCTAACAAGGTTAATACCTTAGTTCTTAACA I I I I I I I I CTTTATGTGT 

AGTGTTTTCATGCTACCTTGGTAGGAAACTTATTTACAAACCATATTAAA 

AGGCTAATTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAAT 

ATATTACAGTTCATTCCACAGAAAGGCATTCCAAACCACCCAAATGACCA 

AGGCATATATAGTATTTGGAGGAATCAGGGGTTTGGAAGGAGTACGGAGG 

AAGAATGAAGGAAAATGCAACCAGCATGATTATA 

>553.1 

TGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTGGAATTTTGATGAC 

CTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGAGAATTTACACCAA 

ACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTGGTGCTTCCTTACT 

TCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACACTAGCTCAAGCAC 

TGACGTTATTCTACAGGACTATGAACCTTCATATCCACATTTACAGTCCG 

GACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAAAGGAAGA 

GAACAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAA 

CAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAAAAATCCCATGTGG 

T 

>554.1 

TGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTGTATTGAAACAAC 
MTACATTTTGCACTGTAGTAATGGGAGCACTAAGTCTTACAACAGTTAG 
tGMTCGTtTTAAAGMTCAGTTCAGTGTAGACATTtTGAAAAGATTGTT 
TCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTCTGTTTTACTTGC 
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CATTTTCCTGCTCTGTTTTCTGTGTGACATGAAGCA ACAGAA ACTGAGAT 

CMAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCTGTGTAC 

ATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTCAATACAAATTAT 

GCTAGAGAACTGACATTTTCAGACATGGTCATATATATGCTATTTGAATT 

CCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGATGATAGATGTGC 

AGCTAATTTGTCCCGAAACTCATGAAGAT 

>555.1 

TGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGCCCAAAACACTTCC 

TGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAG 

GACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTGCTT 

GGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCT 

TGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGC 

ATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTG 

CAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGT 

GGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTA 

CGGTTGAAGACCTATGAAACTAATTTGGAAATC 

>556.1 

TGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAAT 

CTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTC TCTAT AG 

CACACCTTTTATTTCTTTTCTTC I I I I I I I AAGCCTCACGAAAGATTTTA 

CTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATC 

AGAAAAATATGTGGAGCTG ATCACAAG AAGTGAAGAACCCAGAGCACGAA , 

AGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGTCTGGGCTTCAGA 

GGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTCTGCTGTAGTCCTG 

TTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTCTTTCC 

TGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTTTGC 

AACAGTTGAACCA 

>557.1 

CTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAG 

ATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTG 

TCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGT 

GGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGAGACTCAT 

CAGACTGGTGAGAATCATCAGTGTCATCTACA . 

>557.2 

ACGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTTGC 

CTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGTTC 

GTTGCTTCCAGGGCCTGCTGA 1 1 I 1 1 GGAAATGTGATTATTGGGTTGGTG 

CGGGATTGCCCTGACTCCGGAGTGCATCTTCTTTGGATCTGACCAACACA 

GCCTCTACCCACTGCTTGAAGC 

>559.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGC 
TTTTGGTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCT 
TCTACCTCGCTGTTTCGGTTTTCCTGGCTCCTCGGCCCTTTTCTCCCCTG 
TTGCAGCTGGGAGCGGACGAAGCGGGAAGCTGGGAI 1 1 1 1 IACTGTCTCC 
TGAAGAATTTAACACAAACATGGATATCAGACCAAATCATACAATTTATA 
TCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTA 
TATGCCCTGTTTTCTCAATTTGGTCATGTGGTGGACATTGTGGCTTTAAA 
>560.1 

cgcggtggcggccgaggtac 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i gatcg 
gcaagcgacgcttagacaggcgtagccccgggaggaacccggggccgcaa 
gtgcgttcgaagtgtcgatgatcaatgtgtcctgcaattcacattaattc 
tcgcagctagcttgcgttcttatcgacgcacgagccgagtgatccaccgc 

TAAGAGTCGCCGCGGGTC 

>561.1 ; . . . 

CGGGTGGCGGGCGAGGtACCATGTGGGAAGCGCTGTGAAGAGTTGTTGCC 

TTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTAAAACTCC 
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GCTGGCGTGAAAGATGACGTCCTTAGCCCAGCAGCTGCAACGACTCGCCC 

TCCCTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGCTTCTTTG 

TTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCGTCTTCGC 

CATTGGTGAGCCATCTTTTAACTTAGAAAAGCTCTTGGAAGCGTTTGTTT 

TCTGGATGTTACTG I I I I I I I I I CCCCCCTGTTTTCTCTTCTGTACCCGT 

GCTCTTCCTTAACAGTTTCTGCATGTTGATGTATA 

>563.1 

CGAT AAGCT TGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCAC 

TTAAGTTTTCTTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACC 

CCCCGGGGGGGGGCCCGGG 

>564.1 

ACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACAC 

ACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAA 

AAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>565.1 

GCCAGACGCTCCTTATGAAAGTACCAAGAAGTGGGAAGCGGGGTGAGCTG 

CTGAAGATTTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGG 

CCTCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTAT 

ACATTCCTG AGATTCTG GGAAAGGG G CTC AAAG 

>566.1 

TACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACGCATAA 

CTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCAGTCTC 

TGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGC 

TGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCC 

TTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAAC 

GTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTCGGTGA 

CTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGAGGATG 

CCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGCTACTCCTG 

CTGACTG 

>568.1 

CTT GGCGGG CGCTTTAACCCGAGGACCCCTCCCCCCGCGTACGCTGGATA 
GCCTTTTTTCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGA 
GCGA GACATCTCGGC CCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACC 
TGCCCTTTTC 1 1 I I I I 
>569.1 

GGGAAAAATTTCTTTTTTTAGATGTCCACAAAAAAGGACATGTAAAGGGG 

AAGGTCAAGTTGTTGAGACAGCTACTTTATTCTTGGGATGACTG 

>569.2 

GGAGGTGGTGGAGATGAGCCTTGTTTGCCAGATTTCCGTTCGTAGTTCAC 

GAGTCGTTGACCCACAAGGT 

>571.1 

CTGTAAGAGGGACCTCTCATGGTTACAGGCTTTGACAACCCAGAATCAAA 

CTGGAGAACATTCCGAAGCCGTTCTTATAAGTGTCTCCATCTCTACCTGG 

GCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGTGTTGCC 

AGTTGATTGATGACTGGGAGCCAAAGTGGCATTTTCTTTGACCTAAACGG 

GCGATGATGAAATAAATCGAGCGGCCGCCCGGGCAGGTACATCTGTGAAT 

GTGAATGCCAAAGCGAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGA 

AATGGGACATTTGAGTGTGGCGCGTGCAGGTGCAATGAAGGGCGTGTTGG 

TAGACATTGTGAATGCAGCACAGATGAAGTTAACAG 

>572.1 

GCCTCTACTTCCTCTGATAAAAATGTTGGGAAAACACCTGAATTAAAGGA 
AGACTCATGCMCTTGTTTrCTGGGAATGAAAGCAGCAAATTAGAAAATG • 
AGTCCAAACTATTGTCATTAAACACTGATAAAACTTTATG 
>573.1 . . 

AAAGG AAAACACAAAAGCGCAAGCCGG ACACACACACAGGACAGCG AAGG 
GCAAC 
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>576.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCT 

CCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCA 

TGAAGAGCCTGATCCTTCTTGCCATCC 

>577.1 

ACAGAGACCTCCTTACTTACCCeCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGT 

CATATCATTTCACTGTCTAGGCTACAAC 

>578.1 

TTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTC 

AGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCC 

TCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTATGGA 

GAGCTGTTCTAGCTTTTGCACAGGGAACCAGTGGACAGAGGTATCATTAA 

ACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAGTCCT 

TTTAAAATCTTTGCAATGTAGGGATAATrnTCTGCAGAATCCTTGCCAA 

CAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAG 

AAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGC 

CGCTCTAG 

>579.1 

GGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATTCATTTTAGGGG 

TAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTG GCAGGAGGAAGAA TGAG 

TCTACTTTGGAGACAATTAAGTCATGGTAC I I I I I I I I I I I I I I I I I I I I 

I 1 1 I I I I GGCTACATAGACATCTTTCTCATGTATTGTTACTAGAACAACT 

TGTATAGGGTTTTATGGTTTGGGGAAAACATTTTTAAAAAATGG ACTTA T 

CTCTATTATACAGAGTTATAATATAAAAATGATTTAAAGGCTATATTTTT 

CAGCATGTAGGTAGCTACACTGTAATCCTGTTGAAGAAACTTTCCTATTT 

AAGCTTATAGGATGAAAATATATAATTAAAGTCTTCTGATCATAGCTT 

>580.1 

ACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGATCTG 

AGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAAC 

CCMTTTGGAMCMCATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 

TTCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCAT 

GGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTA 

TCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGT 

>581.1 

AGGGCCGGTTTTGCCGTTATTGGGGGCGCCTCTTTTCGCTTTTCTCGCTT 

CACTTGACTTCGCTGGCGC 

>582.1 

TTTTAGAGATGAGCTCACCGCGGTGGCGGCCGAGGTACCAAATTGTAAAA 

TACTCGAAGGCCTTCAGGAACCTGTGACTGATTTACATAAATACCAGAAC 

CTATTTTGGATGAGGTAAAAGACATGTGCTCATCTCCAATTACAGTTTCA 

AGCTGCTGTCGGCCAACCCTATCAGC GGGGA GGCCACAAAGCATAAGAAT 

TCTTTTGGGATTACACTGACATCAATAATTTTTATCACTATCTTCCATTA 

CACTATTGTGCACATTAAGCCAATTTTCTGATCATCACA 

>583.1 

CAGACAAGCTTTCA 1 1 1 I 1 1 1 II CAAATCGGACATCTAeTCCAACTACAT 

GATACACTAAAGTGCTTGCTGTGTGGGCTTCCAGGGGAGATGAAATGGTA 

AGTCGGGCTGCAGCATCTCTGTTCAAAATATACACCAATTTCTGTTTCTC 

AATGGCACTAATCATAACGGCTCGCCCTTTGGGATCCACAGCTAAGAACT 

GGCCAGGAACGA 

>584.1 
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GAG CTACCCGCG GTGG CGGCTG AG G G AC ATTACGTATTGGTTATAC AACA 

TTTGTTTAATAAATGCAACTAACAAAGCTACACAAGACTTAGATATTGAA 

GCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTCTTACTAC 

CCTGGCCAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTT 

GTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGAGATAGTT 

CTGTTCACTTAG C AACTTGGG ACAGTG AC ACAG G GTTTGTTCTGTACAAG 

C AG GTTATCCAAG AGGC ATCC ATACCCTG G GTTTTCCTCCAACC ATA AGG 

AAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACTTCTT 

TGCAGCGGACAAATACTG 

>585.1 

TAGTACCTGG GCCAC CAAACACAGCTGGACTCAATATATGGGGAAGGTAA 

GTGTCCTCAGTTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGA 

TTCTGGTAGTCCAAGCTGTCTCCGTCTGGTGGCACCCCAATTTCCCCTGC 

CTAGACCCACCTCCTTTCCTCAGCCCCCTTCGCCTGCCGCTGAAAAGTGA 

GAGCGGGCTCTTGCGTCCCCCGCGT 

>587.1 

TTGGAGCTCCCCGCGGTGGCGCGTTCGGGTACAGCTTTAAAGCATCATAA 

TGACTAATTATA GGTG AATAATTTTACAGACAGTCTATATTCTAGGAGGC 

AGCTGTAGGCGTTTTAATTGGAAATAAGCATTCTGAGATAATGATAATAG 

CAGTGTAGAAAAATGAAGCTAAAAAAATTCAAAGTGTTGAGAATCCTCCT 

GTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAGAACAAGCAG 

>587.2 

I I I I I I I II I I I I I I I I I I GGGGTTTATTTTATGCACAAAGAGCCATCGT 
GGTTTTTTATTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACT 
TAGTCCAACTTAATG AAACCAAT ATCCTTCG CATACT 
>588.1 

TGGACAGGGAAGAGACCAACGACTGGATCCTTCCCTCAGACTATGATCAT 

GCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAAATCAAGGT 

I I I I I IGCTGTCCAAGGAGGAGATCGCTGACAAGTATGACTTATTTGTTG 

GCAGCCAGGCCGCAGATTTTGGGGAGGCCTTAGT 

>589.1 

CCAGGGTCTCTGGTCTACCGATGTCAAAGCAAATCAGCACAGCATCCGAA 

TCAGGGTAAGAGAGGGGGCGGACATTGTCATAGTAAGGAGAATCCGAATT 

TTTCCACAGGCTCAACTCTATTCTTTGTGTGTCGATTTCAAAACTGGCCG 

TGTAATTCTCAAACACTGTAGGAACGTAATTCTCGGGGAAGCAGTCCTTG 

GCGAAGACATGGAGCAGCGCAG 1 1 1 1 I CCACACTGACTGTCTCCCACCAC 

AACTATCTTGCAT 

>591.1 

TTGGAGCTCCACGCGGTGGCGGTCGCCCGGCAGGTACTCAGGTTTTATCT 

CTGCACTCCAAGTAGGATGAATAGATAAGAGCAAAGGCTCATGTTTGCCA 

AGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGCAGAATTC 

CACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGC 

AGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCC 

AAAGTGGAGCTATTGCTAATGAAAAAGATACAATGAGATGTTTATGAAAT 

TATCTGTAGCTATTAATGTCAGG7TTTTGAAATTTACTGACCTGGAAGAA 

TACTCATAATGCAATGTCAAGTGAGAAGCAGGACAAAGAACATTTGCAAT 

ACAG 

>592.1 

CCCGATTTAAAATTGGTGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGAG 

GTCATGGGTGGATCTCATGGAGAGAGGGCGAGGACAGGGGACCGGTCTCC 

CAAAGGAGT 

>593.1 •• •■• ■•• •• • 

ccgcggtggcggccgcccgggcaggtacataactcccgcaggatctcagg 

gcctgccgccccattatgatgatgtcgaggttttCatcctgcagctggag 

ggagagaaacactggcgicctctaccaccccactgtgcccctggcacgaga 

GTACCT 
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>594.1 

GTGCGATTCTGGATGACAAAGAAGATGCTTACTTCACAGAAATTCGAAAT 

TTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGA 

GAGAATGAATGGCAGTCATTTTAAAGATGAAAAGGCTTTGTCGAGCGGCC 

GCCCGGGCAGGTACTTT 

>594.2 

I I I I I I I I I I I I I I I I I I I I I AAGGAGCTTTTATTGTTTTAGTAATCTTA 

ACATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATG 

TGGCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAA 

GGGCAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATGATGAACAT 

GCATGAGCTTTGAAAAGTGCTCTGTAGTCTTATGATGATCTAGAAGAGCA 

CTGTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGA 

>595.1 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGT 

TGGTGACAACGACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGA 

CAAATAGAAAGAATAAAGGATCAAAATTGAAGGCA 

>596.1 

GGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAACT 

MCTMMGCAGAACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATA 

AGTTCATTAAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAGTTGC 

TAAAATTCCAATATAAATGTAAATATCTTTAACTTG CTTAACCCAG CTAT 

CCCCAAAACAGTGTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGT 

GCACGTAGATGGGCACCAAGAAGCTAAGCTTCCCTGGCGCCTAC 

>597.1 

CACI I I I I I I I I I I I I I I I I 1 1 I I I I I GAGTTACTCTGATGTTTATTTTA 

ATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAAGCAAA 

AACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTA 

CAGTTGGTGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGA 

ACAGCCCAGACCCAGCCAAGCTCTAGGAACTCACGGGTCCCAGGGAGTTC 

TAAACCCTTGTTCTGATGCTCCAACCGTAAAAAAAATGTGGGAGTGATGA 

AGGCTTTATG ATTTACTCATTATCCCGCGT 

>598.1 

AAAGGCGCTGGGTGTTCAAAATAGGCTCTCCTGGCCCACGGCTGACTGTC 

TTCCTTGTGTCTCTACAGTGGACGTGACTCTGGACCCAGACACGGCCTAC 

CCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCT 

CCAACAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTG 

TCTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAG 

GTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCAGTGTG 

CAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGT 

CTTTGTGGTATGGGAAAGAATATTGG 

>599.1 

GTCCGGTAGAAAATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACC 

TGAAGAGGGAGGAAGTGGATTTGGGGTTCACCATTTCTTGGGGCACACTT 

GATTGAAAACTGAGACTTCTGAAGAGAAGGCCAGAAGATACAAAGACAGA 

CCATGCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATGATCCAGGC 

CCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGG 

AGTGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATG 

TTGGAGAACTACAGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACC 

GGATGCACTCTTCAAGTTGGAACAAGGGGAACAACCGTGGACAATTGAAG , 

ATGGAATCCACAGTGGAGCCTGT 

>600.1 

TGGCCCAGGTGACCAATGGCCGCAGGCTCCATGGCGGCTGGC1TCTTCCA 
GCCCTTCATGTCACCGCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGA 
TGCCGAGTCAGCCTCCCGCAGGGCTCCCTGGCTCCCAGCCCCTCCTCCCT 
GGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGCATCCGAGCATGGGCGG 
CCCAATG CAG AGGGTG ACGCCTCCTCGTGG CATG G CCAGCGTGG GGCCCC 
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AGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGCCCA 

GGCCTGCCTGCCATGAACATGGGCCCAGGAGTTCGTGGCCCGTGGGCCAG 

CCCCAGTGGAAACTTCGATCCCCTACTGCTTCTCATCCCCCGGCAGCTAC 

ACCGGACCCCCAGGAGGGAGGTGGGCCCCCTGGAACACCCATCATGCCTA 

GCCCTGGAGATTC 

>601.1 

AATCTGAAAGTCAGAGGTGATTATTGATAGT ACTTTT GTATTTTGATATG 

G AC AGTTT ATTC ATTTG CAT AC AGTTATTG ACTTTTTCCCAG CTG ATTAA 

AAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCTACAT 

TTTTATGATATTGTCATCTTTTCTG 

>601.2 

I I I I I I I I I CI I I I I I I I CTTTAGCTATTTTACTTAAGCATAATAGCCAC 
AATAGGACATATAAAAGATTATAAATACAGAGCTTTATT ATCT TGACGTC 
TTGGGTCTTTTAAGTATATACTTTTCTGAAAGGTATCCATTTTGT 
>602.1 

CATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGCTACCCCC 

ATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTACTCGACTCAA 

GGACAACACACCATGTCTCCGCTCGATCTGGCCAAGCTGAACCAGGTGGC 

AAGACAACAGTCTCACTTTGCCATGACGCACGGCGGGACCGG ATTCG CCG 

GAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTTGGA 

TGCATCTACTCAAACCACCCATGAACTCACCATTTCCAAAAAACTTAATT 

GGCTGCATAAATCGGGCGCCAAG 

>603.1 

CGTCCGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCAT CATCT TAAG 

TATTGTAAGCTGCTATGTATGGATTTAAACCGTMTCA TATCT TTTTCCT 

ATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTT 

GCAGATAGTCTTGCCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGA 

AAAAAAAAAAAAAAAAGCCCTTTTCAGTTTGTGCACTGTGTATGGTCCGT 

GTAGATTGATGCAGAATTTTCTGAAATGAAATGTTT GTTTA GACCGAGAA 

TCATACCGGGTAAAGCAGGAAATGACAAAGCTTGCTTTTTCTGGTATGTT 

TCTAGGATGTATTGTGACTTTTAACTGTTATATTA 

>603.2 

ATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGGGTTTTC 

ACAAAGCTTTAGACCCTTTTA 

>604.1 

GCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAA 

GAAGACAGGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCAC 

AGGATATTTAGACATGTGTAGAATGTAGCTCMTTTTTTAAAAAGTAACT 

GACCTAGAGGGTGAMGTTGAAACTGACACATTTTCAAATTAAGATTATG 

CTTTATTTTGTAACAGAAAA CAATG TTTAAACACAAGCAGATCTGTTGTA 

TGTMTAAGTAACACAGAGTTTTTTAAAACAAATTTAATTATTTAGCTTT 

ATTGAAGTTTTGTTTTTTTCCTTCCGAACCTGGAGTTATCATAATTATAA 

AACAGCAGTTTTCACACCAGAATTAGCAGTGCCCT 

>605.1 

AGCTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCT 

GGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAATACACGTTATCA 

AGTCAAATCCAAGCAAACGAGAGTCTCTCTCCACAACGGAGCCATGATAC 

AATGTGATGGTCAAATTCAGATCCCGAGGTTTCAGAAAATCCCCCAGGAA 

AGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATTAATATCTA 

CTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGCAGCCTTAAGAGT ; 

GAAGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATC 

CACTAAATTTTTAACGAACTGGT 

>606.1 

GAGCTACCGCGGTGGCGGCCGGGTACTTAAAATAAtTAGTGGCAGTAGGT 

TATAATTGGTGGTTTAAAAATAACATTGGAATACAGGACtTGTTGCCAAT 

TGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAACCTGGAAA 
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TAC AGTAAAATTTG ACTGTTTAAAATGTTG G CC AAAA AAA AAAA A AA AAA 

AAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTGCCACCGGTG 

CAGGTCTCTCCGCTCATCAAG 

>607.1 

GCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGA 

CCTACGAATTGGAGATGAAGATGTAGG CCGG GTGATCTTTGGTCTCTTCG 

GAAAGACTGTTCCAAAAACAGTGGATAATTTTGTGGCCTTAGCTACAGGA 

GAGAAAGGATTTGGCTACAAAAACAGCAAATTCTATCGTGTAATCAAGGA 

CTTTATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGT 

>608.1 

AGCTCACCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACAC 

AGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGA 

CTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAG 

GAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTC 

GATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGGCAAAGTGGAAAAA 

TGTGCGATGATTTCAAGC I I I I I AGATCAGCAAGCCATCCTGTTTGTGGA 

CACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCAC 

GCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGT 

>609.1 

GTGGCGGCCGCCCGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCT 

AACTGACCGCGTTGCCATTGGCGACCTGGACTCTGAACTCAGGTTTATTC 

TAAACCCAGTGAGAGGTGAGGGGGAGTGATGAAAGGGGATCAGCTGTATT 

TGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTATGAAACCGAGTGAAA 

GGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAGCTC 

GACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGTCCGTGACTG 

TCTTCCTCAGGTCTGTGGCCTGTGATTTCCAGTCACCCTTGTAGTTACTG 

ACAGGAAATTGACTGGACT 

>610.1 

TTTTTTCCTATATAAAGTGATACTGAAATATGCTAATTAATAT ATTA ATT 

TTAGTTAAATGCTGCTAATATGCATACCTCTTACTTGAAGG TTTTT AATA 

TGTTTTGATAACTTTAATAACTTCAGGTGATGTCTGTATAATTTTTAAAG 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACGGCGTC 

TTGAAGGTTCAAAAAAAAAAAAAAAAAAAAAAAGGT 

>612.1 

GTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTGC 

CAGTTTTCCAAGAAATnTGTAAAGTTGAACATGGCCATCTACTCTTGCC 

TTAAAACTTTTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGG 

TCGACAGACCTGGATTAGAATCCACTCTCAAGCTTCTCATGCAGTGCGTA 

TTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACAGTAAGTGTAT 

TTGCCCAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 

ACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTTTTGTAATGGTTTGG 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAA 

ATTGACATAGGGCTAAAAGCTTCAATATTTTACAAAATATTAATTAATGT 

AATTGTTCCC AATTATTAG AAAC I I I I I ICCATTTT 

>613.1 

GGGGAAAGGAAAGCTAACTCCACGTCTGTTCCAAAGGCCTCTGCTGGTAT 

TTACTTTACGAGAGGCCCACCTTATCCAAAGAGCTATATGCCCTGGGGGG 

CCTTGATGGGCTTCACACAGTACCTGCC 

>614.1 

MGAAACATTCTTTATAAATTTTGATCCCTCCGTTGAAGCCAATACCATA 

ATTTAATTACAGATGGATATTATATGGTAACGGGTATTTACAGAAGGAAG 

GGTGTTATTACGGAAAAAGCTAACGGCACGACGTTTATTTTTCCCCCACA 

ATCmCATACAGGAACTMCAAATTGAACTTGCAAAAGCACTAAAACAT 

CACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTGTTGGTG 



Page 80 of 111 



WO 01/42467 

563 



Table 3 



GTGGTGTGTATGTGTGTGCTATGGGTCAATGTGCTGAAGAAACAGAAGGG 

AG ACTTTGGCACGGCTCA I I I I I I I CAGTCTATAGTTACATGAAGTTTAC 

AATTAGGTT 

>615.1 

I I I I I I I I I I I I I I I I I AATTTTCCATGTATTGGCCTTAATCAAACTATA 

AGCTGTGGAGTGGCCAATATACTCCATTGTGATTATACACTGATTTCCAT 

CACCTGCCTTTGTACTATCAACTCTTATTAGATTAAAAGGA 

>616.1 

GAGGTACTGTGCCCTCTTTCTTCACTAGGTGACCAGAGTGGTTTTGACTC 

CTGTGGTGCTTGAAGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCT 

GCAGTTCACTCTAGTTTCTTCTATTTCATCATCCGCACTGCTCTTAGCAT 

CGAAGTCACTGTCTGCATCTGGTTCTCTACTTTCACATCAGTTTGAAGAA 

TGCATTTC 

>617.1 

ACTAGCCTAAAAGCCCGTGACACTTGCAGCAGGTGCTTGCCACGCTTGCA 

CCCGTCCGAAAGAAAAACGCGGGCTAAAAGCGCGAGTCTGGTGACTTTGG 

CACCCAACCGTGCAA 

>617.2 

GTTCCGCGTGCCGGCCAATTCAAGCAAGGTGGCAACCGGGACTTGGGCCG 

TTCAA 

>618.1 

TCACCGCGGTGGCGGCCGAGGTACTGGGACAGTTGGGTGCGTTATGGATC 

ATAACCTGAGGAGCCGGGGGAAGCTGGCCTTGGGTGTTTTACCTCAATCA 

TATATCCACACAAGTGCTTCTGTTGACATTTCTCGAAAATGGGAGAAGAA 

GAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAACCTGAGACCAGCA 

GAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTG 

GTATTTGGCAAAATTGATACGAGGAATGTCTATTGACCAGGCCTTGGCTC 

AGTTGGAATTCAATGACAAAAAAGGGGCCAAAATAATTAAAGAGGTTCTT 

TTAGAAGCACAAGATATGGCAGTGAGAGACCATAACGTGGAATTCAGGTC 

CAATTTATATATAGCTGAGTCCACCTCGGGACGAGGCCAGTGCCTGAAAC 

GCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGGAGAAGGTTTAT 

TGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCA 

>619.1 

ACCGCGGTGGCGGACGAGGTACCTACTATGTGTCAGCCATGGGGGATACA 

AAGATCTATAAGGCACAAGACCCTGAGTCTTGTAGTCGCCTGACAGCCAG 

CCAGCTACAACATAATGTGGAAAGGACAATGGTGGGAAATGCACTCAGGT 

CTTCCTAATGCACAGAGTATGCTCAGGCTGTGACATAGGAA 

>619.2 

GGACTTGGAGGGACCTTCAAAAAACATGTGATGGTGAGGAAATCCAGTTT 

TAAAAGTC7TGATTTAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAG 

GCTGCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAGACAC 

ACACAAAAAATTGCATTTGTTTGAGGAGCAGAATGTAACTTATATTAAAG 

AATAAACTACTATTTAGTATCTGAGTGAAGT 

>620.1 

GGGCAGGTACATTCTAATTTTTATGAGACATAGATATGTATTTATAAAAA 

GATAGATGGAAAGAGAAGAAATTAACTTAATTCTAAGAGCCAAATTTACT 

CAGAAGGTTTAGAAACACCAAAATTMCAGCCAGTTTTCTTGATTTTCTT 

CTTGAAGAAGAGATTGGTGTTGACTATGGTGAGATATACTATGGCCTTGA 

GAGGCAGTTTCAACTTGAAAAGAAGATGCAGGTTGAGCAATCGGAGAGGA 

CTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAATGTTGG 

AAGAATCTGGCTGGCTAGTCTGAACTGGAGTGGCTTGAGAACTCTGGGCT 

TCCTTATTCTCAMGTTCTTTTTGTTTGCAMCC.CTTTTTTTAGTAACCT 

GCAGAGGTATAAACTGATTGTGCACACCCGCTGGTATTCCCCCAGCCATG 

GGCATGGTGCCAGAATATAAAGTATGATGGAAGGGCTTCCCAGGAACTGG 

CACCGATGGTCCCCATGGCATTGAGCCAAAGAGAfGAGA 

>621.1 
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CGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGCCTAGGAA 

ATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCAGCAGCAT 

CCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTGGTACTCT 

TGCGCCAG 

>622.1 

GAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAG ATAAG GACAAT 

AAGTTTACTTTGTATCTGAACTCAAAACAAAGTAGTTGTATATTTTAACA 

TTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAACCCCTCC 

AGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATATAA 

ACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAATCAATGA 

ACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATA 

TCT 

>623.1 

CGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGTCT 

GGCTAGCAAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATT 

AAAATTTAAAAAAAGTTTTTTAAGCTGGCTGTTTTCCTACCACTTCAGAG 

TCCTTGACCCCGTAATTTAGGTCCCCTTCAGATTTGACAGACAGAAACAA 

ACAACAAAACAGTTAAGCAAAACTAACAATGGTCACACAAATTATACAAT 

TTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAAACA 

TCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTG 

>624.1 

GGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAA 

TAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCC 

ATGATTAAGA 

>625.1 

CAGGTACAAACTGATCTTCATGAATGTGTGGTCCACTGCTTTTCTGTTTC 

TGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCTTATCTAAATTTC 

TGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTC 

ACTGAGTCTCTCACATAGAGCTCATCCCGCGT 

>626.1 

GATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGGCTCGGAGGAGCGGCTGC 

TGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGCAGATGTATTGCTGTCCT 

TGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCATCAGTATGT 

CAGTA 

>627.1 

ACTTTTTCTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGAT 

GAATCACTTAATACCGTATCTTCTAAATTTGA AATATA ATTCTGTTTGTG 

ACCTGTTTTAAATGAACCAAACCAAATCATACTTTTTCTTTGAATTTAGC 

AACCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCT 

TATGTTTCTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGT 

GGCAAAAAAAAAAAAAAAAAA 

>628.1 

GGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTCAGGGAAGTGTT 
TATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCA 
CATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGC 
CATGGCGGTACCT 

>629.1 

CGCGGTGGCGGCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGG 

CCAGTGGAGGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGT 

TCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGCCATCAGTGTC 

GACAAAAGACCATCGACACCAAGACAGTGTGTCGAACAGTGCTGTGGTGT 

GCGAGGACAGTTCTGTGGACCATGCCTGCGGAACCGCTATGGGGAGGATG 

TCAGATCGGCATTGGTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGG 

ATCTGCAATTGCAGCTACTGTCGGAAGC 

>630.1 

ACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAA 
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ACGGCACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAA 

GTTAAAGCTACAGAATCCCTTTTTGCTGTAATTGCACCAGTTTTAAAGCC 

TCTGGACAGAGCAGATCG7TTAAAACTTTGTTTTTCTTAAAAGCTTACAG 

TGTTTGGCTAATTCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGG 

AC ACTG GTGG C AGGTTAAGG G ATACTGTC ACTTTAAG AAGCCTG CAG ATT 

GAAGTGTAAACATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGA 

TATTAACCAGCCGCCCTGTTATAAAATCAGGAAATCCAAACAGCGATTTA 

CACCGATTAACACCCCCTTTATATATTTTTTACAAAAATACACTGAGAAA 

ATAATCAAACGTTTTCATCTCTCTTGTC I I I I I I I G I I I I I I AAAAGTGT 

CAAAAGTCTACATTTAAATAT 

>631.1 

CATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTT 

GAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGGCCCC 

TAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACACTGG 

CTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCGTTGC 

AACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAATTGA 

G AAGTG C AGG AATAG C ATCTTTGTCTTGGG CCCTGTAG G G ACT ACACTTC 

ACCTCCACAGTTGTGACAATGTTAAAGTCATTGCTGTTTGCCATCGTTTG 

TCCATCTCTTCTACAACAGGTTGCATCTTT 

>632.1 

CGGCCGAGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGT 

AAATCTACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAG 

CTTCAAGGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCT 

GATCGTCCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTC 

AGCCAGAGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCA 

AATTACCTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCC 

TCAAAAGGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTA 

CCATAAACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>633.1 

ATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTG 

ATTCCCAGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTCTTCCC 

CTCTCCCCCGCGT 

>634.1 

TTGGAGCTCCACCGCGTGTGGCGGCCGCCCGGGCAGGTACTGAAAACCAC 

TTCCAGAGTCTAAAGCAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTC 

CCCTCATTTAGCAACCTCCATACCACAAGGTCTCTGTCTGTAGTTACTGG 

GATTATCCAGATACACTATCAATGATACAAATTCATAGGAGTATTAATGC 

ATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTC 

TITrTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACA 

TGTGTATATAAATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGT 

ATGTATCTATATATATTTATTCTMCTCAGCACTTCAGMGCCTTTTTGA 

GTTACAACAATATTTTAGTTTGCCTCATCTGTAGAGGTAAAATTTCTATA 

TTACCAAGCTCCAGAGGAATATGATATTTTACAGGCACAATTTTCTGGCT 

GTAGTCCCTGGGGCATTTATTTGCTTGCCTCCATGGGATGCTGTTAGAAC 

AATTGTTAGCCGGCAAGAGAAGAAAGGCTACCAGGACA 

>635.1 

CCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGA 

TCTCTTAGACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCA 

AGACACACACTTGCAAGTAATCTTTCTATAGAAATGGCCACAGCATTATA 

ATATTCAAAATATGGAAGATTGACAGTCTGAGGATTTCTAGGAAAAAAAA 

ATCAAAGGACTTGCCAAAAGGATAACTACATAACAGATATGACAATCTAC 

AGGACAAAAAGACAACATGTCACCAAATATTGTTCATACAACAGCGTTAA 

TGGAAAACAGTAAAACACCTTrTAGCAGTGTGCATGTTAAGTCTTTTAGT 

AAGATTATCTGTAATGAGGTTTGAAAGTAAATCACtTAGtAGACAAAGTA 

AACCACCACAGAACCAGGAAtAGCACCCATCACTGCfGCtTtGTCACTCC 

AGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTCAAAGAAGCATTTC 
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CCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATAATTAATTTCAAAA 
TMGTATCTTACAAGTGTTTCATGAAACATTGTTTTCCTAAAAGGCAAAT 
TCAACATTATGAAAATATATATTTTGCCCGGTAGTTACTGAGAAATGTC 
>636.1 

CGGTGGCGGCCGAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAA 

GTTGTCTAAAAGCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAAC 

ACTAATGAGTTGTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATAC 

GCGACATGAAGACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTC 

TATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACAT 

TTTAGTATCCAGATAGT 

>637.1 

AGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGA 

ACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGA 

GATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAGTCCTTGAGC 

TAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAAATTCTTCCC 

GAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTAGAATCCCTCAA 

TAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 

CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAAT 

CTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGCTGAGACCTT 

AATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAG 

ATGATTCTCTTCCTTCAAATCCAATAGA I I I I I CTACAGAGTAGCTGCTT 

GTCTTCTATTGATGATGTATTGAGAATT 

>638.1 

GGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAAACTAAACCTTCATTTA 

CTGTGAACATCTTCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAAC 

CACACAGCAAGACCAAGCTTATGCTGAGTTGACGGAACAATGAGTAAACA 

TAAGGATATTACTGTGACTTTGAAATTCTGAAATTGTTCTTTCTTAACTT 

TTGCATTAAAATCACATTTATTTTATAAAATAATG 

>639.1 

CGCGGTGGCGGCCGCCCCGCACAGGTCCTGGCCCTTAATCCCATCAGATT 

TGTAGATCTTAACCAGGCAGTCACCGAGGCCTCGGAAGTCCCTTTCAGCT 

CCAGCTTTACCCACATCAGCTGCTAGACGGGT 

>640.1 

CGCGGTGGCGGCCGCCCGGCAGGACGCGGGGGCTGTCTCACCGGTGAGAC 

CTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGTCCCTGGCCTT 

CCGCCACCATGGAGT 

>641.1 

ACGCGGGTCTTCAGAAACCAGGCTGCTTTCAGGAACATTGCTGTGGATTC 

CCAGCTTTCAGACAACACATGACTAAGACAGAATGAGACCACTCTAGTTG 

CCTCATGGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCCCT 

TTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGC 

CTATTCCGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCA 

AGGAAAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAAT 

GAAATAGTCCTGGTGCTCCAACAGTTTGATTTTAATGTGGATAAAGCCGT 

GCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATA 

TGAC 

>642.1 . 

CGGGGGCGGCCGGGACTTGGAGAATATTTCCACAATAGCCGATGACTTGT 

TCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACCCTCAATGATAGTGAG 

GTCCATTGCCGTCTATTAAATGGAGATGATTCCATCTTGTCTACAGACAC 

TGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCGCTGCTACCAGCCCTG [ 

TCAGAGGTCCCGGCGCTCTACCTCCCCGGGT 

>643.1 

TGAGCTCCGGCGGTGGCGGGCGAGGCACGAGAAGCTCACTGGCTGTGCTA 

AACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGGTCCATC 

CATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGTTTCTTA 
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CATTTCTTATAGAAATAACAGAATGCTTCATTTTATTCACTTCAATAGGA 

CAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCCAAAT 

TTTATGCTTAI 1 1 1 I GGTTTAGGGCTATCAATTTTCTGACATATTAACAT 

AGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAAATGTCT 

TGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGTTTCCCA 

TCTCTTCTTTGCTTCAAACCCCCATGCAAGTTTCTTCI I I I I I CGGGCAG 

GCTGTGMTATTCMCCTCCTTTTTGGCTTTTACAAAGGTGTGGCAGGCA 

ACTGCTTTGGCAA I I I I I AC 

>644.1 

CGCGGTGGCGGCCGAGGTACACCCTCTGGCCTCTCCAAGCAAGCAGTGAG 

GTGTGCATTGTTAGAGGTGCACCGGGAAGGGAGCTTGGTTTCGGACCCCA 

GGACATCCTGTCCGCAAGCAGCTGCTACTTCTTGGGCTTCTCTAGAATAT 

TGAGGAATTTCCCCCGTGTCATCTCTCTGGACTCATCCAGCCCCAGCTGA 

TAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCCATCAAATTAGCCGTGGT 

GAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTCTATCTCAG 

CCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGCTGCA 

AATTCAGCAACACCTGGTAATTGTTCTGGCCAAAGATCTGGTGAGGCACG 

GTCAAGTTTTTCAAAACTTAGCAAAGATGCTTCCAGATCTGTCCCGTCTG 

TGGGAGACGCCATCTTCCAACCCATGTCACGTCCCCGCGTACCTGCCCGG 

GCGGCCGC 

>645.1 

GAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGAGGCCTAT 

ATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCCAGCGTTA 

GCCTCACTCGTGTGCTTACTCACTTTGACTGCC I I I I I GTCTATTTCTGG 

GAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGGCCTGTCC 

ACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCTACAAGAA 

ACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGACTGCTGG 

CCCTCCTACTCTATCCTTTAGACCAGAAAC I I I 1 1 CTTCTAAGCACTTGC 

CTACCGGGAAGGTTGAGGAGTCTTGTTTTACCGT 

>646.1 

GTGGCGGCCGAGGTACCGGCCAAGCCTGGTCCCCTTCTTGTTGGGCACTG 

TGTATGGGCGGAGAAAATCCAGCTTGTTCTTGCTGATGACGCAAAGGTCA 

ATGTTGCTTCCGGAGCCCAGGTCGTTGAAGATGCCAGCTGCGATGGCTTC 

GCTCACCAGATTCTAGGCTTCCTTCTCCTCCATGTCTGGCCTAAACTTAT 

CTTCAAATACAGACCATTGCTGCCAAGGAGACCAGAACCCATGGTGACAT 

AAGGCAACTTATCAGTTTGATCCATGAGGATAGATGCTGTAGAGGTGAGG 

TCTCAGTTACATCTACTTCCCCCTAAAACTAGGGCTGCACCAATGTAACC 

TTGATACCTGAAAAGCATCTGCTTCAGCATCCGATTGGCTGTCACAACTC 

TGGGAAGACGGCCAGTGGAGAGGGAGTGGAGCTCCAGGTTGGAAGAAATG 

AGCTGGGTTGTCATGTCT 

>647.1 

TGTCAAAATATTAAAGC I I I I 1 1 I I AAATTGGGAACACTCAGGATATTGG 

GATAATTAATTAGGCAATGATTCAAAGATGTTTGGTTTTAAAATTCAAAA 

CCCTCCAAAGG 

>648.1 

CGGGGGAMCCCCCCTTTTGGGGTTTTTCCCCCACGGGGACCAAAAGGTT 

AACCCCGGGGACCCCGGGGGGGGGGGGCCCACAACCCCAAGGGTGTTAAA 

ACACGGGTTGGGGGGGGGGAAAAAAAGGGGGGCCAAAGGGGCCCCCCCCC 

CTTTTTCCCGGGGGGAGAAAAAAGGGGGCCCCCCCeCCC 

>649.1 

GGCTTTCCACCAGGCCATCTCTTTCACTTCGGGGGCACCTTTCCCAGGGA 
GATGAAGAGACACAGGTTGGCCTCTGCTGGGACTCCACATGTCTCCCCGC 
GT 

>650.1 

GAGCTCCCCGCGGf GGCGGCCGAGGTACTGAGtGGGGAAGAAGGTAAGAA 
ACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAA 
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TCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAGAAGAGGTG 

GAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATGAATCTTCA 

AGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGAT 

AAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCAC 

TGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACA 

TTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAACTCGTGAAA 

CACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCCTT 

CAGCATTGCTCTTCTTCTGTCTGTAAC 

>651.1 

TGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCA 

GCCCCCTTCCTCTTCCTGGAAAT TAAC ATTGGCTCCACCTTCCAGCAATT 

GCTGGACCAGGTCAACATCTTCGTTTTGAACAGCTTTAATCAGCAAGTGA 

TTGTCTTCCACTGCAGCCCTTCTACCGCTGGAGGACGTGGGTCCCTCCTG 

G GGGTT GTT ATGAT CCCTGCTCTCCATGACGGTAAATGCCACCTGCTACC 

ACTTTTAGCCTTTTCCTTGAGAAAATGCAAATTTATCTCCTAGCACTTAA 

TCAAAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAG 

TATGAAGAAGGAACAATGTTCTGAGTCTTCTGACATTCCACCTGCTCAAC 

TCAG ACGTCTCAATTATTCCTTTGG CAG CCGC AAAG CCTG G AAG ACTGCT 

TGCAGCCCGAGCAGTTTCCTCCTGCTGCCTCCGCGTACCAGTGAGGAAGG 

AAAGAGCATTCTCCTTTAGGGCAGCAATCAC 

>652.1 

ACGCGGGGAGGGCCAGGTGTCAGGGCTCCTGGAGCTGCAGGCGGCGGGAG 

GGGCTACAAATGCTTGACTCAGTGATGCAGAACCTTTCAGAGTTAGCTGG 

AAG CCAC AGCCCTGCCTCTTG ATG CAG CCTG G ATCCAGCCGGTGTGAAGA 

GGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCTTTG 

CAAAACTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTG 

CCAGGTGTA 1 1 1 I IGT 

>653.1 

ACCTGTGAACTGAGGAATTATAGATAAACCTTAGGTCAAATCATTTCGCA 

ATTGCATT GGTGG TATTGAAAAATGATGAGATTTCTCTGACAGAGAGCTT 

TGTCCTAGTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTC 

TGCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAG 

MTCAGATACAATTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACT 

GAAAAAATGCATCTACTGTTTATAGCTCCCAAGGAGACCCCAAA 

>654.1 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATC 

CCATAAAGCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATG 

TGAATTCATCTGTTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTA 

T GTGAC TTCCCT CCCCC TGCCAGAATACTCCTTGGTCAATTGTAGGTATT 

CTTTTTGGTTTAATTTTTGCCAATGTMTTAAAAAATGGTATGTCATTTT 

TAAMTTTGTATTTCTTTCATTACAAATAAGATTGTTATGTCAGTATTGT 

TATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTG I 1 1 1 1 

ACCTGTTTTCGTTTTAGCAAGTAGT 

>655.1 , 

GTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCAtGGACTGGAAAGAAGTT 

CTTCGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAG 

TGAACAAGAATTAAAAGATGAAGAAATGGATTTATTTACAAAATATTACT 

CCGAATGGAAAGGAGGTAG AAAAAACACAAATG AATTCTATAAGACCATT '' 

CCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAGAA 

ATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGCAGAGAAC 

TGTTAGATMTGAAGMTTACAGMCTTATGGTTTTTGCTGGACAAACAC 

CAGACACCACCTATGATTGGAGAGGAAGCGATGATCAATTACGAAAACTT 

TTTG . 

>656.1 

TGGCGGCCGCCCGGGCTGGTACGCCACAAGGCATTTAATGCCCACAGTAA 
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CAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTG 

CTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTT 

TTAACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAA 

GACATGAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACGAG 

CTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAGATTTGGAT 

GAATGAACGCTAAGATGGCCAGACGCACCTCTTGGATCGTAACTCTGCAG 

GCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACCTG 

TTGTCATTTGACGTTTGCAGGCAGGCATCAACATTTACATTGAGATTCAA 

TAGACGCTACTACTACAAAGGAGCTTTATTGTTGCAGCTTAAAATGGTTG 

CTGCGGGAACACTGAAGGGTGAAACTGACTTTTT 

>657.1 

CTCCCCGGGTGGCGGCGGGTACATTCCAATGAAGAATTTCTTCATTCTGA 

TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAG 

>658.1 

TTGTTATACACTTTCACAMAGATTTTATCTTTGATCTCTTGGCGATCTT 

CTTCTTGCCCATGGCAGCTGTCACTTTGCGGGGGTAGCGGTCAATTCCAG 

CCACCA 

>658.2 

CTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGC 
>658.3 

CGATAACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGC 

I I I I I I 

>659.1 

GGTGGCGGCCGCCCGGGCTGGTGCGCCACAAGGCATTTAATGCCCACAGT 

AACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTG 

TGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAAT 

TTTTAACACTCTTATCCACAACAAACAC I I I I I CGTGTCCTGCTGTGTAA 

AAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCATCCTTTTACG 

AGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGAGTGAGGAGATTTGG 

TTGAATGAACGCTAAGATGGCCAGACGCACCTGTTCGATCTCAACTCTGC 

AGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGATCTGTAAACC 

TGTTGTCATTTGACGTTTTCAGGCAGGCATGAACATTTACATTGTAATTC 

AATAGACGCTACTACTACAAAGGAGCTTTATTGTTCCAGCTTAATATGGT 

TGCTGCGGCAACAC 

>660.1 

GTGGCGGCCGCCCGGGCAGGTACTATGACCTGAAGAGGCAGAGGCCATCA 

CTGTTGGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTG 

TGGTGACGAGCAGGGCTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACT 

ATGGGAGACATGGAGGGTGTGTGAGCAACAGGTGAGACTGGAGCCAGCTG 

AAAACTGGGAGACCGACCCAGCCAACAAACAATGTCGGTCTCTGTCTTGG 

CACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGGGACTC 

CAGGATACCAGGCATCTGGGTAAGCTACAATGCTTAACCACTTAACACAA 

TCAGGAAGCAACAGCCATGCATTCGGGAAAGGAACTTCAGTGTTGTGTGG 

CTCAGTCTCCAGACCTAACTTTCCTTTTGGTACCTC 

>661.1 

GCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGACI I I 1 1 ICTCACCA 

TGAATGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAG 

CAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGG 

>662.1 

TTTTTMTTTATTTAGGGGGAAGGAGGGGfGTCTTTGGATATACCACAGC 

GAGGGCTTTTGGGGGGTATCCTGGGGCATGGGGGTCAGGGGTTGGGGTCT 

TGGGGAGGGTTTTAGGGGCCCGGGTC 

>663.1 

ACCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCA 

GCGCCTGCTCCAGAGAACTGCACATCATGGATCTGTGGCAGACCAGGTGG 

CAGAGACAGACCCAGGAAGGAGAGCAAGGCCCCCGCGT 
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>664.1 

GCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCTTACTGGC 

TTCAAGAGCCGAATTCCCTTCCAAGCACCCACCAGGGGGACCCCAATTAA 

GGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACCTTAAAATGCCTG 

GGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAATGTTT 

GCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGATATCT 

TGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTG 

AGTCCCCATTTTTCTCTTGGAGAACCCAGATAGATAGTC 

>665.1 

GAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCC 

TGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGATCATCACCTC 

CATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTG 

CAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCA 

AACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGA 

AGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGT 

>666.1 

GTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTATACACTTCTC 

AGCCTCAGCACCTAACCCTCACACAACACTCCAGTATTGGATGCAGTCAA 

TCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGCACGATGTTGGAA 

ATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTCAAAGATGTCAGT 

CI I I I I CTTTGCAAGGATAACACA 

>667.1 

GCGGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTC 
CAGGTTTGGAGCGGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGC 
TTCCCAGTGCCCAACTTATCTGAGGCCTGGGGCTGAAGCCAGCGCTGACG 
GA 

>668.1 

GTGGCGGCCGCCC GGGC AGGTAC I 1 1 1 1 I 1 1 1 I I 1 1 I I I I I I CTGGTCGA 

AAATTTTTGTTGGAATTTTAAAGAAAA 

>668.2 

G AAAGG CAAAGTAG CACTCAG ATGGCC TTTTT TTGTAAAGTG AAGTCAAC 

CTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

GTGTTAACAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAG 

CTAAATAACCAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAA 

ATATACAACAGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAA 

AACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATA 

CAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGT 

TCTGCTTTGAATAGTAAGGCTTGGGAATAGCTGAAT 

>669.1 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATCTGTGTGTTACAGCGGC 

AGACTGAAGGACGGGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCAT 

CTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGAAGCAACTGAC 

GACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACC 

A7TCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGG 

CAGAACCCAAGGAATAAATTTCTCCATATCGTTTCCTAGTTACCCTAATC 

TCTGCACAAATTTGTGTGTTACAGAAGCAGATCCAGAGCTTGAATAAAAT 

GTGTTCAAACCTTCTGGAGAAAATCAGCA 

>670.1 

TGGCGGCCGCCCGGGCAGGAGATTC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 AAACTTTTAGG 

GTCTTGGCCTATTGCATACTAAAGGGCAAAAGGCTTAGAGATATCAAAGG 

GGCTMTTTTTTATTGACAGACCATGGCGATGTAAAATTAGCTGACTTTG 

GTGTGGCTGCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATT 

GGCACCCCTTACTGGATGGCCCCAGAAGTTGCAGCAGTAGAGAAGAATGG 

tGGCTACAACCAACTCTGTGATATCtGGGCAGTAGGAATAACAGCAATTG 

AACTTGGAGAACTTCAGCCACCTATGTTTGGATCTCCACCCAATGAGGGC 
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TCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCCAAAACTAAAGGACA 

AAACAAAATGGGTCATCAACATTCCATAATTTTTGTCAAAATAAGCACTA 

ATCAAAAAAAAAAAAAAA 

>671.1 

GAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCATGCTCCGTG 

ATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC 

TCCGGGTAAATGAGTGCGA 

>672.1 

TCGAGCTCACCGCGGTGGCGGCCGAGGTACTCTTCTGCACTGTTCTTTCT 

TTCTAATAAAACTTTC I I I I I CGAACCTATACTGTCTTCTGTAAATTCTT 

CTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCT 

GACACCTCACCTGGCATAATATAAAGTG I I I I I I I I 1 I ATACCCTTCCAC 

TTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGA 

GAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTT 

GAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAATTTCTGT 

CAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGAC 

ATG CTTATTTTATTTAACTCCCCC 

>673.1 

GGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATCATGGCCTCAGT 
TCCGAAAACCAACAAAATACGAACCGCGGTCCTATTCCATTATTCCTAGC 
TGCG GTATCCAG GCG G CTCGGGCCTGCTTTG AACACTCT AATTTTTTC AA 
AGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACCT 
>674.1 

GGGGCGGCGAGACTGAGCCACACAGTGTCCGGATGGAAGTCTGCATCTGA 
GGTTGCTCAGTGTCCCGGTCATTCATTTACACATTTTAACTTGCATTAAA 
GAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAAT 
>674.2 

CTAAAATTACATGGAGTTAGTGTCTATTC I I I I I CCCCTTTTGCAGCAAC 

TTACACAGCATTTTTAACACC I I I I I I I I CTAG I I I I I I I GTTCGGTTTT 

GTTTTCCATCAGGAATTTGAGTTCTCTCTAACCCAGCTTACTGTGGGACA 

TAGGAAAACTCAGTAGAAATACCTTTGGTGATCTTGTTGAGTTTAAGTCT 

GATCTTGATCTTAAACTCAGTAAGCCACTATCTGCAATTTTGT 

>675.1 

AGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGTAGTGGCTTCGTCT 

TCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAG 

>676.1 

AGCTCACCGCGGTGGCGGCCGCGAGAGCACAGATGACCACGCCATCGTCC 

AGTATGAGTGGGCACTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTA 

ACGCATGTTGTCACTGCTGGCAGCTAGGTCTGCTGGGGCACACCGAGCCT 

GTGAGGGAGGGAGGCCAGCATGCGGTGCT 

>677.1 

TGAGCTCACCGGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGGATTCTGT 

AGTATGTAGCGTGTTTCTTAGGTAAAGTCTC I I I I I GCTACTGAAAGGGA 

AATGGTCTCTAAACACTGGTCACTGTAGCAGGTAAACACTACTCTAACGT 

GGAGAAATGAGCTTCATGCTGAGGTAGTGGTTGCCTTAAAGCTGTTTTTT 

ATGCTGTAAAAACCAAAATGGGTTTGGT 

>678.1 

CTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCAGACGTCGATGATCGAGT 

TCAAGGCTGTCTCCAGCTCGGCCAACATGATGCCCACGGACTCGCCCCAC 

CAGGTCTTGTGAAAGACAGCTGACACGAGACATCCCCGCGT 

>679.1 

CGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCG 

ATCCCCTCTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAA 

.TGGTCTGAGGGGGAAAACCAATGTGTTTAGCGTGCCfGCCCACCTGCGCC 

TGAGCACAACTATCCTGCAATCTGACCTGCCCCTCCTGCACAGGAAACCA 

CCTTCCCCTCCCAATTGATGGTTCAAACACTGCCACCGCTGACTGCCCTG 
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C ATCTGTGG GTCTGTAG AAC AG AAAGG CAG AACAACTTA I I I I I IAGGAT 

TTAACGACAACCGGTTGAAAAAAACGGTAGGGTGTCATGCTCACAGAGAA 

TAAAGATTTGTAGAAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTG 

CCGTGTCTGGAACCGTGTATCCTTACTACATCACTGAACGACACCAAGCA 

CCCCATGCACT 

>680.1 

AGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTAAGATGGGAGCTCC 

ACTCCTTGGACCACCAGCTGGTTCTGGACCGTATCCCCATGAATCTGTTT 

GAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGAT 

GTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGCACGGGCATACACC 

GACACTAGTGGGTCTCCGATCCCTCTGATCATGCATGTCAACCGGGGCAG 

GCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGG 

ATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTG 

AAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGG 

AGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACACACATGGAAAAGA 

TGCGCTCGTACCTG CCCG GGCG 

>681.1 

TGGCGGCCGAGGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGA 

AATTTTAACACTTCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGT 

GCTTCCTGCTTCACCTTCTG CTG CTTTTG GG ACTTTTTATG AG CTAGTTA 

GCTAAGGACAAGACCCTGAACCCATTTTTTCACTGGGAGAGGAAAACCAC 

CAGGCTTCTCAGCTTTGGCTTGGCAACTCTGGAGTTCCTATGGCTTCCAT 

CAGGGCTCCAGGACCCTGATAAGTGGCCTCAGGCAGGAGGAGATCGGGAG 

CGGATGGGAGAGCTAGTCAGGAAGGTGGAATAGGGACCATCCCCAAACAC 

GTTGGCGTATGATGATTTGAGGAACTGGACGTAGTTCTGCATGCTGCGGT 

TGGAGCTTTCGGACTGCTCCAGGCGATCTTTCAGGTCTTGCAACCGGCTT 

TGGTAGCGG 

>682.1 

TTGAGCTCACCGCGGTGGCGGCCGAGGTACTCTCGTTTCAGCTGGGCTCT 

TATGGCCAACCGCTCGGCTTGCGCCCGCCGGGTTTCCGGAGATATGTTGT 

ATTCGGCTGGGTCGAGGGTCTCAGGCAGAGTGCGCAGGCTCGACGGCTTA 

TACTTTGGGAACGACATCTTGGCGAACCAGGGCACAATTGCGCCTGCGCG 

ATTCTGAGGCCCTTTGTCTCCCCGCGT 

>683.1 

GCGGTGGCGGCCGCCCGGGCCGGTACGCGGGATGGCACATGCAGCGCAAG 
TAGGGTCTACAAGGACGCTACTTCCCCTATCATAGAAGAGCTTATCACCT 
TTCATGATCAC 
>683 2 

GCCCTCATAATCATTTTCCTTATCTGCTTCCTAGTCX3TGTATGCCCTTTT 

CCTAACACTCACAACAAAACTAACTAATACTAACATCTCAGACGCTCAGG 

AAATAGAAACCCGT 

>683.3 

TGGACTATCCTGGCCGGCCTTATCCTAGGCCCTAATGGGCCTCCATCCTT 
AC 

>684.1 

TGGCTCTACAATCCTCAGCATGTTAATCGAAGCCTTGTTGAGCTTCACAA 

AGGTTCCATTGAAGATTTGAC 

>684.2 

GAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCTCACTCCATTG 

ATACCTCTGATTCTGATGACAAACGCCAATTTGGGTTCTGCAGGTACGAG 

GACATTTTGCCCCGCGGCTTGTTGGGGTCTCC7TTACCCATGTTGACAGA 

TCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTGGTGCGAGCTT 

TTCCTCAQAGTCCCGCAGAGCGGCCGCTCTAGAACTAG . 

>686.1 

CTTTATrA^AAMGGCCCTAAGGGGCCTCTTATTAAAAAAGGTATAAAAA 
CCCCATAAATTCGGGGCGCCTGGGCTGGGCAGGGTTGATATCCCTTAAAG 
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GGGAGGAAGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACC 

AGGGGGCACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGG 

ATATGGGGGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCC 

GGCGACAGTTTTTTCCCAAAATTCTGGGGGAAGGGG 

>687.1 

CGGCGGGACGCGGGGCTTTACATGGCAACAAGTATGGCGGCTGCTAGTGG 

TAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGA 

ATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAA 

GAAAGGCGTAAAGAACTTAAGCGACTTCGGGGTGAGGATACATGGATGCT 

ACCTGATGTGAATGAGAGAATTGAACAGTTCTCACAGGAACACTTTGTGA 

AGAAAAAGAAGAAAAAAGACAAGCTTCTATTTAA 

>688.1 

CCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTAT 

ACGG A ACAA AG GAG AC AG G CTC ATTTATAATCTG ACG CGG CC ACCCTCCT 

GCTGCGTTCGGTTTCCATTGGCTGGGACGGGACCTCACCTTCTGTATTTG 

TCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAA 

>689.1 

AC AAACTGGGCACTGG ATAGGTAGTTCCTTTG GTG GTCAAG GTG G CTCT A 

CCTGTCCTTGAGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCA 

GGCCAATCAGGAACAATATACAGATGCTCCCACTGATCACAGAGAGAATG 

TAGTTCTTAGATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCC 

ATCTGCTGGGGCCACCTAG AATG ACACAAGGCAATGTGATTCTCTG AGAG 

AGCACTGGGCTGGTGGCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCT 

AGTTTMTTTATGTCTTTTCTTTTGGAGAGGGAGGGCAGGAGATAAGAAA 

AATCAACACAGAGCTACAACTCTTTTTCCTGGTCATAAAACTATACACAC 

GTCTACTGCACAAAAT 

>690.1 

CGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCG 

GGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTT 

TCAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAGTCC 

TTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGAA 

TCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 

>691.1 

GCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTAGAGGAAACG 

GGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTCAGAACGGCC 

AGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTCTCCTCAAACAGATCA 

CCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCAGTTACTCAG 

AGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTACTGTAA 

TTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCTACCCTGGGG 

AGAACTTGATGCTAACCCACAGGT 

>692.1 

ACACCAAATGGTGACATCCTTTCACCAATATAGATTACTTCATACCACAT 

TGTCAAGGAAAGGACTAGAAGAATTTTTTGATGACCCAAAAAACTGGGGG 

CAAGAAAAAGTAAAATCTGGAGCAGCATGGACCTGTCAGCAACTAAGGAA 

CAAAAGTAATGAAGATTTACACAAACTTTGGTATGTCTTACTGAAAGAAA 

GAAACATGCTTCTAACCCTAGAGCAGGAGGCCAAGCGGCAGAGATTGCCA 

ATGCCAAGTCCAGAGCGGTTAGATAAGGTAGTAGATTCCATGGATGCATT , 

AGATAAAGGTTGTCCAGGAAAGAGAAGATGCCCTAAG 

>693.1 

ACCTCAGGGACATTTAAGAGTTGGAGGTGCAAATATATTCCAAAAGGGTG 
CAACAGACACAGTGTATCCCCCTGCTTCTG 1 1 1 I IGTATAI 1 1 I IGCTAC 
TTGGTTTTTCTTGATCATAGCTATTTTGTGCTTGAGCTTTATTGGCTA 
>694.1 

CCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAGCTTCCTACTAGQTC 
TCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAAGACAACAGGATATT 
CTTGGGGGTTTTGTTGTTGTTTTGTTGGCA I I I I I \ CTGTGCCTGTTGGT 
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GATTCCAGCACAGACCAGAGTGCCGCGT 
>695.1 

CCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGAGCAGTTTA 

GGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGTTTGAA 

GGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAATCTAAGTGG 

CATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAA 

AAAAAAAAAAGT 

>696.1 

GTGGCGGGCGGCCGAGGTACAGCAGGGTGCCTCAGCAAGAGAGGACTGAG 

TGGATTTTCCTTAGGGATATTTATGAACCTTAAAGCAGGAGCTTAAAGGG 

AATTTGGGCCATATTAACCACTTAGGTCATGATAAATGATTACA I I I I I G 

GACATTTTGGTGTCTTAATGTCAGCAAGGGTTGCACGATAAGTTTTGACA 

TGCATGCATGGGAGACATGTAGAAATTCTAGTTACTTACAAGTTTTTGGG 

GAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAGTCTAATT 

ACTTCTAAATTCCTCACATAGGGAGTTTTG 

>697.1 

GGCGGCCGCCCGGCAGGACGCGGAGAGACAGCGTCAGGCGCTTGATTTCC 

CTGAGTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAA 

CAAGTTCTTCTCCTCTACAGAAGGATTTTGCAAACAATTCGGCAAGTTCC 

AAATGATTCTGATCGCAAATACCTGGAAGATTGGGCAAGAGAAGAATTCA 

GAAGAAACAAACGTGCCACCGAAGAGGATACAATCCGGATGATGATTACT 

C AAG GCAATATGCAGCTCATG G AGTTAGAAAAAACACTTG CTTTAGCAAA 

ATCTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTCT 

TTGCTGCATTTAGGATTAACAATG 

>698.1 

CGCGGTGGCGGCCGAGGTACACGGCCCGCTCGTAGGGATCGTGTTTGTTC 

CTGACGACCCTACGGTAATGCAGCCGGAGCTTGTTTTCCGTAGCTGGGGA 

CAATCTTCTGTCCTTGCTG 

>698.2 

AGGCATGGATTTTCAGGTTTATAACATGGCAGAGTGAATTCTGGCAACAC 

ACTGAGTGATGCTTGTCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

GGAATTATGACATCTGGACAAACCACATATGCAAAACCTACCTTTTGGTC 

CATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCCAGTTCI 1 1 I I CGGAG 

CTGTCAGTGTGTGTTTT 

>699.1 

GGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTTAGTGTTTT 

CTGATGTCTTTTCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACAT 

TCTCACGTTTCTA 

>699.2 

AGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTA AI 1 1 1 1 

GTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTA 

CGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAATGC 

ATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCCCCT 

ATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGAAG 

TTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

>700.1 

CGGCCGACTTGATGAGCGGAGAGACCTGCACCGGTGGCACCATCTTGTCC 

CTGACCTCCGCACCGGAAGCCCCCGCGTACCT 

>701.1 

ACCGCGGTGGCGGCCGAGGTACGCGGGGGAGAGAGGAAAAGAACACAGAT 
CTCGCATGGTTCAGATTTTTCTTTTTAGGTCCAGGAGTAAGATATATGAT 
ACGAAAATGAAAATTATAAT 
>7012 . . 

CTTCTTGGATTCCTGGGAGCCACAtTGTCAGCCCCACtTAtCCCACAGCG 
TCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAATAATGG 
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TCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGATTCCAC 

CTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCAGGACTC 

TCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCTCCCAAA 

TCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCA 

GGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTT 

>701.3 

AAACACAACCAGGCCCCAGTCACGGGGATGCCCTATGTATTCTCCTTCAA 

AATGCCTTAAGAGCAAGGGCCAGATGGTTTCAATACCTAT 

>701.4 

CAGGTTTACATGGGCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGC 
AACAGTTACTGCGACGTGAGATCATCAAGAACACGTAGAGAAACCCAGCT 
GT AATC ATG C ATG G AG AT ACACCT ACATTGC ATG A ATAT ATGTT AG ATTT 
GCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACAGCT 
CA 

>701.5 

AGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGA 

GCCCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCG 

GTTGTGCGTACCT 

>702.1 

AAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCAT 

CTGCCCACAGACGGGGTGGTTCTAGA 

>703.1 

GGCGGCGCCGGGCAGGTCAGACCTGAACGCCCAAACACTTCCTGCAGATG 

TTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGC 

TGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTTGGCCAAG 

GAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCTTGAG 

TTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAA 

CCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGC 

CTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGTGGAT 

TCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGT 

TGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTTGGAGGAAGTG 

AAAGAAAAG 

>704.1 

GTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTG 

GCTGTGCTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCCGTGA 

CCTTGCTCTGGAGACGATGATATCCCTTCAGCGTGAGGGAATTGATGTTG 

ATGAACCCGGAGGCATCAGTTGGCTCATAATCACCCTGCACGTTCATGCT 

CACCAGCTCCTCATTGTTCAGAGACAGTGGGGACTCCCGGCCGAGGATGT 

>705.1 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGA 

CGCCATTACCACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGC 

CCG 

>706.1 

ACGAGTAAATTTTCATTACCTTTAATTAGGCMTGTTTCTTAGATAACCA 

TAAMCTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAA 

AGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAA 

ATCTGATG 

>707.1 

ACCCATATCCMGGCTTATTGCMCTTTTAGTCTTGCCCCTGCTACTTAC 
ACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTTTAG 
G ATTCAGAATATTAACCTATAAACCTGTCATTTG ATTCTTGATTATTAAT 
GTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATA 
TTTGMTTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAATATT . . 
AGACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTG AATATCCCT 
TACCCACCCTTCTTCCCAATGAAGATCTTATGCATACCTtCACTGGAAGG 
TTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTCTCT 
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GTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCATTG 
T 

>708.1 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTA TAAA CTCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATT ATATA GTAATT 

TAG GTTCTG A AAAATAGGTTCTGTCTTTG C AT ATGT A AT ATTTTGTG AGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTAG AGTTT ATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCAT 

>709.1 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTA 

ATTTTTCAACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATACTA 

AAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAACATA 

AACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTG 

GGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACTTCC 

ATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTT 

TTA 

>710.1 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 

TCTCCAGT 

>711.1 

ACI I I I I I I I I I I 1 1 1 I I I I I I I I I I I I I I GATAGCCATATACCAAATAA 

ATGTTCTGTGACTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCTTAATTTTAGAATATCTCTGATTTCCT 

MTTTTCTGATTGACATCTTTTGGTAGATTATCGTGTTTITACTTTATGT 

TATTGACTGATCCTTTAGAATGATTrTCTTTTTGTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 

>712.1 

ACTTACAAAMTTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGA 

TTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAA 

ATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAAGTC 

ATATATCTTTGTTAAATTTCTGTATGTTC 1 1 1 1 1 1 GTATAAAGATGGAGA 

GAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 

ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCT 

ATTTG 

>713.1 

ACTGACACAAGGACTCCAGGCCACACATATCTTCTTGAAAGCCCTTTTCC 

TGTTTGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

MTGMTTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAAAGACAGAAATTTTCAGATTTGAAACTCA ACGG ACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTrGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGG 

>714.1 

acatatgcactatttagaatatgacattaatcaaccactagaattaaaat 
caggttataaatcctcaaaatcaccagagtataaatttaaatgaaaaacc 
cagaccacagaacaaaaacagaaataccaaaaaataatcacaaaatatta 
aaaacagtatataaacacagtgacagaattaggactaaacatatctgtaa 
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AACAATAAATGTAAGGGTAATCTCACCAATTATGAAAAAGACCTTCAGAT 

CATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

>715.1 

ATTGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTA 

GATGCTAATAATGTGGTTAGTTAACATGTTGACCATTTCAAAGCAAAATA 

AGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATTTAATCTG 

CAAAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCC 

TAGATTATTATTAATAATATCTCTATAAATATTATATTTATCAATAATGG 

GT 

>716.1 

TCTAAGTGAAAACCTGGATA I I I I I I I I CTCCAAAGTTATTTCTTAGTTC 
TACCTATGACATGAGGGTGATCTTTATAA I I I I I I I I I GTTTTCACTGAA 
GAAATAAAACATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGC 
AGTTGGGACTGGA I I I I I CGGGTTTGTTTTACC 
>717.1 

ACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACAGAT 

AGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTGGTG 

GCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTCCAC 

CCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACC 

ACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAAGAC 

TATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACACTC 

TAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTGAAA 

AACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAACAA 

CCATGTGAGTGACCCCGGAAAGAA I I I I ICAGTCCCAGTC 

>718.1 

GTTTCGGGTATTTGGGGCGGGATAAACATGGCGACGTCTCTGCATGAGGG 

ACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGG 

>718.2 

TCTTTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATTTTCCAACTA 
TGTATGCATCACAGCTATTC I I I I I CTGAGTTATAGCTACAGTTTTCCTA 
CTGTTGTCTTCATGCCATTTCATTTCACATGGT 

>719.1 

AACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTG 

TAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACT 

GGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCACAG 

TCATAGCTAACTACAAATTACATATACAATGCCAAAAATATTCAAAAATA 

ACAI 1 1 1 1 1 GCACCTTAATGAT 

>720.1 

ACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAA 

ATGTATTCAGTAAAAAATCTCTTTA 

>720.2 

TTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAGATAA 

CAGAATAGGAAGTTTAGGAGATAATGAGACTTCTGTTTTAGTAAAGTAAA 

TAAGCTTTMTAGTTTTTTGGTCATGTATTCAGTTTACCAGCCTTGAAGA 

TATTTGTAGGAAATTTTAAAAGTTTCTCTATTTCATCCCCCATGATAAAA 

ATTATATAGAATAAAAGCTGAATTGAACTTTCTTCACAGCACACTGAAAA 

ATATCTTCTATAGCATTAATCAGATCACA 

>721.1 

CATAATTCACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTAT 
GTTTTCTTTAACAGAAAGTTCTG I I I I I GTGATCCTTTTAAAAATAAAGC 
TTCACGGAAGGATGAGMTAGTATTTTTCMCTTTAAATTTCTCATTACC 
AGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAAGT 
TGAAGGCCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAG 
TATATTATTACCT ATC 1 1 1 1 I I I ATTGTGTGTGTGTGTGTGTGTGTTTTA 
AACTMTTGGCTGAAATATCTGCCTG7TTCCCTCTTTACATTTTTCTTGT 
TTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAAT 
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I I I I I AATG AAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGG G AC ATC 

AGATGTAATTGAGAGGCCAACAGGGTAAGTCTTCATGTC 

>722.1 

ACATGAACCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGA 

GCMACTATGTATAGGMTTCCAAAGGTMCTTTTTCCTTTCATTACTTT 

ACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATT 

G G GTG G GTTTG AATCTCTG CTCTG CC ACTTTT ATT AATC ATGTG AGTTG A 

GTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGA 

ATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGACAGT 

CATGTTAAGTCTGTAAATTGTTTCTGTAATGGGCAAGATAGCAAATATTT 

TAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACTGCCATTA 

TAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAAAAGTGTGTCTCTG 

TTCCAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGTCACATCTGGCC 

TAT 

>723.1 

ACTTACTTTGTTGCTCI I I I I CTAAGTTTTAAAGATGGATGCCAATCTCA 

GGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAAT 

TACAGTGTAAGCCACATCCCACAAGTTTTGATAGTCACAGAACTGTATCG 

TCACACTA I I I I I I AATTTCAGTAAGTTCTTCACTG ATCCCTGTGTAATT 

TAGAMTGTTTCATAATTTCCCTACATTGGAGGGGMGATAGTTTTGTTT 

>724.1 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTC 

ATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGA 

TCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAG 

AATCGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAAT 

AGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGT 

>725.1 

ACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAATTC 

ATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCAT 

TTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACTCTATGCTTGACTT 

TTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTT 

CATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAAATC 

MCTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTTTAC 

AAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTTCAC 

TTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACATTAT 

AACCCATTACACATTATTTTCAACTCAATGCAAGT 

>726.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

MGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCMTACATCATrTAMTTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAAT 

>726.2 

GCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCT 

GGCTGATTCTCATGCTACAGAAAG 

>727.1 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGA 

GTGCAG I 1 1 1 1 C TAAATCTTTTCCCCACTTTG ATATGTGGTCCATAAAAC 

TGCrrCCACACGTATMCCCACTGTGAAGTTTAAAATGATTTGATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATG 

>728.1 
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TAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTC 

AAACTAGAATCCTTGACACAACTGGTTTTATTCCCAATGCCTCTTAAAAA 

GAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGTGTGATGCACCG 

TGACTTGTTATTCAAGATGTAGT 

>729.1 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGAA 

GGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGC 

AGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGT 

AACTGCAGGCATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGC 

AGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGAGCACTAA 

AATCCTAAACATGCAACTTAAAAAAAAATTCTAAATGTGAACACCACCTT 

TCAATAATTTATA 

>730.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCG 

>731.1 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTATTCTTAATTTT 

TTCTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCA I I I I I IGACT 

ATTAAATTTGAAATTGTTGACATCAGCAGTTGACTCTTCTGTGTAGATCA 

TAA 1 1 1 II I AATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTC I I I I I I GTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

MATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTA 

>732.1 

CTCACCCTGMTTCTTTCCTGCTCMGATCCAAGAACCCTTTTTTGAGGT 

CTGGATCGGGACCCCTTTCCTGTAACACGACTGTATCCCCTTGGCAGACA 

TATGAATCTGCACCCCCGCTTGGTCTCCAATATCCAGGGATG 

>733.1 

ACAAAACTATGTGAGAACGTATACTACTTCTCGGCCACAACTACTATTTT 

TAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCATTCA 

GTTCTGTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTA 

ATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAG 

ACTACTGTAACTTGTATAAAATTAACTTGAAAAATTCACTCACTCCAATA 

AAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTACTC 

TATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAG 

TTTGCAGCATCTTGTACCTGCCCGGGC 

>734.1 

AGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGACGCCCTTTCAGG 

TACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATG 

CAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTG 

AATACACAGTG AACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCA 

TATTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAA 

CCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAA 

AATATTGTTTCAAGCTCAAAAAGCCTAAAACAACTCCACATAAAA 

>734.2 

MCAAAAATGTATCTAATTGGACATTTACCTTTTTGGAAATAAAAGGCCC 
AGTGGGAAAAAAAAAAAAAAAAAAAAAAAGT 

>735.1 
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AC 1 1 1 I I I I I I I I I I I I I I I I I I I GTCACAGACACAGGCTGGGAATTTCC 

CAAATCTTAGAAGTTCTCGTCCCCTTTCCCTTAAGAACTCTTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACTTTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCC CCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCA 

>736.1 

ACTTGTCTGCTTCAATAAAATTTGTCTTTGATTTCACTGGTGGAAGGGTG 

CTT GATC CAGCTTTTGCTTCTCCATGAGGAGGACTCTGI I I I I CAGTTTC 

CGCTTTTATTTCCTCTG AG GG G AA A AAAAAG A AG CATAC ATTATAAA ACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGA 

ACTTCTACAAAAAGTTG GAAAGA ATGCAAATTTAATAAAAATTAGATGCT 

AAMTTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 

ATGAATAGGT 

>737.1 

I I I I I I I I I I I I I I I I I I I I I GTTTTG AAA ACCCTTT ATTCG GTTTCTC A 

GTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTCATAGCAAAC 

CGATCCCAGTCCTCACCTCATTGTGTGGTAGCCCAGCAGCAGAGAAGATA 

GGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGATGGCCGAAAT 

GCCAGTCTGAATCATTTCCTCTGGGTAGATTCCACATTGAGGGTTGATTG 

GCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGTTGCCGCATT 

ATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAAAGAAAAAGC 

ACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAAAATCA 

GTTATTTTTCAAATATGAAACTTGAAATAATTGTTTCCTTTACTCTTTTG 

GAGACTCACAAAACATTGGGTAATAGAATTCAAGTT 

>738.1 

ACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGCCAC 

TA CACA TGGACAT AATC AACTGCTAAATTATGATTTGTTTTCTTCCAGTT 

ACTTTTCCAATTATTTTTACATATACAAATATTTTCTTGGTAGAAGAACA 

AAAGT GGCA CTATTCATTGTGTAG 1 1 1 1 I I I GTAACTTATATTTTACCCT 

MGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATGGCTA 

AATAATGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCA 

GCATTCTTTTATATATATCTTTCAGCACATCTGCAATGATTTCTTTGGAA 

TAMTTTCTAAAGTTCGCT GGATC GAAMGATTCAGGGATTTTTAGTGTT 

CTTTCAATTTG GCAAAGTATTTTTCAG AAACAAG CCC ATTTC AGTTCTG A 

ATAAACAAATTC I I 1 1 1 1 ATGTTGCATTTAAAATCTACC 

>739.1 

ACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCAC 

CCCTACATACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACAC 

CCAAGAAAACCAGCATTTAATGAATTTATTCAAGAGTATCATCCAACATA 

CTCAAATATCCACAGCTGTTCCGAAAGTATCCTTCAATTCTGGATCCATT 

GATGGTTCACAGGTTGTATTTGGCTGTTACATCTTTTTAGTTGTTATCCT 

TCAGAGTAAAACTGGCCTGCCCCTCTTTCTTTCTTTACAATATTGACTCC 

TTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTT 

TCCATGTGACCAGATTCGGGTCACAAATTTCTGGCAAGAACCCTTCACAG 

ATGACCATGTATTGGTTATTAGGTAACAATAGATTACTCAAGTAGAGAAC 

TGGGAAATT 

>740.1 ■ . 

ACATTGTCTGCATTTTGAGATTTTCCTATTATCTTTCTGGTGTTGATTTC 

TGTTTAATTATACTGTGATCTACAAGCA 

>741.1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 
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GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGT 

>742.1 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGATGAGACTGTTACT 

TTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAATTTTACCTCCTA 

CTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCT 

TTTCTTGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATA 

TGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAA 

GATAGAAAGCAAAAGCAAAATAATAGG 

>743.1 

ACTCCTCCTTGGCAGCATCAATCAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GTG ACCTG ATCCTG AAAGCACCTGTAG G AAATTG GCCTCCG CCAAGTG AA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAACCGTGCTACGCAGTTATGGCTTCACTACTGAAT 

GCGATCTTGC 

>744.1 

ACGCGGGTG I I I I 1 1 1 1 I GGGTAATTTTCTTGAGTTAGAAATGTAGTTAG 

AACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAGATA 

TTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGTTTA 

GACATTCAT TTCTC TTCCTTGTATAAGACTCCTTGTATAAGACTCGGTGT 

TCATTTATCTTTTTAAATTAAACCACAACAAATATATGAGTTTTTAACCA 

TTGCAATGTG CAATAAATAAATATATCTG AAGTAG C ATTAGCCTTCTAGT 

TTTAAATAATAA 

>745.1 

ACC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I CGTCAAAGTCACTATTTGGGCCCTAA 

CATAAT 

>745.2 

CCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCT 

CTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAGATAAAT 

ATCTATCAAAATTAACTTTAAGAGAAATACTCTCTTTCCTTAAAAGCCCT 

TATTTTTTAAGACACTAGAAAATAAGTTACTATAAAAAGTGGTGGTCTGG 

GGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGTTTT 

CTG 

>746.1 

AC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 AGTTAAAATG CTTT ACCTC AATG GTTG 

AGATATTTTG AATGG A I I I 1 1 CAAGGGGGGGAAATGCTTATTATAATAAT 

AAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAAC 

ATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTG 

TCGTTAAGTAAGTAAAGC 1 1 1 1 1 ATATTTAGGTAAG AACTG ATTTTATTT 

TTTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCCACA 

TTTTAGTTCAACTT 

>747.1 

ACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 

GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 

CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCCAGGCTT 

ATATATTCATTTTCAAGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTG 

TCTGATGTGTTTATGGTTAACTGCATCTGGCTTGGGTCTTTCTGTTTTCC 

1 1 IUI I IGCTGMTTAGAAGGGGTTACtCtGAAGAGTCCAGGTCTTACAG 

TGTGGTTT 
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>748.1 

ACI I II I I I I I I I I I I I I I I I M I I I I I I I I I I I I ICATTC AAGA AAGAT 

AATTTTACACTTATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTC 

TAATTAAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTA 

ACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAGCAAAAGGGGAA 

ATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTT 

TCCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGA 

>749.1 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 

CTATACTATTATAGAATCTGATAAACCTTACATTATTAAA TTGATT ATAA 

AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 

TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>750.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATT AACAG AG CCAAAATG AAATTTAAAATTATG GTTATACTATT 

ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 

>751.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATT AACAG AG CCAAAATG AAATTTAAAATTATG GTTATACTATT 

ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 

GATACCTGACCC 

>752.1 

AC I I I I I I 1 1 1 1 I I 1 1 I I I 1 1 I I I 1 1 GGGAGCCATGGCAATCTTTTTACA 

CTTGATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATCTTT 

TTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATTTAC 

CCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTAC 

TTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGT 

AAGGATGGTATTGAACACGTTTACGTCTGTCCCCTTTCTCCTTTCTCCTG 

CTTCATACAAGG 

>753.1 

AC I I I I 1 1 1 I 1 1 I I 1 1 I I I 1 1 I I I I I I GGTATTATATAAAATAATAATGC 
ATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTGACA 
T A I 1 1 1 ICCCATCTTCTTATTTCAACCATTTGACTGGTTGTCCAGCCCCA 
AATTGTTGGAC 1 1 1 1 1 1 AAACAATTCACACTGACTGGCAGTCTTCACCTT 
TAAATAGTTGAGTTCCATC CCTTT AAAATCA TTTAAAA A CATG ATTTTTA 
MTTTATCTCCATTACCTTATTTtGTGTTTACI 1 1 1 1 1 ACTTTTATTTAT 
TTCCT 
>754.1 

AC 1 1 I I 1 1 1 I 1 1 1 1 I I 1 1 1 1 GGTGGGGAGCTGTATTTATTTCCCAGGGCT 

GTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATTTAT 

TCTCTCTAGAGAAGAACGTTTTCTTGCCATTCCCTGGCTGCTGGTCATTG 

CTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATTTCT 

GCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGGTC 

TTCMGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCTACC 

CCAAT 

>755.1 

ACATGTTGGAAGGG 1 1 1 1 1 AAAATGTTTTGAAACTGTGCACAGGCCAAAC 
CCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGA 
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TAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGG 

GTGTTCTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAG 

CACCTCACAGATGCTTGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCT 

CAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 

>756.1 

ACACAAAATATTAAATAGGATATTTATTTCTAAGCCAAATTTCAGAAAAC 

MTTTACMACTTTTTTTAAAGTATAAACATAGTGTATGCTTACTATAAA 

AGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTG 

CTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAAT 

ACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTGAGG 

AGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTGG 

>757.1 

ACTTCI I I I I I I I I I I I I I I I I I I I AAATGAGTAGGAAGAGATGGTATCA 

CAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTC 

TCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAAT 

ATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGAAAA 

TGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGAAAA 

CTTGTCTACAATGATG I I I I I I CAGAAATGTTGGTGTGATTAGAACAAGT 

CAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCTTGC 

TAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGAGAACC 

GTTTAGTTCAGTTTGCTTTAAAACAGTGGTTTTCTGAACCC I I 1 1 IATGT 

TCGTGATCCTATGATTAGTAACATCTTACCATTTTAGAATCACT 

>758.1 

ACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAACAT 

TTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGTTAC 

ATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTA 

CGCGGGGACTACACTGGTGTCTGAC I I I 1 1 1 CCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGC 

CTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>759.1 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATG 1 1 1 1 1 I I CTGTTTCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>760.1 

ACI 1 1 1 1 1 1 I 1 1 1 I 1 1 1 1 I I I 1 1 1 i 1 1 AAAAAAATATCCTTAATTAGGTA 
AAAATTCTCCTTTA 

>760.2 

TCAAG CG G GTAATTGG GTTATTTAATG G G G G GTTTTTTTTAAAGTTTAAG 

GGA 

>761.1 

AACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCA 

TGCTAAAACAGTAACAGCGAGCTTCCAAATTAATGTTGCC I 1 1 1 1 I 1 1 1 I 

TTTTTCCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCTG 

>762.1 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGG 

TTCTAATCTTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGT 

TATMCATMTTCCACTTTATAA7TCAATGAAGAAGAAAGTTTTGTCTGA 

TTCTGAGGTATGTAATATTTCATTATTATTACCATATTGATATTCTCTAT 

ATAAAAAMTTTACATATTGTAGTTTTCAGGTAAAAGCTGTTGTGAACAT 

TATTTrTTGTCTAGTGTAGTTAATTTAAAAAAAAAAAACAACTGA 

>763.1 

ACGCCTAAGGGAGAGCTGGGAACTCATCAAAGAGACAAAAAGATGCTTTT 
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TTGCTCTGAAGGCATCGCTGTGGTG 
>764.1 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCCCGCCC 

GGGCAGGTACCGCGGGATTCATTTGAGTGGGAATCTCAAAGCAGTTGAGT 

AGGCAAAAAAAA 

>764.2 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCACCGTGTAAACCTTCGA 

CTTTCAAAGAATTTTCCTGGAAA 

>764. 3 

TTTTAACCI I I I I I I I AAATAAAGGGGGAAGGCCAAG I I I I I I I I I CAAA 

AACTTCCCCTTAAAAAAAATGG 

>765.1 

ACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAATCCA 

CAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAA I I I I I GTTCCCTTG ATC I I I I I GTGTTTATTGCCTT 

ATTTATTGGGGCCCT 

>766.1 

ACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGTGGTTTGTTGAATCCA 

CAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAATTTTGTTCCCTTGATC 

>767.1 

ACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAACAAA 

CAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATTTGC 

TMCTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTAT 

TAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAA 

ATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAAGTT 

GTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTTGCTCAGTGATTT 

TAAAG AAATTG AGTAGTTCCTATGTG A I I » I I 1 1 I 1 1 I CTTTTCTAAACT 

>768.1 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 
TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAA 
>769.1 

ACTTAI 1 1 1 1 1 1 ACTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGT 

GATCCTCATTCAGGATTTAGAAACAAAAGTTATACTCCACATGCTAGGGA 

TTAGGAAGGCTA ATGTG AACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGAATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTA 

GAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCTA 

GATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTCTTTGTCTCATC 

CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGAT 

>770.1 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAAC 

TGGTCCTGCTGG GGAC CAACACACTCTGCAACTCTTTCTTCTGAGCCAGG 

CTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

TGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGATCACCA 

GGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTtCAAAG , 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGf AGGTTTGGGGGAAAAGCTAtATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 
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CATGTTCAC 
>771.1 

GAAAAGGAAGGCAAACAACTTGTTGACATTTGGGAAATTGGGATATCCTT 

TGGGGAAATGTAGTAATCAGTATATTCTGGGAAAAACATTATAGAAGAAT 

GAATAAATAAAATTCCATTGAATTTGGAATATGTTGTCCATTCTTCCCTG 

TAACTAATGCTATCAAGATAAAGTTAGAAATACCACATTTCAGAAACAGC 

TGGAAGTAGACAGGGTCTTCATAGGGCTAGCTTGGGAAACCTAAATAGCT 

ATTAAATAAATGAA 

>772.1 

ACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTTCTT 

GTTCCTTTG CCTAC AAG AACAT 

>773.1 

ACTATCATCCCCCAAGGCCTTTTACAGTCTGAAATATCAAAATTGAAAGC 

AAAAATAGGATGACCAAAGGAACTACTATTTTACCTTCTTTTC 

>774.1 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 

ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGTCAGA 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

TTGTGTAATGTATGACAACAAGACAAAAAAGCA 

>775.1 

AC I I I I I I I I I I I I I I I I I I I IGAGAGGGGTCATCCTCCAATCATTAACT 

ACTTCTAAT CTTCA CTGCTACACAGAAGTTTCCAATATTTTAGCAACAGA 

TGGCTTTGCTTTTACCTTATAGATGAGGCCAAAGCACCAGGTAGGTGGAA 

GGTTCTTGTATCGGTTCGAACCCCGACAGCGCGCCAACAGACAACACGAG 

GCAGTGGGGAGCAACACGCTGTTTTAACGAGCGCCTGGGTGCAGGCGTGC 

TTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGG 

>776.1 

AGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 

ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATT 

TAAGAAGGAATAAAAAAGGCTTGCTGACTACTTGGATGTGGGTGATGCTA 

TCCTTTGACACAAAGGATTTAA 

>777.1 

ACTGCAAGCCAAATGCAATGAACAAACCAAGGTTATTGATAATTTTACAT 

CACAGCTCAAGGCTACTGAAGAAAAGCTCTTGGATCTTGATGCACTTCGG 

AAAGCCAGTTTCCGAAGGTAAATCGGAAATGAAAGAAACTTTAGACAGCC 

AGCTTGAGGCAGCTTGAGAAACAGAATTAAACA 

>778.1 

AAAAACTCCTTATTAAGGAAATTTTTTAACATACCAAAAAATAGTAAGAA 

TAGTATCATGAGTTCCTGTGTGTATTCCCGCCTAACTTCAATAATTATCA 

ATAGTCCACCATTCTTATTTTACTTATACTTCCCCTCCCCAACACCTTAC 

TCTTTTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAACATATCAT 

TCACCTTTAAATACTTCAATGTATATCTCTAACAGATAAAGACT 

>779.1 

ACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTTGAAAGAA 

CAATGACTCTGGCACAGCCACTGCTTTTCACCCAGGAAAGCAGI 1 1 1 ICA 

CAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAAGAA 

AATCTAAAAGTTAGTCTTAGAGCATACAAACATTCTATATACTATTTCAT 

CMCTTTATGTGATAATGATATATAATTTATATATACTGAAATTATTTTC 

AGATCCACTTACTGTGCTTAAACCGAAAGTGAATGATAAAGAGCAATGAA 

TTATCTAATGTATCTTTATAATTAAGAAATCA 

>780.1 

ACAGACAGTGTGATGGATGATGCTGCTGGTTGTAAATTTCATCGTGTGTG 
TCTAA I 1 1 1 1 1 U CC TGTTGAATGGGTAAAAACAAAACAAAAC I I I 1 1 1 1 . 
AGAAGATGMTTTTGCTGTCATGTTTTTGTGGAAATGAGGGATCCGTTGA 
GCTTCACTATCCACCTTGGAAGTFTGAGTTTG AAGCCATG AAA 
>781.1 
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ACI I I I I I I I I I I I I I I I I I I I I I I GGCGGATGAGTCTTTTAATAGAAAA 

ACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCCTGACAGCGC 

TGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTA 

TCAAATTGGACCCTCAACTATGCA 1 1 I 1 1 CTGTGTGCAAGTTATATCTCA 

ATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCTAAA 

CTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCCCAA 

GAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGATCAT 

ATCCCA 

>782.1 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 
CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 
CTATGCACTTATCMGATTTTACTTACTTTAATTTACTGGAAATTGATTT 
TTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCTGGGI I N I I IGT 
TGTTTTATTCTTG I I I I I I I I AAGTAGTTCAAATTCTG AAACTGTG ATTT 
AAAMTTTTTTACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 
TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACA 
>783.1 

ACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGGTGT 

TGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCAATC 

AGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGT 

ATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCT 

CTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATTAGA 

TGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAACTC 

AAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCATG 

>784.1 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGT 

>785.1 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCT 

GGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCA 

ATTTCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGTGCT 

TGTTTTTAAGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTAT 

TATTGGTCTTAAAAGATAAGCTTAGATGTGTTA CI I 1 1 1 1 GGAGTTTTAG 

TTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAG 

CAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 

>786.1 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTA 

ATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAG 

TTTTCCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTAT 

TGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTATATCTGCTTCTG 

CAGTTMTTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTG 

TCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTG 

>787.1 

ACGCGGGATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATT 
TTAAGCCATCTCAGATTCTGTCTAAAGGGG I I 1 1 1 1 GGGAAGACGTTTTC 
TTTATCGCCCCTGAGAAGATCTACCCCAGGGAGAA 
>788.1 

ACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGC 
GATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGGCCG 
AGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGC 
>789.1 . 

ACTtrAATncmATMTTTGTTCAGCtATTTAAAAAGATAAf CCACAA 1 
TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 
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AAAC ATG G CTC ATATATCTACAG AAGTC ACAA AAATACTATAGGG CAC AT 

ATACCCAGGCCTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAACACTGMGACGGGMTTTTTTAGGGCCAT 

>789.2 

TCAAGACCATGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTA 
AA 

>790.1 

ACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGGAC 

AGTGGTGATAAGAGATGGTAGGGMTGAAGTAAGTGTTTTTTATGTTCCG 

TGTGTTATAACACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGC 

GTCTTAACTGGATTCAGTTTCTCACTACATAAAATACAGAAAAGTCAAGG 

TGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTT 

ACCGGCTTTCTGTCACGTGGATTTCCGCCTGTTTCCTCATTGCCTCATGG 

AAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAAC 

TGAAGCCTACAATCTGAGGTGGGGGGTAATCTCG 

>791.1 

ACTMTTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCT 

TTCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCCCCT 

GCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGT 

GGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATGTTA 

GGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAA 

AAMTATTMCAGCTTTATATCATCAAAGTTTTAACAGT 

>792 ! 1 

ACI I I 1 1 1 1 I I I I I I 1 1 I I I 1 1 I 1 1 I I I I I 1 1 GAAGCTGAAGGCCACAGT 

AGCTAGCTAAAGGCCACACCACTGAACACTAAAACTTAACCTTTACTGGC 

TACTTTGTAGATAACATTCACAGCTCACCATGAATGCAGCTGCAGTCAAC 

TAACAGATATGAAGTTACCACTGTATTACATGGTTATATTAGGGACTGCT 

TCTACCTACTGGAGGCTGGGGAGGAATGTAACAGCACAAGCCATAATGAA 

GTTTATATACAGGCTTAATATAAAAGAAAACCCTAGAATGAACTCAACAC 

AATTATG 

>793.1 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 

GTGCACTGAACACCAGCTGCTCTCTTCCTCTCTGGCTCCCATGGCAGCCA 

TGGT CTGT TGCAGAGAGAAGAGGATTGCCTGTTCCCTCTTTAAGGGAACC 

TCCGTTTTGCTTTCTGGAACCACTCTCTTAATG 

>794.1 

A CGAA CTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 

AT TTTAC TTTCAATTTTATTTTAATTTGAAAGAG C ATATG ACATCTG G AA 

TATTTTTAACATATAGCCATA CTGTT TATTTAAATTTGTAATAATAGAAA 

TAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCATATTAAAGTTTAA 

CTGGATTTTATTTT AGGA CTAAAATATTTAGGACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

C AAAAAAG CG AAC AAC AG AG G CTTC ATCTTTTG AAAACTTC ATTG G CTAA 

MGTGTCTTCTGTMTACTGATAGTGAAGAAACTGTTTTTACATCCGAGA 

TGTGTTTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTTAG 

GACATGCTAGAAGAGGAGCTTCTTAATG 

>795.1 

ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCTCTCCCAAGCT CTAA ATTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAMCTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGT 

TTTG AAGG AATAAAATG G AATT ATTT ATAAAGTTTTC ATTTGT ATTAG AG 

AG . 

>796.1 

ACACTATCTGACCTAATCCTCAACACAAACTAAGGCAGGAGACACAGGGC 
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TGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCAATC 

TGAACCTATATTA I I I I I AAGACCTCACGGCATCACTGAAAGATGAGTAT 

TATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAAC 

TGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCA 

GGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATAAAA 

ATAA 

>797.1 

ACCGAAAAATGAT7TTGTTATATATATTTACCACAATAAAAAAG TTTTA A 
ATTTATTATAG GTG ACACTGTTTGCTC ACTGTAGGTC AGGTA I I I I I IGG 
I I I I I I I I I CTCTTTATTTTA I I I I I GACCAATGGATTCACGTCACCAGG 
TGAI I I I I 
>797.2 

TTCTG C ACCTCTTATG AC AATAAATGTTAG AATATTTTC ATC ACTC AAAA 

AGAAACCAGTATCCATTAGCAAT 

>798.1 

ACAAI 1 1 I I ATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

ATTAGATATGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTAC 

ATTTTCAGAAGATATTTATCCAAAGAAA I I I I I I I I I I I AATCTAAAGGA 

MGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCI I I I I AAGTTCTTAT 

>799.1 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTATAAT 

GCACATCACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

C I I I I I AAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCCAATAATACTACTTTGCCTTCTTACTTAAAAATGTCCCGTG 

CTTMCCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>800.1 

ACTCTCTATTTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAACTTA 

CATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATT 

TGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAATTT 

TCCCAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTA 

GAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAATT 

ATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAA 

TGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATATCAC 

ACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGATGG 

ATGGTAATGCTGCAACTTG 

>801.1 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTG 

TGAGTTTTGCATTCCAACTTGCTAATTCAACATAGATCCTAATTCCTTAA 

ATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGG Hill GTCAAGCAA 

TCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAGGGTGAAGTT 

TATTTAATTTGTTTTT ATG ACATTCTTC ATCTTG G AAATGG G GTTTTC AA 

ATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGA 

TTGGGAC 

>802.1 

ACGATAGGCATGCAATTAAAGAAGACCTGCCTCAAACATTTTCTGTGTGA 

CCTGAGGCAAGTCCTTTTATAGCTATAAACTAGGGACAATATTTGCTGTC 

ATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCCTGTCGCTGTGAA 

AGAACTTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATT 

TTTATCCAATTAACTTTTCAAAATGAAGTTATTTGCTCACTGAAACTGAA 

GT 

>803:1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCT 
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TACTTTTAACCAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACAC 

AGCAAGAC 

>803.2 

AGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGA 

GTCCTCAGCAGGGGGATCATTCACAGTGAGGACAGAGACAGGTGAACCTA 

TGGGTCGTGGAACAAAAGTTATCCTACACCTGAAAGAAGACCA 

>804.1 

ACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGGCTC 

TTTCACTTGAGAGGCTATATCTTAACGATTTAGAATGGAGAGTTTGGCTC 

AAGCTCCCTGTGTGTGGTCTGTGCTTTCTATACTTTTATTCTTGGTATTC 

CAGAGTCTGGAGGCTTCTC I I I I I AAAAATTGCTAGGCTCCTGCCAAATG 

TTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAG 

ATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAA 

TTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCACCTC 

TTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATACTTT 

>804.2 

TATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAGT 

CTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTC 

>805.1 

CCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 

GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 

TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCT 

ATTCTCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATAC 

AGGTTGAGGAGATAAAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTCTGATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCT 

GTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTGTTAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTG 

>806.1 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGA 

TATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT 

CTGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTT 

CACTCCTATGTTTTACATTTAATTTTCCAAAGCAAAACATTTCAGTTGAG 

GATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAGAAACCAGAAT 

AAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCG 

ACCTGGATTACTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTT 

GAACAAACGAACCTTTAATAGCGGCTGCACCATCGGGATGTCCTGATCCA 

ACATCGAGGGTCGTAAACCCTATTGGT 

>807.1 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAACGAAAGTTTCGGCCTCTGCTG 

TCAGATCTATGAMGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGCATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTGCGCCAGCTGCA7TGCAGT 

>808.1 . 

ACTATCCCCTACCTATAAGGCATTTATAAtdTGCTGGGCATTGTGACACT 

TTTCATATATTATCTCATGAAATCCTCAC 
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>808.2 

AATAATTCTGAAGGGTAGCTGGTA I I I I I ATCTCCACTTTACAATTCTGA 

GGCTTACAGAAGTTAATTCAGTGGCCCAGGGTCACACAGTTTACAAGTGC 

CACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTCACTCTCCCACTTC 

CCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATCAGA 

T 

>808.3 

TAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAA 

TGTAACCGCAATGCACACTGCAAAACAATGCACGCTTTCTCTGTAAATTA 

AAAATGCCAACCGAGCTTGGGAAAAGCCCATCTTTTGATATG AACCA ATA 

GGGCAGTTTAGTTTTAGAAATAAAGAAAGTCCACTGTTCCTGCTTTTCTT 

TTTTACAC 

>809.1 

ACI I I I I I CTTTTCI I I I I I I I I I I I I I I GGAAGAATATTG CATACCTAT 

TAGAAAAGTCTTTTAACAATTAAAATTGAAAATGACTGACAAACTTACAC 

TATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAATCTCCTGA 

TTGATATGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCA 

MTTTTACAATGCAGAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATT 

AAACATTAAGATCGTATTTGACTAAAAATCTCTTATATACATTTCTAATA 

CTGAAGCAAATCGCCAACGTGACTGTAAATTATTTGAAA AAATCA CAAAT 

TTCAGTTAAAATTGAATAATTTTATTATAGGTCTCATAAT C I I I I ICAGC 

TTACATGGAATCAATGTGTCTTGA 1 1 1 I I ATTCTCGTTAATTTTATAAGG 

CCTTCATCTCCTTTCGGTAAATGATTGCCCTCTCATTCCATTTA ATGGT G 

GTTGTTACACTAGCMTCTGTGGAATTTTACATGTGGTTCGGGATTTTAC 

AAAAATTGGA 

>810.1 

TACTCAAGAAACAGGTTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGT 

AAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACTTAGCTGGTGG 

GGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATG 

CTAACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAA 

AAATCCTGACAAATAAAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATG 

CATCAATGCCTGATTAACA 

>810.2 

AAACCACAATCCTGCACAAAGGTCATCACAACCTTACACAAAAAATATCT 

TCACAAGGACATC 

>811.1 

ACMTCATTAAAACTATGTTGTAATACTGTTTGTCTTTGTATCCATTCTG 

GCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATACCAA 

TATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTATTT 

GTTCAATTA I MM ICATCTTCTGGCACACTAGGATCTATAACAATGACA 

ATATCTTCAAAGCCATTATTATTCAGCTTAATGAAGGAAGTATTTGACTG 

GTGCAGCAGGCACAGAACTAAGAGGAAAACAAAACCTCTGAATAACCCCA 

TTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTGGTTTGTTCCCCGCGT 

>812.1 

ACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACC 

CTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATA 

CAAATGCMGGAAAAMTCATTTCTTTGTTTCAAAGGATGCATTTCTTCC 

ATAAAG AATAATTTGTATTT ATTTTT AAG G GTTTATTTTAACTTAT AC AT 

CAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTT AAATT ACCA 

AAAGCAAATGTTAA I M M M 1 1 CCCTCTAACAGATAACAAGTTTTACTC 

CTATGCTGATTTWCTGGTGCCACTGAAGTTATTTTGGA 

>813.1 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGC 
7TCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTCTTGGGTGAAA 
TACTCCACAGTTAtTTCAGTTCTCAGTGGTGAGTCtGAATATAAGCTCTA 
TGAGAGCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGA 
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ACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATGAATGG 

ATGACTGAGTCTGTGTGGGGTAATGATAGGGCTAAGGATGGGACTCTAAA 

CTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAGAGGAGAGT 

TTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGGTAAAAAT 

TACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAA 

TCTG I I I I I I GTGATACTGCTGCTGCTGCGGTTTTTAACACATGCTTCAG 

GTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCTTG 

GGA 

>814.1 

TTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAACAGAGAA 

ACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAATGATACAT 

TATATATACCTATCAAGACAACAAACTACTAACTACCTAAACTACAAATT 

ATCATAAAAATGACTCCTGTCCTATATCAATAAAAAACTGCTATTAAAAT 

TGAGTATTATAACACA 

>815.1 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 

GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 

ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 

GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 

M ATTTT AT ATTT AATCTTCTC ATTTTT AAGTGTTG G C AATGTATTG AAG 

ACTTTGAAGCCTCTGTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 

>816.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTC 

TAACATGATTATATTCATGGTGTTACATAGGCCTCAAI I I I I I CA CAGAA 

AGATTTTTGG AACAG G ACTGTG AAGTG AGG CTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATA 

>817.1 

ACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTTTAA 
AATTTTCCTGGGTGCATAAAACTATGT 

>817.2 

GGTAACTCTTTCCCAA I I I I I AACTTTTACATTACAAGTCATTTTCAGAG 

TAAAAAGTCATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCCTGAGGA 

CC AAAAATCCC AAC AC ATTTTCAAAAG G G AG AAAATTTCTTTAAACTTC A 

TGGGAAAAGTATTTTTAACATAATAGAGAGGCTTTATGCAGTCTTTGACA 

AGATGATACTTTTGGAATAGAACAAGAAGAGGAAAATATTTCATATTATA 

ATATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATCTCTGATG 

AGAAAAAAT 

>818.1 

AGGGAACAAAATTAAA 1 1 i 1 1 CAATTCTAA 1 1 1 1 1 1 1 1 1 i 1 1 1 GGACACA 

TGTATTCCTTTTAGTGGAAACAAAGGAAAAAATMCTTTTTTCTCCAAAT 

AGTCGGCCTGGAAAAA 

>819.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTC 

TMCATGATTATATTCATGGTGTrACATAGGCCTCAATTTTTTCA CAGAA 

AGATTTTTGGAACAGGACTGTGAAGTGAGGCTlTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 

ATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATC 

AGGTCAGAAATGCAATAACAATTAGACTAGACTGTtGCCCGTGTTAGGAG . 

AATGTGTGGTCATCCTAGTTACTAATTACTCTCACTGAAGATGGAGATGT 

TGTCCAGTTTMCATAGTCTTAAGTTTTCTTAAACCCAAATAATTTATGA 
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GTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCGG 

GC 

>820.1 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTC 

ACTTGTTTTCTCTTAATTCTCCAAG AAGT AATC AG GTG AAT AAAG AATCA 

TCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTAC 

TCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTCTA 

ATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGATAA 

AAGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTT 

AAC 

>821.1 

ACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTG 

CCACAGCGGATTTCAAAAAGACAAAGCAATGCAAGCCACGTGTTCAAAAT 

GCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTA 

GTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGC 

CTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCATCTTCTGATATTT 

CAGGAGAAAGTAAAAATCTAGATTTTTATCTAAAATCTTmAATTTTTA 

AACAGTCACCTGATTTT 

>822.1 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTC 

CCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTC 

CCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCT 

TCTTTATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCT 

TTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGCACCCCT 

TAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTG 

TGTCATTTG 

>823.1 

ACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTTGAGAAAGGGGACTT 

GAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCCTACG 

TTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCC 

TGGGTTCCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCC 

GCGTACATAGTAAGTGTATGATAGATGTTTGATTTGTAAATTACAAATAT 

AMTTATCACCCCCAT7TCCATTTATTTTCTTGATATATCAAAATGTGTT 

>824.1 

ACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAATCA 

ATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGG 

AGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGA 

TGACTCCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGTGTGGTGT 

GGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTT 

GCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCCA 

ACCCAGCAGACCATAG 

>825.1 

ACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATCAGT 

GGTAAACTGTGCMGCTTTCTTTTTATCATTAGGAAATGTGAAACGTTGG 

ACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGT 

TAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAG 

AGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCA 

CAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTGCTTGTCTCAT 

GTGTATGATGTG 

>826.1 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAAC 

TGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCAAC TCAGT TACCTCT 

GTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTGAC 

ATCCTAGAAGCTTCTCTATTACCACAGTAACTGGCTAACTAGATATGATC 

TTTCCCTAATTTTCATGAGCAT C I 1 1 1 I I CTGATATAAACCAGGGAGGGA 

AAATAACAAAGTTGCTTCACTCTGAAGGAGTA7TCTCCTCTAGTACCTG 



Page 110 of 111 



WO 01/42467 



593 

Table 3 



>827.1 

ACATATATGAAMGCCMCATTCTAMGTAGAGGTTCACTTAATTTTTTT 
1 1 1 1 I ICAAGAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTA 
GGGGATGTAAGGATTACAGAAACATCGTA I 1 1 1 1 I AACATATAGTATTTT 
TTGAATATGATTTGAATTAATATAGAAAAGTGCA I I I I I ICCAG I I I I I I 
TAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGA 
AGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGA 
GGCACA 
>828.1 

ACAAACAAGCTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTACCCA 

ATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGTTTG 

CTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTC 

TGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATC 

TTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGG 

AGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATC 

TCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGCAGAAATACC 

GTTTAACTGTTTCTGCTTTTA I I I I I I I CTGATTATCATCCAGTTTTATA 

TATTCATATCTGGGTGCTTTGATAATTATATATACATACI I I I I IGATAT 

TATTTACTTATTCTTTAC 

>829.1 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCC 
AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGGGGCACTGAA 
TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAA 
ATACTTTCAGAATGTA I I I I I ACTACTGCAAG 1 1 1 1 I GGTCTTTAAAATG 
TCAAGTAGCATCTCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCA 
G 1 1 I I I I I I I 1 1 I I I I I AATTTCCATATGGGCTAAAGAATCCAAATATTT 
TAA AAATC TGGCTCTCTTTTCTTCTCTCA TAAAGT GAATTATTCCTCTTT 
TTTGTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAATCATTGTA 
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>1 

NNNNNNNNCCACGTCCTGCGTTTAAGCAATTCTCCGCCTCAGCCTCCCGAGTAGCT 
GGGATTACAGGCGCCCACCACCATGCCCGGCTAAI I I I I I I I I I GTATTTTTAGTAGAGATGG 
GGTTTCACCATCTTGGCCAAGCTGATCTTGAACTCCTGACCTCATGATCCGCCCACCTCGGC 
CTCCCAAAGTGCTGGGATTACAGGCATAAGCCACTGCGCCCCGCCTCTAATAATAAATATTT 
AATGAGCTCTTCCATTAAAAAACAGTGATAAGATTTATGAGGTTTACAAGAAAGAGTAAGGCA 
TGGTAGATGATGTGAATGAGCATATACCCTAATTCCTTGAGAAAACAAAATAGAAATACACtA 
AAAGGAACATCACAAGAAGATGCTATTAGTTGTAAATGATTAAATATTTTGTGACATACAGtAT 
TTTATTCATTCATATTTATATCTTCTCACATTTCACAAAAGCCATTTAGTGGTTAGGTAAAGAG 
TATAAATAGTAAAAGCTCAGAGAGGTTGAAGAGATCATTATGGCTGGGGAAAATTCATAAAG 
AAGGTGAGAACTTAACAGAACCTCAGAGGCTGAGTGGGATCAGATAGGCTAAGAGGGTGGC 
AGAAGACACTCCACATGAAGAAAAAACATGAACAAACAATTCAAGATGCTTTAGGACATAGG 
ATACAGGGTGATTGGGCTTGGATACTCCGATTAAAGAATGGTAGGGAAAAAACTAGAAAGAA 
ATACAGAGGCCTAATCGAAGTCTCAAATCCCAAACTAAATATTTAAATTTTCATGTATAGAAAA 
ATGGACCTCGATCTTTATTCTACCATAACATATAATTCCAAATTCTCTCAGTATGTCCAAAAAA 
AAAAAAAAAAAAAAAGTACCTCGGCCGC 
>2 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AMTACM TCTGT TGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACMTCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAMTGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTC AI I I 1 1 I CTTGTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGMTMTGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATMC ATTTA GMTA ATGA TGTCAATTTTTTACMCTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTrAAAACMTCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>3 
>4 
>5 

NNNNNNNNNNNNCGCGCCCCGTGTTGCGAAGACGACGGGTCCACAGCTGGGCGC 
GACCATAGCGGCCTCCCAGCCAGGGGGGAGCGCCfAGGAGAGGGCCTCACGTGATGGITCA 
CCACTAAGAGGAGGCACAACGCCTGTTCCCGCAGAAAGCAGGCGCCCCAAAACGCTTCAGA 
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CAGAACCATAGCCAGTAGACAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 

CCAGAGCCGGACTGCATTGACGGAGACCATCACCCCAGAGACACTAAGACCGGAGTTAAGG 

TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 

CTGCAGTACATCCCCTTCAGAGCCTACCAAGGCCACCATGCCATGAAGAGCTGCCAGACAA 

AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGCTGC 

CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCGTAAAGCCA 

GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCACTAACAGTCGAAGCTTGTTCATAACATCC 

TCAGCCTCTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 

GTAGGCAAGGACCTCCTGAAACGTTCTGCTCTGGCTCCCGCTGTCATCTACGTGCGCAGAC 

AGCTTCCGGAGCAATGCTGCTACGTGAACGCGGGACTGCATTTGGCTGCTGTGGCTCATGA 

GGGACAGAACAAGTCCAACTCCCAATATACAGCCCGTGTTGTATTCAAGACTAGTGTCAAAG 

CAGCAATTTTCCAGGGCATCCAACGACTTCATCAGAAGAAGGTTCATCTCTTGGCCAGATAT 

ATCACTGAGTTTCTCTTCACACAAGCGAGAGAGAAACATCCCTAAAGCAAGGCCCATGTGGA 

TTTGCACGGCTTGAGACTCATCAGCACTTGGTTTCCCAGGTAACCTGGCAGTCAGCATGTTC 

AGGATTTCCTCAACCTTCTCTTTGCAAGAGATAATGAAAACTGGCACAAGGAGAGACAAAGC 

CGTGGCGGCAGCAGAACGGGCAATGGCACTAGCTGTGTTTTCACCAGAATAGGACTTATAA 

TAAAACCAGGAGAGAAGTTGCCCTCTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 

ATCAAGTACCATGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 

CGTCAGAGTCTGAGGAGAGGCTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAG 

AGCTAACAGCGCATTGCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCAT 

CAGT CAGCA TGTC TCTA ACCCAGAGCCAGGCTGTGCI I II 1 1 I GTACTGCACCTCCTCAGGT 

TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTCTCCTAGTCTTCCCTGTAAAATGGCATGAT 

AAGCTCGATTCATGTATGCAAGCCAGGCCTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 

AGCTGGATCAGACN 

>6 

NCGTCCGTCACGCGTCCGCCCACGCGTCCGGCGGATGGATCGCTTGAGGTCAGGC 
TGGTCTCAAACTCCTGACCTCAAGTGATCTGCCCGCCTCGGCCTCCCAAAGTACTGGGATTA 
TAGCTGTGAGCCACTGCACCCT CCCGG AAATGCI 1 1 1 I AACGGTCACCTCCTAGGGGAGAT 
GMGAGAGTTACCGCATAATCAGTTTTAACTGTATTTGTAATGTTTGTTTCTTTACCTGGGAG 
GATATGTTGTAGATACGTGAGATAGAATACCTAAGTGACACAATGGTGTGCAGGCTATGGCT 
GCAAAGTAGAAAGTTTCTAAATAGCATGCTTGGATTTTTATTTGAATTGGATGMGTTTTTGTG 
TCCTAGAGAAATTCACAAAATGTTCCTAGTTTCAGATAAAAGGTTATGATTTAACATCTTTGCT 
TTTGTTCTTTCTTGTCT TTGAA TAGAACAGTGGGGGACGGTAAGGTCTGTTTGCAAAGTACCT 
ATGACCATCTTACATTATTTTTATGGGTGGGGGGCATTGACTGTGGAATGTGGGCAGTAACT 
TGCACAGTCAGTAACCGTTTGAGTAACTTCTTGTTGGCATCCCCATTCTGGCACTCCTCCTCT 
AGGTCTCCACCTCACACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCC 
GGGCACTGGCTGTGCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCA 
CCAGTGACCAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAA 
AGCCAACTGGCCAGTTTCATTCTGACGAGCTCTATAGTAGTCCGGTGTGGACCTCTGCCCTC 
CCTGCTCTGCGGAAGCTTCCTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGTCCTGGG 
GGTACCCAGCGTCTCAGGGTTTTGGCTGCCCACCTGTACGTCGGTCCTTTCAAACTGTGGT 
CAGAGTCAACCTCAGGTGCTGCTTTtCTCTAGTCACTGCAl 1 1 1 1 1 1 1 1 1 1 1 IAGTAGAGACC 
AAGTCTTGCTGTGTTGTCCAGCCTGGATTCAAACTCCTGAGCTCAAGGAATCCN 
>7 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACtGTGAAGGAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGG^TTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGtGGACAGCAAGT 
AGACATtTGGGATGAACAAAGAACTAATCCTATAtGtTCAAf GACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACM TCTGT TGGAACCCTATGGAAGCTTTCATTTTtACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAAC ATGTTATCTGTGTAAAATG G ACTTCTG AC AGCAAGTAT ATTATGTGTG G ATCTG ATG 

AAATGAACATTCGCCTGTGGAAAGGTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTMCAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTMTTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGGCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I I I ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTG AATAATG ATTGCAATG ATGTTTCTTCCTGTG ATTCCA 

CATAAC ATTTA GMT MTGA TGTCAATTTTTTACMCTGMTTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>8 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
•GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAA CACG TAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATT ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAAACATTTTAGlTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI II II I CTTGTTTTTATTACAGATATAC 
TTACmCTClTTGATCTATTATTGTAGACAGTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGMTAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GMT MTGA TGTCAATTTTTTACMCTGMTTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAMCMTCAGCCTGCATTTATATAACTTlTATAM 
.AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>9 
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>10 

TGGCGGCCGAACATCCATGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCA 
AAATAMATTTAGAAAAACAATTTTCTTATAAMTTTTCTGTTTGTATTTGGACTACATAAACTG 
GCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 
ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACATTCTTCACAAA 
GTAAATTACGCCCTGI I I I I I ATTCTTAAGC ACTAG GGTTAGG ATTGTG ATCTG AG CTTTACT 
AAATCGGAMAGAAAATCTCAATTATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGA 
GGTAATATTTTACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAACACTTCTTT 
TGAATGTGTTCTGATCCTTGAAAAATGTGGGGCAGGGGGAAGGGGCCTAAGAGCTGAGGAC 
TGTGGGTCAGACCCTCATGCCATGGGCATAATGAACATATCAGAGAAGACTAAGACTATGGT 
GAGAGAGAAAGAAAAGMTTGAGTTCCTTTCCTTCCGAGACAAGTCAAATGATAGATTTTGC 
CTTTACAACATAAGTCATGTGAAGATTTATTAACTCAGACATCAAAGAAGGTCTGCCATATTAT 
AGTAAGAGAATTAGTGAAACAGTAGGAAAAAGGTGATCTGGGGTTCGAAAAGCTAGGGCAA 
NNNNNN 
>11 
>12 
>13 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAMGACCTGATTTGACTGCTGTTGGTTTGGTAGTG7TCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>14 

NNNGCAGCCTGGCAGTGCAGTGGGGCACGTCCTGCTGTGCGCGTCGCAGTCGCG 
CGGAGCCCGGCTTCCGACGTGCAGCCTGGCAGTGCAGTGAGCTGTCTGGCCTTTTGTCCTT 
GATCCTTGGTTAAGGAAATGACCAACCAGTACGGTATTCTCTTCAAACAAGAGCAAGCCCAT 
GATGATGCCATTTGGTCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGG 
TCACAGGCTCCCTAGATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCT 
ACAGTGGAGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACACCCT 
GCCCATTGCTGCATCCAGCTCTCTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCA 
AACAGATAAAGTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTCCTGAT 
TCCCAGTATCTGGCCACAGGAACTCATGTCGGGAAAGTGAACATTTTTGGTGTGGAAAGTGG 
GAAAAAGGAATATTCTTTGGACACGAGAGGAAAATTCATTCTTAGTATTGCATATAGTCCTGA 
TGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTTTGATATTGCAACTG 
GAAAACTTCTGCATACCCTGGAAGGCCATGCGATGCCCATTCGCTCCTTGACCTTTTCCCCG 
GACTCCCAGCTCCTTGTCACTGCTTCAGATGATGGCTACATCAAGATCTATGATGTACAACAT 
GCCAATTTGGCTGGCACGCTGAGCGGCCATGCCTCCTGGGTGCTGAACGTTGCATTCTGTC 
CTGATGACACTCACTTGGTTTCCAGTCGTCTGACAAAAGTGTCACAGTTGGGGCGGTTGGAC 
CGGGGCTTGTGTTCACACCCCCTTTGGATACAGGCGGGGGGGTAAACAGGAGGTCAATGG 
7TGGGAAGCGAAATTGATGGGAAAAACCGTTTGAAAGGGGGGGAATCCTGGGAAAATGGAA 
TGAAATTGGGGTATAAATGTGGGGGTGTTTCAATATANN 
>15 

NAGAGAATTTGCAACACGTGGTAGTGAACTGTGAGGAGTTTGAGGGGTCTGAAGAC 
TGAAAGAGTCGAATGGTTGTTGGCAGGGTGTCCTGGTGGATGGTTTCTGTAAGTTCAGATTC 
TCATAAATCGTGTGAGCGTCGCCGACACCTCTGAGATAAAAGGGCCCCTTTCGACTAGCCTC 
TGCTGAAAGGACCTAGAAGAAtCCCTTAGGATGAAGCTGAGTCTTACCAAGGTAGTTAATGG 
CTGTCGCCTAGGAAAAATAAAAAACCTGGGCAAAACAGGGGACCACACCATGGATATTCCA 
GGCTGCCTTCTGTATACCAAGACTGGCTCCGCCCCACACCTCACCCATCACACGCTGCATA 
ATATCCACGGGGTTCCTGCCATGGCTCAGCTTACGCTGTCATCCCTAGCAGAACATCATGAA 
GTCTTGACAGAATATAAAGAAGGAGTGGAAAGTTTATAGGCATGCCAGAATCACTCTTGTAC 
TGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATGTAACAAACAAGTCTGTGT 
CTGTGTGGAGTGTTGCAGGACGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAG 
GGCCTTCAGCCAGACTGGTTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAA 
CTTCCATAAAMGGGTCAGAAAGTCTGTTGACCGATCACTTGtTTTCTTGGATAACTGTCTGC 
GGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGtGATTGAAGGTGG 
AGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGG 
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CTTCCTTCTGGATGGTTTTCAAGGAAATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGT 

CATCAGTCACTGCAGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGTCGGCC 

AGGTGAGGTGCTCGAGTGTATTGAAAGAGGAGTGGACTTATTTGAGAG I INI I CCCTTATC 

AAGTAACAGAGCGGGGATGTGCCCTGACTTTCAGTTTTGATTACCAGCCGAATCCTGAAGAG 

ACACTACTACAACAAAATGGAACACAAGAAGAAATAAAATGTATGGATCAAATAAAGAAAATT 

GAAACAACTGGTTGAACCAAGAAATAACATCATTTGAAATTAATCTGAAGGAAAAAAAGTACC 

AGGAGGACTTTAACCCGCTGGTGAGAGGATGTTCCTGTTACTGCTGTAAGAATCACACTCGG 

GCATACATCCACCATCTGCTGGTGACCAATGAGCTGCTGGCCGGAGTCCTGCTTATGATGC 

ACAACTTTGAACACTACTTTGGGTTTTTCCATTACATCCGGGAAGCACTAAAAAGTGACAAAC 

TGGCACAGTTGAAAGAGCTCATCCACAGGCAAGCATCTTGAGATCTTGCAAATACAAGTCTC 

ACTCTTC AC ACTG AG CCTGTACCN 

>16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCA 
TGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAG 
AGGGAAGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTT 
AGGGGTGGAGGTGGTTGGATATGGGGAG7TTAAAGGGGAAGGAATGTGGGGTGAACTGGG 
TGGTGAGTCAGTGGATATTGGTGACTGAAATCACCACTGCTAGGAATACAGTAGACAGAGAN 
NNNNNNNNNNNNNNNNNNNNNNNNNN 
>17 
>18 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAMGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>19 

A CI I I I I 1 1 I I I I I I U I I I IA I I 1 1 I | I I I I 1 1 | | | I I I I | | 1 1 I I CCCCCGGGAGAGGA 
ATTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACATTGATCCAGACAAACAAGTTAGAGCA 
GGCTGAAAAAGAACCCTTGGTGTTTTTACTGCTGTTCAACCAGATCAACTGGAAAAGTATAG 
ATACCTTAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGG I I 1 1 1 1 I CC 
CCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCGGGGAGGGGG 
C7TCX3TATTTGATTTAGTGGCTGATCAATGCCAGTTACCAATTATTGGTAGCCCCATTTATAC 
ATGGTGGAAAAAAAGT 
>20 

NCCGAGGCACCACAATTTTTTTMGTTCTAAGGTAGCTTTCTCAAAGAAAACCATTTC 
AGGGTGTCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAG 
AAGTAGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTC 
CTCTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACA 
GCAGCAGGCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGG I 1 1 1 1 I GGTT 
AAAAATACAACTTAGGCCAACTGCAGTGGCTCATGCCTGTAATTAATTCCAACTCTGGGAGG 
CCCGAGCGGGTGGANN 
>21 

NNNGAGCTCACCGCGGTGGCGGCCGAGGTACCAGGTGTCATTCCTGCAGCAGGAT 
TTAACAGATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAA 
GGAAAGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGT 
GGGAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAA 
AACAGTAGAATCGTACCTCGGCCGCCACCCGGGGGCGCACAACGNNNNNNN 
>22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
ACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACA 
CCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGAC 
MTTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAG 
GMGAGAGCAGTTTGGAAGCTACTACTGTTGTCCXJAGAAATATGTAATGGTGGCTTGGCCAA 

GGNN .. 

>23 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAG 
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ACGTTGATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACA 

CCAAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGAC 

AATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAG 

GAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGCCAA 

GGNN 

>24 

NNNNNNNNNNNNCGCGCCCCGTGTTGCGAAGACGACGGGTCCACAGCTGGGCGC 
GACCATAGCGGCCTCCCAGCCAGGGGGGAGCGCCTACGAGAGGGCCTCACGTGATGGTCA 
CCACTAAGAGGAGGCACAACGCCTGTTCCCGCAGAAAGCAGGCGCCCCAAAACGCTTCAGA 
CAGAACCATAGCCAGTAGACAGAGCTCTACTTGACTTGAGGATAGAGAGAAAGATGAAAAGT 
CCAGAGCCGGACTGCATTGACGGAGACCATCACCCCAGAGACACTAAGACCGGAGTTAAGG 
TTCTAATGACTTCATTAAGTCTGGCCTTGAAAATGAGAGGTCTGGATGGCTTCTGATTTTCAG 
CTGCAGTACATCCCCTTCAGAGCCTACCAAGGCCACCATGCCATGAAGAGCTGCCAGACAA 
AGCATTGTGGGAGTGCCCTCTGTTAGAACAATTCTGATCCAGGCAGGGAGTAGTTTGCTGC 
CCAAGTCTTCAGCTTTTCCATGTCCACACACAGACAATCCATGAACTATGTTTCCTAAAGCCA 
GGGCAAAACCTGAAGTCTGCTGGCTATTCTCCACTAACAGTCGAAGCTTGTTCATAACATCC 
TCAGCCTCTGTAGCCTCAATAATTCCAGCACTGAACGCTGATGTACATACACAGCTAAGTGT 
GTAGGCAAGGACCTCCTGAAACGTTCTGCTCTGGCTCCCGCTGTCATCTACGTGCGCAGAC 
AGCTTCCGGAGCAATGCTGCTACGTGAACGCGGGACTGCATTTGGCTGCTGTGGCTCATGA 
GGGACAGAACAAGTCCAACTCCCAATATACAGCCCGTGTTGTATTCAAGACTAGTGTCAAAG 
CAGCAATTTTCCAGGGCATCCAACGACTTCATCAGAAGAAGGTTCATCTCTTGGCCAGATAT 
ATCACTGAGTTTCTCTTCACACAAGCGAGAGAGAAACATCCCTAAAGCAAGGCCCATGTGGA 
TTTGCACGGCTTGAGACTCATCAGCACTTGGTTTCCCAGGTAACCTGGCAGTCAGCATGTTC 
AGGATTTCCTCAACCTTCTCTTTGCAAGAGATAATGAAAACTGGCACAAGGAGAGACAAAGC 
CGTGGCGGCAGCAGAACGGGCAATGGCACTAGCTGTGTTTTCACCAGAATAGGACTTATAA 
TAAAACCAGGAGAGAAGTTGCCCTCTGGGTTGGTAATGGCTATCCACAATGACCAAGAGTGT 
ATCAAGTACCATGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCC 
CGTCAGAGTCTGAGGAGAGGCTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAG 
AGCTAACAGCGCATTGCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCAT 
CAGTCAGCATGTCTCTAACCCAGAGCCAGGCTGTGCTTTTTTTGTACTGCACCTCCTCAGGT 
TCTTCTTTTCCATGTTTTAACTGCAACTCCAGCTCTCCTAGTCTTCCCTGTAAAATGGCATGAT 
AAGCTCGATTCATGTATGCAAGCCAGGCGTGTGGAAGAAAAATTGCACGGTGCCACTCTGAA 
AGCTGGATCAGACN 
>25 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 
TTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAGAT 
GAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCCCACAGCAG 
TGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTA 
CACTCATTTTCCTGTCTTTATTATGATAGTCTMCTTTTTCTCCTCAAAGGTATAGCTGCCTTG 
CTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGGCCTTTCCATATCTCAGCCACTAT 
GCTATGACAGATTrrATAATTAATAAGTGCATTTCAAAGTGAAAACGTTACAAACATGCTTAAC 
AGATGTTTTTATAACATGAAATATTCTACTGCGTTAAGATCAAAATGCTGACTATACTTGTTCC 
GTATACCTTCAGACCACTGTTAATGTMTATTTTGGCMGGTGAATGGTCTTTTTTGGATATAA 
AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 
GCTTGAGTCCAGGAAATCAAGACCAGCCTGGGTAACATAGTGACACCCAGTCTCCANNNN 
>26 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACGAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TGCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTT CU I I 1 1 CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
MTGGATGGGCCAGGCTAfGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCAGTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
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AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

MGTAGTGTTAMTTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AMTACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATG AACATTCGCCTGTG G AAAG CTA ATGCTTCTG AAAAATTG GGTGTGCTTACATCACG A 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTMCAATCCTGATGTATAATT ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCATTTTTTCTTGTTTTTATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTT TGAATA ATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATMC ATTTA GAAT MTGA TGTCAATTTTTTACMCTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAMCAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>27 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGMCCCTATGGAAGCTTTGATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACMTCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGMTACAGTATTTGCMCTGATTTTTTCTTGTTTlTATTACAGAT^ 
TTACTTTCTCTTTGATCTATTATtGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTMTATTACTTTGAATMTGATTGGAATGATGTTTCTTCCtGTGATTCCA 
CATAAC ATTTA GAATA ATG^ TGTCAATTlTTTACAACTGAATTTATTTCTAGTGCTTTA^ 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCtGCATTTATATAACTTTTAtA^ 
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AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>28 

. >29 
>30 
>31 
>32 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 
CTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAA 
AGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 
CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTGGTGCCCAGAACTCAGGA 
GTTTGTTTACCCTAACTTTGTTTATAAAGTCCAGAATGGGGCCGGGAATGGTGGCTCACACC 
TGCAGTCCCAGCACTTTGGGGAAGCT 
>33 

CGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATG 
GCAGTTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 
CTTTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 
AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAA 
AGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGG 
CTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGT 
GGGAAGGGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGA 
TGTGTAGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAG 
TGGAGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCC 
CAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGGCAAGTTCAGTTCTAGAGGAGC 
TGGCCTGCCCCACAGACTCACCCCTCAGTCCCAGGCTGACCTTGGTGCCCAGAACTCAGGA 
GTTTGTTTACCCTAACTTTGTTTATAAAGTCCAGAATGGGGCCGGGAATGGTGGCTCACACC 
TGCAGTCCCAGCACTTTGGGGAAGCT 
>34 

ACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTCGGT 
A GCCC AGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 
GTTTTGTCTCTTACMTTTATCTGCATCTTATCCTTCCCCCACCCCCCATCATTAAATCATTAA 
ACATTCTATCCAAATAGGATGCCCTTCTGTGGAACTGCATATTTGGAAACCATACTGCCTGTT 
TAACTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCCACAATACTTGCAGTCATATCA 
GTTACAACCGCTGG GTGTGT ATTGGTTCAAAAGGACCTACCTACAAGGTTATATCAATCCATT 
GTCCMTTTGAGAGATTTTTTCTGAATCCAGTTAAAATAATTTTTGGCTACACCTGGGGACAC 
TTCCCAGGACAACAATGACTTGTAGTCTAGTGCCCAAGAAAGCCAAAAAGGCCCGGCAACC 
TTGGTTGCCACCAGATC CCCAAC AGACAGATTCTAAGGGAGAAGAGAAGTTCATCAACTAAC 
ACTCACAG TGTGT CTGCATTTTTCCTTCATAATTATGTGAGTTTCACTTAATGGGGCTGTCAC 
TGTAGCTCATTTTMT TGCTA TAAATCAATGAGGTAAATCTTTTGCATATATATCAAATATTACC 
ATCCTGATGTTAGAGATTTTCTTTCCAAGGCAAATAGAACTTTCACCNNNNN 
>35 

NCGCCTGTGGGAGGACGTCGGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCGTGCTTTACAT 
CCTTtTGAGGTCCCACGAGMTATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGMGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTMCTC AGCG GAATTGTAT CCGtACA ATACAAGCACATGMGGCTTTGTACGAGGMfATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
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AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 

GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 

AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 

AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AA ATG AACATTCG CCTGTG G AAAG CTAATG CTTCTG AA A AATTG GGTGTGCTTAC ATC ACG A 

G AAAAAGCAG CCAAGG ATTATAACCAG AAATTG AAGGAG AAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTMCAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCMCTCATTTTTTCTTGTTTTTATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTMTATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAATAATGATGTCAATTTTTTACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>36 

GGTACATTTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTC 
CCCACTGCAATGTATGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGT 
TTGTTTCACGGGGT GAACT TCTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACA 
CTTTCTTTCAATACATTTTTATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACCAGAGTG 
AATAAACAGATAAAAAGTCCCTGACCTTCTGGAGCATACAGTCTCTGGAGAGAAAATGGATA 
GATAAGCAGACTTTTATATATGAATAT 
>37 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTA 
TAGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTGG 
CTTCGTGCGACCCG CGTCC GAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAAGA 
AGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCGAGTA 
CCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTT 
TATTTGGAATTGAGTGAGGATGAAGAAGAAAGGCTCCTTCCTGAGACACCAACTGTGAACCA 
TGTCAGGTTCAGTGAAAATGAGATTATCATTGAAGATGACTACCAAGAAAGAAAAGAGTATGA 
ACCCAAACTCAAGCAGTTTACCAAAATTTTAACAAGGAAAAGACTTTTACCCAAGCNN 
>38 

CCGAGGTAC7TMGTTTTTCTTCAGTTACAGCTACCACTGTGAAAATAATTCTCTGCT 
TATCAAGTTTACMCTTTAGAATTTCCTGTTTTAMGTTTTCTCATTTACTTATCACACAGTCAT 
CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGGAATCAACTCTGTG 
CAAA AAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACACAAAAATGAA 
TTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGGCCGGGCATGGT 
GGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATCACTTGAGACCAG 
GAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTAAAAAAAAAAAAAAAAA 
AAANNNNNNN 
>39 

GGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGCCCTG 
AGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGAACC 
AGGGCATCAMCAGATGAAACAGCCTATTGTCCATTTCAACAGGATnTTGAGGAGTGGGGA 
TGATCmCAAATTATCCACAACTTMmTTtMTATTTTGAfAGTCAATTACCTMGACACG 
GCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCAGCACTTTGGG 
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AGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTG 

AAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGGGGGCACCTGTAATCCCAG 

CTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAANN 

>40 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGC I I I I I CTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
, CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGG CAGGCC ATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAG AG AATGTATCCCCATAG G CCCGTTATG ATG GTG ATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGC C I I I I I I I ATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGGCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGAGCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AA ATTA AAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 
C TACTG GTGTTTGCGTACAGTTAATGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 
CTTTTTGGAGTATTTTGATATGAATACAGATGCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT . 
ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGGTAT 
GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTtMTCAGCCCCGTGTCACTGCA 
GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 
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ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGGTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGC TGCA GCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGMAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTITATTTGTAAACTAATAAAGGTAATCAGAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA CTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGT7TTGTACTAA 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>41 

ACACGTGCACATTGTGCAGGTTAGTTACATATGTATACATGAGCCATGCTGGTGCGC 
TGCACCATGGCACATGCATATCTATGTAACAAACTTGCATGTTCTGCACATGTATCACAGAAC 
TTAAAGTGTAATAAAAAAAGAAAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAG 
TCAAAGACAGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGAATCCC 
CGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAGGAGAGAATGGGATGACA 
TATTCAAAGTGTTAAAGGGGGGGAAAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCT 
TTCAGAAATGGAGATAAAAACATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCAC 
TCACCAGCCTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAATCATC 
ACGAAAACATGCAAAAGCATAAAACTAACTTGT 
>42 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCGTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AMTACMTCTGTTGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTGTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGGAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGAGGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCMTCCTGATGTATMTTATTTGJTACTTTTQATTTGAGAACTCTACAMTAAMGTGCT 
GGGACTAGATTAATTGCAMCATTTTAGTTATATGTGTAGAGCTTTATTGTrACTCCTT^ 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
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TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I 1 1 I ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGAGCAAACAT 

CTCTTATGTTATCTTTAATATTACTT TGAATAA TGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATMC ATTTA GMTAATGATGTCMTTTTTTACMCTGAATTTATTTCTAGTGCTTTACTTATA 

7TTGGCTTTTTGACTCTTTTAAMCAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>43 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCG CTGG ATG GTCAGCGTG ATG G AGTCAATTG CTTGG CAAAGC A 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGAGGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AMTACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAMCATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCAI 1 1 1 I ICTTGI 1 1 I I ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGAATMTGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATMCATTTAGAATAATGATGTCMTTTTTTACAACTGMTTTATTTCTAGTGCTTfACTTATA 
TTTGGCTTrTTGACTCTrTTAAMCMTCAGCCTGCATTTATATAACTTTTATAMTAATMTAT 
MTTTGGGTCMGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>44 
>45 
>46 
>47 
>48 

NAGTATTGGTTCTGCTGGCAGATGCCCTGTGCTGGGGTCTAGATGACGTGGTGGGC 
TTCATGCACAATGCCCAGGCTGGACATAAGCAGGGCCTCAGCACTGTCAGCAACAGTGGAC 
TGACTGCGGAGGACCGGCAGCTGACTGCACGGGCCCGAGCCTGGAACAACCTGGACTGGG 
CTCTCTATGTCCACTTCAACCGCAGTCTCTGGGCACGGATAGAGAAATACGGCCAGGGCCG 
GCTGCAGACAGCTGTGGCCGAGCTCCGGGCTCGCCGAGAGGCCCTAGCGAAACATTGTCT 
GGTAGGGGGTGAGGC TTCT GACCCCAAATACATCACTGATCGCCGGTTCCGCCCCTTCCAG 
TTTGGGTCAGCTMGGTTTTGGGCTATATACTTCGGAGTGGATTGAGCCCCCAAGACCAAGA 
GGAATGTGAGCGCCTAGCTACCCCTGAGCTCCAGTACAAGGACAAGCTGGATGCCAAGCAG 
TTCCCCCCTACCGTCTCACTGCCCCTCAAGACTtCMGGCCACtCTCCCCATAAACATCAGA 
CTACAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAG 
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CAAGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 
TCGCTGGGCTCCCAG CAGTGCTTCCCTGCTCCACCCTCCACTC ATTTTGTTCTTTCCCCCCA 
AC I 1 1 I I I I I n I I I IGAAACGGAGTCTTGCTCTGTGCCCCAGGCTGGAGTGCAGTGGCATGA 
TCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCGATCTCCTGCCTCAGCCTCCAGA 
NN 

>49 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCMCATTGGACCAAATACAATGMGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACGAACAACGAGAACTGCTCTTCCCCCTC 
GTGG CAGGCC ATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTCMGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCTTTTTTTATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AA ATTAA AGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCGGGTTCTGGAACCTG.GGATCTTTCTGTGCTTGCACGAGTTCTAAGAATAACAC 
CTACTG GTGTT TGCGT ACAGTTAATGAGACGCATMTTTTGTTTTCTGTGAGTTTGCTACTGG 
■CTTTTTGGAGT ATTTT GATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACMCTAATGGAGCTCAGAAGCTGTCAAGGAT 
ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
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GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATGTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTG AACCG ACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACG AC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGC TGCA GCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATGAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCGTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAG AC 

TCATCGTTAT AATTT ACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGA I I I I I I GCTTGTTTGTTTGTTTTGTACT AAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>50 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTC I I I I I I CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGMCCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCJCTGAAAMTGATCCTTAMGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTC AI 1 1 1 1 1 CTTGTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGAATMTGATTGCMTGATGTTTCTTCCTGTGATTCCA 
CATMC ATTTA GAATA ATGA TGTCMTTTTTTACAACTGMTTTATTTCTAGTGCTTTACTTATA 
mGGCTTmGACTCnTTAAAACMTCAGCCTGCAmATATMCTmATAAATAATAATAT 
MTTTGGGTCMGTTMGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
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>51 

GCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCG 
TGCCTTCCAGAACTGAACGCTAGGAGGAGCAGCGAGTGAGGACAGACGTCTATGCAGAAAC 
ATGGGGAACCTCTGGAAATGACACACTCTCGGGGCACAGGGGGCCATTCGTCCATCTTGAG 
GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGAGAA 
GGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGCAGCA 
GGCATCCGCGTGGATTTGTTGAAACTGGAC I I 1 1 1 ATTGTGCTGAAAGCTGCTTGTTGTGAT 
GATCTC ATAC TTTGTAGTTGTTCTATCTGCAGCACTGACTTCATAAGGGATTCTTCCAACCTA 
GAAATCTTTTCTCTATAGAAGGCTMCAATCTCTTCGTGTGTTTTTCTTGAAATTCTAAAATCT 
GGGAGGTTTCCCTGGAGTACTTCTTACACAGACTGTCTATGCTCATGAAGAATGCCTGGATA 
TC TGCGTC AGTATGCTTTGAAAGCAAAACTGTACGACAAGGAGCTTTACAAATCAAGCATTCA 
TTCTTTTTACCTTTGCCGAGGCAGGCGTCGCAGTACACGTGCCCGCAGTTGGTGAGGCTGC 
CGCGCGACGTCCTGTGGGGCGCCTGGAAGCAGCGATTTCAGAACACCCAGTTGACCATGC 
CAGGCGGGCGACCGCAGCGGCGAGGCCGGG 
>52 
>53 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTAGTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTGACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCGATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGAGATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCMTCCTGATGTATAATt ATTTG TTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTGAAAMTGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I 1 1 I ICTTGI 1 1 I I ATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGMTMTGATTGGAATGATGTTTCTTCCTGTGATTCCA 
CATMC ATTTA GAATA ATGA TGTCAATTTTTTACMCTGAATTTATTTCTAGTGGTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATMCTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 
>54 

NAGATGGGTTGGCTGCAGTAGTGAGAGGCTGGGGGTGCGGCTCTTTCCCTGCAGT 
CCTGCGGAGGAAGCGTGCGTCCGTGGCGGTTCCTTCTTCTCTTCCGGCGGAGAGCTTGGGA 
TGTGGTAATGCCAGCCACACTCCTCAGAGCCGTGGCCAGATCTCATCATATATTATCAAAAG 
CACATCAGTGCCGMGAATCGGTCATCTMTGTTAAMCCACTTAAGGAATTTGAAAATACAA . 
CATGCAGCACACTGACAATACGTCAAAGCTTGGAtTTGTTCCTTCCTGATAAAACAGCTAGT 
GGTTTGAATAAGTCTCAGATCCTGGAAATGAACCAAAAAAAGTCAGATACCAGCATGCTGTC 
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TCCATTAAATGCTGCTCGTTGCCAAGATGAAAAGGCACACCTTCCAACCATGAAATCCTTTG 

GTACTCACAGGAGAGTGACCCACAAACCAAATCTGTTGGGTTCTAAATGGTTTATAAAAATAT 

TAAAGAGGCATTTCTCATCTGTATCAACGGAAACATTTGTTCCAAAACAAGACTTCCCACAGG 

TGAAGAGACCACTAAAAGCATCCAGGACCAGACAGCCATCCAGGACCAACCTTCCAGTTCT 

GTCTGTGAACGAGGACCTAATGCACTGCACAGCATTTGCAACGGCAGATGAGTATCATCTG 

GGAAATCTGTCTCAAGATCTGGCCTCCCACGGATATGTTGAAGTAACAAGCTTGCCTAGAGA 

TGCAGCAAATATTTTGGTGATGGGTGTGGAAAATTCTGCAAAAGAAGGTGATCCTGGAACAA 

TATTCTTCTTCAGGGAAGGAGCTGCTGTGTTTTGGAATGTGAAAGACAAAACTATGAAGCAT 

GTGATGAAAGTTCTAGAAAAACATGAAATTCAGCCCTATGAAATCGCACTGGTACACTGGGA 

AAATGAAGAACTTAACTACATAAAAATAGAGGGACAGTCAAAACTTCACAGGGGGGAAATCA 

AGTTA AATTC AG AG CTGG ATTTAG ATG ATG CC ATTCTAG AG AAGTTTG CTTTCTCC AATG CTC 

T ATGCCTTTCTGTAAAACTGGC A ATTTG GG AAG CATC ACTG G ATAA ATTTATTG AATCTATTC A 

GTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGC 

AGAAAATCGGTGAACTCTTTGCTCTAAGGCACCGTATAAACTTGAGTTCAGACTTCCTGATTA 

CTCCTGATTTCTACTGGGACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTC 

CTTAGCATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTCAGCACTGCATGGAACTAAC 

AGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTCCGCTTGGAGTGGATGATTGTC 

ATCCTCATTACCATAGAGGTAATGTTTGAGCTGGGACGAGTAI I I I I CTGATCAAGTGATAAC 

CAAAGTGTCACTGCAAGAGATATTCAAGTTCTACAATCAAAAATTAAATGTTCGGCCCGGCG 

CGGTGCCTCATGCCTGTAATCCCAGCACTTTCGGAGGCCAAGAAGGGTGGCTTGAGATGAG 

ATCAGGAGCTCAAGACAAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACCAA 

AATTAGCCAGGTGTGTTGGCACACGCCCGTCATCTCAGCTACTCAGGAGGCTGAGGCAGGA 

GAATCTCTTGAACTTGGGAGGCGGAGGTTGCAGTGAGCTAAGATCACACCACTGCACTCCA 

GCCAGGGCAACAGTGAGACTCAGTCTCAAAAATAAACAATAAAATAAATAAATAAATGAATGT 

NNNNNNNNNNNNNNNN 

>55 

>56 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATMGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTAT CCGTACA ATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTGrTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGAGA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGI I 1 1 1 GCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCT TTGAAA AAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGAAGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAA CACG TAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTT^ 
TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTMGACTGTTTTATCCTTAATCTGCA 
TTCTTCtTTCATTGTAGAATACAGTATTTGCAACTC A 1 11 1 1 IC TTG I 1 1 1 1 A TTACAGATATAC 
TTACTTt(^CTTTGATCTATTA7TGTAGACACTATACATTCAAATTGACAm 
CTCTTATGTTATCTTTAATATTACTTTGMTMTGATTGCAATGATGTTTCTTCCTGTGATTCCA 
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GATAAC ATTTA GAATMTGATGTCMTTTTTTACAACTGMTTTATT TCTAG TGCTTTACTTATA 
TTTGGCI I I I I GACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 

>57 
>58 

NNNNNNNNNNAGGCGGCCGCCCGGGCAGGTACGCGGGCTATTGTGATTCGCAGTG 
ACCCATAGAACAGGATTTCACTAGTCCTATGACATGtGACTGGGCTTGGGAAGTTGGGGTGT 
CAGGTCCAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACAACCAAAT 
ATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCATT 
I I I I I I I ICAAAGAGTGAAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAGGAAGAT 
TAMACATATTTTTATCCATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCC 
TCTCAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGTAGAAAATGAGT 
GGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTGCMTACTTTCATCAATATTTACAA 
TATTTCAGTCCTGTTTACAGATGGGGATCACATCAGGCNN 

>59 

NNNNNCCGAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAAAGACTTTT 
CTTTGACTCCCATGGTTCTCAAAGCGTGATCCTGGTCCACCACCATCAGCATGGGGGGGAA 
CGTGTTAGCACTGCAMTTCTCATTCCTCCCTAATTTTCTGAATCAGAAATTACGGAGGTGGA 
GCCCAGCAATCTGTTTTAACCAAACTtCCACATAATTCTMTTMTTTATGCTTTGAGAACCGC 
TGATCTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGT TAATT GACT 
TGTCCAGTCATACAGATAGGTTCTGTTTTCTATTATTTATTTATTTATTTAI I I I IA TTTTA TTCA 
CTTTACCCCCCAGGATTCATAGTTTTCTTTCTAATACTCCATATTTGACTTGACI I I I I IACAA 
GTTGTAATTACAAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAGAT 
TTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCTAAGCAGTAGGGACC 
ACAGTGAATAAAGGTAGAGATAGGTAGGTTTAAAAAAAAAAAAAAGTCCTGGGGACAGCCTG 
GGTGACAGAGCGAGACTCCGTCNN N 
>60 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTGCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTCAGCGGAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTT C I 1 1 1 1 I CACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAATCTGTTGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTMCMTCCTGATGtATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTMTTGCAAACATTTTAGTTATATGTGTAGAGCTT rATTG TTACTCCTTTTAGC 
TACCCTGAAAAAT(^TCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 
TTCI ICi I ICATTGTAGAATACAGTATTTGCAACTCAI 1 1 I I I CTTGTTTtTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
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CTCTTATGTTATCTTTAATATTACTTTGMTAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATMCATTTAGAATMTGATGTCAATTTTTTACAACTGAATTTATT TCTAG TGCTTTACTTATA 

TTTGGeTTTTTG ACTCTTTTAAAACMTCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>61 

CGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCTCTGTTCT 
GCCCTTTGGAACATCTCTTCGGTGTTCCTGTGGGATCTCTCTACTGCATTCTACTTTATGTAA 
TAATCTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGATCTGGAGGCTC 
CTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAGGCTGAAGGAT 
GGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCAGAGAAATGCCA 
CAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGCTGTCACTGGAAG 
GGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCT 
GGCTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAATTGACTTTAAC 
CCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAATCTTCCAGAAGGGAATGGAGC 
CCCATTGACACCTTGATTTTAACCTTCTGAGATTCTAAGCAGGGAATCTAGATGAGACACGCT 
GTGAGATAATACATAGGTATTGTTTTAAGCTGCTAAATTTGTGGTAATTTCTTATGACAGCAAT 
TTAAAAACTGATACAAGCCATAACCCAATCCTGTAGTCTTCCTCCTTACANNNNN 
>62 
>63 
>64 
>65 

I I I I I I I I I I I I I I I I I I GGAGGAGATGGACAGTGTCAGTCTCCTGATAAGGGGGTGA 
TGGGTAGGTAATTTAAAAGCTTCTATTATAAAATGTAGTCTCTCTGACACTGCCCTGTCCACT 
GCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACGAGCGGGCATGACACTTACTCAC 
GTCATTCACCATNCTCGNNNNN 
>66 

NNNNNNNNNNCTGCCCGGGCAGGACCGCGGAAATCCCCTAACTTCCTTGCTATCTT 
CCCATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGC 
ACAGTGATGAACTGTAAACATAAATGAAGATATGGAAA AATACA TCAATTAGGACAACATGAC 
AATTTCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTTTTATAGATACTAGTATAAAATT 
CAGATCTTGACTGTTTTCTGGGGATAMGCAAGGCtTTACAATTTAGCAGTCTGTAGCTAGCT 
TGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTAAAACATGAACTC 
AGGGTTTCCAAATTCCTAACAATGAATAGT 
>67 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTACTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCACAGG 
GATTTCACAGGC 
>68 
>69 

NCTCGACGCTCTCCCTCGCTCACTCCTCAGTGTAGGAGTGATCGTCGACAGCAGGA 
CAAGCTCAGCCTGCAGCTGCCGTGGGCTTTGTGTGGACTGGACGCAGAGCTTGGGAGACG 
GGGGAGGGCTATTACTCCAATTCACTGTCAATGGAATTACAGCTATAGCGGCAGTGTATATA 
GGATTGCTTTTTCTCGTCTTCCTGGGTTCTGAAGTAACGGAAGCTACCTTGTATAAAGACCTC 
AACACTGCTGACCATGATCAGCGCAGCCTGGAGCATCTTCCTCATCGGGACTAAAATTGGG 
CTGTTCCTTCAAGTAGCACCTCTATCAGTTATGGCTAAATCCTGTCCATCTGTGTGTCGCTGC 
GATGCGGGTTTCATTTACTGTAATGATCGCT7TCTGACATCCATTCCAACAGGAATACCAGAG 
GATGCTACAACTCTCTACCTTCAGAACAACCAAATAAATAATGCTGGGATTCCTTCAGATTTG 
AAAAACTTGCTGAAAGTAGAAAGAATATACCTATACCACAACAGTTTAGATGAATTTCCTACC 
AACCTCCCAAAGTATGTAAAAGAGTTACATTTGCAAGAAAATAACATAAGGACTATCACTTAT 
GATTCACTTTCAAAAATTCCCTATCTGGAAGAATTACATTTAGATGACAACTCTGTCTCTGCA 
GTTAGCATAGAAGAGGGAGCATTCCGAGACAGCAACTATCTCCGACTGCTTTTCCTGTCCCG 
TMTCACCTTAGCACMTTCCCTGGGGTTTGCGCAGGACTATAGAAGAACTACGCTTGGATG 
ATMTCGCATATCCACTATTTCATCACCATCtCTtCAAGGTCTCACTAGTCTAAAACGGCTGG 
TTCtAGATGGAAACCTGTTGAACAATCATGGTTTAGGTGACAAAGTnTCTTCAACCTAGTTA 
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ATTTGACAGAGCTGTCCCTGGTGCGGMTTCCCTGACTGCTGCACCAGTAAACCTTCCAGG 

CACAAACCTGAGGAAGCTTTATCTTCAAGATAACCACATCAATCGGGTGCCCCCAAATGCTT 

TTTCTTATCTAAGGCAGCTCTATCGACTGGATATGTCCAATAATAACCTAAGTAATTTACCTCA 

GGGTATCTTTGATGATTTGGACAATATAACACAACTGATTCTTCGCAACAATGCCTGGTATTG 

CGGGTGCAAGATGAAATGGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTG 

CGTGGGCTCATGTGCCAAGCCCCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTCAATG 

CAGAACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACCATTCAGATAACCACTGCAATA 

CCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTCCAGTGACCAAACAGCCAGATA 

TTAAGAACCCCAAGCTCACTAAGGATCACCAAACCACAGGGAGTCCCTCAAGAAAAACAATT 

ACAATTACTGTGAAGTCTGTCACCTCTGATACCATTCATATCTCTTGGAAACTTGCTCTACCT 

ATGACTGCTTTGAGACTCAGCTGGCTTAAACTGGGCCATAGCCCGGCATTTGGATCTATAAC 

AGAAACAATTGTAACAGGGGAACGCAGTGAGTACTTGGTCACAGCCCTGGAGCCTGATTCA 

CCCTATAAAGTATGCATGGTTCCCATGGAAACCAGCAACCTCTACCTATTTGATGAAACTCCT 

GTTTGTATTGAGACTGAAACTGCACCCCTTCGAATGTACAACCCTACAACCACCCTCAATCG 

AGAGCAAGAGAAAGAACCTTACAAAAACCCCAATTTACCTTTGGCTGCCATCATTGGTGGGG 

CTGTGGCCCTGGTTACCATTGCCCTTCTTGCTTTAGTGTGTTGGTATGTTCATAGGAATGGAT 

CGCTCTTCTCAAGGAACTGTGCATATAGCAAAGGGAGGAGAAGAAAGGATGACTATGCAGA 

AGCTGGCACTAAGAAGGACAACTCTATCCTGGAAATCAGGGAAACTTCTTTTCAGATGTTAC 

CAATAAGCAATGAACCCATCTCGAAGGAGGAGTTTGTAATACACACCATATTTCCTCCTAATG 

GAATGAATCTGTACAAAAACAATCACAGTGAAAGCAGTAGTAACCGAAGCTACAGAGACAGT 

GGTAT TCCAGA CTCAGATCACTCACACTCATGATGCTGAAGGACTCACAGCAGACTTGTGTT 

TTGGGTTTTTTAAACCTAAGGGAGGTGATGGTAGGAACCCTGTTCTACTGCAAAACACTGGA 

AAMGAGACTGAAAAAAAGCAATGTAGTGTACATTTGCCATATAATTTATATTTAAGAACTTTT 

TATTAA MGTT TCA AATTTCA GGTTACTGCTGCGATTGATGTAGTGGAGATGCCTGAACACAA 

TTCTATATTTTAGTATTTTTTAGTAATTTGTACTGTATTTTCCTTGCAAATATTGGAGTTATAAA 

CCATTTACTTTGTGTTCTACTGAGTAAGATGACTTGTTGACTGTGAAAGTGAATTTTCTTGCT 

GTGTCGAACAATCAGGACTGCATTCATATGAGATCCTTGTAGTATAAGCACAGGCCATTTTTC 

A CTTT GGTATTAATAAAATGTAAAAAAAAAAAACTGGCTGAATGGCTGAATGAGATAAAATTTA 

ATTTTAAAAAAATGGTTATGAAATAATGTTCCAATTATTAAATTTGTATTATCCCAGTGGTATTC 

AATAAATCAAAATGTGTGAAGTAATGGGCAATATCAAACTTCCTGCATATCTCCATTTTTGCTC 

TAGGCAAATTAATTATCCTTAAAAAAGTTAAGCATATCTTCTGAACTGAATACATCAGCTGGC 

AT AAAA GGAGCATGAAGTCTGTTAAAGCCATTGTCAGCAAAGCTTTGAAAATAAAGGACTTCA 

CATTTTCGGTAATGTAAATGTGCTTCCAAGTTGGGGGGAAAATGTGTACTTAGGAAAACATG 

GAAACTTAGACTTGTATAG 

>70 

nnnnnnnnnnnattctcagggcagtccccgctgtgtcctctgttctccttcagtaat 
atagttcatctggattcgctccaatctagttttamctagctttggtcttctcatcttttcggt 
acaac acatttcaactattatacttctactttttttcttgtacactcagatccatggcacctca 
tttttacactggagtaaacatcaatatatgttccacaatctgttgagaagttgcctgaatgtt 
ccctaatagctacttgctgccctattctgmtattctggtttctgaatattctggttcttttct 
tttccgtatattcttctagtcgaagaaccacttggtccagtactgggaacagagctcggcat 
gccatgaaatgtgggtgggcagttgatccatctttgtaggccaccacaattaagccacattg 
aacctgaaagctgtagttggtatcatggttcatggcacccatgtatgccacaacttgcagtg 
ggttgtcaaatgtactttgaataaaaggctttggtttctctgatgtcttccaatcaatcacac 
agagcttgccctgatactcagccacacagtccagcagacctatatagtttaaggtttcatgt 
tgaacaggactttcaagagctcgcactccactgacatctttcagaatatgctggacactttca 
atgtmccagacttgaggagattttcatctctctcttttaaggtttcctggggtgaaagtatg 
ctttccaaggcttcgtggaaccgtttcccttgtaaamgacgtttgaagtgtattctttaaag 
gcatgttctcccagttccagaatcatccgctgtttccacctctccaacaagaaaacctgttgt 
tttgtcatggtctgctgaaggactcgggtcacagttggtatcacattcctttgcaaggggat 
tttcamggaactgaaggatcacttgcatttgg7ttatcacttctctctggattgaagatagg 
amccagttttgtggcactcgtctgtcctcaccttggtttggcagcttatgcttgctcacgg 
gtccacagagcaaagcatcttgctccaccgatcccggggtctgggcgacgcctctggatga 
cmgacagactgMctaaattagagtatttitcttggtccacttcttcatatgggttcactttt 
ttcttccggccacatgagtaagaggaagtagagaaagccacaagggcagctgattccacag 
aamcmgaacacctgagctgcctgcaaatggtctgaaataacttcatcttcattcagattt 
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GTTTTCACTTTAGTCTATTTGCMCGGTCGAAGGCCTTTATGTTTGTATTCCTTGGAAGCCAC 

CACACTTCGCTTAACTCTCAAGGCGCGAACAACCTCTCGCGACCCGN 

>71 

GATTGGAGCTGCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATTACTGTG 
TCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTG 
ATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCACAGG 
GATTTCACAGGC 
>72 
>73 
>74 

ACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAA 
AGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGCTTTTATTTTG 
CTCCAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCAGTGTCTGTCCCAGGTCCT 
AG A ACTG G AATAG ACC AACC AAG CCCA ACCCTTCTTAAAAGTAAG ACTAGGTG CTTCCTG AT 
TATATATTCAACTGCCTGGAAGCATGCAAGTAAMTTTCCTTGATGGCATTTCTAAGGTTCAA 
ACATATTCTTCCTAAAAATGCATTTACAAAAMTATTAAG ATTGTGTTTTTTTG GTTTG G ACTTT 
AAMAAMTT GTTTTC AAAACCATAATTGGGGCCTACCCCAAATGGATTCTCCTCCCTACAGT 
GAGGATTTCATTTTTCCAGTCCCCCACCGCCTTTTCATTTTTGATGAACTGCACATGTTGTGG 
GAGCCACTGGTGGGCCCTCAGACACGAGCAATCCTTCTGGCCACTGCCAGTGTCCTAATAA 
GGGAATGMCAAGCGCCTATTGGTGAGGGMGGGGAGTCAGGCGGTGGATGATATTTTTGC 
TGATTAAAGAGGATAAGGTGTGGTTTGGCAGGTATCTCATTGGTTTGGCTGGCTCCAGACCT 
AGGNNNNNNNNNNNNNN 
>75 

NGGCGGCCGAGGTGCGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGG 
AAGGGGCCTGTGCACTGAGCAGGCATCAAACATTAGTGGATGGCCTTGCGTCTCAATCTGC 
AGTAMGAGGMA CTAA TCTGAAAGGGMCGATAGGACTGTGTGTCTTTTTATTTTTTAAAAT 
ACGGAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGTCGGTGCTGC 
AGTCGTGACCCAGGCTGN 
>76 

cACGCGTCCGCCCacgcgTCCGGTCCTTCAgaCTGCCCGGAGAGCGCGCTCTGCCTG 
CCGCCTGCCTGCCTGCCACTGAGGGTTCCCAGCACCATGAGGGCCTGGATCTTCTTTCTCC 
TTTGCCTGGCCGGGAGGGCCTTGGCAGCCCCTCAGCAAGAAGCCCTGCCTGATGAGACAG 
AGGTGGTGGAAGAAACTGTGGCAGAGGTGACTGAGGTATCTGTGGGAGCTAATCCTGTCCA 
GGTGGAAGTAGGAGAATTTGATGATGGTGCAGAGGAAACCGAAGAGGAGGTGGTGGCGGA 
AAATCCCTGCCAGAACCACCACTGCAAACACGACAAGGATCTTGTGATCTAAATCCACTCCT 
TCCACAGTACCGGATTCTCTCTTTAACCCTCCCCTTCGTGTTTCCCCCAATGTTTAAAATGTT 
TGGATGGTTTGTTGTTCTGCCTGGAGACAAGGTGCTAACATAGATTTAAGTGAATACATTAAC 
GGT GCTA AAAATGAAAATTCTAACCGAA GACAT GACATTCTTAGCTGTAACTTAACTATTAAG 
GCCTTTTCCACACGCATTAATAGTCCCATTTTTCTCTTGCCATTTGTAGCTTTGCCCATTGTCT 
TA TTGG CACATGGGTGGACACGGATCTGCTGGGCTCTGCCTTAAACACACATTGCAGCTTCA 
ACTTTTCTCTTTAGTGTTCTGTTTGAAACTAATACTTACCGAGTCAGACTTTGTGTTCATTTCA 
TTTCAGGGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGGGAAG 
TAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCTCAGTGGTGGGAGAGA 
TCCCTGCAGAACCCACCAACCAGAACGTGGTTTGCCTGAGGCTGTAACTGAGAGAAAGATT 
CTGGGGCTGTCTTATGAAAA TATAG ACATTCTCACATAAGCCCAGTTCATCACCATTTCCTCC 
TTTACCTTTCAGTGCAGTTTCTTTTCACATTAGGCTGTTGGTTCAMCTTTTGGGAGCACGGA 
CTGTCAGTTCTCTGGGAAGTGGTCAGCGCATCCTGCAGGGCTTCTCCTCCTCTGTCTTTTGG 
AGAACCAGGGCTCTTCTCAGGGGCTCTAGGGACTGCCAGGCTGTTTCAGCCAGGAAGGCC 
AAAATCAAGAGTGAGATGTAGAAAGTTGTAAAATAGAAAAAGTGGAGTTGGTGAATCGGTTG 
TTCT TTCCTC ACATTTGGATGATTGTCATAAGGTTTTTAGCATGTTCCTCCTTTTCTTCACCCT 
CCCGTTTTTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGTCGGATCTCACAG 
GCTGAGAACTCGTTCACCTCCMGGATTTeATGAAAMGCTGCTTCTTATTAATCATACAAAC 
TQTCACCATGATGTGAAGAGTTTCACAMTCTTTCAAAATAAAAAGTAATGACTTAGAAACTG 
CCTTCCTGGGTGATTTGCATGTGTCTTAGTCTTAGTCAGCTTATTATCCTGAGACAAAAACAC 
ATAAGCATACATGTCTACACATGACTACACAMTGCAMCCTTTGCAMCACATtAtTATGCTT 
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TTGCACACACACACCTGTACACACACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCT 

GTAAG CACTAAGTTAGC 

>77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAGGCATT 
GCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTACCCTGCTGTCTGAATG 
TCTCCTGGGACAACAGGAGGCTGCACTCACTGGCTGAGTTCAGACAGAAGAGGGATCATCG 
GACTGGAAGCTCTGGCAGGTATGGCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCC 
ACCTGCCCAGCTACACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCA 
GACCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGGCTACTAGTG 
AGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTGTCAAAGAAAACAACANN 
>78 

>79 
>80 
>81 

GGTGGCGG CCG AG GTAC AGCC AACCCCCTAGGTGTGG ACCAG CTG AG GCAG GTG 
GGCAGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACG 
GGTTCTGTTCGAGGCACTGTTGGGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAG 
CATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGC 
CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAGCAG 
CAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACTGCCCAAAG 
CAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGAGAAAGCTGCACCCTACAGGCAACCAGC 
ACTTTAAAAACCACTCCAGGCAAAGTAATGGAANNNNNNNNN 
>82 

>83 

NNNNNNNC CGAGG TTCCTTGTTGCAGCTCTTTATTTCTTAGTCCCACTCCCCCGAGG 
TAACACATTTCTGCTTTTTTAGCTGTTTCCTCTAGTGTAGGTTCACCTTTCTMTTTTTGATTCA 
A TCACT TMCCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTCTTTT 
Ci 1 1 i iCCC TTCATCMGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTCTTTT 
TAAAATTTT CTTA GTATTCTATGTMCTATCACCGATCTTTTCCCCACACACTCCAAGAGCTTT 
TTAATATMTTTTCTACATAGCCATCAGCACAGATMCCAATCCTCTTTTTTTCCCCACTAGAG 
ATGTGCCTTCCGTAACCTCTGTCCTCTTCCTTTAACCTGGAATATTGCTCTTCAGGCCTGTTG 
TGCAGCTAAGAGCTTCATTCCTCATCATCCTGGGGTTCCTTTCCCTCTCTCTTGGGCTGGAA 
TCCCTCTTGCCTGGATCTCTCACCTTCATAAATCTAGTTTACTCCTTTGTTTTN 
>84 

>85 

CGCGGTGGCGGCGGGTACTTATATTACATTATGCTAAAATGCAAACATCTTATGCTA 

AATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGfCAATGGATCATTACAATTAA 

TGTAGGTGCCGTGGGCAGGAAAGCTAACTTTAGGTGAAAGCATCTGAAACGTGCTTATTTTT 

AATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAAATATAGT 

TCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACCTGGCATGCCATTCTAT 

CCTTAGGTTCTGGCGTGCAGTGAGCGAGGCAAGGATGGCATTCAAGATTTCATTCCNNNNN 
NNNNN 

>86 

NNNNNNNAGAGCCGCTTCCCCCTCCTCCCTGTGCTGTCTGCACCGAGGAGAGCGG 
CCTGCCGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGG 
AATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGAtGGACTTTTCCATGGTGGCCGGAG 
CAGCAGCTTACAATGAAAAATCAG AGACT GGTGCTCTTGGAGAAAACTATAGTTGGCAAATT 
CCCATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTC 
CAGAATAAGTTTGGCTGTATCTCTACGCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATC 
TCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGG ATAG AGTTATCAGTCTGG AAAG ATGACC 
TCACCACACATGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGA 
GGCCTGGCCCTGGCCCTGGTAAAAGCTGGTGGATTTGAAATCCAAGAAGAGAGCAAACAGT 
TTGTTGCCAGATATGGTAAAGTGTCAGCTGGTGAGATAGCTGTCACGGGAGCAGGGAGGCT 
TCCCTGCAAACAGATCATGCATGCTGTTGGGCCTCGGTGGATGGAATGGGATAAACAGGGA 
TGTACCTGGAAGCTGCAGAGGGCCCATTGTAGGTATCCGGAATTATGTCATCTAtAAAAATA 
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CTCACATTAAGACAGTAGCAATTCCAGCCTTGAGCTCTGGGAI I I I I CAGTTCCCTCTGAATT 

TGTGTACAAAGACTATTGTAGAGACN 

>87 

>88 

>89 

ACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGATCTGA 
AGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCTTAAGTCG 
ATCCAACATCTGCAGTTGCTGTTTTTCCCCATTCTCCAGTTCACGTGTTAAATTCTCTACTTGT 
GATGCCAAATGTGCTTTCTCCTTGTCTTTTCTCTCCATGCACCGTTTCACTTCCTCTAACTCA 
GATGC CATTGCGCTGAAGTTCAGCTGCACTCTCAAATCTGACATTTGCTTCTCCAGGTCCTG 
TTTTTCCCGCTCAACCCCTCTCCTAAATCTCCAGTCCTCCCCTTGTTCATCCTGATAGTTTGA 
CTGTTGCTTGGAAATCTGAGATACTTGATGCTGTAAACCCTTTCGATCACCTTCTGCTTTCGT 
AAGTTGTGT 
>90 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 
TGTMTCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCT 
GATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGACATTTCCA 
GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 
GCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCATTTATTCA 
GTAAGAATTTGCATGACTTGTAGCAGTMCAGTTTCACATTTTCATCAACCAGTGTCAAAGAG 
AGGTATTCAGTTATTGGTAGCCTATAAACTGTGTTAGACTGATTATTAAAATGCTACATTTCTG 
CTCCTGAATGAATATTGAAAAGCATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 
TTTCATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>91 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACA 
GGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 
TGTMTCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTG 
CCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCT 
GATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGCTGACATTTCCA 
GCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAA 
GCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCACAAAATTTTCATTTATTCA 
GTAAGMTTTGCATGACTTGTAGCAGTAACAGTTTCACATTTTCATCAACCAGTGTCAAAGAG 
AGGTATTCAGTTATTGGTAGCCTATAAACTGTGTTAGACTGATTATTAAAATGCTACATTTCTG 
CTCCTGAATGAATATTGAAAAGCATCTAGTGACACCAAGGCCTTTATAGTTAGAAAAGGCATC 
TTTCATCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>92 
>93 
>94 

ACGCGGGGAAGCGCGCGGAAGAAAAACCAGCAAGAAGGCGGCGGGGGAAGATGG 
CGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCTAGTCGAGTAACTATTCGGGTCAT 
GGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCGGCTATGGCGAACAGGAACTGGAT 
GCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAAGATCTGGCAAACTTGGTGAACAGTG 
TGMGCAGTTGTTCGCTTTCCCAGACTTTTTCAGMGTATCCATTCCCTATTCTTATCAATTCT 
GCATTCCTAAAGTTAGCTGATGTTTTCAGAGTTGGAAATAATTTCCTGAGGCTATGTGTTCTT 
AAAG TTACCC AACAAAGTGAGAAACATTTGGAGAAGATTCTAAATGTGGATGAATTTGTGAAG 
AGAATTTTTTCTGTGATTCATAGTAATGATCCTGTGGCAAGAGCCATCACCCTCCGGATGTTG 
GGAAGTCTGGCATCAATAATTCCTGAGAGGAAGAATGCTCATCATAGTATTCGTCAGAGTTT 
AGATTCACA TGAT MTGTAGMGTTGMGCTGCTGTTTTTGCTGCTGCAAACTTCTCTGCACA 
-GTCAAAGGATTTTGCTGTAGGAATCTGTAACAAAATCAGTGAAATGATTCAAGGTTTAGCGAC 
AGCAGTAGACTTGAAGCTAAAATTGATACCCATTCTACAGCACATGCACCATGATGCAATCTT 
GGCTTCCAGTGCTCGTCAGCTTTTACAAGAGCTGGTCACATCCTATCCGTCCACCAAAATGG 
TGATTGTGTCTTTGCACACTTTCACTCTGCTTGCAGCGtCATCTTTGGTTGATACACCTAAGQ . 
AGATTCAGCTl'CTGTTGCAGfATTTGAAGAATGATCCCAGGAAGGCAGfAAAGAGACTTGCT 
ATTCAAGATCTGAAATTACTTGCTAATAAAACACCACATACTTGGAGTAGGGAGAATATTCAG 
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GCACTTTGTGAGTGTGCCCTCCAGACTCCTTATGACAGCTTAAAACTAGGGATGTTGTCTGT 
CCTTTCCACACTATCAGGGACCATCGCCATCAAACATTACTTCAGTATAGTTCCAGGAAATGT 
GAGTTCTTCTCCCAGATCTTCTGATTTAGTCAAATTAGCCCAAGAGTGCTGTTACCATAATAA 
CAGG GGCAT TGCAGCTCATGGAGTTAGAGTCCTAACTAATATAACTGTTTCTTGTCAAGAAAA 
GGATCTTTTGGCACTGGAACAAGATGCTGTCTTTGGCCTGGAATCCCTACTGGTACTTTGTA 
GTCAAGATGATAGTCCAGGTGCTCAGGCCACTTTAAAGATTGCTCTAAACTGTATGGTGAAG 
TTGGCCAAGGGCAGGCCCCATCTTAGCCAGTCAGTAGTTGAGACCTTGTTGACTCAATTGCA 
CAGTGCTCAAGACGCTGCCCGGATTTTGATGTGCCATTGCCTGGCAGCCATTGCCATGCAA 
CTGCCGGTGCTGGGTGATGGGATGCTTGGTGACCTCATGGAGCTGTACAAGGTGATTGGAC 
GATCAGCCACAGACAAGCAACAAGAACTTCTGGTGAGTTTGGCTACTGTGA I I I I I GTTGCA 
. AGTCAGAAGGCATTGTCTGTGGAAAGTAAGGCAGTAATTAAGCAGCAGCTTGAAAGTGTCTC 
CAATGGATGGACTGTATACCGTATTGCCAGACAGGCTTCCAGAATGGGTAATCATGACATGG 
CCAAAGAGCTTTAT CAGA GTTTGCTGACTCAGGTTGCCTCAGAACATTTCTACTTCTGGCTAA 
ATAGTTTGAAGGAGTTTTCACATGCAGAACAGTGTCTCACTGGGTTGCAAGAGGAAAATTAT 
AGTTCAGCACTTTCTTGCATTGCTGAATCTTTAAAATTCTATCACAAAGGGATTGCTTCCTTAA 
CA GCAGC TAGTACACCACTGAATCCTTTAAGCTTTCAGTGTGAATTTGTAAAACTCAGGATTG 
ACCTTTTACAAGCCTTCTCTCAACTTATCTGTACTTGTAATAGCCTGAAGACAAGCCCACCAC 
CTGCAATTGCCACAACAATTGCCATGACCTTAGGAAATGACCTCCAGAGGTGTGGTCGCATC 
TCCAATCAGAT GAAA CAGTCCATGGAAGAATTTCGAAGCCTTGCTTCTCGATATGGAGATCTT 
TACCAGGCATCTTTTGATGCTGACTCAGCAACTTTGAGGAATGTTGAACTACAGCAGCAGAG 
CTGTTTACTGATATCTCATGCAATAGAAGCCCTGATTTTGGATCCAGAATCAGCAAGTTTCCA 
GGAATATGGATCTACTGGAACAGCCCATGCTGATAGTGAATATGAAAGAAGAATGATGTCTG 
TATATAATCATGTCTTGGAGGAGGTAGAATCACTCAATCGGAAATATACCCCTGTTTCTTATA 
TGC ACACAG CATGCCTCTGCMTGCCATCATTGCTTTGCTGAAAGTTCCCCTTTCTTTCCAGA 
GATATTTTTTCCAGAAACTACAGTCTACCAGCATCAAGCTTGCTCTGTCACCATCGCCCCGG 
AATCCTGCAGAGCCCATTGCTGTCCAGAATAACCAGCAGCTGGCGCTAAAGGTAGAGGGAG 
TGGTTCAGCACGGATCTAAACCAGGACTCTTCCGCAAAATTCAGTCTGTCTGTCTGAATGTTT 
CTTCCACACTGCAGAGTAAATCTGGACAAGACTACAAGATACCCATTGACAACATGACCAAT 
GAGATGGAGCAAAGGGTTGAACCTCATAATGATTACTTCAGTACTCAATTTCTGTTGAACTTT 
GCTATCCTTGGAACACACAACATTACAGTGGAATCTTCTGTGAAAGATGCGAATGGTATAGTA 
TGGAAGACTGGTCCCAGAACTACCATATTTGTAAAATCCCTGGAAGACCCTTATTCCCAGCA 
AATTCGCTT ACAAC AGCAGCAAGCCCAGCAGCCATTACAGCAGCAGCAGCAACGCAATGCC 
TACACACGGTTTTA ACCAT GGAATGAATGCACTGCAGACTCTCAAGAGATCAATCAAATTGC 
CA GAAACA GTTTGGTTTTTCATATGGAATAAGTATTAAAGTTACAGTGTAGTTCATTTATTCAT 
TGATTTTTGTAATGTAATATTCTGGAAAAAATTTTGTTTTCTTAAAAATTTTGTCTGACAGCTGG 
GCGTGGTTGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGGCGGCTCACGA 
GGAGATCAAGACCATCCTGGCTAACACAGTGAAACCCCGTCTCCACTAAAAAATACAAAAAA 
ATTAGCCAAGCATGGTGGCAGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGA 
GAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGACTGTGCTCCAGCCTGGG 
CGACAGAGCGAGACTCCGTCTCAAAAAAATAAATAAATACATTTTGTCTGAAAAATAACTGGA 
AAAAAAAAAAAAA 
>95 

ACCTGTATGATAACATTGCAGTCAAACATATCTTGTGACAGGACAG I I 1 1 1 IGTGGG 
GAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAACTAAAAGGAACGTAAGATCTGGG 
GTAGGGGGATGAGCAGCTCCACACCCTGCTCCTGTGTGAGCTGTGCGCTCCCGACTGGGA 
AATGTCTAACTCCATCGAAAACATGAGATGAGGGGCAGGGAAGGGGCTACTTCCAAGCCTT 
TCATTATAATACTGTGTGTAACCTTTTGCATATTTTCAGAAAAGAAACCAGTAAGGTGGGTTC 
AGTTGTGGGCTCATCCTGACTTAGAAAATTTTAAATAATTTAGCCCATTGAAATGTTGATAATA 
TAAGGCATGCATGAATAATAATTTTTGCTTCTT 
>96 
>97 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTGAGAGGCCATCCAAGTnTAGCATAACAAGGAGGGAAAGAG 
MTGCAGAGAAGAGGCTGGTGATAGACMGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAMGAGTTTGGGATGGAAAGAMtCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
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>98 

NNCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAG 
GACTTGGGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTT 
TTTATTCTCTGGCATTTCTCCTATATAACTAGCCACTTTTAMCAATATTTGTCGGCTGTTTTCT 
TCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTCTTACTCC 
TGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCATCTAGATATTTGTGATGTCCAAAC 
ACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCACACTTTCAACTGTCCACTAGATA 
GCCTCACTTGGATGCTCTGC AGGCC TAAATAACCTTTGCGGACAGATTAACAGGGAAAAAAT 
ATTMTAGGAMAAATATAGATTTTTATCTGATGTTAATATTTCTATGTGGCATGGAGGACTTC 
ACAGAAAAAAGTGAMACTCTAMGCAGTTAGATTTGAGAATTATATACCATTTTAACAAAGAA 
CAATACATTGTGGAGACATGACAAAGGAAAAAGGGGTTTGGGCTGGAAGGGGGATGGGAAA 
GTGACTAGGAAACATATCGGGGAAACTGATGGAAGAGAAGGGCAATTTTAATAAGGTTTGT 
>99 
>100 

AGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I I I I I I I I I I I GCAGT 
TTTCCAAATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGAT 
TTATCCATTGAATTATTG I I I I I AAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTT 
CAAGAATATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTCTCAATCT 
ATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTG 
AAMMTTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGTGGTGGCTTCCTCGATGGCA 
TGTGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCCACTGG 
GAGTTGGGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCTCCTG 
CTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTGCCTGACTGGTGGGCAGGATGCC 
TCCCGGGAACAAGGAATGGATGATGAGGCTCGTGAAGATTTGTGGCAATTCCTCTGAGCTTA 
GGATAGTGCCCTGGGCTCCAAGTTGTGTGACAAAAATTGGTAACACATGTGGGTGCAGTTG 
CTGTTGTACCTGCCCGGGCGGCCGCCAC 
>101 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>102 

ACCATMTMTGCAATTAACAAAATCCAGGATTTAAGGATTTCTATAAGATTAAAAAAA 
AAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAACTGGTGAGAGGAAAT 
GACCCCCTGATGAAAGATCTTAMCACCAGGCTGMGATTTTAGATTTCTACCTATTAGAAAT 
GAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGAGA 
AAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTAGAGAAGAACTA 
GGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGATGTGAGCAGAG 
AGGATGATGACCAATTAGAGATCAGCGCCAAGGAGACAGAGAAGTCAAGATGATGTTGAAAT 
GTC CTGCC TGGGTAACTGGGAGAGAAAATGGTACTGTCTGGACCCAAAATAAGAATTAGTGA 
CI I CI I I ICCAGAGGGTACTAAGGCAGGTCCTGGTTTAGAGCCATATGGAATAATTAAAAAAT 
CCTGTAAGATAACCCACGATCAACACACACTTCAAATAAAAACCACTTTAGCAGCAGACCCAT 
CTGTCCTGGGCCACTTGGCCCCGCTAGACCTTGCTGATAGAGAACACCAACTCATCTCTTCA 
CTCAACAAACATTCACTAAAACCTAAACAATGTAGCATCCTAAGCTAGGTAGGGAGGACCCC 
MGATGAATCAGACACAGTTCTAGCCTTTGATAAGCTTAATTCTACCTTCTTTCCCTATCAATG 
AGCTGTTACCTATGAACAGGTAGCTAAAGTGCTTGCTTCAGAGATATGAGTCCCTGATACCA 
GTTCCTAACTGCCACGTATGGCACATGAACACCTTCAACACTTCAGTCTATCCTTGGCAGAG 
ATAN 
>103 

NNNGAGAAGCCATGTGGGACTCCTGCCCTGGAGAGAGCCCAGAGTGGAGGGAGG 
GGTCTGTAtGGTGGTGGGAGTCCTCTAGCAATCGTCCTTGTGATTGCGGTGtACTCTGATGT 
CCTGACTTCAMCTCAGCTTACCCAAAGCAAATGTCCGGCGGCCGAGGTACTCCTTTCTTGT 
TTAAAGCCTCACCACTGACCAGGAAGTCTTGATAGAGCCATCtAGTAATTCTTAAGTCCTACC 
TCAtCCAACCTTGTTTTGACtCCTGCAGTGAGCACAGCTtGCCCtCACCCfCCCCTCTCTAT 
GCCCTCACCTTTGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAG 
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CAAGGGTTATTTTTCTAAAAGACATTGGTTCCCATCGCTCCTCTGACTAAAGGTCCTACTATG 

GCACATTTGCCCTTGGCACTCAAGGACCTTGCAATCAGGCTGAGAACCTCATGTTCTCAAAC 

TCAAGACCANN 

>104 

>105 

ACTTTCTAGGTATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCC 
GAAAAGTATTTCTGAAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAATCATACTTGTTT 
TCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCAT 
CTATAAAATGGAAACAATACTTTCTGTGATAATGGGTGCAAAACACAAGGTATACTGGTTTCT 
TTGCTCTGGATTCMGTTTTCTTGTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTTCAT 
GGGAC 
>106 

GTCCGGTAGTGGGCAGCGATCAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAGGTG 
AGAGATTGTGAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTC 
ATTGTCTCAAAGTGAATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTA 
ATTATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTCTATGTGCA 
GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCAGTCTTAATTTATGGGCACAATTTA 
GTTTCTTCCACACAAATTTAGGCCTTAACTCTTTTAI I I I I I CCTACAGTGGGGGTTTGGAGTA 
ATATTCATACGGCATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGNN 
>107 

ATAATTGCAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGAT 
GCGTCGTGGAAGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTT 
TTCTAGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTCTTGGAAAT 
AAGGAAACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTG 
AAGGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 
GTATTTAGGATAGTGGCCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAG 
AGTGAAAATGAATAAAAACTAANN 
>108 

NNGGATTCTACATCAGGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTGCAA 
GGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGATTCTA 
TTCTTCATTCAGGTCCCCCAG AG AAATTGGCTCCTTA I I 1 1 1 CTTTACCTATTCCTAGACTTCC 
TTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTATTCCCAGAGGTGAC 
AGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAGTTAACTGTTAACCAA 
GGCACATGGTCAATGCCTTAGTA I 1 1 1 1 1 1 1 1 1 1 1 
>109 

CCACGCGTCCGAGACACTTCTCTGACTAAGCATAGACTATGTGGAAAATGGTAGCTG 
GATTGCCTTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATG 
CCCTTTGAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATA 
CGAACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAG 
AGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTTTATAGGTTTAAAGACCAGGT 
CTGTGTrTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGCTTCTTCCAGCTCTTTG 
TTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCCCCAGT 
TGGGAGTGCCTGCTTGTTTTTCCTTCTGCCTGGGCATGCTGATGNNN 
>110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGAT 
GAGATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAAC 
AMCATTTTTCCTGGAAGAAAAAAAAGTGMCATCCAACCTCCA7TTAAACAAATTTGATTGTT 
TCTTTGCTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAATACATCTGG 
AGACACTATATAAACI 1 1 I ICTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGC 
ATATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTTGGTAATTTAATAAANN 
>111 

CGCGTCAGTCAGTCTGACGGTCAGTGGATGGGTGGGTTTATCTCAAGGCCTGAGTA 
GCCGGTAACAAACGAGGGTTCGCGGGATTGGACCGACGCAGCCATGGTAGGTCCAGATCC 
CGTAG^GGGAGCGGGGTCGCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGG ; 
CCGCGGTMGCAGTGGTCTGATCAAAAGAAAGCTAACTGCTAGATCTGATCGAGTtAAGAGT 
GTGGATCTGCATCCTACAGAGCCATGGATGTTGGCAAGTCTTTACAATGGCAGTGTGTGTGT 
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TTGGAATCATGAAACACAGACACTGGTGAAGACATTTGAAGTATGTGATCTTCCTGTTCGAG 

CTGCAAAGTTTGTTGCAAGGAAGAATTGGGTTGTGACAGGAGCGGATGACATGCAGATTAG 

AGTGTTCAATTACAATACTCTGGAGAGAGTTCATAfGTTtGAAGCACACTCAGACTACATTCG 

CTGTATTGCTGTTCATCCAACCCAGCCTTTCATTCTAACTAGCAGTGATGACATGCTTATTAA 

GCTCTGGGACTGGGATAAAAAATGGTCTTGCTCACAAGTGTTTGAAGGACACACCCATTATG 

NNNNNNN 

>112 

NNNNCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCCATGAGGTTGGTCTGGGT 
GAAGAACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAG 
ACGCTCCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAG 
ACCCAGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTG 
AGGCTTTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATT 
CCTGAATGTCTTGCCAGCGCTTTTCGTGGCGGCTGCCGGGGGCGTTGCTGTGGGCCAGTT 
CGTCCAGCAGCACCAGGTTGGGCTTGGCGGCGAGCANNNN 
>113 

NNNCGCGGCCAGCCGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGCTCATG 
TGAGGGGGCGACTGCCCCTGACAGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGG 
TGGTGGGAAGAACGGGAGAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCC 
CAGCTGCTTCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTTCTGGACTGCAAA 
GTCATTGTCAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTC 
GTGGCTGCAGACCCTGCAGACCCCTATGAAGATGGTCCTGCCTGCCTTGCATCGGGCCTCT 
AGCTAGGGACTGTGGNNNNN 
>114 

NNATAGTGATGAAGCTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAACACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGCTTTGAGACCAGCCTGGACAGCATAGTGAGACCTCGTCTCNNN 
NNNNNNNNN 
>115 

NNNNNNNNNNNNNNNNNNNNNNACTATTATTTGTGAGTTTGTCCTTTCCACTTTTAG 
TCTTCTCTGTTTGI I 1 1 1 1 I 1 1 1 MAAI II 1 1 ACTCGTTTCTTTATTAATATAGAAAAGGAGCCC 
AGGGCAGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTCTGGTGAAGGGGATG 
GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGCCCAGCCTAC 
TGCCCAGAACCCCTGAAACGGCTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 
GAGCTGGAAACCATGGGGAGAGATGGCAGGGATAGAGGGTCATGCAGTGGGAACCACCCA 
GTGGCTGATAAGGACAGGGAACTTGTGGCTGGAGGCTCCCCATTGGGCCATGGGCAGGGG 
CTTGCAGATGGCCTCAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 
AGAACCCAGACATGGCCCTGGGGCTGAAGGGCCTTTCCACCCTCTCTTCACCAGGAGCCAC 
CTTTGCTCTATACTACATATGGGGCTTCAGGGCCCAAGGCACAGGGGAGGCTCAGAGGCCT 
CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGCTTAGGCAGC 
CGGGGATGAGACACAGGCAGGACAACAGCACCCCCGCATAGTGGGGCTAGAATGTGGGAC 
AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCCCATGGCAATGGTGCCTGTCTC 
CAGCCTTAGCAAATCAAGTGTGCAACAAGCAGAGGGTGTCGGCAGACCTGGGCTCTAGCCT 
TACAAGCTCTGCCAGAACTTGAATCACACAGAGCtGTATCACCATGGTCCAGCCATGTCCTG 
CCTTGGCCTGT7TCCTCCTCTGTCAATGAGGGCTTTGAATAAGACCTCCTAGGTCATGAAAA 
GGACfCTGCAGGTGAAGGGAACTCCAGGACCTGGTCTTGGCAGTTAAGCAGACCCTGGATG 
GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 
CTATCCCCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCCCTTCTTTGCCCAGAGG 
AAGAAAGGCGACAGAGAGAGTGAAtGTGGCTTGGTGCAATCCCTTCACAfCCTCCACCAtCT 
GGGTAACACTTGGCAAGGAGTGGATGGGTGGCATTGTGCMCCCTTTATGTTCTTCCCTGG 
GGGtGGCACTCAAGGCCTCTTGTGGC^CTGCCTTCAGCCTTCAGTGTAGGGTCAAGAGTG 
TTCTTTTCACTGTCGTCCTGTTCTGGGAACAGCACAAGACTCTGCCTGGCTGGCACATGTTA 
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GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCtTTCTCCTCTTCCTCTTCAGAGAGCAGCTCAATCAACTGAGTCGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGCTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACCTTTTTTCCCGTACTGGTATCTATC 

CAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCA 

CTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATCGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTACTCGAAGAACAGCCAATGGATTGGAACGTbCTAGGACAGATGCCACGGCTTTGACCC 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CCACCAGGATGAGGTGTTTAACTCTATCAGGGTACTTGATTGAGTAAGAAGTGGCCAGGAAT 

CCTCCCAAACTGTGCCCCAGGAGGATCATGCTGGGGATCCCCATGGTCTCCCGCCATGTCT 

CTATCGATGTCACAAACTCATCCTCAGCCCCCTCCGGGTCCCTTGGGAATGCTGGCCTTGA 

GCTTCGCCCGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTC 

CATGTTGAGGATCCAGAGACCCACGCCGCCCCCAAAACCATGCACCATCACCAAGGGGGTG 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCCAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAACTTATTCTGGAGACACTGGAGGATCCTGGCTTCCACATTCTTCAGC 

TGAGACATGGAAGTGGGGCGCCACGTGGGCAGCCAGCTACTCAGCCAGCCTTGAGACTGC 

TGCTCCAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGCCCGCCCAGCC 

CCCTTCTGTCGTCTTCTCGCAGCCGTAGTCGACGCGGCCGCGAANN 

>116 

CCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTGTGGACCAGGGGCTCGTCGGT 
GGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGCGGATCTCGCGCAT 
CACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACG 
CGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 
GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCATACGCCTCGGC 
GGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTCTTCGACCATCGGGCTGTAGC 
CGAN 
>117 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTCAGGACTGTCTT 
AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCTAAAT 
TTGTCTTCTACCTCAGATCTAAACCATTTGATAACATTAGGGCAATATCATGGCAATCGTGGC 
CCAGTAAAACCATAGCAAATGTTTfCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTT 
CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAACCTATGTCTTGGA 
AAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGTGCGTGAAACAGGCAGACAATCCT 
GAAACATCTTTTCTGGGGACGTAAGGCATGAAAAATTTCTATACACTTAGGAGGGCTTCTAG 
GAAACAGGAAACGANN 
>118 

ACCCCTAGCAGAAACAGAGTTTCGCCATGTTGGTCAGGCTGGTCTCGAACTTCTGT 
CCTCAACTGTTCCACCTGCCTCAGCCTCCGAAAGTGCTAGGATTACACGTGTGAGCCACTGT 
GCCCAGCATGCCGCTAACCGAGGCAGCAGCGGACGTGAGCGATAATGGCGGATATGGAGG 
ATCTCTTCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATCTGA 
CTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAAAGTGATC 
AGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACTGTTTGGAGATGACAGTGA 
GGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACTCTGAAAGATCAGACAATAGAT 
CAGAAGCTTCTGAGCGTTCTGACCATGAGGACAATGACCCCTCAGATGTAGATCAGCACAGT 
GGATCAGAAGCCCCTAATGATGATGAAGACGAAGGTCATAGATCGGATGGAGGGAGCCATC 
ATTCAGAAGCAGAAGGTTCTGAAAAAGCACATTCAGATGATGAAAAATGGGGCAGAGAAGAT 
AAAAGTGACCAGTCAGATGATGAAAAGATACAAAATTCTGATGATGAGGAGAGGGCACAAGG 
ATCTGATGAAGATAAGCTGCAGAATTCTGACGATGATGAGAAAATGCAGAACACAGATGATG 
AGGAGAGGCCTCAGCTTTCCGATGATGAGAGACAACAGGTATCTGAGGAGGAAAAGGCTAA 
TTCTGATGATGAACGGCCGGTAGCTTCTGATAATGGATGATGAGAACACAGAATTCTGGATG 
AATGAAGAACAACACAAGCTGTTCTGGATGAAGAGAAAATCGCAAATTTCTGATGATG AAGG 
GCCAAGGGCTCAAAATTGAGAACACAGGGATCAAATATTACAAGAGACGGCTCT7AAACCAA 
GACCTGCCAAAAGACGCGACAAACACAGACGAGCGTCCGAAACAAAACACAGAAAGGAGAA 
GCTATGGAAAAAAGAGCAAATGACAAGCGAGGGTCAAAAAAATAGGGAGGACGGAGAATAT 
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AGGAAGGGGAGACGAACAAACCACGAGGGGTGGGGAGAAACAACACCAAGCAGAAGGGAG 

ACGAGAGATGCAAGCACAAACAAGAGCACGAGCGACCATAAGAAGAAGAAGACAAGCAAGA 

AGCAAATGAGACAAACACACCTGACAACGAACAATGATAAGAAGCAAAAGCAAGTAATCAGC 

TTCGCCACGCGTTGCTGTATGCCTATGCCAGCTTGCCTCTTCNNN 

>119 

NNNNNNNNNNNNCGGAAGTCTTCTAGAATTAATTAACGCGGGGTAGCGGACTACGC 
TCTTCCAGCTGTCGGACCTGGGAAATTCTCCTGTGCTAAATCCCGTGGCGCTCGCGGGTGT 
CGCCGCGGTGCATCCTGGGAGTTGTAGTTTTTTCTACTCAGAGGGAGAATAGCTCCAGACG 
GGAGCAGGACGCTGAGAGAACTACATGCAGGAGGCGGGGTCCAGGGCGAGGGATCTACG 
CAGCTTGCGGTGGCGAAGGCGGCTTTAGTGGCAGCATGAAGCGCACCCCGACTGCCGAGG 
AACGAGAGCGCGAAGCTAAGAAACTGAGGCTTCTTGAAGAGCTTGAAGACACTTGGCTCCC 
TTATCTGACCCCCAAAGATGATGAATTCTATCAGCAGTGGCAGCTGAAATATCCTAAACTAAT 
TCTCCGAGAAGCCAGCAGTGTATCTGAGGAGCTCCATAAAGAGGTTCAAGAAGCCTTTCTCA 
CACTGCACAAGCATGGCTGCTTATTTCGGGACCTGGTtAGGATCCAAGGCAAAGATCTGCTC 
ACTCCGGTATCTCGCATCCTCATTGGTAATCCAGGCTGCACCTACAAGTACCTGAACACCAG 
GCTCTTTACGGTCCCCTGGCCAGTGAAAGGGTCTAAtATAAAACACACCGAGGCTGAAATAG 
CCGCTGCTTGTGAGACCTTCCTCAAGCTCAATGACTACCTGCAGATAGAAACCATCCAGGCT 
TTGGAAGAACTTGCTGCCAAAGAGAAGGCTAATGAGGATGCTGTGCCATTGTGTATGTCTGC 
AGATTTCCCCAGGGTTGGGATGGGTTCATCCTACAACGGACAAGATGAAGTGGACATTAAGA 
GCAGAGCAGCATA CAACG TAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTG 
AAAGAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGATGAAAATCT 
GGTGGACAGGTCAG CGGTGGC AGTGT 
>120 
>121 

TAGGCTGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATCACTTGAGGTCAGGAGTTCGGGACTACCCTGACCGACATGGAGAAACCCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGACTGTAATCCCAGCTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGCCGTTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATT AGAGAT ATGGCAGATGTACTCTCTGAGCTATTTAATTGATAAAGAA 
AAAGTAGGAGTTCCTGCTTTTTACTAAGATGATAATCATAATTATGATCATACTGATGAAAATA 
ATAAAATTGCTCTGACTGTGGTGAAGA I I I I I I CCCATTTCTTCATTTAGCTATTCAGAAATAT 
ATTTCACCCTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATCGTGGCAACACA 
CCGTGCACTTCATGGCATTGTTGAGCATGAAACAACTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAGTCAATGGCAGAATGAAAATTCAAGCTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGACCAGCTTGGTCAACATGGCAAAACCCAGTCTCTACAAAAAAC 
ANNNNNN NNNNN NNNNNNNNNNNNNNNAC I 1 1 1 I II I G I I I I I I I 1 1 I CTGGTCG AAAATTTT 
TGTTGGAATTTTAMGAAAAGAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGA 
AGTCAACCTAATACTCTGGTGCTTACTTTGCAMTCTTTTCCATAAGTCAAGTATTAGTGTTAA 
CAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCAGCAGATTC 
CCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAACAGACATATCCCTGCCCTGATTAA 
GAGGGTAGATAAAAACAAAACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAA 
AATACAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGTTCTGCTTTG 
AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAACCGCTGACTACTGAATGGGAAAGCAAACGTTGTCACGTCTTCTATTTCTCTCA 
GCAGTAACTATTACTTAAAGTCTCACTTTCCATACACAAGAGACAAAGAATCTAGTCAAAAGC 
ACATGGAATCATATCTAGTCATAGTGGTAGGTGAGCAATCAATGCCCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGCCTTACACCAAGGAAAACATAAACTTGTACCTCGGCCGCCACCGCGG 
>122 

ACCGCGGTGGCGGCCGAGGTACACACTGGATCTCCTTACTC A I 1 1 1 IA ACCCTGAC 
TGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTGCT 
CCTGAMTATTTCCTGTGAAGA AAAT TGTTACMTCCCATTACATCACTGGCTTTTATTATTAA 
ATTGAATGTTGGCTGGAMCAATTTTAACCCCAAATTGTGACAAACAAAACTATATGGAAAAG 

GNN ' •" ■ ■• 
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>123 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 
ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 
AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 
A GCCAC CGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGC 
ATTTTTGCATCAAGGGGTAACAGGG ACATTAGGC 1 1 I 1 1 1 I CTCTTAGACTCCAAACAGTAAG 
GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 
CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATCACCTAGTGAGCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAACTAGAATTTCTACATGTCTCCCATGCATGCATGTCA 
AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTMGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 
TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 
CGG CCGCTCCACCGCG GTG AGCN NNNN 
>124 
>125 

ACAGACTTTCATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGA 
TTCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGG 
AGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGG 
AGTGGGATTACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTG 
AAGGTAACATGTAAGCTGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAG 
AGAATAAACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGAT 
CATCTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTG 
CAATGAAACGTTAAAAATAGCCAGATCACGTAGAGCTCTCTAGCCTTTGGTAAGAAAAGTGTT 
TTCTG TTCTA CGTGACACTGAAAGTCATGAAAGGTTTTAAGCAGGTGAATAACACAATCTTAT 
TTGAGTTTTTAAAATCTCGTGCTGACTAAAATTCAAAAAACTAGAAGAGAACAGGAAAGAAGG 
GAAACCTGTAAGGCAGCTATAGCAATATTCCAGCTGATAGATGGTGGTGGCACTAGGGACA 
AGTAGTAGTTAGACTAAAGAAATATTTAGGAGGTAGAAACAACAGGCGCTGTTGATGTGATG 
AACTGGATATAGTAGATGAGAAAAATTAAATAACAGGAATAAAGATGACTCCTACCTATCTGG 
CTTGCACAATTAGATTGTGATACTAAATGTAGTGCCATGTAAGAAAAACAGGAGTTTCTAAAA 
CTGTACCTCGGCCAGCCACCCGCNNNNNN 
>126 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTACGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGAGAAAACTGTGAAGCAGTGGAA- 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA . 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGA^CAAAGAACTAATCCTATAtGTTCMTGACCTGGGGATTtGACAGTAT 
MGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
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TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

MATACAATCTGTTGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 

CTTATATACTTTTGATATGCGTGCACTGGACAGTCCTGTAATGGTCCATATGGATCATGTATC 

TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 

AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 

CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 

CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 

CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 

GGGACTAGATTAATTGCAMCATTTTAGTtATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 

TACCCTGAAAAATGATCCTTAAAGGTGGCCTAGTTGGTAAGACTGTTTTATCCTTAATCTGCA 

TTCTTCTTTCATTGTAGAATACAGTATTTGCAACTCA I I I I I ICTTGI I I I I ATTACAGATATAC 

TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 

CTCTTATGTTATCTTTAATATTACTTTGAATAATGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CATAAC ATTTA GAATAATGATGTCAA I I I I I I ACAACTGAATTTATTTCTAGTGCTTTACTTATA 

TTTGGCTTTTTGACTCTTTTAAAACAATCAGCCTGCATTTATATAACTTTTATAAATAATAATAT 

MTTTGGGTCAAGTTAAGATATTAAAAGtTCCTTTCAGCANNNNNNNNNNNNNNNNNNNNNN 

NNN 

>127 

nnnactgaaaatgaggtgaaaaaacaagaaagctgagagaaatcaacatgttcccaa 
gtgctgtatgtgaacaataaatctgagacatacctctaaggcttttccagagacaagaaagc 
tctcaacctgtaaagaattcctgggacatgactgagagcaatgagaactcccagtggtccag 
aaggttagcagatatagtgtagagcatacacagatatactatagttcataacactggtggctt 
agctgtaaatcacaaaatagcactggaattatactagtgatcatagcacatagtccaagaaga 
aaaaattttgatcttgttcttaaactttgtggagccagtggtgaaatgagtcacacaaagatg 
caacaatgattgaacccagccctctttagactaacatattcttgcccatcaccaccaatatta 
caataaaaatcaagacacatgaaggagcatacctttttctgaaagtaaatattgcttacctca 
gtctctattgttatttgatgcaaaacacccagcatgcaatttgaatcaataagacatggaaag 
gagcaaaaatgtaactcatgctaaagaaaaaaaaagagtgagaaagagacaacaaaagcaga 
tccagaaatggttaaacttgtggcattataagggaggagctttaaaataacaattatataaat 
atagaaacatctagt ggaaa tggtgatca gtatt tatcaagttatgggaatttgcagcagaga 
cgtaaaaatgctattattttacmttccatattTtmtataaamgagtatgttaaaaataaaat . 
tggtaaaaacaaaatgtatcaaaaattaagatttatgtagatagtcttaacagtagaataaatt 
ttgcagtagaaaaaatcaatagacttagaaaaatcaatagaagtaatnnnnnnnnnnnnnnn 
nnnnnnnnnn 

>128 
>129 

NNNNNNNCCGCCCGGCAGGTACAGTCAAGGCCGAAAACCACTGAGCTTTTCCCTCT 
GCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTCCTTTT 
GGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGCCTGGCCCAG 
GGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGTATATGG 
AATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAGGCAGGAGCTGCT 
TCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTGGGCCAGAGTAGGT 
GCTTMTAAAAAATTGTTTGAGGCCGGGCGTGGTGGCtGACGGCTATAATCCCAGCACTTTG 
GGAG 
>130 
>131 

NGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAGAACGGTCATT 
AGCAGTTTTTCCAAACA AGCGA CTTTTAGCAAATTMCCGTTAATTTTAATGAGATTCAAAAGT 
TMTAGCCATTCTTMCGTTTTATMTTAGMGCTGTTATATAATTAGAGCTGGACACCCACAT 
GGAGAAACTMTTTGACTGTGCTGCATTTGACTTCACTTTGGtAACAGGAAGCA CI I 1 1 IA GT 
CfGTAGACCCTTGGGAGTTGfAGGGAGTTAAAGCTGATCATtATATACTATTATATACTTAGG 
GATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTCCTGG 
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TAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTC 

ACCACTTCCTCATTCTGGTGCCCAATAACCCTATAAGCCTCTCCCCTTGTAGGTGACCTCTG 

CCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAAATAAGTTGTCTGTTTGTTTATGAGAA 

CAAGGCI I I I IAAGT 

>132 

GTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGA 
AGATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAG 
CCCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGG 
CGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCGC 
TGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCGC 
GGAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCG I I I I I CGTCCTTGTGCAG 
GGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCGGATACCTT 
GCCGTCCGCGCGTCCTTGACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCC 
CGGAAAGTTTGCCANNN 
>133 

GTGGCGGCCGAGGTACGATMTTCATGCCAATTTCTTTGGGAATACTTGTTTCTGAT 
ATAATAG GTTAC AAAGCAAAATTGAGATGATTTTTAAMTGCCATGCAGTTATTTTTTCTGAAT 
AACATMATTTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATACATAAAC 
TCAATAGAAA TAATT TAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAGGACTATAGTT 
TT CTGT GTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCATAGAAACAATTCCAT 
AGTTTTAATTTCATCTCTCTATCTCTAATGGTGTGTCCAGGTATCTAACAGCAATTATCTTACA 
TTGCTGATTCTAACAACAATGATATCACTGGAGAAAATACAGGTAGACGCAATGCTCCCTTG 
GATTTGTC CGCC CAMTAATTTGATGTTAACMTTTTTATAGCAATGCCTTCAACTCCTAAAGC 
AAATGGAATTTTCCA 1 1 I I IGATAAATTTATCTTGATAAGGGATGTTTCTGTTGTATGCGGTTA 
TTCTAAATTAATGATAATACATGGT 
>134 

NNATAGTGATGAAGCTGGATAGTTAAAACAGAAACTTGAAAAGCAAGATGTGGAACT 
GGGATATAGGATTTCAGAGTTTAAAAGAAATGTGACATTTCTTAGTGGATTGTCCTTCCGATG 
TACGCGGGAAGCAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAGA 
CGATCAA GTCTTTA TGAAAAGGAAAGAAAAATTTGGAATGCACATCTCTGTCCAGCTCAATTC 
CTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTTGTCTACACAGTAGGAAACACCTGATTA 
AATAACAGCATGGAGCCAATCTTGACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCC 
GGTCGTGGTGGCTCATGCCTGTAATCCCAACACTTTGGGCGGCCGAGGTGGGAGGATCACT 
TGAGCTTTGGTCTCAGGGCTTTGAGACCAGCCTGGACAGCATAGTGAGACCTCGTCTCNNN 
NNNNNNNNN 
>135 

NNNAACTCAGACAGGCAGATAAAGAGAGATCAAAGAGATGAGCATGAGATACAGTC 
CCCTCGTGCCCAAGGAGACAGGGTGGTTACAGACATGGAAAATCTGAGAATAATCACCTCT 
GATAAAGATCACAGAAGCTGCCCGGGAGGTGTTTGGTAAGCTTGGAGTTACGTTTGTGGGG 
TGGATGGGCAGAAGTCAGATTTCATAGCACTGAGGATGCAGCACAAGGAGAAGTTCAAGAT 
CAATTCCTAAGACAACAACTTGGCACTAAAAAACATAAACTATGTTCTGAAGGCTTTACCCTG 
NGGACAAGGGAAGGGAGGTGATAACAGCAGAAGTGGCAGCCACTGGCGATCCTTTCTTTCC 
ATGGTTTGGCTTCTACTCCAAAGCCACTTATTTGTGCATTCTACANAAAGTTTCTTGTCCTTTN 
TGAAATAAAGCTCTTATCCTAAGCTCCATTCACACCTGCGTGATAATGAACCAGCTAGTACTT 
ACTGTACTCAGGAAGCATGCAAAGTTCTGAATCTTAGAACAGAAAGTGAAAGCAAAAGTAAA 
TTCCCCTTCAGTCAAATCTCGTCCGGCATGATTTMGATTAAATTCATGTATTGAAAATATTGT 
TCAGACCCCATGTGACATAACTGGAGCCAGTGCAGTGCCATGAAGAACTACGAGATTAGCC 
TGGATAWAACTTGTCTTCTAGAGAATAGATTTCATGTTCCATTCTTCTGCAATGGTTAATTCA 
CACAGAAMCCMTGTTTAACATTCACAGAGGATTTTACTGCTTAACAGCCATCTTGCCCCAA 
ATATGCATTTGTTCTCAGTTCTCAGTGCCATCTAGTTATCACTTCACTGAGGATCCTGGGGCT 
TTCCCAGTAGCCACTAATGGGGAACGATTTCCTTGGCAGGAGCTAAGGCTCCCCAGTGTGG 
TCATTCCTCTCCATTAfGACCTCTTTGTCCACCCCAATCTCACCTCTCTGGAGTTTGTTGCAT! 
CTGAGAAGATCG AAGTCTTGGTCAGCAATGCTACCCAGTTTATCATCTTGCACAGCAAAGAT 
CTTGAAATCACGAATGCCACCCTTCAGTCAGAGGAAGATTCAAGATACATGAAACCAGGAAA 
AGMCTGAMGTTTTGAGtTACCCTGCTCATGAACAAAtTGCACTGCTGGTTCCAGAGAAAC 
TTACGCCTCACCTGAAATACTATGTGGCTATGGACTTCCAAGCCAAGTTAGGTGATGGCTTT 
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GAAGGGTTTTATAAAAGCACATACAGAACTCTTGGTGGTGAAACAAGAATTCTTGCAGTAACA 

GATTTTGAGCCAACCCAGGCACGCATGGCTTTCCCTTGCTTTGATGAACCGTTGTTCAAAGC 

CAACTTTTCAATCAAGATACGAAGAGAGAGCAGGGATATTGCACTATCCAACATGCCAAAGG 

TTAAGACAATTGAACTTGAAGGAGGTCTTTTGGAAGATCACTTTGAAACTACTGTAAAAATGA 

GTACATACCTTGTAGCCTACATAGTTTGTGATTTCCACTCTCTGAGTGGCTTCACTTCATCAG 

GGGTCAAGGTGTCCATCTATGCATCCCCAGACAAACGGAATCAAACACATTATGCTTTGCAG 

GCATCACTGAAGCTACTTGATTTTTATGAAAAGTACTTTGATATCTACTATCCACTCTCCAAAC 

TGGATTTAATTGCTATTCCTGACTTTGCACCTGGAGCGATGGAAAATTGGGGCCTCATTACAT 

ATAGGGAGACGTCACTGCTTTTTGACCCCAAGACCTCTTCTGCTTCCGATAAACTGTGGGTC 

ACCAGAGTCATAGCCCATGAACTGGCGCACCAGTGGTTTGGCAACCTGGTCACAATGGAAT 

GGTGGAATGATATTTGGCTTAAGGAGGGTTTTGCAAAATACATGGAACTTATCGCTGTTAATG 

CTACATATCCAGAGCTGCAATTTGATGACTAI I I I I I GAATGTGTGTTTTGAAGTAATTACAAA 

AGATTCATTGAATTCATCCCGCCCTATCTCCAAACCAGCGGAAACCCCGACTCAAATACAGG 

AAATGTTTGATGAAGTTTCCTATAACAAGGGAGCTTGTATTTTGAATATGCTCAAGGATTTTCT 

GGGTGAGGAGAAATTCCAGAAAGGAATAATTCAGTACTTAAAGAAGTTCAGCTATAGAAATG 

CTAAGAATGATGACTTGTGGAGCAGTCTGTCAAATAGTTGTTTAGAAAGTGATTTTACATCTG 

GTGGAGTTTGTCATTCGGATCGCAAGATGACAAGTAACATGCTCGCCTTTCTGGGGGAAAAT 

GCAGAGGTCAAAGAGATGATGACTACATGGACTCTCCAGAAAGGAATCCCCCTGCTGGTGG 

TTAAACAAGACGGGTGTTCACTCCGACTGCAACAGGAGCGCTTCCTCCAGGGGGTTTTCCA 

GGAAGACCCTGAATGGAGGGCCCTGCAGGAGAGGTACCTGTGGCATATCCCATTGACCTAC 

TCCACGAGTTCTTCTAATGTGATCCACAGACACATTCTAAAATCAAAGACAGATACTCTGGAT 

CTACCTGAAAAGACCAGTTGGGTGAAATTTAATGTGGACTCAAATGGTTACTACATCGTTCAC 

TATGAGGGTCATGGATGGGACCAACTCATTACACAGCTGAATCAGAACCACACACTTCTCAG 

ACCTAAGGACAGAGTAGGTCTGATTCATGATGTGTTTCAGCTAGTTGGTGCAGGGAGACTGA 

CCCTAGACAAAGCTCTTGACATGACTTACTACCTCCAACATGAAACAAGCAGCCCCGCACTT 

CTCGAAGGTCTGAGTTACTTGGAATCGTTTTACCACATGATGGACAGAAGGAATATTTCAGAT 

ATCTCTGAAAACCTCMGCGTTACCTTCTTCAGTATTTTAAGCCAGTGATTGACAGGCAAAGC 

TGGAGTGACAAGGGCTCAGTCTGGGACAGGATGCTCCGCTCGGCTCTCTTGAAGCTGGCCT 

GTGACCTGAACCATGCTCCTTGCATCCAGAAAGCTGCTGAACTCTTCTCCCAGTGGATGGAA 

TCCAGTGGAAAATTAAATATACCAACAGATGTTTTAAAGATTGTGTATTCTGTGGGTGCTCAG 

ACAACAGCAGGATGGAATTACCTTTTAGAGCAATATGAACTGTCAATGTCAAGTGCTGAACA 

AAACAAAATTCTGTATGCTTTGTGAACGAGCAAGCATCAGGAAAAGTTACTGAAGTTAATTGA 

ACTAGGAATGGAAGGAAAGGTTATCAAGACACAGAACTTGGCAGCTCTCCTTCATGCGATTG 

CCAGACGTCCAAAGGGGCAGCAACTAGCATGGGATTTTGTAAGAGAAAATTGGAGCCATCTT 

CTGAAAAAATTTGACTTGGGCTCATATGACATAAGGATGATCATCTCTGGCACAACAGCTCA . 

CTTTTCTTCCAAGGATAAGTTGCAAGAGGTGAAACTA I 1 1 I 1 1 GAATCTCTTGAGGCTCAAGG 

ATCACATCTGGATATTTTTCAAACTGTTCTGGAAACGATAACCAAAAATATAAAATGGCTGGA 

GAAGAATCTTCCGACTCTGAGGAGTTGGCTAATGGTTAATACTTAACTCGAGGCATGGTCAA 

TAGAAAAAGTAGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGA 

GAAGGGCGGATCACGAGGTCAGGAGATGGAGACCATCCTGGCTAACACGGTGAGACCCCG 

TCTCCGCTAAAAATACAAAAAATTAGCCGGGCATGGTGGCAGGTGCCTGTAGTCCCAGCTAC 

TCGGCAGGCTGCAGCAGGAAAATGGCATAAACGCGGGAGGTGGAGCTTGCAGTGAGCCGA 

GATTGCACCACTGCATTCCAGCCTGGGTGACTGAGCGAGACTCTGTCTCAAAAAAAAAAAAA 

AAAAAANNNNNNNNNNNNNNNNNNN 

>136 

CGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGGCAGTTTCATGCCAGGGAG 
CCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCAGGA 
AAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGT 
>137 ■ 

GGAGTCGACGTGTGTTTGTGGGTGAAATGGGTGCGCAGGTCGGAGGGGTGCGCGT 
AGTACGGGCGGTGGCGGCGCAGGAGGAGCCGGACAAAGAGGGGAAGGAGAAACCTCATG 
CTGGGGTCTCCCCGCGGGGAGTTAAACGGCAGCGGCGATCTAGCAGTGGGGGGTCTGAGG 
AGAAGCGGGGGCGGCCGAGCCAGGAGCGGCGTCTCGGTCCCCCTCACCGGCGGCGTCGC 
AGCCGCCAACATCCTGGGCCGCTGCCGCCAACGAATGCAGCCCCAACTGTCCCAGGCCCT 
GTTGAGCCTCTTCTCCTGCCGCCTCCGCCGCCACCTTCGCtGGCACCCGCCGGGCCCGCT 
GTCGCTGCCCCTCTCCCGGCCCCAAGCACCTCGGCCCTGTTCACCTTCTCGCCTCTGACGG 
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tgagcgcggccgggcccaagcataagggccacaaggagcggcacaagcaccatcaccacc 

gcggccccgatggtgatcccagctcctgcggaaccgatctcaagcacaaggacaagcagg 

aaaacggcgagaggactggaggggtgcctctgatcaaagcccccaagagagaaacaccag 

atgaaaatggtaaaacccagagagccgatgattttgtcttgaagaaaataaagaagaaaaag 

aaaaagaaacaccgagaagacatgcgaggaagacgccttaaaatgtacaataaggaagtaca 

aaccgtctgtgctggcctgacccgcatcagtaaagaaattctcacccaaggacaaataaata 

gcacttcaggacttaataaggagtccttcaggtatctgaaagatgaacagctgtgccgatta 

aatttgggtatgcaagaatatcgggtaccccagggagtacaaacaccttttatgactcacca 

ggaacattctattcgtagaaatttcttaamacaggtactaaatttagcaactttattcatgag 

gaacaccagtccaatggtggtgctcttgtccttcatgcttacatggatgaactctcatttttg 

tctccaatgg ag atg gag ag attttctg ag g agtttcttgctttg ac attc agtg aaaatg ag 

aaaaatgctgcttactatgctttagcaatagtgcatggagcggctgcttatctcccagactt 

cttggactactttgcttttaatttccccaacactccagtgaaaatggaaattctgggcaagaa 

agatattgaaacaaccaccatttcaaattttcacactcaggtcaacaggacatactgctgtgg 

cacctaccgagcaggtcctatgcggcagataagtctcgttggagcagtagatgaagaagtt 

ggtgattatttcccagagttccttgatatgttagaagaatcaccatttctgaaaatgactttg 

ccctggggtacactttctagcctccgactccagtgtaggtcccagagtgatgatgggccta 

taatgtgggtaaggccaggagaacagatgatccctacagcagatatgccaaagtcacccttc 

aaaagacgacgatcaatgaatgaaataaaaaatctccagtacctacctcggaccagtgaacc 

ccgcgaagttctctttgaagataggactagagctcatgctgatcatgtcggtcaggggtttg 

actggcagagtacggctgctgttggagttttgaaagctgtacaatttggtgaatggagtgac 

caacctcgcataaccaaagatgtgatttgttttcatgctgaggattttactgatgttgtacaa 

agacttcagttagatcttcatgaacctccagtttcccagtgcgtacagtgggtagatgaagc 

taaactaaaccaaatgaggcgggaaggcattcgttatgctagaattcagctttgcgacaatg 

atatctacttcatccctagaaatgtcattcatcagttcaaaacagtttcggcggtgtgcagct 

tagcctggcatataaggcttaaacagtaccaccctgttgtggaagccactcaaaacacagaa 

agcaattctaacatggactgtggtttaactggaaagcgagaattagaagttgactcccaatg 

tgtgaggataaaaactgaatctgaagaagcatgcacagagattcagctgttaacaactgctt 

catcatctttcccacctgcatcagaacttaatctacagcaagatcagaagactcagcctattc 

cagttttaaaagtggaaagtagactggactctga ccagca ac acaatc tg caaga acattca 

accact tctgt gtgatatgtacatattcaaacacai i i i i iaaci i i i i i aaattttgatgtgaa 

gttatagttttataactggcttaagttaagttttattggagaaatcttgcctataattctataa 

agagaaatgacattccacaaatgtcmgcatatcttt7ttacacagattatgcaaagttaaga 

gttgtatcttatcccgttagtacagtatgtaatagtgggtctgctgctactttctgttttaag 

gtgtgaggtaacaattcaatctcttcttcaaatcaaaatgagaattctctggaataacagatt 

cttgtttggtamttattcacttcccttMttttatcttgccttgtctcttgccatatttgctgt 

ttttatggatamtmgatttatggtttagtacttgtgtctttatggcacaggttcaatttcta 

cagtgaaaatggcataggttgcaggaaagaatttctgcatctggtacatgggcaagtaagtt 

atttagttctmccacaaataacaagtagtttccmggaaatttcagtggctctctggtttctt 

aacaaaagagaaagcacagcactttctgatccaaactgt c i 1 1 1 1 1 i i gtatctgttatttaaa 

gcccagtggatatttcaattacaaaaaatttaggatgaatggccctgggaataataacgggg 

cactaactgttagaaatatgctacgtggaaaatttgggcaagacatatgggcggaccaggtg 

acgggctccaatgtggggattgctaaggcaaatatacgaaaaatgtggggaatggcacaaa 

aatcgggactaatagtacaagtggttcacgagaaaacttggtactggctaatctatannnnn 

N 

>138 

NNGAGAGCGACGCGAGATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGCG 
CCCCCCCCGCATTGCTGTTGAAGCATTGCCGGCGGGGGCACGGATTCCCGGTGTGGAAGG 
CTGACCAGGCATACTGAAGCCGGGAGTTGAGACCGCCTGGCCAACATGCGAAACCCATTTG 
GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCAGTACTCG 
GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGtAGAGGTTGCAGTAAGCCAAGATe 
GTGCTACTGGACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 
ATTGACTTTGGAACCTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCCTC 
AAAATTCAGTTAGTAAAAATTACTG AT ATCtCCATG ATTAG AACCACACTGTGGTTGTGTGTG 
TAGTCAAAGGAGGAGAATTTTTMtGCTATATAAGCAtAACTGAtAACTGCTATTACAAATAAA 
TATTCCACAAATTTGG AAAGTTATTAG AGG AAG AA I I I I I I I I CCTTGTAATTTCCAGGTGTTT 
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ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 

AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAACAAGTGAGTTAATTACCGCTCATGTCTC 

CGATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTTACCCA 

GTGCTTGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCCATTCTTT 

TAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACTAAAAGACACAGCCTCTGAT 

ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGG 

GGCGGTAACACTACGGGTCTCCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAG 

AGGAAATTMGCMGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGCATATTT 

ATAAATATTTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATCTTTCATACTGA 

TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 

TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATCATTCGCAA 

TTACAGGCTGCTGTGTG G AGTATTAAACATGCATCTTAG I I I I I ATTTGTACACAATGGTCCA 

MTTTTCACTTACATATAACTTTCCAACTGTGTAAGTGTTTTGAAGCAATTATG I I I I I CATTTG 

GAI I I I I I GGTGTGTCATTTTCTTCTATAAAATCTCTTTCTTTTCTTTG I I I I I IGI I I I I I IGTT 

TTTACATGGGATACAATAAATCGGACGCNNN 

>139 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>140 
>141 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATGCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGCCACCGCGGGG 
AGCTCCAN 
>142 
>143 
>144 

NNNNATAAGCTAGGGGCGTCCACTCCAGAGCCTGATCCAAAACAGAACGCTAACGG 
CCGTTGCCCTTACATCTCTCATTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTTA 
AAAGTCATCAAATACMTCACTGGGTACTTTCGATTACCCAAACCAGGCACTTTCCTAAACTC 
CCCACTTCTTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT 
>145 
>146 

NNNACCGCGGTGGCGGCCGAGGTACGaSGGGGAGATTTTCAACTTAAATCAAAAC 
CAAGCCCTACTGCCTGGTGAGCAAGAGAGATTCCAMGACTTTACTTTGAAAAGCATCTCCC 
AGCTTCTACI 1 1 1 I 1 1 I AAGGAAAAGTAGATTTTCTTTGTCTTTG I I I I I GTTTTAAG C AAG AAC 
AGAATCTAATGA C I 1 1 1 1 1 CATGCCATCGCTTTGAMTAGCGTCGTCTTCCTTTCTTTCTCTCC 
CTCTTCCTGGCAAAGTATATACTGGATTTTTATTGCCTTCTTGGG 1 1 1 1 1 I I CCCTACGTGTAT 
CGGCCGTTATGCTTAGCCAGTTTATTCTTTA 1 1 1 1 1 I I ACTGGAGTCATTGCCAGTGATGGAA 
ACGGTGTTTGCTTCTCTTTCAGTCMGATCTGCACAAAGTATAGCATTAGGTGGTATTTATTG 
TTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAGTTATCAGCAAGTTCTCAGTCA 
GTTC AAG G C ATTG G ATTCTG CTTG ATTTCTTTTTAATTC ATTG 1 1 I I I GACCCCTTTGAGAGTT 
TTAATAGAGAGGAGTCTGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGGAACT 
AAGGACTTGCACTGGTCCCCAAGTTMCAGTGGATATACTTCCTGCATTTTCTCTGTTCTTTC 
TTGCATTTGGGCAAAATGTATGAACGGCACAAGAGGCGCTACAGCCTCTGTGACATCTCCAA 
GGTGGACAGGACTGTGGACGTGGTATTGCTGAAGATAAACCGAGAAAACTGGTGTACAATA 
GAGCCATGCCCTGATGCAGCATCTCTTCTGGCTTCCAAGCAGAGCCCAGAATGTGAGAACT 
TCCTGGATGTTGGACTGGGCAGAGAGTGTACCTCAAAACAAGGTGTACTTAAAAGAGAATCT 
GGGAGTGATTCTGACCTCTTTCACTCACCCAGTGATGACATGGACAGCATCATCTTCCCAAA 
GCCAGAGGAAGAGCATJTGGCCTGTGATATCACCGGATCCAGTTCATCCACCGATGACACG 
GCTTCACTGGACCGACATTCTTCTCATGGCAGTGATGTGTCTCtCTCCCAGATTTTAAAGCC 
AAACAGGTCAAGAGATCGGCAAAGCCTTGATGGATTCTACAGCCATGGGATGGGAGCTGAG 
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GGTCGAGAAAGTGAGAGTGAGCCTGCTGAGCCAGGCGACGTGGAGGAGGAGGAGATGGAC 

AGTATCACTGAAGTGCCTGCAAACTGCTCTGTCCTAAGGAGCTCCATGCGCTCTCTTTCTCC 

CTTCCGGAGGCACAGCTGGGGGCCTGGGAAAAATGCAGCCAGCGATGCAGAAATGAACCA 

CCGGAGTTTTCAGTCTAGAAGGCTTGACAGGAGGAGCTGGTGTCGGAAACAAGCCATCCTC 

ATCTCTAGAAGTAAGCTCTGCAAATGCCGAAGAGCTCAGACACCCATTCAGTGGTGAGGAAC 

GGGTTGACTCTTTGGTGTCACTTTCAGAAGAGGATCTGGAGTCAGACCAGAGAGAACATAG 

GATGTTTGATCAGCAGATATGTCACAGATCTAAGCAGCAGGGATTTAATTACTGTACATCAGC 

CATTTCCTCTCCATTGACAAAATCCATCTCATTAATGACAATCAGCCATCCTGGATTGGACAA 

TTCACGGCCCTTCCACAGTACCTTCCACAATACCAGTGCTAATCTGACTGAGAGTATAACAG 

AAGAGAACTATAATTTCCTGCCACATAGGCCCTCCAAGAAAGATTCTGAATGGAAGAGTGGA 

ACAAAAGTCAGTCGTACATTCAGCTACATCAAGAATAAAATGTCTAGCAGCAAGAAGAGAAA 

ACAAAGAGGGGCGTCGGGGGAAGGGGAAGGAGAANN 

>147 

ACCCMGGTGGGCATTTTTTTAAAAAACCCATGGAAATAAATGCTACTTCTTGTTAGT 
GTTGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAACCATGGTCCATTCAAGCTCAA 
GAGTATTTAACCAATGCTCTGTTGCCTCTTAAAGGATTGGTAGCTATTTCCCCATCTACAAAT 
ACATG ACMTTAACTAAGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATT 
TTTTTCTGATTTMTTATGGATTACGTAATCCAATAGTTGGCAACATTATAAAACCCTAACTTT 
ACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGGACATAACCACCATCCTTCCTCCCAA 
CACCCCGCGTACTCAGAGTAAAACCCGGAGCTTCATGATAACCATGAGGCCCGCAGCTTCT 
GCCTCCAAGGCTTCTCTGGCCTCACCTCCCGCTGCTCCTCTCCTCA 
>148 

GTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAAAGCACCTGGGTCGGGTGC 
AGACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACC 
TTAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTGAG 
CCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTCAGGTGCCTTCAGCTTGTGGGAAATCCCGAA 
GATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGA 
TTATTGGTTGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACAC 
AGCCTCTACCCACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCG 
GCATATTTGTGGGCATCTGCCTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAG 
TCCAGCAGGAAMTTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTG 
GCATCTTGTATCACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCA 
GATGCTAGAGAGGTACCTGCCCTGGCGGCCGCCACCGCG 
>149 

NTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTrCCCCTGAGGAGCCCCCTTCAGA 
GGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAG 
AATGCAGAGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCA 
AGAGTTTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCTCGGCCGGCACCGCGGGG 
AGCTCCAN 
>150 
>151 

AC I 1 1 1 1 1 1 1 1 I II 1 1 I I 1 1 I I I GTTTTTGI HIM I CTGTCCCCTCTGAGCCATGGAAG 
ATACTGGAGTTMCAAAAATTTTATAAACTAAAGAAAGCAACTTTATAATCTAAAAGAAAGCAA 
CTTTCCCTCCTGTCTTTTGAATTCTTATTCCTGAAAGAATGGATAATGAATCAGGAGATGAGC 
AAAMCGTATCTTTTACAAAGCTCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTT 
AAAGTAGTTTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACCATTG 
GCATTACCCAAATTCTGTCACACATTGAGGAATGAAATTCAGGAATTGGACAATGACCTCTTG 
GCATATGAAAGAATTAAAAGAGGGCTAGGGCTTAGGGCAGGGATCTAATCGGGGAGGATGT 
GCTGTCGGAGCCTCCCTCCCTCCTCCTTTCCTCGCCTTCAGGTAGATGGAAAGAAAGGTTCA 
.GTGATCTGAGAGAATATCGGATTGTCCTTGAA A I 1 1 1 1 1 1 CCCTATTGACAAAGCAAGGCATG 
AATGMTATTCAGTCTGATTAGATCTTGCACTTGACAATGACTGTCATTACCTGGCTAACAAA 
ATAATATACATCTGTGTATGTGAAACCACAATGGCTGATCTTTCAAATTCTTAATACATTATAA 
TCTGGTTGGATTGAGTGGCTAACAATGCCACAATCCGATGAGGTAAACAAAACATTCATCTCT 
GGATTTCCTCACCTCAGATCTAAGCATCfCCTGTCCATGCAGTACCTGCCCNNNNNNNN 
>152 ' '•• " 

NNNNNNNNNNNCAGGAAATCATCAATCGCAGTAGCAGTGAAGCAAATCAGGTGGTT 
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CGTCCCAAAACTTCAAGTAAATGGTCTGCTCCTGGTTCAGCTCCACAGTTAACTACAGCCAT 

TTTGGAMTTAAAGAAAGCATATTGTCTTTGCTAATTAAACTTCACCACAAACTCTCAGGAAAA 

CAAAACTCCTACTATCCTCCTTGGCTTGATGACATAGAAATTTTAATCCAACCAGAAATTCCT 

AAATACAGTCATGGAGATGGTATAACTGCCGTGGAAAGAATTTTACTAAAAGCTGCATCGCA 

AAGTAGAATGAACAAACGCATCATTGAAGAGATATGTAGAAAAGTGACCCCTCCTGTACCAC 

CTAAAAAAGTCACTGCAGCAGAGAAGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGC 

TAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAA 

CTGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCACGGCAGAACCA 

CAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGACAGAGTGGCCCCTCCTCTGAAGA 

TCGACCTACTGGATTTAGTCGTCCTGTTACAAGCATCTCAAGTTAGGGGCGTGGCGTGACAA 

TGTGACCCAAAAAGTGGCCACCAGGAAAAGACCAATTACCTGGGATACGTGCGCGTCAGAA 

GAGGTTACAATACGGGTATTAGGAAGCAGCCCGCGAAATGGCGGAGGGGGTTGTACCGGC 

CCTCTTAAAGCAACCCAGCCACAGCGACTCCGGTCCGAAGGCCCGCAGCAGTCCCCACAG 

ACAGCTCACAACAAGCCGCCACCACATCCATAACTCACTGCCCNNNN 

>153 

GGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATT 
TTGGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 
ACATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGC 
CTTATGGTGCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAGAAT 
TTGGAATGCAGATAATTTTTCTTATTTCTTGAGAGCTTACTTTAATCAGCATGACACTACCTAA 
ACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCTATGCAAACTATT 
ACTTTGGTTTTTAGGAGTTTGGTCAGATGAAGAAGTAATGGTATCACATATATATGTAAGAAG 
ACAACCATCATTATTTTTGTAAGTGTTTTATAAAAACAAACTGATTAACTTGTGAANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNN 
>154 

TCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCGGCTTTCAGCGCGCGTTTC 
AGGTCGTCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGG 
CTGATGCCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGG 
TGGATCACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTT 
CAATGAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 
>155 

NNNNNGTGGATACATAAAMTGTGTAGTTTTTATTAGTTTATTATACTTTTATTAGTTC 
AGTCTCAATAAAAGGTTGAAAGGCATTACGATAAATTGTTCTGTCTGTTTATATCATTTCTTCT 
GGCTGCTCACTGAGTCTTAATCAGTGTACTAGACTGCAAACTAAAGAATAAGATTGGGGGCA 
GGTTATAAAAAGAACATGTATAAAGCTTAGCAAACCCTTTTTAATGTTCTGAAGTCAGTCTTTG 
TAAGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCAACCTACAAAA 
AATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCGCTGTTGATCTCATGGAGTGGGGAATGGG 
AATTGAACCAGMCTGGAAAATTATTTAGGAAAGTTTGTTMCTACTCTTTGTTGATCTCATGG 
AGTGGGGAATGGGAATTGAACCAGMCTGGAAAATTATTTGGGAAAGTTTATTAACTACTCTT 
TCTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTGGTCTATACAATG 
CCCCTGTACAAGCTACATTGTGTCATTGTCAAAATCAGGAGTTTATTGGATTACATATACTTT 
GTGCTTMTTTTAGTATGATTACTTCCGACTGGTGATTATACGTGACTTTGGGCGTTCTTTATA 
GGGATGGAAGGGAAGGATGGGGGGGGGAAAATACGGGGTTCTTTACAGAGGGGCCCCCG 
GTTGGGGGGGACCTAAGAATCTGGGGAGGGACCATTGGTTTGGCGATTCATAAGGGGGGG 
GCGTCAAACAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>156 

CAAAATAGAACCACCTGAAGTAAGACAAGGAAAGGACAGTAAAAAAAGGCAAGGAA 
GAAGAGCTGAGAAAGAGCTGCAAGAAAAAAGATGTGAGAAACTGAGGAGAAAACCAAATGT 
GACTTTTCGACCAGAGAATTCCATAATTAATAATGATGATTCAGAAATCATTAAGAAACCCAA 
GGMCMCAAGAACATTGTGGTTCCCATCCTTTGGATGACTTCGACGTTCCTTTTGAAATGCT 
ACAAGATGATAATACTTCAGCTGGATTGCATTTCATGGCCTCTGTAAAAAAGAAAGCTATAGG 
AAGCCAAGATGCAAGCACCAGAGCGGGCGACCGCCAGCCCGGN 
>157 

>158 . . 

NNNNNNNNNNNNNNNNNNNNNNACTATTATTTGTGAGT^GTCCTTTCCACTTtTAG 
TCTTCTCTGTTTG I I I I I I I I II I I MTTTTTACTCGTTTCTTTATTAATATAGAAAAGGAGCCC 
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A GGGC AGCTGGACCAGTAGTACAAAGCACCAGGAGTTAATACCATTCTGGTGAAGGGGATG 

GTTTTACAAAAGTGAAGGAGCAGGCAGGAGCCACCAGGTTCTGAGGCCAGGCCCAGCCTAC 

TGCCCAGAACCCCTGAAACGGCTCCCTGGGAAAAAGCTGACAGATGGGTCAGGGGTGGATT 

GAGCTGGAAACCATGGGGACAGATGGCAGGGATAGAGGGTCATGCAGTGGGAACCACCCA 

GTGGCTGATAAGGACAGGGAACTTGTGGCTGGAGGCTCCCCATTGGGCCATGGGCAGGGG 

CTTGCAGATGGCCTCAGCTCTGGGGGCAGGTAGAGAAACTGCAGAGACTGATGGGCATGG 

AGAACCCAGACATGGCCCTGGGGCTGAAGGGCCTTTCCACCCTCTCTTCACCAGGAGCCAC 

CTTTGCTCTATACTACATATGGGGGTTCAGGGCCCAAGGCACAGGGGAGGCTCAGAGGCCT 

CCAGTTGGGAGGAAGATGGGGCAAGGAAGGAAGCACTTGAGTGTCCCTAGCTTAGGCAGC 

CGGGGATGAGACACAGGCAGGACAACAGCACCCCCGCATAGTGGGGCTAGAATGTGGGAC 

AGGGACGGGCTTATCCTCGGCCAGTGACTAGGACCAGCCCCATGGCAATGGTGCCTGTCTC 

C AGCCTTAGC AAATCAAGTGTG CAAC AAGC AC AG G GTGTCGG CAG ACCTG G G CTCTAGCCT 

TACAAGCTCTGCCAGAACTTGAATCACACAGAGCTGTATCACCATGGTCCAGCCATGTCCTG 

CCTTGGCCTGTTTCCTCCTCTGTCAATGAGGGCTTrGAATAAGACCTCCTAGGTCATGAAAA 

GGACTCTGCAGGTGAAGGGAACTCCAGGACCTGCTCTTGGCAGTTAAGCAGACCCTGGATG 

GAACTGGTATGGGATGGGGTGAAGTGGGGGATGGAGGAGGAAGGTGTTCTTGCATGGAAC 

CTATCCCCACAAACACTACAGAGTGAGGAAAGGCCACTGGAAGCCCTTCTTTGCCCAGAGG 

AAGAAAGGCCACAGAGAGAGTGAATGTGGCTTGGTGCAATCCCTTCACATCCTCCACCATCT 

GGGTAACACTTGGCAAGGAGTGGATGGGTGGCATTGTGCAACCCTTTATGTTCTTCCCTGG 

GG GTGG CACTCAAGGCCTCTTGTGGCTTCTGCCTTCAGCCTTCAGTGTAGGGTCAAGAGTG 

TTCTTTTCACTGTCGTCCTGTTCTGGG AACAGCACAAG ACTCTG CCTG GCTG GCAC ATGTTA 

GTTGGTGAGGAAAGGACAGAGTGGGTGAGTAAGCAGACAGGGAGGTAAGAGTGACTCTCT 

GGCTTTCTCCTCTTCCTCTTCAGAGAGCAGCTCAATCAACTGAGTCGCAGATCTCCTCCACC 

ACAGCATTGAAGATGTGTGGCTGGTCAGCATAGACATGGTGGGAGGCACCCTTAATCTCCA 

TGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACCI I I I I I CCCGTACTGGTATCTATC 

CAGGTGTCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTC 

CAGCATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCA 

CTGGGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GCAAACTTGCGTTTGAAGTCCGGCCGGAATCGCTGCACCAGACCAGGCCCCCAGGGCCCA 

GCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCC 

AGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGTCGGAGGGGAAAGCCCCATGGGT 

CCACCAGGATGAGGTGTTTAACTCTATCAGGGTACTTGATTGAGTAAGAAGTGGCCAGGAAT 

CCTCCCAAACTGTGCCCCAGGAGGATCATGCTGGGGATCCCCATGGTCTCCCGCCATGTCT 

CTATCGATGTCACAAACTCATCCTCAGCCCCCTCCGGGTCCCtTGGGAATGCTGGCCTTGA 

GCTTCGCCCGAAGCCAAGCAGATCGAAGGTGTGCAGTGTGCGGCGGGCACTCAGTGAGTC 

CATGTT GAGG ATCCAGAGACCCACGCCGCCCCCAAAACCATGCACCATCACCAAGGGGGTG 

CGGTCGTTTTGCTCGGGGCTCACAGTCACCGTCCAGATCTTATTCTGGTTTGGGAGGGATA 

CATATCTGGCCAGGAACTTATTCTGGAGACACTGGAGGATCXJTGGCTTCCACATTCTTCAGC 

TGAGACATGGAAGTGGGGCGCCACGTGGGCAGCCAGCTACTCAGCCAGCCTTGAGACTGC 

TGCTCCAGATCATCGGCCATAGTAAACAAGCCTTGCCAGGTCCTGGCGAGCCCGCCCAGCC 

CCCTTCTGTCGTCTTCTCGCAGCCGTAGTCGACGCGGCCGCGAANN 

>159 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
fGTTCCCAGAGCTTTTTCTCTAGAGMGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGAGATTTTGTCAG 
TTTTGCMCATTGGACCAAATACMTGMGTATTCtTGCTGTGCTCTGGTTtTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA. 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTGCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCtTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCtC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
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GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GMTGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGAtTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAG G ACC AATGCTGCCC ATCCAC ATGG AATTTACAAACATTCTAC AGCG C A AAAG G 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCATGCCATATGACTTTGATATTCGTGTGCCT I I I I I IATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGGTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTCTACGCTCGCGGCTTGCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

ctggttaccgtgccagcagaagccaaagaaagagtcaacggcaattcttgagaaaccaggg 

gactccaaagtacaagcccagatttgtccatactcggcagacacgttccttgtccgtcgaat 

ttgaaggtgaaatatatgacataaatctggaagaagaagaagaattgcaagtgttgcaacca 

agaaacattgctaagcgtcatgatgaaggccacaaggggccaagagatctccaggcttcca 

gtggtggcaacaggggcaggatgctggcagatagcagcaacgccgtgggcccacctacca 

ctgtccgagtgacacacaagtgttttattcttcccaatgactctatccattgtgagagagaac 

tgtaccaatcggccagagcgtggaaggaccataaggcatacattgacaaagagattgaagc 

tctgcaagataaaattaagaatttaagagaagtGagaggacatctgaagagaaggaagcctg 

aggaatgtagctgcagtaaacaaagctattacaataaagagaaaggtgtaaaaaagcaagag 

aaattaaagagccatcttcagccattcaaggaggctgctcaggaagtagatagcaaactgca 

acttttcaaggagaacaaccgtaggaggaagaaggagaggaaggagaagagacggcagag 

g aag gggg aag agtgcag cctgcctggcctcacttgcttc acgcatg ac aacaaccactgg 

cagacagccccgttctggaacctgggatctttctgtgcttgcacgagttctaacaataacac 

ctactggtgtttgcgtacagttaatgagacgcataatittcttttctgtgagtttgctactgg 

ctttttggagtattttgatatgaatacagatccttatcagctcacaaatacagtgcacacggt 

agaacgaggcattttgaatcagctacacgtacaactaatggagctcagaagctgtcaaggat 

ataagcagtgcaacccaagacctaagaatcttgatgttggaaataaagatggaggaagctat 

gacctacacagaggacagttatgggatggatgggaaggttaatcagccccgtctcactgca 

gacatcaactggcaaggcctagaggagctacacagtgtgaatgaaaacatctatgagtacag 

acaaaactacagacttagtctggtggactggactaattacttgaaggatttagatagagtatt 

tgcactgctgaagagtcactatgagcaaaataaaacaaataagactcaaactgctcaaagtg 

acgggttcttggttgtctctgctgagcacgctgtgtcaatggagatggcctctgctgactc 

agatgaagacccaaggcataaggttgggaaaacacctcatttgaccttgccagctgaccttc 

aaaccctgcatttgaaccgaccaacattaagtccagagagtaaacttgaatggaataacgac 

attccagaagttaatcatttgaattctgaacactggagaaaaaccgaaaaatggacggggca 

tgaagagactaatcatctggaaaccgatttcagtggcgatggcatgacagagctagagctc 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACGCGAAAGAACTTCCCCAGTATGGT 

ggtcctggaaaggacatttttgaagatcaactatatcttcctgtgcattccgatggaatttca 

gttcatcagatgttcaccatggccaccgcagaacaccgaagtaattccagcatagcgggga 

agatgttgaccaaggtggagaagaatcacgaaaaggagaagtcacagcacctagaaggcag 

cgcct cc tcttca ctctcctctgattagatgaAactgttagcttaccctaaacacagtatttc 

tttttmcttttttatttgtaaactmtaaaggtaatcacagccaccmcattccaagctaccc 

tgggtacctttgtgcagtagaagctagtgagcatgtgagcaagcggtgtgcacacggagac 

tcat cgtt at aattta ctatctgccmgagtagaaagaaagggtggggatatttgggttggc 

ttggttttgai iii i igcttgttfgtltgttttgtactaaaacagtattatcttttgaatatcgt 

agggacatmgtatatacatgttatccmtcaagatggctataatgggctttctcagagataa 
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AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>160 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGGGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAG GAGGA AGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGCTTTTTCTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 
TATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATGAGGAGACGGAGAGATTTTGTCAG 
TTTTGCAACATTGGACCAAATAGAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGG CAG G CC ATGCATG AG CCTCGG ACTTTTG GTGTATATCTTAACAAC ACTGGCTACAG AA 
CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 
ATTAATTACTTCAAAATGTCTAAGAGAATGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 
CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 
CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 
AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 
CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 
GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 
TTGGACTGGTCAAGGGGAAATCCATGCCATATGAGTTTGATATTCGTGTGCCTTTTTTTATTC 
GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 
CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 
TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 
TGGGGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 
GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 
CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 
TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 
ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 
CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 
GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 
TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 
AGAAACATTGCTAAGCGTCATGATGAAGGCCAGAAGGGGCCAAGAGATCTCCAGGCTTCCA 
GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 
CTGTCCGAGTGACACACAAGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 
TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGGATACATTGACAAAGAGATTGAAGC 
TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 
AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 
AA ATTA AAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 
ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 
CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 
CTACTG GTGTT TGCGT ACAGTTAATGAGACGCATMTTTTCTTTTCTGTGAGTTTGCTACTGG 
CI Ml IGGAGT ATTTT GATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 
AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 
ATAAGCAGTGCAACCCAAGACGTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 
GACCTAGACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 
GACATCAACTGGCAAGGCCTAGAGGAGCfACACAGTGtGAATGAAAAGATCtATGAGtACAG 
ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 
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TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTGTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

I I I I I AACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA CTATCTGCCAAG AGTA GAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>161 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGTGTGGGGTGGGGTGGTGGGG 
GGGGGGGGG GGGT GGTGTCTGGCAGTCTTTCAGGGTGCAATTTTGTTTATATACACTGTAT 
GTATATATTTCTTTTAGATTTGGCTGTAGTGGACtGGCCATGGTTCAAGTGGGACTATAGCAG 
TACATGGGTCAGGGACAGTCATTTTGGCTATGTACACATTCATAGTCGGTCCATGGCTTCCA 
ACTAGTAGCGCTATTTCCGAAGGTCTAATACACAAACTGAACCATCTGATGCACTGGCTCCA 
ACTTTGTCTCCTGCTGCATTCCAGCAAACTTCAAATATTCCACCTGTTCCCCTATAGCTGTGA 
ACTAGAGCACCTGTCTGCGTGTTCCAGATGTGTACACATTTGTCAAAAGAACCACTTGCCAG 
ATACCTGCCATCAGGACTGAAAGCTACACTGTACACAGGCTCTTGGTGTTTTGTCAAGGTAT 
GGATGCATATCCCTCGGTCTACATCCCATAACCTAACAGTAGAATCAAAGGATGCACTTGCT 
MCATAAGGTTGGCATTTGGATTATTAGTCCCTGGTCCTGTTGGACTCCATTTGATAGTATAA 
ATTTCTTTATTATGTGCTTGCAAATCATGGACACMTTGTCTTGTTTCATACTCCATATCTTTAA 
AGTCATGTCGTCAGAACAGGAGGCCAAGAGATTGCCAGTTGGGTCCCATTTGATAGCATTTA 
CTTCATTCGTATGTCCTTGGAATGTTTTAATAGGTCTGTCTTGTCCTAATTTACAGACATGAAT 
GCACATATCTGTACTACAAGAAGCAAAGGTGTTGTTGCTCTGCCAATCAACATCCAATGCTG 
GTGCTGAATGAAAAGGAAACTGTTGCTTGGCTTCACCAGTATGTGCGTCCCAAATAATTGTA 
GTCTTGTCTACTCCAGCACTTAGGATGAAATTTGCTTTCTTATTCCATTTTAATGCAAATATAG 
GGCCTTTATGCTGCCCTAAGGTGCTAGCAAGGTTACCATCTTTAGTCCATATTCTGGCAAAC 
CCATCATAGGAACCAGTTGCTAGAAGTGTACCTTCACTATTCCAATCTAGAGATGTGACATCC 
TTGTTGCTTGGAACATCTTGCCCTCCTTCTCGTATACAATGTCTAAGTACTAACTGTGTAGAG 
CCACTGGTGCTGTTCTCACTAAGATTCCATATTCTTGCTGTTGAGTCTCCAGACCCTGATGCT 
AGGAGATCACTAACAGGGTTCCAGGCACAGATAAAAACTTCAGATTCATGGCGCCGCAACAC 
AACAGTCTTTATTAGGAGGGATTTCAACATCCCCATCCACTTCCATCATATCAGTATGATTATT 
TGCTATAGTATGTGCTCCATTCTCCTCCCCATTTGCTGTGTTTTCTCCA I UN I GCAGATCCT 
TGTTGGCTGGCTGCAGCTGCGGCAGCTGCAGCAGCTGCTGCCTGTTGCTGTGCAAGCTTAT 
CTCTATAAGCTTGTTGTCTTGTTTGTACTACATCAGGCATTACGGCATCTATCAGGGACAGAG 
ACTCTATTGGTCGACCATCAAACAAGGTACCATCCTCATTAATACTAACTTCTGCTTCTACAT 
ACTGTAGACCTTTCTGGATGATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTTATA 
TTGGACTGACTGATATGGCTTTCTATACGAAAGGTAAATGCTGAATGAGAAAATCCTGACTCT 
TGCAAGTATCTATATACCAAGAAGTTGACCTCATCACTGCTTATACTCATCTTTATTCCCACTT 
AAACCATGAGGTCACAACACAGGATATAACCGATTGGCAGTGCATTGATGTGGGGATGTGCA 
ACTGAATATCCGGTCACCGCCAATCACAAGTrGCTGTTGTTG ATGCTGGAAACGGTGGCCTC 
GAAGGGCGCTCCCCCCTCCCGGGAATGGAGGCACAAGGAAATTCCCCCGGACGCGGGGTC 
GATCCN 
>162 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGiGCTTGAT 
CGGCAACTAGGAAACCCCAGGCGGAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
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CCCCTTCGGAGGAGGAAGGAAGTCCCGbTGCCACCTTATCT CTGC TCCTCTGCCTCCTCCC 

TGTTCCCAGAGCI I I I ICTCTAGAGAAGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 

ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 

CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTGAT 

TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 

TTTTGCAACATTGGACCAAATACMTGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 

GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 

TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 

GTGGAGCTGGGGTCCCTGCAAGTCAfGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 

CCACCTTCATCAATGCCTTTGTGACTACACCCATGTGCTGCCCGTCACGGTCCTCCATGCTC 

ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 

GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 

CAGCCTTTTTTGGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 

GMTGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 

AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

ATTAATTACTTCAAAATGTCTAAGAGAAtGTATCCCCATAGGCCCGTTATGATGGTGATCAGC 

CACGCTGCGCCCCACGGCCCCGAGGACTCAGCCCCACAGTTTTCTAAACTGTACCCCAATG 

CTTCCCAACACATAACTCCTAGTTATAACTATGCACCAAATATGGATAAACACTGGATTATGC 

AGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAAGG 

CTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAACATGCTCGTGGAGAC 

GGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGACCATGGTTACCATATTGGGCAGT 

TTGGACTGGTCAAGGGGAAATCCAtGCCATATGACTTTGATATTCGTGTGCCI I 1 1 1 1 1 ATTC 

GTGGTCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGCC 

CCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACGGCAAGTCTGTCC 

TCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTTCGAACAAACAAGAAGGCCAAAATT 

TGGCGTGATACATTCCTAGTGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGCAA 

GAATATCCAACAGTCAAATCACTTGCCCAAATATGAACGGGTCAAAGAACTATGCCAGCAGG 

CCAGGTACCAGACAGCCTGTGAACAACCGGGGCAGAAGTGGCAATGCATTGAGGATACATC 

TGGCAAGCTTCGAATTCACAAGTGTAAAGGACCCAGTGACCTGCTCACAGTCCGGCAGAGC 

ACGCGGAACCTCTACGCTCGCGGCTTCCATGACAAAGACAAAGAGTGCAGTTGTAGGGAGT 

CTGGTTACCGTGCCAGCAGAAGCCAAAGAAAGAGTCAACGGCAATTCTTGAGAAACCAGGG 

GACTCCAAAGTACAAGCCCAGATTTGTCCATACTCGGCAGACACGTTCCTTGTCCGTCGAAT 

TTGAAGGTGAAATATATGACATAAATCTGGAAGAAGAAGAAGAATTGCAAGTGTTGCAACCA 

AGAAACATTGCTAAGCGTCATGATGAAGGCCACAAGGGGCCAAGAGATCTCCAGGCTTCCA 

GTGGTGGCAACAGGGGCAGGATGCTGGCAGATAGCAGCAACGCCGTGGGCCCACCTACCA 

CTGTCCGAGTGACACACMGTGTTTTATTCTTCCCAATGACTCTATCCATTGTGAGAGAGAAC 

TGTACCAATCGGCCAGAGCGTGGAAGGACCATAAGGCATACATTGACAAAGAGATTGAAGC 

TCTGCAAGATAAAATTAAGAATTTAAGAGAAGTGAGAGGACATCTGAAGAGAAGGAAGCCTG 

AGGAATGTAGCTGCAGTAAACAAAGCTATTACAATAAAGAGAAAGGTGTAAAAAAGCAAGAG 

AAATTAAAGAGCCATCTTCACCCATTCAAGGAGGCTGCTCAGGAAGTAGATAGCAAACTGCA 

ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 

GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCACTTGCTTCACGCATGACAACAACCACTGG 

CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTGTGCTTGCACGAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTAATGAGACGCATMTTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAATGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGAGCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAMCTACAGACTTAGTCtGGTGGACTGGACTMTTACTTGAAGGATTTAGATAGAGTATT 

tGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGAGTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACC7TC 

AAAOXTGCATTTGMCCGAC^MCATTMGTC^AGAG^GTAAACTTGMTGGAATAACGAC . 

ATTCCAGAAGfTAATCATTTGAATtCTGMCACfGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 
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GGGCCCAGCCCCAGG CTGCA GCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAMGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCT CC TCTTCA CTCTCCTCTGATTAGATGAAACtGTTACCTTACCCTAAACACAGTATTTC 

AACI I I I I I ATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTGCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCAT CGTT AT AATTTA CTATCTGCCAAG AGTA GAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGATTTTTTGCTTGTTTGTTTGTTTTGfACTAAMCAGTATTATCTTTTGA^ 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACtCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>163 

>164 

>165 

CACTAI I I I I I I I I I I I I IGAGATGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCA 
ATGGCACAATCTCAGCTCACCGCAACCTCCACCTCCCAAGGTTCAAGTGATTCTCTTGCCTC 
AGCCTCTGGAGTAGCTGGGATTACAGGCATGCGCTACCACAGCCAGCGAATCAAGTACGCG 
GGGGAGACATCCCTCAGTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCCAGTCT 
CAGCACCATGAATCAAACTGCCATTCTGATTTGCTGCCTTATCTTTCTGACTCTAAGTGGCAT 
TCAAGGAGTACCTCTCTCTAGAACTGTACGCTGTACCTGCATCAGCATTAGTAATCAACCTGT 
TAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCCTGCAAGCCAATTTTGTCCACGTGTTGA 
GATCATTGCTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCA 
TCAAGAATTTACTGAAAGCAGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGG 
GGAGCAAAATCGATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCAC 
TTCCCTACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAGGTG 
ACC AATG ATGGTCACCAAATCAGCTG CTACTACTCCTGTAG G AAGGTTAATGTTCATCATCCT 
AAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTCTACTGAGGTGCTATGTTC 
TTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTCACCTTTCCCATCTTCCAAGGGTATA 
AGGAATCTTTCT GCTTT GGGGTTTATCAGAATTCTCAGAATCTCAAATAACTAAAAGGTATGC 
MTCAAATCTGCTTTTTAAAGAATGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAG 
GGGCCCAAATTCTTTCAGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAA 
TATCTGAAAATGTATGTGTA AGTAT TCTTATTTAATGAAAGACTGTACAAAGTAGAAGTCTTAG 
ATGTATATATTTCCTAT ATTGT TTTCAGTGTACATGGAATAACATGTAATTAAGTACTATGTATC 
MTGAGTAACAGGAAAATTTTAAAAATACAGATAGATATATGCTCTGCATGTTACATAAGATAA 
ATGTGCTGAATGGTTTTCAAAATAAAAATGAGGTACTCTCCTGGAAATATTAAGAAAGACTAT 
CT AAATGTTG AAAG ACCAAAAG GTTAAT AAAGT AATTATAACT AAG AAAAAAAAAAAN N N N N 
>166 
>167 
>168 
>169 

NNNNNNGGACCCGGCTGCGGTGGCTGCGGGACTGACGCGCCCACCGGAGCAGGC 
AGCTGGGGGTGGGGGGGCGGCCCTGGGATAGGGGCTGTGGCAGTACGCGGGGACCCGG 
CTGCGGTGGCTGCGGGACTGACGAGAAACTACTAAAGTTCCTGGGGAAGCAAAGTAGAATT 
TCATAAGAACAAAATGGATGGAGAGGAGAAAACCTATGGTGGCTGTGAAGGACCTGATGCC 
ATGTATGTCAAATTGATATCATCTGATGGCCATGAATTTATTGTAAAAAGAGAACATGCATTAA 
CATCAGGC ACGAT AAAAGCCATGTTGAGTGGCCCAGGTCAGTTTGCTGAGAACGAAACCAA 
TGAGGTCMTTTTAGAGAGATACCTTCACATGTGCTATCGAAAGTATGCATGTATTTTACGTA 
CAAGGTTCGCTACACTAACAGCTCCACCGAGATTCCTGAATTCCCAATTGCACCTGAAATTG 
CACTGGA ACTGC TGATGGCTGCGAACTTCTTAGATTGTTAAATAAAATAAATTATAATAAACT 
G TTMC TCTTTTCAGTATTTMTACCTGTAGTTCATTTTGGGGATTTCAAAGACTTTTTTGCCA 
CATTTTGGGAAATATTGAGCACTtATTTCTTACGGGTATGAATATGCCCCTAATCTTGAAAATT 
CTGAAGGTC CAAAA TGCTCCCAATGAGCATTTCCTTTGAGGCACGAGGTCAGGTCCTCAAAA 
MGCTTTGMTTTTATGAGCATTTCGG^TTTTAGTATTTTCCAGATTMGGCATACtGMCCTG 
AATTTAGGGAAACTACATTTATTCCATCAGATCACtCATGGGCATGCTTACfATGTGCCAGAA 
AATGTGCAGGGCACTGAAATAGAGTGAAAAAGACACTGGCTCACCCATGAAAATGTATAATG 
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CAGTTGAGGGGAGATAGGCAATCAAATATACAATTATAATACAGAATACATTCAATAATAGTG 

GAAGTACCTGCCCGGGCGGCN 

>170 

ATATATTATCTTATAGAAATAACTAAGGGAAGTTAGTGCCTTGTGACCACATCTATGT 
GACTTTTAGGCAGTAAGAAACTATAAGGAAAGGAGCTAACAGTCATGCTGTAAGTAGCTACA 
GGGMTTGGCTTAAAGGGCAAGCTGGTTAGTACTTAGCTGTGTTTTTATTCAAAGTCTACATT 
TTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTACCATACAAATGTAGA 
AGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCAGGGAGAAAACAAGCCA 
TGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACCATCATCCTCACCAACTTT 
TGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAAATCTGGGCAGAATGTAGGAC 
TTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTATGAAGGAGTTGGAGATCCTGCAA 
GGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAAACAATGAGGAACATTTCATTTGAC 
CCMCATCCTTTAGGAGCATAAATGTTGACACTAAGTTATCCCTTTTGTGCTAAAATGGACAG 
TATTGGCMAATGATACCACAACTTCTTATTCTCTGGCTCTATATTGCTTTGGAAACACTTAAA 
CATCMATGGAGTTAAATACATATTTGAAATTTAGGTTAGGAAATATTGGTGAGGAGGCCTCA 
AAAAGGGGGAAACATCTTTTGTCTGGGAGGATATTTTCCATTTTGTGGATTTCCCTGATCTTT 
TTCTACCACCCTGAGGGGTGTTGGGGGAATTATCATTTTGCTACATTTTCAGAGGTCATCCA 
GGATTTTTGAAACTTTACATTCTTTACGGTTAAGCAAGATGTACAGCTCAGTCAAAGACACTA 
AATTCCTTCTTAGAAAAAATAGTGCTAAGGAGGNNN 

>171 

NNNCACAGTGGGCACTTCTGCCATGAGCAGAGAACTGATGCGACATGTTTTGCTGC 
TTGGTAGCACTTTAAAAAATTTTTTGATTAATGMGAMGTAAAACCATAAACATTTGCCAAAA 
ATTCATGCCCCAGTATTAGCAATGAATTAGTTGCATTGG7TTGAGAAAGGCACATATTGGAG 
GGAAATCTTGGTGTMCTTAAATATTTGAAMTTACCTTTAATGCMTGCAT ATCTGTTTAT TC 
TGGGAAATGTTTTAATGCCAGGGCCTGCTGAGTTGCTTCTTCTTGTGGAGAI I I I I I I I IAAT 
CTCCTGAGTTGTATAAAAGTTGTACCTGCCCGGGCGGCCGCTCGACGGCCGAGGTACAGTC 
ATAATCTCTTTTCAAGCCGGCCTAGCCCCTTGCCGGAACCTCGGCTCCCCCCCAACGAAACT 
ACTGCTAAGCCAACTGGACTACACTTCCCAGACTGCTTGGAGCCTCTCTCTCCGCAGAACCT 
CGTCTTCCGCGAGCTTTTCCTGGAGGTTCTAGGAGGGATGCCCCTCAATGCCACGACGCCA 
TTTCCTACTACGACTTCCATCATGCTCCGCGCCGCTCCGGGCGGNNNNN 
>172 

ncgggaagttccaactgtggcagaaatgaagatggaacttctcaagaataaacagtt 
ttggccgggtgtggtggctcacgcctgaaatcccagcactttggaaggccaaggtgggct 
gatcacatgaggccaggagttcgagaccagcctggccaatatggcaaaaccccatctctac 
taaaaatataaaaatgagacgggcatggtggcacacacgtgtaatcctagctactcaggagg 
ctgaggcacgagagtcgcttgaacccaaaaggcagagtttgcagtgagccaagatcatgcc 
cctgcactccagcctgggtgacagagtgagactctgtctcaaaaataaataaatagtttcta 
gcactcatcccctagatatcccccaagtgtctctcttcccctttggtcaaggttataactgg 
gataatgattatgacagactggctgggtgtcagaggtacagatttaaggttgatggactcag 
ggtaaggatagctacagctgtgtggggctgaaggtctgtggcactgagctactggggaag 
gagggctctgttttcattgtgacacactgagttaataaagcacttactgagggagccagagc 
ccaaactctaaatgtgctgtagaaaaagggccaagtcattgactgcaccactccttcagcca 
gaggtagaaaggatttactcttcagccatctggtagaggcccaagaacaagttacatgtgga 
caaagggagggagaggtatcatggtgattaataaattcaaacaaagctgaatgataagaccc 
caggatggaatacagtgtgagaaaggcctgggcaaagggaggcagagggactgaaggaag 
caggtcaaggaagatacacccatggtagcctaggaaattggcagtagtgttggtgggtggg 

GAAAAGGAGGTTTTCTCGTTGGCCAACATGGTGTACCACTTGCGCTGGGCATAGGTGAACA 
CCCAGGAACGATCATCAACACCAATGCAGCTATCCCGGGACATGTCCACATCTGCCACTCCT 
ATCCGGAACTGCTGGGAGCGCTTCACTGTCAGTTCCCAGTAGTGTCTGCCACTGGTGACCG 
CTGTGTCN 

>173 ' 

CCACGCGTCCGATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGG 
CCAGCTGGAAGTGTGGAGCACACATGCfGTGGAGCACACATGCTGTGGAGATTGCAGTGTG 
TCTG AGGTTTGTGTAGTAGTGGAAG ATTTTAGGTATGTAG AGCAAGTTGAAAATGGATTGAG .\ 
ACTGCATGGTGGCATAAATGAGAAATTGCCTGTAGCAT CTAGTCT ACTTGAAGGAAGTGGAG 
ACATAAGGAGAGACAAAAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTG 
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GTAAATGAAAATTATTAGTTCACTTCCCTGCTGCCATGAAACTTTGCCTTAAGAAGGTGCTGG 

ATTCCAAGGTTTGTAAAGGCATCTCGGTAAAGACTGC I 1 1 1 1 GAATGCATATGATTTTGCATC 

AGCTAGACTGAGTTGATTCTGACCAGACTTGATGGTTTTAAGTCGGAACCGATAAATTTTAAA 

MGGAGAMAAATAATTTGACCTAGTAGTATAAAACATGAGGCTTTAATGGTACTTTGCTATG 

AAAAGAAAACACTGTATTCCTTATGCAAAACACATGTATCTTTCATTATTTATAAGTGGGCCTC 

TCTTAGGCTCAGTTACTCAaTCAtACGTAGTATttttttaAAATAAttTATATc 

>174 

>175 

AGGGAGTCCGCCCACGCGTCCGCCGGGTTTTAGTTCCTCGGGGAGCCCCTGGTGC 
CCCGGATACGGCTGATTTGTCGTGTGGGACCTGTTCTGGCTGCTCCAGCCCCAGGAAGGAC 
CCAGGACACCCGGAAGCCGGAAATGGACTCAGTGGCCTTTGAGGATGTGGCTGTGAACTTC 
ACCCAGGAGGAGTGGGCTTTGCTGAGTCCTTCCCAGAAGAATCTCTACAGAGATGTGACGC 
TGGAAACCTTCAGGAACCTGGCCTCGGAATCCAATGGAAAGACCAGGACATTGAGAATCTG 
TACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAAGAAG 
GGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATTGTCACCTGAACAAGAAAAGTCAA 
ACTGG AGTG AAACCATG C AAATGCAG CGTGTGTGGG AAAGTCTTCCTCCGTCATTC ATTCCT 
GGACAGGCACATGAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGGGGAATGGAG 
AGAGACGCCCCGTAAACAGAAACAACATGGGAAAGCCTCCATTTCCCCCAGTAGTGGTGCA 
CGGCGCACAGTAACACCAACTCGAAAGAGACCTTATGAATGCAATGCTGTGCGGGAAAGCC 
TTTAATTCTCCCCATTAATCTCACATCCATCAAAGGATCTCACACTGGAAAGAGGTCCTATAA 
TGTAGGAATGTGAGAGCTCCCAGTTTCAGGTTCTTCGAGACGGGAACTGCTTCTGGGAAAA 
GGTTGATGTAGTCGGGGGAAACCTTGATTCCCGGTTTTCATTCGTAGACTCCGGAAAACCTC 
ATGTACAGGGAAGCTTTCGAGACGGCAAAATCCCNN . 
>176 

tgtgatggcccacaagaatagggaaatgaactagagcacaaaccattttcaacagtcttcagtagtaagtcattcgttggaa 
aaacaggcaagctgctacattcctcaatggaggaagttttggagtttgacgtcctattctggttggtCAGCAAGGTGTttggatGG 
CATACAGTGTGCaacAGGGGTGGTACAGTTGGATttgGCATCACCGTTGCATTTACTTGTGATG 
CATCAGAGACACaacCTGTTGAAACATGAGAAAGCATTTCGGCACCCTCAAATGTACTGGGAA 
TGCCAGCAGTTTCCAAAGCCTGTTTAATAATTTCACTACCTTCTTGACTGACACTGGTATTAA 
AGTTAGTCACACCAGATCGAGGAAATGTATTTGGTAAAAATGCTGGCGAGCGATTTTCAGCA 
AGAAGCTGTAGAAATGATGGATCTTTAAAACATGCTTCTGGATTGAAGGTAGATTGTTGTGG 
CTGCTGCAAATTTACTGCATTTGTGGAGAGAATCATGCTGGCAAGAAGAGAAGGCTGTCCAT 
TACTCTGTAGAAGTTCttgAGCAATttcgGCTCCATCCAGTGGTTtacAGTAAGATCGCTtggATAAG 
TGCCCACCCAGTGATCTGGGATTAGTAAAAGCCCTGTAACACCTGCTACAGATAAATTTCCC 
ATCTCTGATMTTGCAGGCCATTTAGCCCTTTTGTTGTGCTTAGGTTTTCTTTCCTTCCCATTT 
GGGCCCCGCCCACGGTCI I I I I I AACTTTTTCAGGTGCAGACTGTTGGGCATTGGTGCTACT 
GAAGTTATTTGCAACATTCACTTGTGAAGGAAAAACTGCATTTTCACCATTACCCCCCTTTAG 
AAAGGAGGAATTAGTGTTTCCTTCAATCTGTGAGGAATAATGATTTGTATTATTTTCCAGTTG 
GGAAAAAACAGAATTAGTCCCACTATCTGCTGGTGAAGGGAAGAGAGACATTGAACTACTTT 
CTGCAGGTAAAGGAAGGAAAGGATCTGAGCCACTGTCAATATTCAAAGGCAGAACTGTTTTG 
GTTAGATCTTCCATTTGTGCTGGCAAGGCAGTACTAGGTAAATTTTCCATTTGGGAACATAAC 
ATACCACCTTGTTCA 1 1 1 I IATCCTGAGAAGTTATATTTGGATTTATGACACTTTCCATTGAGG 
ACAACAATGGAGTTGACACACTTGCTAAATGAGCTGGAAAAATGGGTGGCGAGACATGCTG 
CAACTGGGCCGAACAAGCAGGATTCCCATTGGCTTTGGTCTGTGATGTAAAAAATGGATTTG 
AGCTGTTCACCGGTGATGGCAAAAAATAMCAMCTTTCCATTATTTGGTGTATTTAAGTTGT 
TAGCTTTCTGACCI 1 1 1 1 I A CTTTTGCGCTGCATTTTAAATGCAGCATATTGGTCAGGGTGTG 
CTGTCTTCATGTGTTTCCCAATACTCTGTGAAGAATTATAGGTTCGAGTACATCCCTCGACCT 
GGCAGCTGAATTTCTGAACTGGAGCTTTTGGAGGCACTGATGGAGTTCCTAATGAATTACTT 
AGGTCGGACTGCGGTGGAACAAATGCAATACTTTCTAATGTCTTAAGAGGTAAATTATAAAGA 
TTGGATGATGTTTTAACATTATCTCCACATTCAMTTTGGMGTTGGTAAATTGTTTTGAAATG 
CTGCCTGATTTTGCACAGAAAAGGTCATCMGTTGTTCACTTGTCTTTCTAAGTTTTGTGGGG 
TAAGGTCACCTATTTTGAGAGTTTCTGAATTTAGTAAAGAATTCTGAGTAACATGGGCATCAT 
TAMGCMTCTTGTTCTTTTCTCTCCTGGAAACCTGGATGACACAAATCATTACAAGTATCTTC 
AACTGGCGTATGTAAGTCTGTGACCAGTGCTTCACCACTGCCTTCCACAGTTGAG I 1 1 1 C M 
GCTTTCCAAAGTTATCCTCAATCCCCTGATTGAGAGACACCTTAATGGACACAGCTACTTCAC 
TGGATTGAAGTAGAGGAGTAGTAGCAGGGTTTTCCAAACCATTTGACAATGGTCCATTAGCT 
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TGCCTGAGCTCAGAGGCAGAAATCTGGTCTTGTTTGGTCACAGCTGATTCTGCTTTGCTTTT 

ATCCCAAGCATCACTTCTATCTGCTAGTAAGCTGttctcaacgTTATTTTCTGAAGGAAGCATAGA 

TCTTTCTTTCTCAATATTCTCTGCTGTGTTGTGATTCACTTCAGAAGGCTGAATGGAATCTCCA 

GATGAATTAAGTTGGGCTTCAGGAGGCAGCACTTTTTCAGGAGGAGT 

>177 

>178 

TGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATT 
CATCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 
CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATATC 
AGMGTTMAAATCTACTCTGAGTTATATGTGCATCMTTTTAGACATATTGCTGATTTTATTA 
TGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCCACAGACCA 
GCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCAGGCGAAGGCAGCTCTTCCC 
TCCCTTCAGTTCCATTTACACMCTCATCTTCTTTAMGTTTCTTTGGATTTCATGATCTGGCA 
ATG MACTCA TTTTCTTTATTCTTCAGTCTCTGtCCTGGTAMTTTCCACGTATACAGATTTTG 
CCAG I 1 1 1 1 ICMCTAGTTTATCTTTTGGGGCTTTATTATTTGTTTCTGACAACACTGCAGATG 
AGTCTGACTTCTGGCTAACTTTACACAAAAAATGTACTGTAAATTCATGCTGAGATCTGGGCA 
GGCAGAGGTATGCAN NN 
>179 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCC ACAC AAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I 1 1 1 I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTT GACT CCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGA 1 1 I I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>180 

nnatgtggttacgacccactgtattgaggtgacgcgatccataggctgtggtgttt 
gttttcgctgatccacacamcgttggggcactgtctattcatgtgttcaagctgaaggctc . 
gttctcggttgtcattttacagtg i i ii i ctagggggttacattacaggaatgttgtagcgac 
gtttagcccgtggagtatcaacgtct^gagActccgtgtgagactccctggtttgttccaca 
acagtgtgttrttagattccgtacctttgattmggaacacatcatgccgtgaagccaattta 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
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GCACATCCAGTTCTTTGATGTCTGGCTGeCTTCTGGGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTGTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGI I I I ICCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGGAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTC GGGCT CGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>181 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG 1 1 I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCGAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTGCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 
AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAMTTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC . 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAMGAGAGTGGC^AGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATGAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTGGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTC7TCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA . 
GATTGTCTTCCTCCTCATCCATGCTGTCMGAGGACAGTTGTGAGAGGAMCTTCGAAGGAG 
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GCTCAGATGCCCAGATGAGCAATGfAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTG AACCCGCCAAAATCGG ACNN 

>182 

NACAGCTGGCGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 
AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 
TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACCCAGACTCtCAGCAACGCAGGAAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAA 
ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 
CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTAtTTCAATGCTGTTAACCACTGAGACTG 
CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 
CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGCCCAGACC 
CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 
GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 
GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCCTGAC 
CNNN 
>183 

tatagggagtcgacccacgcgtccggccagagtaaagcaaagagaaaggaagcaggc 
ccgttggaagtggttgtgacaaccccagcaatgtggagaagcctggggcttgccctggctc 
tctgtctcctcccatcgggaggaacagagagccaggaccaaagctccttatgtaagcaacc 
cccagcctggagcataagagatcaagatccaatgctaaactccaatggttcagtgactgtgg 
ttgctcttcttcaagccagctgatacctgtgcatactgcaggcatctaaattagaagacctg 
cgagtaaaactgaagaaagaaggatattctaatatttcttatattgttgttaatcatcaaggaa 
tctcttctcgattaaaatacacacatcttaagaataaggtttcagagcatattcctgtttatca 
acaagaagaaaaccaaacagatgtctggactcttttaaatggaagcaaagatgacttcctcat 
atatgatagatgtggccgtcttgtatatcatcttggtttgcci i i i i ccttcctaactttccca 
tatgtagaagaagccattaagattgcttactgtgaaaagaaatgtggaaactgctctctcacg 
actctcaaagatgaagacttttgtaaacgtgtatctttggctactgtggataaaacagttgaa 
actccatcgcctcattaccatcatgagcatcatcacaatcatggacatcagcaccttggcag 
cagtgagctttcagagaatcagcaaccaggagcaccaaatgctcctactcatcctgctcctc 
caggccttcatcaccaccataagcacaagggtcagcataggcagggtcacccagagaacgg 
agatatgccagcaagtgaagatttacaagatttacaaaagaagctctgtcgaaagagatgtat 
aaatcaattactctgtaaattgcccacagattcagagttggctcctaggagctgatgctgcc 
attgtcgacatctgatatttgaaaaaacagggtctgcaatcacctgacagtgtaaagaaaacc 
tcccatctttatgtagctgacagggacttcgggcagaggagaacataactgaatcttgtcag 
tgacgtttgcctccagctgcctgacaaataagtcagcagcttatacccacagaagccagtgc 
cagttgacgctgaaagaatcaggcaaaaaagtgagaatgaccttcaaactaaatatttaaaat 
aggacatactccccaatttagtctagacacMtttcatttccagcatttttataaactaccaaa 
ttagtgaaccaaaaatagaaattagatttgtgcaaacatggagaaatctactgaattggcttc 
cagattttaaattttatgtcatagaaatattgactcaaaccatattttttatgatggagcaact 
gaaaggtgattgcagcttttggttaatatgtci i 1 1 1 1 i 1 1 ci i i i i ccagtgttctatttgctt 
taatgagaatagaaacgtaaactatgacctaggggtttctgttggataattagcagtttagaa 
tggaggaagaacmcaaagacatgctttccatttttttctttacttatctctcaaaacaatatt 
actttgtcttttcmtcttctacttttmctmtaamtaagtggattttgtattttaagatc 
gaaAtacttmcacgtgaatattttgctaaaaaagcatatataactattttaaatatccatttat 
cttrtgtatatctmgactcatcgtgatttttactatcacacatgaataaagcctttgtatcttt 
ctttcttatctttctttctctmtgttgtatcatactcttctaaaacttgagtggctgtcttaaa 
agatataaggggaaagataatattgtctgtctctatattgcttagtaagtatttccatagtcaa 
tgatggtttmtaggtamccamccctatamcctgacctcctttatggttaafactatttaa. 

GCAAGMTGCAGTACAGMTTGGATACAGTACGGATTTGTCCAAATAAATTCAATAAAAACCT 
TAAAGCTGACTTCGTTTGTTATGTAGGCTGTATGCATATATTGAAAACAGAAGTGAAACTTTC 
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GATTGCTTTTAAATAAATACCAACTAATGAATTTACTGCTAAGCTCAAAACCGtCTACGCTTAA 

GGTGAGAATCTTTGCCAACAGAAAGGCGTTGCf CTAAATCGCGAATGGTATTACGAAGAATT 

GCAATCTCCTTGI I I I I I I CTT CTTGA AAATG CTG AAGTTTCCTTCTGTAG ATACTTTGTGGCA 

AAACAGTAGAATCCTGATATG ATTTTGATTTAGTC TGAACTCTTGCTAGTTTGGCATCAAATTC 

TAGTTGTAG CTTG ATTATTTCA I I I I I I I I I I I I I I I I GACTTCTTAGCTTTGCATTTAACTCTGA 

AATTTCCATCTCC I I I I I CTCTATTAGTTCTTTGTG CTTTTCTTC ATTTAAT TC AA CTTTTCTCT 

GCATGTCCTGATAMGTTTGCTTATTTCTTTCTTATATCCCTCCTCTTTGATT TTCA TTTCACTT 

ACAAGTTTGGCAATATTATTCTTATATTCCTGTTCATGAGACTTTAACTTCTCTTTTATAAGATC 

AGCACTTATTTTTAGTTGTTCATTTTCACCTTTCAAATTCTGTTGATATTCAATGGTCTGTTGTA 

GCCCTTTTATTATATTATGMGAGTAGCACATTCTTCTTTAATGGAGACCTGCTTTGCTTGCAT 

TACTTTTAATAGGCAATTACI I I I I ICCAACTGAATATCCAGTATATTGTTCTTTCCATTGGTTT 

CTACCATTTTCTTTTCTATCTGTGAGAAGTCATTTATAAGTTTGTCAAGATTCAGACTGCTAAT 

CI I 1 1 I CATACATCCTTCACTGCTtTGGTCCATGCCTGCTGTTGCTCCTAGTTCCCCACAGTC 

TCCCTTTCCGCTCCCCGCGTACCTCGGCCGCCac 

>184 

NACAGCTGGCGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 
AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 
TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 
TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 
ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGA ACCAG GAAACTCTGTGCCCAA 
ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 
CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 
GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCCTATTTCAATGCTGTTAACCACTGAGACTG 
CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 
GTCGGAAACTCATGGGATCACCGGTACCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 
ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 
CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGGCCAGACC 
CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 
GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 
GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 
AAAGAATGAAACGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCCTGAC 
CNNN 
>185 

ctgtcgcgcggccttatagttccggctgtggcgcgcggacggaaagtttatgccgacggaaagtttatgccgacggactGT 
GTCCGGCGATGGGCACGGGCATTTCTTCGTTTATAGCTGTCTGTTTGCATTCTGATTGGGAA 
CACTGGGATCATTTTCATCATGCCGACAGTGGTGGTAATGGATGTATCCCTTTCCATGACCC 
GACCTGTGTCTATTGAGGGGTCCGAGGAATACGAGCGAAGCACTAAGTAATATGGATGATTA 
TGACAAAACCTGCTTGGAGTCTGCATTAGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGG 
GTGGTGCAATTCCTTGCCAGGTTGTCCTGGTGACAGACGGCTGTCTTGGCATTGGTAGAGG 
GTCACTGCGACATTCCCTAGCCACTCAAAATGAACGAAGTGAGAGCAACAGGTTTCCACTAC 
CTTTTCCTTTCCCATCTAAGTTATATATCATGTGCATGGCGAATTTGggaGGAGCTCC AGAGC 
ACCGATTCCTTGGMTGCCTTGMCGTCTCATAGATTTAAACAATggTgAAGGGCAGATTTTTA 
CTATTGATGgccawtGTGCTTGAAGAATGTACAGTCtatGtTTGGAAAACTGATAGATTTGGCATA 
TAcgcctttccatgctgttctcaagtgtggccacctaactgctga 
>186 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTtCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAAGGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCGATGCTTG 
GCACATCCAGTTCTTTGATGTCTdGCTGCCTTCTGCGGGGCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGtTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCGAGGTCAAGAGCTTCACCCATAATTAAG A 



Page 48 of 355 



WO 01/42467 



642 

Table 4 



PCT/US00/33312 



CCTtCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GMGGTTTTTCCACTATTCACAGTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTG AATTAC AATCCAAGGCTG ACTCATTTTCTTCC AG C AGTG CGGTCAG C AG AG ACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>187 

NNNNNNCTAAACAGCCTGACACTGAGGGGAGGCAGTGAGACTGTAAGCAGTCTGG 
GTTGGGCAGAAGGCAGAAAACCAGCAGAGTCACAGAGGAGATGGCCAACTGCCAAATAGC 
CATCTTGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTCCTTTGCTTCAGTGC 
CCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACTTATCATTACAGCACAA 
AAGCATACTCATGGAATATTTCCCGTAAATACTGCCAGAATCGCTACACAGACTTAGTGGCC 
ATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACCCTACTACAGCTCCTACTAC 
TGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGTGGGAACCAAAAAGGCTCTCA 
CCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAACAACAAAAGGAACAACGAGGACTG 
CGTGGAGATATACATCAAGAGTCCGTCAGCCCCTGGCAAGTGGAATGATGAGCACTGCTTG 
AAGAAAAAGCACGCATTGTGTTACACAGCCTCCTGCCAGGACATGTCCTGCAGCAAACAAG 
GAGAGTGCCTCGAGACCATCGGGAACTACACCTGCTCCTGTTACCCTGGATTCTATGGGCC 
AGAATGTGAATACGTGAGAGAGTGTGGAGAACTTGAGCTCCCTCAACACGTGCTCATGAACT 
GCAGCCACCCTCTGGGAAACTTCTCTTTTAACTCGCAGTGCAGCTTCCACTGCACTGACGG 
GTACCAAGTAAATGGGCCCAGCAAGCTGGAATGCTTGGCTTCTGGAATCTGGACAAATAAG 
CCTCCACAGTGTTTAGCTGCCCAGTGCCCACCCCTGAAGATTCCTGAACGAGGAAACATGAT 
CTGCCTTCATTCTGCAAAAGCATTCCAGCATCAGTCTAGCTGCAGCTTCAGTTGTGAAGAGG 
GATTTGCATTAGTTGGACCGGAAGTGGTGCAATGCACAGCCTCGGGGGTATGGACAGCCCC 
AGCCCCAGTGTGTAAAGCTGTGCAGTGTCAGCACCTGGAAGCCCCCAGTGAAGGAACCATG 
GACTGTGTTCATCCGCTCACTGCTTTTGCCTATGGCTCCAGCTGCAAATTTGAGTGCCAGCC 
CGGCTACAGAGTGAGGGGCTTGGACATGCTCCGCTGCATTGACTCTGGACACTGGTCTGCA 
CCCTTGCCAACCTGTGAGGCTATTTCGTGTGAGCCGCTGGAGAGTCCTGTCCACGGAAGCA 
TGGATTGCTCTCCATCCTTGAGAGCGTTTCAGTATGACACCAACTGTAGCTTCCGCTGTGCT 
GAAGGTTTCATGCTGAGAGGAGCCGATATAGTTCGGTGTGATAACTTGGGACAGTGGACAG 
CACCAGCCCCAGTCTGTCAAGCTTTGCAGTGCCAGGATCTCCCAGTTCCAAATGAGGCCCG 
GGTGAACTGCTCCCACCCCTTCGGTGCCTTTAGGTACCAGTCAGTCTGCAGCTTCACCTGC 
AATGAAGGCTTGCTCCTGGTGGGAGCAAGTGTGCTACAGTGCTTGGCTACTGGAAACTGGA 
ATTCTGTTCCTCCAGAATGCCAAGCCATTCCCTGCACACCTTTGCTAAGCCCTCAGAATGGA 
ACAATGACCTGTGTTCAACCTCTTGGAAGTTCCAGTTAfAAATCCACATGTCAATTCATCTGT 
GACGAGGGATATTCTTTGtCTGGACCAGAAAGATTGGATTGTACTCGATCGGGACGCTGGA 
GAGACTCCCCACCAATGTGTGAAGCCATCAAGTGCCCAGAACTC7TTGCCCCAGAGCAGGG 
CAGeCTGGATTGTTCTGACACTCGTGGAGAATTCAATGTTGGCTCCACCTGCCATTTCTCTT 
GTAACAACGGCTTTAAGCTGGAGGGGCCCAATAATGTGGAATGCACAACTTCTGGAAGATG 
GTCAGCTACTCCACCAACCTGCAAAGGCATAGCATCACTTCCTACTCCAGGGGTGCAATGTC 
CAGCCCTCACCACTCCTGGGCAGGGAACCATGTACTGTAGGCATCATCCGGGAACCTTTGG 
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7TTTAATACCACTTGTTACTTTGGCTGCAACGCTGGATTCACACTCATAGGAGACAGCACTCT 

CAGCTGCAGACCTTCAGGACAATGGACAGCAGTAACTCCAGCATGCAGAGCTGTGAAATGC 

TCAGAACTACATGTTAATAAGCCAATAGCGATGAACTGCTCCAACCTCTGGGGAAACTTCAG 

TTATGGATCAATCTGCTCTTTCCATTGTCTAGiAGGGCCAGTTACTTAATGGCTCTGCACAAAC 

AGCATGCCAAGAGAATGGCCACTGGTCAACTACCGTGCCAACCTGCCAAGCAGGACCATTG 

ACTATCCAGGAAGCCCTGACTTACTTTGGTGGAGCGGTGGCTTCTACAATAGGTCTGATAAT 

GGGTGGGACGCTCCTGGCTTTGCTAAGAAAGCGTTTCAGACAAAAAGATGATGGGAAATGC 

CCCTTGMTCCTCACAGCCACCTAGGMCATATGGAGTTTTTACAAACGCTGCATTTGACCC 

GAGTCCTTAAGGTTTCCATAAACACCCATGAATCAAAGACATGGAATTACCTTAGATTAGCTC 

TGGACCAGCCTGTTGGACCCGCTCTGGACCAACCCTGTTTCCTGAGTTTGGGATTGTGGTA 

CAATCTCAAATTCTCAACCTACCACCCCTTCCTGTCCCACCTCTTCTCTTCCTGTAACACAAG 

CCACAGAAGCCAGGAGCAAATGTTTCTGCAGTAGTCTCTGTGCTTTGACTCACCTGTTACTT 

GAAATACCAGTGAACCAAAGAGACTGGAGCATCTGACTCACAAGAAGACCAGACTGTGGAG 

AAATAAAAATACCTCTTTA I I I I I I GATTGAAGGAAGGTTTTCTCCACTTTGTTGGAAAGCAGG 

TGGCATCTCTAATTGGAAGAAATTCCTGTAGCATCTTCTGGAGTCTCCAGTGGTTGCTGTTG 

ATGAGGCCTCTTGGACCTCTGCTCTGAGGCTTCCAGAGAGTCCTCTGGATGGCACCAGAGG 

CTGCAGAAGGCCAAGAATCAAGCTAGAAGGCCACATGTCACCGTGGACCTTCCTGCCACCA 

GTCACTGTCCCTCAAATGACCCAAAGACCAATATTCAAATGCGTAATTAAAAGAATTATCCCC 

AAAAAAAAAAAAAAAAAAAGATCTTTAATTAAGCGGCCGCAAGCTTN 

>188 

NNAGCTCCCCCGCGGTGGCGGCCGCCCGGGCAGGTACI I I I I 1 1 1 I 1 1 I I 1 1 1 1 1 1 I 
TGTAACTACAGGTGTCAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTGTCTGTGC 
CATTCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCCATGATGTC 
ACTCGAAGTGCTCTGTGATTGACAGAGAGGGACAGTCGTAGTCAGAGGTGGCTCCTCAGAG 
AATTCAGAACTCACTCGCTGTCCTCCAGGGGCTCATCCCTTGATTTGAGGGAGGGATGAAAT 
ATTCTCTGCATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGGATGGTCAGTTACT 
CTAAATGTAGTTAGACAGGACAGCCAGAATACCGAGGTCTTGGTTAGGTCCTCTGTAACAAG 
CCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTCTTAACTCTTACACTTGTTGAAA 
TGAGTAGAAGGTGACATTTGTTTGGAAATCCCTCCCCAGCCTTGTNCCCANN 
>189 

NNNNNNNNAAGGAAAGCAGCTGCAAACTTCCCATCTGCAGTGTTTGTTTGTCTCGG 
CTCCGGCCATCACTGCCACGATTACCCCTGGATGAATTCCTCAGTGGAAATATCAACAAGAC 
TCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTTATTGCTCACACAAAGCCTGTTTGGTGG 
TCTCTTCACATGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTTG 
GGAGATCAATCCCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCACCTACGACCTCTG 
GTCCTCAGACCAACCAGCCCAAGGAACATCTCACCAATTTTTAATCAAGAATATTCTGTGAAA 
AAGACTAAGATATCAGAGAAATTATTAGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATA 
MGATCAAGAAMGACTCTTGCTTtGAGAAGACACAAAGAAATCACATCATCTTATTGGGATT 
ACNNNN 
>190 

acccacgcGTCCGGAcgggaGCTgtatgAAAGcggcggAGTTATAGACCGCTAACACCTGTCA 
CTGGCCACTGGTTTCCCGGAGTTAGCGGCAACGACCTTGCAGCCTGGACACTAGCCAGGC 
GCTCCCTCTTCTCACAGCGGCCCACGTCTCCTTGCTTGGGAGCCCATCGTCCTGGCTCCGG 
TGGCCTCGCTGGGTCTCGGGGAAGCAGAGGACTGTTCATTCCTGTGGCGAAAAGCCGGAG 
TCGGCCCTAGACACCCACGACTCGCAGGGTCCATGGTTCCGGAGGCCGTGAGACCTGCCG 
GGGCTGACAGGTGCCAGGGCCCATGCTGCGGGAGCCTGTGTGCTCAGCCTTCTTGCGGAC 
GGTAAAGAAGCTAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAGGTACTCTCTGCA 
GCACCAGCTGTCCCCGCCCTAbTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAG 
TCAGCCGAATCCCAGCCCCTTCCCTTGGGCCTGCTGTGGTGCTGGACATCAGTGACAGACG 
GAAGCAGGAGACCATCAAGGcctACGGGAGGCCCGGGGCGCTTGCGAAGATGAAGTTTGGC 
TGCCTCTCCTTCCGGCAggcCTTATGCTGGCTTTGTCtTAAATGGAATCAAGACTGTGGAggac 
cgCGCTGGCGTCCCCTGCTGAGCAGCCAGCGGAACTGTACCATCGCCGTCCACATTGCTCA 
CAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTG 
CTGCTCAGATTCAGGCCTTGCTCAGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGG 
ACTCGTTGACATTGGGGAAACTrTGCMTGCCCCGAAGACTTAAGTCCCGATGAGGTTGTGG 
AACTAGAAAATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAG 
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CGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCT 

GATTGGGACAGCCGTGGGAAGGACAGtTATGAAACGAGTCAGCTGGATGACCAGAGTGCTG 

AAACCCACAGCCACAAGCAGTCCAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGA 

GCATTCCGATGTGATTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATTCCACAGCCATG 

AATTTCACAGCCATGAAGATATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAAGATAAACAC 

CTGMATTTCGTATTTCTCATGAATTAGATAGTGCATCtTCTGAGGTCAATTAAAAGGAGAAA 

AAATACAATTTCTCACTTTGCATTTAGTCAAAAGAAAAAAATGCTTTATAGCAAAATGAAAGAG 

AACATGAAATGCTTCTTTCTCAGTTTATTGGTTGAATGTGTATCTATTTGAGTCTGGAAATAAC 

TAATGTGTTTGATMTTAGTTTAGTTTGTGGCTTCATGGAAACTCCCTGTAAACTAAAAGCTTC 

AGGGTTATGTCTATGTTCATTCTATAGAAGAMTGCAAACTATCACTGTATTTTAATATTTGTT 

ATTCTCTCATGAATAGAAATTTATGTAGAAGCAAACAAAATACTTTTACCCCCTTAAAAAGAGA 

ATATA ACATTTTATGTCACTA TAATC TTTTGTTTTTTMGTTAGTGTATATTTTGTTGTGATTATC 

TTTTTGTGGTGTGAATAAATCTTTTATCTTGAATGTAAAAAAAAAAAAAAAAGT 

>191 

GTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTCCCAGGG 
TTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACTGGGCAAGG 
ACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGATCATTCCCTG 
CTGGGCTCACTCACCGGCTTCGTATAAGGTCCI I I I I GAGGTTTATTATTTCCTTGTCCATAT 
ACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAAAGGGC 
CGGACAGCCCCCGA GTTG GGGGAACTCTGAAGCTTCTTGGTGGCTGGAACCTTGGTCATCT 
TAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCMGACAAGGATTTTTCCAGAATCTTCTACTT 
CAGTAGTTACTGGTATGAGAAGTTTCGGCAACTTCTCCCTGATCCCCAAGTCCCAATTACAC 
GAACTCCAAAGCGGTTTCCTTCTCCCGCGN 
>192 

TGGCGGCCGCCCG GGCA GGTAC 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 I I I I I I 1 1 I I I I CTGGCTTGAA 
ATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAA 
GGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAGGGCGG 
GTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGT 
>193 
>194 
>195 

NNGAGGATCCATTATCTTCTGTTTGCTTTGCTCTTCCTGI I 1 1 I GGTGCCTGTTCCAG 
GTCATGGAGGAATCATAAACACATTACAGAAATATTATTGCAGAGTCAGAGGCGGCCGGTGT 
GCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGTGGCCGA 
AAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACAT GACGAGAG TGTTGTAAAGTGTGGA 
AATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACAI I 1 1 I I I I CCAAAAAAAAAAAAAAA 
AAGTAAAAGT 
>196 

ACGCGGGGGGATCCGAGTGAGGCGACGGGGTAGGGGTTGGCGCTCAGGCGGCGA 
CCATGGTGATTGTGATTCATCATCCCTTAATTAAATATCAAATTATATTTGTGTGAAAATGTGA 
CAAACACACTTATCTGTCTCTTCTACAATTGTGGtTTATTGAATGTG AI 1 1 1 1 CTGCACTAATA 
TAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAATTGG 
AGTAGATATTMTTMGTCACC TGTAf AATGTTTTGTMTTTTGCAAAACATATCTTGAGTTGT 
TTAMCAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCGCC 
>197 
>198 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTTCTTTTTAGGGGGCCTGTGGCCCACAGACAATGTTCTAACCGGGTAGTGGT 
GCTCTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCCCTTCTTTTGGCCCCTGTA 
GCACACCCGGTACCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTCAAGGAGGCCAGAGCAGGAAAGGGAAAGGAATAACCCCCACCACCCCCAACACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCCCAAGGCTAGAACCACAGAGAAGA 
GTTTGQACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAAGACATGGCCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGCAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 
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AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 

AAGAAGCAGTAAGACCAGGCATGAGAAAACCCAGAAAGCCAGCTCAGTTCCCAAGAAGGCT 

GGCACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCACTGGTACTTGCTCAGCCTTTCCA 

GGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 

TCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGG 

GCTGGGAACAGTTTGTGAGGACTTATCTGTTGTAGCTGCCAAAAGTTAATTAGTAACTCACC 

GTCGAGAGTGAATTAACAGGACAAAGGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 

CCCTAATCAGCCCTTGGCCCCCAGATGCAGGCTCTCCCCTCCCCTCTGAGACCTCTCTGGG 

AATAGCAGACAAGAGAATGTCAGGGCAGAAACCTGCTGGACTAGGCTCTCAGCAGCCCAGC 

TCCTCCCTGGGGGAATCCCCCAGAATTCCTCACTGTGTGACACAGTTTTCTCCCATGTCCTG 

GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTCAATGTCACGACGCAGCTGTTGAACCT 

CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 

AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 

TGCTACAGACAGCCTGCAGATCTTGAAGGCAACTGGCCAACTCCTGGTGCAGCTCAAGTGC 

CAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGCGCAGGTGTTCCTG 

GAGTGTCAGATTCTTCTCAATCAAGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 

CGCAGCTGCTGCAGGGCTGAATCCCTTCGCTGGGCCTCCTCTCTCAGGGCCTGGCTTGTTC 

CTTCTTCTTGAGCCACTTCCTGCTCTAGGCTCTGTACTTGTGAGCGCAACTGATCCATCTTCT 

GCTGCTGCTTCTCCACAATCTTTTGGAGCGAATCGTATCGCTTCTGCCAGGACTCCATTTCC 

ACTTCTGGACCTTCTCCACTGGTCTCCTCCACAGACTGTTTATCTTGCAGGCTATGTCCAGC 

GGAGGAGAATTCTGCTTCTCTCTGCCTGAGGCTTTCCAGTTGAATCTCCTTCTCTCTGCAGA 

TTGCCTGGGTCTCCTCCAGCAAACTCTCCAGCTCAGTCACTTTCTCCTGCAGCTCTGTGCTC 

TTCAACTCAGAATCCTTAAGCTATATTTAATTTCCTCAGCAAGGCAATTTTTACTTTCTGCAGA 

AAGGGTGCTCCTCGCAGATGGAACAAN 

>199 

NACTTGGTGTTTGTCCCCCCCGGCGAACACATTTTGGGGTGCGCACACTGGCCCTG 
GTGGCGCGCTTCTTTTTAGGGGGCCTGTGGCCCACAGACAATGTTCTAACCGGGTAGTGGT 
GCTCTCTTACCCCGGTGGTCAGATAACCAGGGGGCCAGGGTCCCTTCTTTTGGCCCCTGTA 
GCACACCCGGTACCCTAAAGCTTGACCCGTTAAAAGCTGTACTTGTAACTGGGTACCTCGTG 
AACTGTCAAGGAGGCCAGAGCAGGAAAGGGAAAGGAATAACCCCCACCACCCCCAACACAA 
GAGAGGCACAAATTAGAGGGCTGGGCACAGGCTGTAGCCCTGGGTGAGGGGGTAAGCAGC 
TTGACAGTTGCTCTGTGGTCTCTGGGATATAATTCTGCCCAAGGCTAGAACCACAGAGAAGA 
GTTTGCACTCTTAAGTCCAGGAAGGGGACTACCTGGAAGGCCTGAGAACAAAGGAGAAAGT 
TTAGCACACTAAACACATGGCCAGGACCCTAGGGACACAAGGCAGCTGGAGAGTGGGATCT 
CTTGTTAAATGGCATGGTAGGCAGATTAGAGTCCTGGCTATAATCCCTAGGGCCCCAATCCT 
AGTAGTTACGTGCTAACCAACACATTACCCTGAGGCTTCTGGGAGAACAAGAGCCCTGAGG 
AAGAAGCAGTAAGACCAGGCATGAGAAAACCCAGAAAGCCAGCTCAGTTCCCAAGAAGGCT 
GGCACATGGGGCCTGAGAATTCTTAAATGGCCATTGTCACTGGTACTTGCTCAGCCTTTCCA 
GGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGA 
TCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGG 
GCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCTGCCAAAAGTTAATTAGTAACTCACC 
GTCGAGAGTGAATTAACAGGACAAACGTAATCCAACATGCCAGTGTGGGTAGGACACAGTT 
CCCTAATCAGCCCTTGGCCCCCAGATGCAGGCTCTCCCCTCCCCTCTGAGACCTCTCTGGG 
AATAGCAGACAAGAGAATGTCAGGGCAGAAACGTGCTGGACTAGGCTCTCAGCAGCCCAGC 
TCCTCCCTGGGGGAATCCCCCAGAATTCCTCACTGTGTGACACAGTTTTCTCCCATGTCCTG 
GGCATATCTGTCTGACATGGTGGTCCTTAAGTCCTCAATGTCACGACGCAGCTGTTGAACCT 
CTTCTAGTTTCCTCTTGATCACATCTGGCTTCTGCAAATCTAGCTGAGTCTCTGGGTGCTGTG 
AGTGAATGCCCAGGAGCAGGGAGAGATTGGGGTCATGGCCCTGGGCCCTCTGGGTCACAA 
TGCTACAGACAGCCTGCAGATCTTGAAGGCAACTGGCCAACTCCTGGTGCAGCTCAAGTGG 
CAGCTGGGCCGTGTCTGGTGAAGGTGGAGACCCTGGTTGGGCCTGGCGCAGGTGTTCCTG 
GAGTGTCAGATTCTTCTCMTCMGTCCTGGTTTTGCACTGAAAGCTCCTTTCACGGCTGTG 
CGCAGCTGCTGCAGGGCTGAATCCCTTCGCTGGGCCTCGTCTCTCAGGGCCTGGCTTGTTC 
CTTCTTCTTGAGCCACTTCCTGCTCTAGGCTCTGTACTTGTGAGCGCAACTGATCCATCTTCT 
GCTGCTGCTTCTCCACMTCTTTTGGAGCGAATCGTATCGCTTCTGCCAGGACTCCATTTCC 
ACTTCTGGACCTTCTCCACTGGTCTCCTCCACAGACTGTTTATCTTGCAGGCtATGTCCAG 
GGAGGAGAATTCTGCTTCTCTCTGCCTCAGGCTTTCCAGTTGAATCTCCTTCTCTCTGCAGA 
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TTGCCTGGGTCTCCTCCAGCAAACTCTCCAGCTCAGTCACTTTCTCCTGCAGCTCTGTGCTC 

TTCMCTCAGAATCCTTAAGGTATATTTAATTTCCTCAGCAAGGCMTTTTTACTTTCTGCAGA 

AAGGGTGCTCCTCGCAGATGGAACAAN 

>200 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I 1 1 CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATGAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTGTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
GACTTCTCAGGGGA I I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>201 
>202 

ggAgTCGACCCACGCGTCCGATCATGTGACACGGAAGTAGCTCCGAACAGGAAGAG 
GACGAAAAAAATAACCGTCCGCGACGCCGAGACAAACCGGACCCGCAACCACCATGAACAG 
CAAAGGTCAATATCCAACACAGCCAACCTACCCTGTGCAGCCTCCTGGGAATCCAGTATACC 
CTCAGACCTTGCATCTTCCTCAGGCTCCACCCTATACCGATGCTCCACCTGCCTACTCAGAG 
CTCTATCGTCCGAGCTTTGTGCACCCAGGGGCTGCCACAGTCCCCACCATGTCAGCCGCAT 
TTCCTGGAGCCTCTCTGTATCTTCCCATGGCCCAGTCTGTGGCTGTTGGGCCTTTAGGTTCC 
ACAATCCCCATGGCTTATTATCCAGTCGGTCCCATCTATCCACCTGGCTCCACAGTGCTGGT 
GGAAGGAGGGTATGATGCAGGTGCCAGATTTGGAGCTGGGGCTACTGCTGGCAACATTCCT 
CCTCCACCTCCTGGATGCCCTCCCAATGCTGCTCAGCTTGCAGTCATGCAGGGAGCCAACG 
TCCTCGTAACTCAGCGGAAGGGGAACTTCTTCATGGGTGGTTCAGATGGTGGCTACACCAT 
CTGGTGAGGAACCAAGGCCACCTTTGTGCCGGGAAAGACATCACATACCTTCAGCACTTCT 
CACMTGTMCTGCTTTAGTCATATTAACCTGAAGTTGCAGTTTAGACACATGTTGTTGGGGT 
GTCTTTCTGGTGCCCAMCTTTGAGGCACTTTTCAAATTTAATAAGGAACCATGTAATGGTAG 
CAGTACCTCCCTAMGCATTTTGAGGTAGGGGAGGTATCCATTCATAAAATGAATGTGGGTGv 
MGCCGCCCTAAGGATTTTCCTTTAATTTCTCTGGAGTAATACTGTACCATAGTGGTCTTTGC 
TTTTAGTAAtAAAACATCAAATTAGGTTTGGAGGGAACTTTGATCTTCCTAAGAATTAAAGTTG 
C^AMTTATTCTGATTGGTCmAATCTCCTTTMGTCTTTGATATATATTACTTGTTATAAATG 
GAACGCATTAGTTGTCTGCCTTTTCCTrrCCAfCCCtTGCCCCACCCATCCCATCTCCAACCC" 
' TAGTCTTCCATTTCCTCCCGCCAGTCTCCATTGAATCAATGGTGCAGGACAGAAAGCCAGTC 
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AGACTMTTTCCTTCTTTCCTGGCACTTCTCCCCACTCGTCATCTTTTAACTAGTGTTTCACAA 

GGATCCTCTGAAACCCTCTCTGTGCCCCAAGTACAGATCCCATTACTTCTGCTTTCGTATCTC 

CTCAGGCAAAAGTGGAGGGTGCCTTATGGGCCCTCCTCATAGGTTGTCTCTGCATACACGA 

ACCTAACCCAAATTTGCTTTGGTGCCAGAAAAACTGAGCTATGTTTGAACAAAGATGTCGTG 

CAAACTGTACTGTGAACAACAGTTGGTTTAAAATATGAGGGGCAAGGAGGAGGATGCATTTC 

AA AAGCTT GATTGATGTGTTCAGAGCTAAATTAAGAGGAGTTTTCAGATCAAAAACTGGTTAC 

CATTTTTTGTCAGAGTGTCTGATGCGGCCACTCATTCGGCTCCCCAGAATTCCTAGACTGGG 

TTAATAGGGTCATATTGTGAATGTCTCACTACAAAATGACTTGAGTCCAGTGAAATCTCATTA 

GGG TTTM GMTATTTCAGGGATCCCTMTGTTTTGATTTTTGTTTTCTGAAATTGGATTTTAT 

TTTATTTTATCTTATAATTTCAGTTCATCTAAATTGTGTGTTCTGTACATGTGATGTTTGACTGT 

ACCATTGACTGTTATGGAAGTTCAGCGTTGTATGTCTCTCTCTACACTGTGGTGCACTTAACT 

TGTGGAATTTTTATACTAAAAATGTAGAATAAAGACTATTTTGAAGATTTGAAAAACAAAAAAa 

AAAAACttcggaGGATCCaaTGtcgggggggaaacaaggggtattgaactggcccatggtcaaaggctgttccggacCCA 

GTttttgtcccaaggggaaatactgcggcgcccataaagagaggccgaataaattggaaaagc 

>203 

>204 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGGTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAG GTTCCCAGGTCAAG AG CTTCACCC ATAATTAAG A 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTGCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTtCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCeCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGA7TGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AG CTGCT CTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTG AACCCGCCAAAATCGG ACNN 

>205 

nnatgtggttacgacccactgtattgaggtgacgcgatccataggctgtggtgttt 

gttttcgctgatcc acac aaacgttggggcactgtctattcatgtgttcaagctgaaggctc 
gttctcggttgtcattttacagtg i i 1 1 1 ctacggggttacattacaggaatgttgtagcgac 
gtttagcccgtggagtatcaacgtcttgagactccgtgtgagactccctggtttgttccaga 
acagtgtgtttttagattccgtacctttgattaaggaacacatcatgccgtgaagccaattta 
ta7tqtgcaattccgtagtgcatgtmtgtattctgccgtctcgtagtgtgaagccatgcttg 
gcacatccagnctttgatgtctggctgccttctgcgggccaactgtcttgtggaattcgtt 
gctcccagagatagcttgaactgcagatcccggacagcAttgcactgagctgtcgttgtatc 
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TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTGCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCGCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGT TTGT TCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTGATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGA I I I I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACT GTGA TGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGtCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGGAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>206 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGI 1 1 1 1 CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTG I 1 1 1 I AGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTGCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGT TTGT TCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCG GGGA 
GACTTCTCAGGGGA 1 1 1 I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTmCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTT CTGTA TAAGATTCACCGTCGCC 
GTCGGCATCAMGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGMTTACMTCCMGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTtGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCMTGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
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>207 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAATGTGTTTC I I I 1 1 ACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
TTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTAACACTGTA 
TCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTTTTCTGTCATTCTCATCAACTAC 
CCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAAC 
GAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTCTTATCTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGCACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGACATTCAGTGACCAGCTGGGTGCAGTGGCT 
CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGG ATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGCCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCACTTCAGCCTGGG 
CGACAGAGGGAGACTCTGTCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>208 

CGCGGTGGCGGCCGCCCGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAATGTGTTTC I I I I I ACCCCT7TTCTTCTTCTTCTTCACAGATGTTTCTTCTTCTTCTGCCACT 
7TTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTAACACTGTA 
TCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAG I I I I I I I CTGTCATTCTCATCAACTAC 
CCAATGTTTGTTTTGTTTATTTTATMTTGGGAAGGTTCTCCMGGCCTACCACTMCTTTAAC 
GAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAG 
GATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAAT 
GGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTTAATCTACCTGCTGCAACCCTGA 
AAAATTGTATTTACCCTTGGTGAAGCTCCCTATCTATAAAACTTAAGAATGTCTTATCTTACTG 
GACTGTTACTGATTTAAAAAGATGATGCATAGAAAGCACTAAGTATAATGCTTAGCACACATT 
ACAATAAGGACTCAACACATAGCTATCATTAGACATTCAGTGACCAGCTGGGTGCAGTGGCT 
CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCGGGAGGATCACTTGAGGTCAGGATA 
TCAAGACCAGCCTGGCCAACATGGTGAAATCCTGTATCTAATAAAAATACAAAAAAGTTAGCT 
AGGCATGGTGGTGCATGCCTGTAATCCCAGTTATTCAGGAGGCTGAAGCACGAGAATTGCT 
TGAACCCAGGAGGCGGAGGCTGCAGTCAGCCAAGATCACGCCACTGCACTTCAGCCTGGG 
CGACAGAGGGAGACTCTGTCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>209 

NNGTCGCCATTGTGACCCGAGAATTTMTATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCGTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAAAAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACTAI 1 1 1 1 1 I 
MTGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTACCCATTCTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTrACTGTTTrCTTTTTCTATAGCTAAAAAAGCAMCTTTACACGAAGAAGCTCTTGAT 
TMGGAMTTTCAATAGATTCATATTTATAAAATTTTAAACATTTGGCACAGCAAAATTTGGAA 
AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCC 1 1 1 1 1 CCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACCAGGCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATGTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATG 
GCMTCAMGGAAACAGTTAAACACCAAAGAATTTCTTAAAGCCAAAAAATATTTTTCATGGA , 
GTTGAACATTTTTCGAGTGTG 1 1 I I III CAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAA 
GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTTAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
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GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 

ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 

AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 

CCAG G CCATCTACTGTCTCCCTCACCTGCCCTAACCTTTTCTG AGTCCCTCCCTCTCTTGTG 

CAAGCACTGTAGTTTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTCAAATGTT 

ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 

ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGGTGCGACG 

CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 

AGGTGGGCTGCTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTCCTTTGCTTCACGTAAGATT 

AACACTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCA 

CTGCCTATAAACTGTAGTCTCATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 

GGCAAATG GGTA TGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 

GCCAGGCCTTTTGGCATCTGGGTGCCTTCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCTCAA 

CATCCACT TGTAC CCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 

AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAACGTG 

C TCACA GTCAC ACTTG GTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAAATGAGTATTTT 

GTTTTTCATCTGTTTTGTATTTAMGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCAGCTCCTGTGCCTTC 

CCAGCCCCACTATAATTGGCAGTATGTTTGTTCATGTTTCCTGAAMCATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>210 

nnatgtggttacgacccactgtattgaggtgacgcgatccataggctgtggtgttt 

gttttcgctgatcc acac aaacg ttggg gcactgtctattcatgtgttcaagctgaaggctc 

gttctcggttgtcattttacagtgtttttctagggggttacattacaggaatgttgtagcgac 

gtttagcc cgtgg agtatcaacgtcttgagactccgtgtgagactccctggtttgttccaca 

acagtgtgtttttagattccgtacctttgattaaggaacacatcatgccgtgaagccaattta 

tattctgcaattccgtagtgcatgtaatgtattctgccgtctcgtagtgtgaagccatgcttg 

gcacatccagttctttgatgtctggctgccttctgcgggccaactgtcttgtggaattcgtt 

gctcccagagatagcttgaactgcagatcccgcacagcattgcactgagctgtcgttgtatc 

tgagcctggacatggcggccgaggtactcacagtcacgcaaattcacagtctgcgtgcacg 

gctctccattcttcttcttggctttacaggttcccaggtcaagagcttcacccataattaaga 

ccttctgaggatgatcgatagataaacacacctcctctgaaccatccttgggcttcatgggg 

ttggcattgaggatccctacgacagtcccctgctccgtc7tccagagcgctttgtgaacttc 

tccaa ataag aacaaggacacacattgtgtcaggtcacgaagatcattcagtttccatatgct 

gmggtttttccactattcacactctgtggcgtaaccttcttcaatataaccccaaatgtcac 

ccaa tctatttcttccagcttctctctggccatcttttccttgatctgagacagtctgatcag 

ttttcggccggtcatgtgtcttcgttcatattctctggaggatactcgagcccgcctcgagc 

cgcagaccaggagaaggcttccacacagatggcgattgagtcgtttcctcagagaactttc 

actcggggtccaccacatatttgacctctagttatcccactaggtttgttccgagaaatcgt 

ctgtaggggttgggagggtgcacttgtcatccttgaagatgagcttttgggatctggaggt 

.gaagcctttggtgttcgagccaccctgttggttgttggtagcgcagggacatgaagctccg 

cagaaaagcatgtt gactc ctgaattctctgaactctcctctccttaagaggtggccgggga 

gacttctcaggggatttttgcagacgggctgggcttgctgtctgtrtaattgttgttactttt 

agctgctcttgtaaggccttcatttgctcttgcaaattccttaattcctcttgcaactcttcat 
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TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>21 1 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGfCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGf G I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTtTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGtCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAG AG ATAG CTTG AACTG CAG ATCCCGC ACAGC ATTG CACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCGATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGAGAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTnT 

AG CTGCT CTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGMCTTCTTCTTCATCTG7TAAGTCCTCCATATGTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATGAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>212 

NNNCTCGCTCTGTCACTCAGGCTGGAGTACAGTGGCGTGATCATAGCTCACTGCGG 
CCTCGGTCTCCTAGGGTCAGGTGATCCTCCCATCTTAGCCTCCTGAGTAGCTGGGCATGTG 
CCACCACACCTGGCTACTTTTTAA A I 1 1 I II I 1 1 1 1 CTGTAGAGACGAGGTCTTTCTATGCTGT 
TCAGGCTGAACTTCATGGGTTTATTGGGGATGGCTAATGGATGACATTGGCGGTGGTCCTTG 
ATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTCTTGAGATTGCTCTGGA 
ATGGAAATTAGG CI Mil I G AAGGTGTG ACCCTTTTTGTTCATTTCTTCAGCAGTTA C I I I 1 1 A 
1 1 1 1 I IAAATGTTTGACACACAGTCTCTGATAAATGATCATTCACCAATCACCGATTACTCTCC 

ttgctctgttaagtgtgacactgtccctttgagaatctggcgacagctatgtatcccatcac 

cacacaccccaaaaaaaaaatttatgtctggttccaggagttaccttttatgagaagtccatc 

tgtgaagaccctggatgttcagagaacttcctgggaaaaccctgaaagaaaataaagaggcc 

gggcccggtggctcatgcttgtggtcccggcactttgggaggctgaggtgggcagataag 

ctgaggtcaggagttccagaccagcctggccaacgtggcgaaannn 

>213 
>214 

CGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTG 
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AGGCAGGAG AATCGCTTGAACCCAAGAGGGGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGCA 

AAMGAMCAGATGAMCCMTGTGMTMTTTATTTTMCACMTATACCTAACATATTTTTAT 

TTCAATATCTMCCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAAGCTCCTTAAG 

TAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAG 

AAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGAGTGAG 

GAAAAAGGTATTAGTATTGGCTTTTCACAACGCCTTGT 

>215 

>216 

>217 

GCGG CCG AG GTAC TATC A AAC AACATG ATACA ATTTAAATGTGTC ATAG C AACTACT 
AGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGCTGAATGAGTGGC 
CACTCATAGAGAGATTGCATTTCfGGCTTCCCTTGCAGCCATAGGTAGCCATGGGACAAAGT 
TCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACACTGGAAGAAGAAGAATT 
GTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGCAAAAAAAAAAAAA 
AAAAAAAAAGT 
>218 

NATACTGTTCAAAAATTGGCCTCCGACCACAAAGACATCCACAGCAGTGTTTCTCGG 
GTTGGAAAAGCCATTGGATMGGATTCACTTTAAGAGATTTGGAAACTCTTCCCTTTGGAATT 
GCTCTTCCCATCAGAGATGCAATTTATCACTGTCGTGAACAGCCTGCCTCAGACTGGCCAGA 
AGCTGTCTGTCTCTTGATTGGACGTCAGGATCTTTCCAAGCAGGCCTGCGAAGGAAACTTAC 
CCAAAGGGAAGTCTGTGCTCTCATCAGATGTTCCTTCAGGAACAGAAACTGAGGAGGAAGAT 
GACGGCATGAATGACATGAATCACGAGGTCATGTCATTAATATGGAGTGAAGATTTAAGGGT 
GCAGGATGTGCGAAGGCTTCTTCAGAGTGCGCATCCTGTCCGTGTCAATGTAGTGCAGTAC 
CCAGAGCTCAGTGACCACGAGTTCATCGAGGAAAAGGAAAACAGATTGCTCCAATTGTGTCA 
GCGMCTATGGCTCTTCCTGTAGGACGAGGAATGTTTACCTTGTTTTCGTACCATCCTGTTC 
CAACAGAGCCATTGCCTATTCCTAAATTGAATCTGACTGGGCGTGCCCCTCCTCGGAACACA 
ACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAACATGACAAGCTGGGCCAGCTT 
TCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGATCGACTCAGCTTGG 
ATTGTTTACAATAAGCCCAAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGC 
TCTGGGTTTGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCA 
AGGGCCATGAAATGACAAGCATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACC 
ATGGATATGTCTATTACTCGGCTTCTTAGCATTCGCATTCCTGCTCTCTTACCCCCAACGTCC 
ACAGAGCTGGATGTTCCTCACAATGTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGTATA 
TCAAGGGACAGCTCACAGACATACTGCAGAAGTCCTGTTGGCTGAGATAGGACGGCCTCCT 
GGTCCTGAAATGGAATACTGCACTGACAGAAAGTCATACTCCTTAGCTGCTGGCTTGGCCCT 
GGGCATGGTCTGCTTGGGGCATGGCAGCAATTTGATAGGTATGTCTGATCTCAATGTGCCT 
GAGCAGCTCTATCAGTACATGGTTGGAGGACATAGGCGCTTTCAAACAGGAATGCATAGGG 
AGAAACATAAATCACCAAGTTATCAAATGAAAGAAGGAGATACCATAAATGTGGATGTGACTT 
GTCCAGGTGCTACTCTAGCTTTGGCTATGATCTACTTAAAAACCAATAACAGTGTCTTCTAGG 
AAGCCCAGACACATGGAGAAGTTCTGAGTGTTTTGGCCGATAGTCCCAGATGAGGTTCCAG 
CAACAGCTGGGATCACCCATGAGATGTGAGTGAGGAAGGCTTTGAGATGGTTTCAGCCCTA 
GCCACCACTGACCTCATAAGAGACCACAAGAATGAGAATCACCTGGCCAAGCCCAGCAGAC 
CTTCAGAATTCAGAAATAAAATAATTCATCTTATTTCANNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNN 
>219 
>220 

NCCGCCGCAGCGGGGAATCTGCAGTAGGTCTGGCGGCGATGGAGTGGTGGGCTA 
GCTGGCCGCTTCGGCTCTGGCTGCTGTTGTTGCTCCTGCCCTCAGCGCAGGGCCGCCAGA 
AGGAGTCAGGTTCAAMTGGAMGTATTTATTGACCAAATTAACAGGTCTTTGGAGAATTACG 
AAGCATGTTCAAGTCAAAACTGCAGCTGCTACCATGGTGTGATAGAAGAGGATCTAACTCCT 
TTCCGAGGAGGCATCTCCAGGAAGATGATGGCAGAGGTAGTCAGACGGAAGCTAGGGACC 
CACTATCAGATCACTAAGAA CAGA CTGTACCGGGAAAATGACTGCATGTTCCGCTCAAGGTG 
TAGTGGTGTTGAGCACTTTATTTTGGAAGTGATCGGGCGTCTCCCTGACATGGAGATGGTGA 
TCAATGTACGAGATTATCCTCAGGTTCCTAAATGGATGGAGCCTGCCATCCCAGTCTTCTCC 
TTCAGTAAGACATCAGAGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGG 
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ACCTGCTGTTTGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTGAGAGAAGATC 

TGGTAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGA 

TCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTGTT 

GATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAGC 

TGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGCGT 

AGCTGCAAGTTTCCG GTTTAAAC ACCTCTTCCTGTGTG G CTCACTTGTTTTCCATGTTGGTG A 

TGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATATCCCAGTCAAAA 

CAGATCTCTCCAATGTCCAAGAGCTGTTACAATTTGTAAAAGCAAATGATGATGTAGCTCAAG 

AGATTGCTGAAAGGGGAAGCCAGTTTATTAGGAACCATTTGCAGATGGATGACATCACCTGT 

TACTGGGAGAACCTCTTGAGTGAATACTCTAAATTCCTGTCTTATAATGTAACGAGAAGGAAA 

GGTTATGATCAAATTATTCCCAAAATGTTGAAAACTGAACTATAGTAGTCATGATAGGACCAT 

AGTCCTCTTTGTGGCAACAGATCTCAGATATCCTACGGTGAGAAGCTTACCATAAGCTTGGC 

ACCTATACCTTGAATATCTGCTATCAAGCCAAATACCTGGTTTTCCTTATCATGCTGCACCCA 

GAGCAACTCTTGAGAAAGATTTAAAATGTGTCTAATACACTGATATGAAGCAGTTCAACTTTT 

TGGATGAATMGGACCAGAAATCGTGAGATGTGGATTTTGAACCCAACTCTACCTTTCATTTT 

CTTAAGACCAATCACAGCTTGTGCCTCAGATCATCCACCTGTGTGAGTCCATCACTGTGAAA 

TTGACTGTGTCCATGTGATGATGCCCTTTGTCCCATTATTTGGAGCAGAAAATTCGTCATTTG 

GAAGTAGTACAACTCATTGCTGGAATTGTGAAATTATTCAAGGCGTGATCTCTGTCACTTTAT 

TTTAATGTAGGAAACCCTATGGGGTTTATGAAAAATACTTGGGGATCATTCTCTGAATGGTCT 

MGGAAGCGGTAGCCATGCCATGCAATGATGTAGGAGTTCTCTTTTGTAAAACCATAAACTC 

TGTTAGTCAGGAGGTTTC TATAAT GCCACATAGAAAGAGGCCAATTGCATGAGTAATTATTGC 

AATTGGATTTCAGGTTGCCTTTTTGTGCCTTCATGCCCTACTTCTTAATGCCTCTCTAAAGCC 

ACTAAAAAATAAAATAAGACTCGAGGGGGGGCCCGGTACCCCAATTTGCCCTATTATGGGG 

CGGATTACAAATTAACTGGCCCGGCGTTTTTACAANNNN 

>221 

NGGCGGCCGAGCTGCCGAGGTACGCGGGACAACAGTCCCCAGGCATCACCATTCA 
AGATGCATCCAGGGGTCCTGGCTGCCTTCCTCTTCTTGAGCTGGACTCATTGTCGGGCCCT 
GCCCCTTCCCAGTGGTGGTGATGAAGATGATTTGTCTGAGGAAGACCTCCAGTTTGCAGAG 
CGCTACCTGAGATCATACTACCATCCTACAAATCTCGCGGGAATCCTGAAGGAGAATGCAGC 
AAGCTCCATGACTGAGAGGCTCCGAGAAATGCAGTCTTTCTTCGGCTTAGAGGTGACTGGC 
AAACTTGACG ATAAC ACCTTAGATGTCATGAAAAAGCCAAGATGCGGGGTTCCTGATGTGGG 
TGMTACAATGTTTTCCCTCGAACTCTTAAATGGTCCAAAATGAATTTAACCTACAGAATTGTG 
AATTACACCCCTGATATGACTCATTCTGAAGTCGAAAAGGCATTCAAAAAAGCCTTCAAAGTT 
T GGTCC GATGTAACTCCTCTGAATTTTACCAGACTTCACGATGGCATTGCTGACATCATGATC 
TCTTTT GGAA TTAAGGAGCATGGCGACTTCTACCCATTTGATGGGCCCTCTGGCCTGCTGGC 
TCATGCTTTTCCTCCTGGGCCAAATTATGGAGGAGATGCCCATTTTGATGATGATGAAACCT 
GGACAAGTAGTTCCAAAGGCTACAACTTG7TTCTTGTTGCTGCGCATGAGTTCGGCCACTCC 
TTAGGTCTTGACCACTCCAAGGACCCTGGAGCACTCATGTTTCCTATCTACACCTACACCGG 
CAAAAGCCACTTTATGCTTCCTGATGACGATGTACAAGGGATCCAGTCTCTCTATGGTCCAG 
GAGATGAAGACCCCAACCCTAAACATCCAAAAACGCCAGACAAATGTGACCCTTCCTTATCC 
CTTGATGCCATTACCAGTCTCCGAGGAGAAACAATGATCTTTAAAGACAGATTCTTCTGGCG 
CCTGCATCCTCAGCAGGTTGATGCGGAGCTG 1 1 1 1 I AACGAAATCATTTTGGCCAGAACTTC 
CCAA CCGTA TTGATGCTGCATATGAGCACCCTTCTCATGACCTCATCTTCATCTTCAGAGGTA 
GAAAATTTTGGGCTCTTAATGGTTATGACATTCTGGAAGGTTATCCCAAAAAAATATCTGAAC 
TGGGTCTTCCAAAAGAAGTTAAGAAGATAAGTGCAGCTGTTCACTTTGAGGATACAGGCAAG 
ACTCTCCTGTTCTCAGGAAACCAGGTCTGGAGATATGATGATACTAACCATATTATGGATAAA 
GACTATCCGAGACTAATAGAAGAAGACTTCCCAGGAATTGGTGATAAAGTAGATGCTGTCTA 
TGAGAAAAATGGTTATATCTATTTTTTCAACGGACCCATACAGTTTGAATACAGCATCTGGAG 
TAACCGTATTGTTCGCGTCATGCCAGCAAATTCCATTTTGTGGTGTTAAGTGTC 1 1 1 1 IAAAA 
ATTGTTATTTAAATCCTGAAGAGCATTTGGGGTAATACTTCCAGAAGTGCGGGGTAGGGGAA 
GMGAGCTATCAGGAGAAAGCTTGGTTCTGTGAACAAGGTTCAGTAAGTTATCTTTGAATATG 
TAGTATCTATATGACTATGCGTGGCTGGAACCACATTGAAGAATGTTAGAGTAATGAAATGGA 
GGATCTCTAAAGAGCATCTGATTCTTGTTGCTGTACAAAAGCAATGGTTGATGATACTTCCCA 
CACCA CAAATGGGACACATGGTCTGTCAATGAGAGCATAATTTAAAAATATATTTATAAGGAA 
ATTTTACAAGGGCATAAAGTAAATACATGCATATAATGAATAAATCATTCTTACTAAAAAGTAT 
AAAATAGTATGAAAATGGAAATTTGGGAGAGCCATACATAAAAGAAATAAACCAAAGGAAAAT 
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GTCTGTMTAATAGACTGTAACTTCCAAATAAATAATTTTCATTTTGCACTGAGGATATTCAGA 

TGTATGTGCCCTTCTTCACACAGACACTAACGAAATATCAAAGTCATTAAAGACAGGAGACAA 

MGAGCAGTGGTMGAATAGTAGATGTGGCCT7TGMTTCTGTTTMTTTTCACTTTTGGCAA 

TGACTCAAAGTCTGCTCTCATATAAGACAAATATTCCTTTGCATATTATAAAGGATAAAGAAG 

GATGATGTCTTTTTATTAAAATATTTCAGGTTCTTCAGAAGTCACACATTACAAAGTTAAAATT 

GTTATCAMATAGTCTAAGGCCATGGCATCCCTTTTTCATAAATTATTTGATTATTTAAGACTA 

AMGTTGCATTTTAACCCTATTTTACCTAGCTAATTATTTAATTGTCCGGTTTGTCTTGGATAT 

ATAGGCTATTTTCTAAAGACTTGTATAGCATGAAATAAAATATATCTTATAAAGTGGAAGTATG 

TATATTAAAAAAGAGACATCCAAA I I I I I I I I I AAAGCAGTCTACTAGATTGTGATCCCTTGAG 

ATATGGMGGATGCCTTTTTTTCTCTGCATTTAAAAAAATCCCCCAGCACTTCCCACAGTGCC 

TATTGATACTTGGGGAGGGTGCTTGGCACTTATTGAATATATGATCGGCCATCAAGGGAAGA 

ACTATTGTGCTCAGAGACACTGTTGATAAAAACTCAGGCAAAGAAAATGAAATGCATATTTGC 

MAGTGTATTAGGAAGTGTTTATGTTGTTTATAATAAAAATATATTTTCAACAGANNNNNNNNN 

>222 

NAGGGAGTCCCACCCACGTGTCCGCGCAAGACGCCTCGTAGGGAGTGTAACTATG 
GCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGCAGA 
GAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGAGATCTATTAGGATTTT 
ATATCTTACTATGTTTCTCAGCAGTGTAGGGTTTTCTGTAGTGATGATGTCCATATGGCCATA 
TCTCCAAAAGATTGATCCGACAGCTGATACAAGI 1 1 I I I GGGCTGGGTTATTGCTTCATATAG 
TCTTGGCCAAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGAAAAGA 
GCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCTCTATGCATATCTCCACAT 
CCCAGCTTCTCATAATAAATACTACATGCTGGTTGCTCGTGGATTGTTGGGAATTGGAGCAG 
GAAATGTAGCAGTTGTTAGATCATATACTGCTGGTGCTACTTCCCTTCAGGAAAGAACAAGC 
ACTTTTAACTGGTCTCATCCCCTTTTAMCTCATATTTCACAGTTCAACATACATGTTTCTCAT 
TGTAAACAAATA I I I I I CTTATCATTTTGCCTTTGCTCATGATGTTCTCATTACCTATAGTTTCT 
CTTCTGTTCTCATCATTCTTCATCCTTCAAGATTCAGTTTAAACCAGGTGTGGTGGCACGTGC 
CTGTAATACCAGCTACTCGGGAGACTGAGGTAGCAGAATCTCTTGAGCCCAGGAGTTCGAG 
GGCAGNCTGGGTAACATAGGGAGACTCCATCTTAAAAAAAACATCACTGGGCGCGGTTTAC 
AACGTCGTGACTGGGGAAACCCGGGGGTACCAAATTAACGGCTGGGGAGAATCCCCCTTG 
GCAGAGGGGGAAAGGAAAGGCGGCCAAGTGCCCCCCCAAAGGGCCCCCAGAGAAGAGAC 
AGAGGGACCATGTCAGGCCCCCCCCTAGGGGCCCCCTAACACCACACGGGGGCGCCCCCT 
CCAAAACCCCGCGCTCGCGCCCAGACACCACCCCCCAGGGCCACCCGCGGCCGCCACCC 
CACCNNNNNNNNNNNNNNNNNNNNN 
>223 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTGGAGGTCAGCCCATTATCTTTAATCCTGA 
CI 1 1 1 1 IGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGMTCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCAGTGCAAATGACCTTCAGGAGAATATC 
ACAMGTTAMCAGTGGGATGGCTTTTATGATTAMCACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGG AGTGTGCG AG ATTGCACTATTTGGG ATCCAGAACTCAGGCATCAAAGG A 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATMGCAATCAtTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
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AGATGATGTCAGAAAAGAAAAAGAAGAAGCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 

AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 

ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 

ATCCAGAGTTGTCTCCTATGGTCCATGCAGMTTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 

CGCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 

TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 

CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 

ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTC AATGTG TTTAGGCAGATTC 

CACTTTTGAAAAAAAATATGAAATGTGTGCTCAACT GCCAG TAAT TTTTT AAAAAGCACTGTCC 

CAGTGGATTGATGTTGTTTTTAATGGATATTTTGGGTTTTTCT CTGTT TTGATAGTATTGGGTA 

TTTGGTTG I I I I IGTTTGTTTATTTCTTTGTTTTAAAAGCCATGTTTTTGGTTGGGCTCTAAGCT 

AGATATCTTTCCCTCTTTTTCACTTTGAGCTTTGGGAAAACTCTTTA TCTTATG AGGCTGTATT 

CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 

GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 

TTTTAACAAATCTTMTTATTAAACTCTTTTCCTTCCTTCCAT TTCTC CCTCCCTTGTCCATCTC 

TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCC GCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I 1 1 1 1 1 1 1 1 CTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>224 

agtcgactcacgcgtCCGGGAAGCGGGGTGGGAAgaagGgAGGGGATGGGGTTGACCGAG 
CTGGAGAAAGCCTTGAACTCTATCATCGACGTCTACCACaAGTACTCCCTGATAAAGGGGAA 
TTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATA 
TCAGGAAAAAGGGTGCAGAGGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTT 
AACTTCCTGGAGTTCCTCATTGTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCA 
TGAAGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGT 
ACAGACTCTCATTTTATGACGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACG 
AGGGGAAATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGA 
AACCCAGGTCTATTTGTTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCC 
GATAAAAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCATAGAATT 
ATTTTCATTTGTAAATATTTGGTATCAggCCAAGCAAGGGAAAGAAGCTTTACTgtaTTACCATC 
TTTccTggaaaAGATTGATTTTTCTCTCTCCCttaggGGATATGAggTATGATACCTGCaaccAAAAT 
AAGCTGgctgttaaGTGCTCTCTCCTTAACTATTGTCCAAGCAATGTACATCACTCTTGCCTAGAT 
GAGTGACCATACTTTTTTCTTTGCTGCTTGGTTTTTCTATCACTAAAAAGCAAATTTAGGTGGA 
AGATGGATGGGTAAGTCCTTTGTCCTTGTCAAAAGAATTTAGAAAGGGTAAAGGTGGTGGGA 
TTTGMTTCTTTTAAACGGTTTATTCATTGGAAAGGCAAGTGAGTGGCAGTTGACTGTAGAAT 
CTTGGGAATTTTTGAAGGAATTTMGAGCTGTACTTATTTTAAATAATGAGGAAACAATCAGA 
GAGACTTAACCAGGGTGGCAACTATGGAAGAGTGGGGGTAGAATCCAAGTCTACAGTTCTA 
CGGCACTGCTTTGTTTATTTTTTCAATCAAGCACACATGAGGGATTGCTTAATAAATTCAAGA 
GTTTTGTATATAGTTTGGGATTACTACAGACACAGGTACTCTAGCCATGTGACTATTTCAGAT 
TAGTGTTCCCATTGCTCTCCATCCTATTTTTCATATCTAAATGTGTCATGATTTTAGAATCTCT 
TTGTAAAGAAAACCAAAAAGAGCCATGCCCAAAAGAATGAGCATGAAATGAAGCAATTCAAG 
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TATTTAGAATTTCTTCTTC I 11 I I I I I I I I I I I I I CC AAAATTCTGAGTTAAG AAAGTTCATTG CC 
AACAGTTGAGGATAAATAGCTCTATTGATTTAGGCAAATGAATGAGAAGATTTAAACATCATC 
AAGACTCCCAAAGTTGGTGTAATAAAAGTTGAGATGTTTTGCTAGATGCTGAGAGAAAAGGC 
ATAAATAGGCCATTTGTGCTCCTGTAAACAAATGAAATTTTGTAATGATCAAGAGACAGCATG 
ATATTATAAAACACACTTTGGACTCATCGAGACCTGGCTCAGAGTTGTACCTAATTTGCTTAT 
CAGCATTTGGTTAGACCTTAGACAAATTTTATAACCTCTCTMGCCCATTTTCTTTATCTGTAA 
ATMAGGAAAAAGATCTGTTTGGATTTGGGACAGGAGAGTTGTCTGTTTTATAGGGTAATGTT 
TATGAAMTMTTTATCACCTAGGTACTTAGTMATACCAGTTTCTGTCTCTGTTTTTCTTCAA 
AGCTTTGTTGACAATGTAGGATATTGCCAACTAATCCTTTGACTTGAGCGCTTAGCCATGCCC 
CAATCCAGGCAGCATGAAGAATGATCAAGAAGGGGACACCTAGTGGCAGTTGACCTTTGAG 
GATCTATCTAGGATCAGGTTACTGATTTGGGACGTCTGAATCAGTACATCATAACATCGAGA 
GTGATCTCTGCCAAAATTAAAATTCTGTCAGAACAGTATAAGCAGAAGGAAGACATTAGGTCT 
. TTCTGAAATATGGAGCTGATAACTTCTATCAGTTCTGAATTCTGTACTGTCCCACCCCCAAAT 
CATCTATATT GTTGC ATGTGCTTAGCTTTGTGCCTTGAATTGCTATTTCCI I I I I ATCTTGCAC 
TCAGATGGTATTTTTAGAGATGTTTCTTCAATCAAAACAAGATAAAGTTAAAAAAAAAAAAAA 
>225 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 

GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 

GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 

GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 

ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 

TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 

GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 

GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 

TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 

GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCGTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTGTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGA I 1 1 I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTf GTAAG GCCTTCATTTG CTCTTGCAAATTCCTTAATTCCTCTTG CAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCGTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>226 

ACGCGGGATGGATAGCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTACGGCGA 
CAGCTCCTCGCGCAGCAGTTGGGAGCTGAAAGTGGCGACAGCATTGGTGCCGTGTTAAATA 
GCAAAGATGAGCAGAGAGAAATTGCTGAAACAAGAGAAACTTGCAGGGCTTCCTATGATACC 
TCTGCTCCAAATGCAAAACGTAAGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGA 
AGAATATAA GGAT GAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAA 
ATAAAGAGATTTTCCTGAGAGMCTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGC 
TAATATCACTGACTGATGAAAATGCTCTTTCTGGAAATGAGGAACTAACAGTCAAAATTAAGT 
GTGATAAGGAGAAGAACCTGCTGCATGTCACAGACACCGGTGTAGGAATGACCAGAGAAGA 
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GTTGGTTAAAAACCTTGGTACCATAGCCAAATCTGGGACMGCGAGTTTTTTAAACAAAATGA 

CTGAAGCACAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGCCAGTTTGGTGTCGGTTTC 

TATTCCGCCTTCCTTGTAGCAGATAAGGTTATTGTCACTTCAAAACACAACAACGATACTCAG 

CACATCTGGGAGTCTGACTCCAATGAATTTTCTGTTATTGCTGACCCaagaggAAACACTCtaaG 

ACGGGGAACGACAATTACCCTTGTCTTAAAAGAAGAAGCATCTGATTACCTTGAATTGGATA 

CAATTAAAAATCTCGTCAAAAAATATTCACAGTTCATAAACTTTCCTATTTATGTATGGAGCAG 

CAAGACTGAAACTGTTGAGGAGCCCATGGAGGAAGAAGAAGCAGCCAAAGAAGAGAAAGAA 

GAATCTGATGATGAAGCTGCAGTAGAGGAAGAAGAAGAAGAAAAGAAACCAAAGACGAAAA 

AAGTTGAAAAAACTGTCTGGGACTGGGAACTTATGAATGATATCAAACCAATAT 

>227 

NNCGCTAGCTTGGACGGTTTGGCTGCCAGAGCCTGCTGCCAAGAGACAGGCTTGC 
AGCCCCGCCCTTTTCCTCCAGCCCAGCCCTGGTTTAAGTCCCCGCCCTCCCATCCCCACTC 
TTCAGCTGCCCTGGACCCACCCCAAATGACAGAAAGGGCTCACTGAAGGCCTTGACGCTTC 
GAAATTTGCTAATATGCAGCAGTTGATCCCCAGGCTACTCAAGGACGCAGATAGTAAACTCT 
GMCCCTGCTTCAGTTGCGAGATTTTTTAAAACGGTCGAATAAATCTTCAAGAAATAGAAGCT 
CTAAATCTTCCAAACAGCCTAGATTGTAAAGGCGGCCGACACTACAACTCCTAGCATGCCCA 
GCAACCGGACCTTCACTTGGAGTTGGCGCTCTGCCCGCTGGGAACTGTAGTCCTTGTTGGT 
TGCGGTCCCACCTAACGCCGAGGTCCTCTTCATTGTTCAAGCTGGTCTTTCGG GGCA CGCC 
TGCGCAGTGGGCAAGCTGGAAAAGCGTGTGGGTGAGAACCTCGCACAACCCCTTTTCATTG 
TCTGTGTGTGGCGCCTGCGCAGTAAGGGATCGTTGGAACTGGGCAGGAGGGGATAGGGTC 
CGGCTCCTCGCCCTTTCCCGAGGCGCCTGCGCACTAGGCAGTCGGTCTTTGCCGTTACCGC 
TATGTGTGGGGCGTGTGTGGAATAACGTTATTGCCCAGCGGAGCTGAGGGCCCCGGAGCT 
CGACCGCAGCGGCAGCGACGACAACAGCGGCGACGACGACGACGACGAGGTGGGGGGAG 
GACGGCGTGCGAGAGACTCACGGGACGCGACGCGCCCCGCCTCCCCCGTCCGGTCCCTC 
TCTCCACGGTAAGGGGATGACGTAGCTTTGCCAAAGACTTAGAAGCTAAGCAGAAAATGAG 
CTTAACATCCTGGTTTTTGGTGAGCAGTGGAGGCACTCGCCACAGGCTGCCACGAGAAATG 
ATTTTTGTTGGAAGAGATGACTGTGAGCTCATGTTGCAGTCTCGTAGTGTGGATAAGCAACA 
CGCTGTCATCAACTATGATGCGTCTACGGATGAGCATTTAGTGAAGGATTTGGGCAGCCTCA 
ATGGGACTTTTGTGAATGATGTAAGGATTCCGGAACAGACTTATATCACCTTGAAACTTGAAG 
ATAAGCTGAGATTTGGATATGATACAAATCTTTTCACTGTAGTACAAGGAGAAATGAGGGTCC 
CTGAAGAAGCTCTTAAGCATGAGAAGTTTACCATTCAGCTTCAGTTGTCCCAAAAATCTTCAG 
AATCAGAATTATCCAAATCTGCAAGTGCCAAAAGCATAGATTCAAAGGTAGCAGACGCTGCT 
ACTGAAGTGCAGCACAAAACTACTGAAGCACTGAAATCCGAGGAAAAAGCCATGGATATTTC 
TGCTATGCCCCGTGGTACTCCATTATATGGGCAGCCGTCATGGTGGGGGGATGATGAGGTG 
GATGAAAAAAGAGCTTTCAAGACAAATGGCAAACCTGAAGAAAAAAACCATGAAGCTGGAAC 
ATCAGGGTGCAGCATAGATGCCAAGCAAGTTGAGGAACAATCTGCAGCTGCAAATGAAGAA 
GTA C I 1 1 I I CCTTTCTGTAGGGAACCAAGTTATTTTGAAATCCCTACAAAAGAATTCCAGCAA 
CCATCACAAATAACAGAAAGCACTATTCATGAAATCCCAACAAAAGACACGGCAAGTTCCCAT 
ATAACAGGTGCAGGGCATGCTTCATTTACCATTGAATTTGATGACAGTACCCCAGGGAAGGT 
AACTATTAGAGACCATGTGACAAAGTTTACTTCTGATGAGCGCCACAAGTCCAAGAAGTCTTC 
TCCTGGAACTCAAGACTTGCTGGGGATTCAAACAGGAATGATGGCACCCGAAAACAAAGTTG 
CTGACTGGCTAGCACAAAACAACCCTCCTCAAATGCTATGGGAAAGAACAGAAGAGGATTCT 
AAAAGCATTAAAAGTGATGTTCCAGTGTACTTGAAAAGGTTGAAAGGAAATAAACATGATGAT 
GGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACGTGCAACTC 
TTGAGGAACACTTAAGACGCCACCATTCAGAACACAAAAAGCTACAGAAGGTCGAGGCTACT 
GAAAAGCATCAAGACCAAGCTGTTACTAGCTCTGCGCATCACAGAGGGGGGCATGGTGTTC 
CACATGGGAAATTGTTAAAACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAA 
ACTGCATTATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGATAAAAT 
GTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGATGATGACCAAAGTGACAA 
GGGTACTTATACCATTGAGTTAGAGAATCCCAACAGTGAGGAAGTGGAAGCAAGAAAAATGA 
TTGACAAGGTGTTTGGAGTAGATGAGAATCAGGATTATAATAGGCCTGTTATCAACGAAAAAC 
ATAAAGATCTAATAAAAGATTGGGCTCTCAGTTCTGCTGCAGCAGTAATGGAAGAAAGAAAA 
CCACTGACTACATCTGGATTTCACCACTCAGAGGAAGGCACATCTTCATCTGGAAGCAAACG 
TTGGGTTTCACAGTGGGCTAGTTTGGCTGCCAATCATACAAGGCATGATCAAGAAGAAAGGA 
TAATGGAATTTTCTGCACCTCTTCC7TTAGAGAATGAGACAGAGATCAGTGAGTCTGGCATG 
ACAGTGAGAAGTACTGGCTCTGCAACTTCCTTGGCTAGCCAGGGAGAGAGAAGGAGACGAA 
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CTCTTCCCCAGCTTCCAAATGAAGAAAAGTCTCTTGAGAGCCACAGAGCAAAGGTTGTAACA 

CAGAGGTCAGAGATAGGAGAAAAACAAGACACAGAACTTCAGGAGAAAGAAACACCTACAC 

AGGTATACCAGAAAGATAAACAAGATGCTGACAGACCCTTGAGTAAAATGAACAGGGCAGTA 

AATGGAGAGACTCTCAAAACTGGTGGAGATAATAAAACCCTACTTCACTTAGGCAGCTCTGC 

TCCTGGAAAAGAGAAAAGTGAAACTGATAAGGAAACTTCTTTGGTAAAGCAAACATTAGCAAA 

ACTTCAACAACAAGAACAAAGGGAGGAGGCTCAGTGGACACCTACTAAATTGTCTTCCAAAA 

ATGTTTCAGGTCAGACAGATAAATGTAGGGAGGAAACTTTTAAACAAGAATCACAACCTCCA 

GAAAAAAATTCAGGACATTCTACAAGCAAAGGAGACAGAGTGGCACAAAGTGAGAGCAAGA 

GAAGAAAAGCTGAGGAAATTCTGAAAAGTCAGACTCCAAAGGGAGGAGACAAGAAGGAATC 

CTCCAAGTCATTAGTGCGACAAGGGAGCTTCACTATAGAAAAACCCAGCCCAAACATACCCA 

TAGAACTTATTCCCCATATAAATAAACAGACTTCCTCTACTCCTTCTTCTTTAGCATTAACATC 

TGCAAGTAGAATACGAGAAAGAAGTGAGTCTTTGGATCCTGATTCTAGTATGGACACAACCC 

TTATTCTAAAAGACACAGAAGCAGTAATGGCTTTTCTAGAAGCTAAACTACGTGAAGATAATA 

AAACTGATGAAGGACCAGATACTCCCAGTTATAATAGAGACAATTCTATTTCACCAGAATCTG 

AtGTAGATACAGCTAGTACAATCAGTCTGGTTACTGGAGAAACTGAAAGAAAGTCAACCCAA 

AAGCGAAAGAGTTTCACTAGCCTCTATAAAGATAGGTGTTCCACAGGTTCTCCTTCCAAAGAT 

GTTACAAAATCATCATCTTCAGGTGCTAGGGAAAAAATGGAAAAGAAAACAAAAAGTCGTTCC 

ACAGATGTGGGTTCAAGAGCAGATGGTCGTAAATTTGTTCAGTCCAGTGGGAGAATAAGACA 

GCCCTCAGTAGACTTAACAGATGATGACCAAACCTCTAGTGTACCTCATTCTGCCATCTCTG 

ATATTATGTCATCTGATCAAGAAACTTACTCTTGTAAACCTCATGGACGGACTCCACTTACCT 

CAGCTGATGAGCATGTACATTCCAAACTGGAAGGAAGTAAAGTAACGAAATCTAAGACTTCT 

CCGGTGGTATCTGG7TCATCTAGTAAATCAACCACCCTTCCAAGGCCACGACCTACCAGGAC 

TTCCCTCTTGCGCAGAGCACGACTTGGTGAAGCTTCAGACAGTGAACTTGCTGATGCTGACA 

AAGCATCTGTTGCTTCTGAAGTATCCACAACAAGTTCTACATCAAAACCTCCCACAGGAAGG 

CGTAACATCTCTCGGATTGATTTATTGGCTCAGCCTCGTAGAACACGACTTGGCTCACTGTC 

AGCTCGTAGTGACTCTGAAGCAACAATTTCTAGAAGTAGTGCCTCTTCGAGGACCGCAGAAG 

CCATCATTAGAAGTGGAGCCAGACTAGTACCATCAGATAAATTTTCTCCTAGAATTAGAGCTA 

ACAGTATCTCTCGACTCTCAGACTCCAAGGTCAAAAGTATGACCTCAGCTCATGGCTCTGCT 

TCAGTAAATTCAAGATGGAGGCGCTTTCCTACTGATTATGCTTCCACCTCAGAAGATGAATTT 

GGATCAAACCGTAATTCCCCTAAACATACCCGTCTACGTACTTCTCCAGCCCTGAAAACCAC 

TCGCTTGCAGAGCGCTGGATCAGCAATGCCTACTAGTTCTTCATTCAAACACCGGATTAAAG 

AGCAGGAAG ACTACATCCGAGATTGGACTGCTCATCGAG AAGAGATAGCCAGGATCAGCCA 

AGATCTTGCTCTCATTGCTCGGGAGATCAACGATGTAGCAGGAGAGATAGATTCAGTGACTT 

CATCAGGCACTGCCCCTAGTACCACAGTAAGCACTGCTGCCACCACCCCTGGCTCTGCCAT 

AGACACTAGAGMGAGTTGGTTGATCGTGTTTTTGATGAAAGCCTCAACTTCCGAAAGATTC 

CTCCATTAGTTCATTCCAAAACACCAGAAGGAAACAACGGTCGATCTGGTGATCCAAGACCT 

CAAGCAGCAGAGCCTCCCGATCACTTAACAATTACAAGGCGGAGAACCTGGAGCAGGGATG 

AAGTCATGGGAGATAATCTGCTGCTGTCATCCGTCTTTCAGTTCTCTAAGAAGATAAGACAAT 

CTATAGATAAGACAGCTGGAAAGATCAGAATATTATTTAAAGACAAAGATCGGAATTGGGATG- 

ACATAGAAAGCAAATTAAGAGCCGAAAGTGAAGTCCCTATTGTGAAAACCTCAAGCATGGAG 

ATTTCTTCTATCTTACAGGAACTGAAAAGAGTAGAAAAGCAGCTGCAAGCAATCAATGCTATG 

ATTGATCCTGATGGAACTTTGGAGGCTCTGAACAACATGGGATTTCCCAGTGCTATGTTGCC 

ATCTCCACCGAAACAGAAGTCCAGCCCTGTGAATAACCACCACAGCCCGGGTCAGACACCA 

ACACTTGGCCAACCAGAAGCTAGGGCTCTTCATCCTGCTGCTGTTTCAGCCGCAGCTGAATT 

TGAGAATGCTGAATCTGAGGCTGATTTCAGtATACATTTCAATAGATTCAACCCCGATGGGG 

MGAGGAAGATGTTACAGTACMGAATGACTTTCTCTTGATTGTTGAAAAATCATTACCTGTG 

GAATGGCTAGGAATATTGGAAGCAGCATAGTGTTGATGTACGCAAAACAAGACAGCTTGGTC 

AGCTACMTCTTGGAATCCCTGTCTTCTTAATTTTATTTATTTAI 1 1 1 1 GACGTATAATGTAGTA 

TATCAATCCTTT CAAA CTATTTAG ATAACCAGTTGATGCACAAATAGGAAAAAGCAG ATTGTG 

GCAGTGTCGCCTTTTGTGGTTTTAtGATtTTCAAATO 

CATAGATCTTTTTTC 1 1 1 I 1 1 1 I AAGCCATGGTGTGACCTACAAGCAAACTAAATAGCCAACAT 

TTCtGAACCCCTAAGTCTGCTGTGCGAAGCTGGTCCCTGAAATGGACTTCTrCATCTGTACA 

GATTTGTTAMCCATTCtATTTGCTTCTTAATAAt ^AGGATTTATATTAGTACTCATTACCATTGG 

ACACAATGACATAAGTACTCTCCACAGTAAAGCAGACCTTTCAGAACAGTCACTCTGTGTCCT 

AAMTTTTCCAACATAGATGTGATTTAtATMCtTTGTTGATACGTAAATTGtCTTGGGG 

CGGAAATTAACTATTATGTTTGCAGTAAGATTTGCTGGGAGTGGTAGGTGGACATATCTATAT 
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ATCMTMGGACTAACCGTCTTTTTTGTACATAGGAGATTGATAATACTGTATTTGTTTTAAGC 

CCACAGTGTTTTACTCCA CTTTC AAAAAGATCAATTTGGCAC I I I I I I I CA I I I 1 1 I I IA ATGGA 

MTMGATTTGGTCTCTCATTTTAGGTTAAATGATAACTAGAAAGATTAAACTAGACAGATAGT 

TTAGGTGGAGTATATTTTTAAAACTCAGAACATGTATATTGGTCCTGTGTTACCAAGTTTATAT 

GTGACAGTTGAAAAAGAAATTCCCTTGAAATGATCATGAGGTTAAAATTTTCTTGATTAGGGG 

ACTTGGAGAACCAGTAGTCGTAAGATTAGTTGATAGTTTCACTCCCAAGCAATGAATTGCTTC 

TGTGTGTTTCCCTGTAG G ACTCAATAGTAAATGCTGTCTGTCTTAC ACATTTATAAG G ACCCT 

GCAAGACGACG ACAAAG GCCTTTGGCCTGTGCTACTAAACAAGAAGCCTATGAAAAATTTCT 

TCTTTAMCTTGTTTTTTCTCTTTCCAGTAAGTTCACATTTGGATMTTTTAAAAAGAAAAGTAA 

TTACCTTTG TGTTT CCAGAACACTATAATTGGGGTGTATCTTAATTCAGTTAAATATTATTAGT 

AGACCTGGATTTTCCCCCTTGACCCCATCAGTCTATAAAGGTTAAACTGCAACTTTTATGAAA 

TGGTCTTTAATATTTCCACAA TMTCC TGTGCTATATTTGTTTTAAGAAACAAAGTAACTCTAT 

ACACTTCMGACTTTACAGGATTTTTTAAATCCTGTATTGTTGGATCAATTAATAAAGATGCAA 

AAAMCTTTATAGAGATGTAAAAACAMACTATAATGGATCTCCTATTTTTCTTTAAATACAAAA 

AAAAAAAGGTAAA TGAA CTATTCTCCTTGTAAAGCTAAATTCCCCATTCTGTCTAATAAAGGAA 

GACTGAAAAAAGGTTTTAAAGAACATAAATGGAAAGATACAAATGCTTTGAAGGAATAAACGA 

AA TGTT AAAACAGGGTCAATCCATTTGAAGAAAAAGTTGGACAAAATAATCAGCATTGCTCCC 

TCTTTTAT7TAATATTTGGGTACTGATTATATCGACATGGAAGTAGAAGGTAAGGAGTTTAGG 

AAAATACTAGAA TCTA CTCTGCTTACATTCTTGTTTAAGTGTTTACACAGTTTGGTTCAATTAT 

AAACATTTGGCCTTTTACTATGTTATTTTTATTTTGTATGAATACAT^ 

TGTTACATTTATTACTTATGTTATTTTGTTATGCATTTACAACTCCATTTTTAMTAAAGTGTTT 

CTGGAACTTTAAAAAAAAAAAAAAACGGCACGAGGGGGGGCCCGGTACCCAATTCCCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGCCGTTTTACACACGTCGTGACTGGGAAAA 

CCCTGGCGTTCCCAACTTAATCGCCTTGCANNN 

>228 

>229 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGTAGAGACGAGGTTTCTCCATGTT 
GGTCAGGCTGGTCTTGAACTCCCGACCTCAGGTATCTGCCCGCCCGGGCCTCCCAAAGTGC 
TGGGATGACAGGTGTGAGCCACCACCCCCAGCCTGTTGTAAAAACTTCTTAAACTTTAAAAA 
AAMTAACCCATGAAAATGGCTTAATAAMTAACATTCCAATAAAACTCTTCTATAATACTTTTT 
ACAAGTAAAAACTGACCAATGTAACAGGTTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAT 
AAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGACCGCCCGGGC 
AGGTACGGCCTGTCCGAATGATGCGTTGCAGTTGATTTGTCTTCACCCAAATAATTTCATCTA 
CCCGTTCATACCCCCAGAGGTTTAGACATTCTCTCCCCAACTCCATGGCCCTGCCTGTGACC 
CAGAGGAAGAGAAAGCCATCATCCTGTAGTACCTCGGCCTTGAGCCTGCGCATCTCATCAT 
CTGTCAGGGTCCCATAGGGCAGTTCGATGTGAATATCNCAGGGTGGGTCAGCCATCACAAC 
TGCAAACTTGCCCAAGATACTGACGTCCAGGTAGCGGATATCACAACAGATCCACTGCATAA 
AGTGG TATTTG GTCATCTTCCCTACTTrAACTCTGAGATTGATGGCCCGAGTCCCTCTTTTCC 
ATTTGATTTTTCCTATTCCCTTAAAAGCTTATCTATCCCCCTCCATTCCCAATAAGCAAGACAA 
GATTGCTGAATTATGCTCTGCTTTCTTAACGTGTATGGCTGCCCTATCAAACATAAGTCCGTA 
AGTTGAGACGAGTTTTCTGAGCAGACAGGTACCTGAGGTGGGAAGAGTCGGTCTGCACTGG 
AATCACCTCCGACACTCTGTGTAAGAGCAAGCTGCTGGCTTGGCGTGTGGTCTTTGCTGCCA 
GGGGCCTCAGAATCCATGCAAGCATCAATTTCATAGTGAACATACTCGGACGC 
>230 
>231 

NAGTCGACCCACGCGTC CGTG GCATTATTTCTCTCTCTACAAGGAGCCTTAGGAGG 
TACGGGGAGCTCGCAAATACTCCTTTTGGTTTATTCTTACCACCTTGCTTCTGTGTTCCTTGG 
GAATGCTGCTGTGCTTATGCATCTGGTCTCTTTTTGGAGCTACAGTGGACAGGCATTTGTGA 
CAGCACTATGGGACTGAGTAACATTCTCTTTGTGATGGCCTTCCTGCTCTCTGGTGCTGCTC 
CTCTGAAGATTCAAGCTTATTTCAATGAGACTGCAGACCfGCCATGCCAATTTGCAAACTCTC 
AAMCCAAAGCCTGAGTGAGCTAGTAGTATTTTGGCAGGACCAGGAAAACTTGGTTCTGAAT 
GAGG TATACTTAGGCAAAGAGAAATTTGACAGTGTTCATTCCAAGTATATGGGCCGCACAAG 
TTTTGATTCGGACAGTTGGACCCTGAGACTTCACAATCTTCAGATCAAGGACAAGGGCTTGT 
AT.GAATGTATCATCCATCACAAAAAGGCCACAGGAATGATTCGGATCCACCAGATGAATTCTG 
MCTGTCAGTGCTTGCTAACTTCAGTCAACCTGAAATAGTACCAATTTCTAATATAACAGAAA 
ATGTGTACATAAATTTGACCTGCTCATCTATACACGGTTAGCCAGAACCTAAGAAGATGAGTG 
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TTTTGCTAAGAACCAAGAATTCAACTATCGAGTATGATGGTATTATGCAGAAATCTCAAGATA 

ATGTCACAGAACTGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGAGCA 

ATATGACCATCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCT7TCTCTA 

TAGAGCTTGAGGACCCTCAGCCTCCCCCAGACCACATTCCTTGGATTACAGCTGTACTTCCA 

ACAGTTATTATATGTGTGATGGTTTTCTGTCTAATTCTATGGAAATGGAAGAAGAAGAAGCGG 

CCTCGCAACTCTTATAAATGTGGAACCAACACAATGGAGAGGGAAGAGAGTGAACAGACCA 

AGAAAAGAGAAAAAATCCATATACCTGAAAGATCTGATGAAGCCCAGCGTGTTTTTAAAAGTT 

CGAAGACATCTTCATGCGACAAAAGTGATACATGTTTTTAATTAAAGAGTAAAGCCCATACAA 

GTATTCA I I I I I ICTACCCTTTCCTTTGTAAGTTCCTGGGCAACCTTTTTGATTTCTTCCAGAA 

GGCAAAAAGACATTACCATGAGTAATAAGGGGGCTCCAGGACTCCCTCTAAGTGGAATAGC 

CTCCCTGTAACTCCAGCTCTGCTCCGTATGCCAAGAGGAGACTTTAATTCTCTTACTGCTTCT 

TTTCACTTCAGAGCACACTTATGGGCCAAGCCCAGCTTAATGGCTCATGACCTGGAAATAAA 

ATTTAGGACCAATACCTCCTCCAGATCAGATTCTTCTCTTAATTTCATAGATTGTG I I I I I I I I I 

AAATAGACCTCTCAATTTCTGGAAAACTGCCTTTTATCTGCCCAGAATTCTAAGCTGGTGCCC 

CACTGAATCTTGTGTACCTGTGACTAAACAACTACCTCCTCAGTCTGGGTGGGACTTATGTAT 

TTATGACCTTATAGTGTTAATATCTTGAAACATAGAGATCTATGTACTGTAATAGTGTGATTAC 

TATGCTCTAGAGAAAAGTCTACCCCTGCTAAGGAGTTCTCATCCCTCTGTCAGGGTCAGTAA 

GGAAAACGGTGGCCTAGGGTACAGGCAACAATGAGCAGACCAACCTAAATTTGGGGAAATT 

AGGAGAGGCAGAGATAGAACCTGGAGCCACTTCTATCTGGGCTGTTGCTAATATTGAGGAG 

GCTTGCCCCACCCAACACGCCATAGTGGAGAGAACTGAATAAACAGGAAAATGCCAGAGCT 

TGTGAACCCTGCTTGTCTTGAAGAACTGACTAGTGAGATGGCCTGGGGAAGCTGTGAAAGA 

ACCAAAAGAGATCACAATACTCAAACGAGAGAGAGAGAGACAAAAGAGAGATCTTGATCCAC 

AGAAATACATGAAATGTCTGGTCTGTTCACCCCATCAACAAGTCTTGAAACAAGCAACAGAT 

GGATAGTCTGTGCAAATGGACATAAAACAGACAGCAGCTTCCCTGGTGGTCAGGGAGGGGC 

TTTGCGAGATACCCAAGCTATTGGGAN 

>232 

CACAGCAAACCAGAGAGAATAATACAAATGAATGAAAACTAGAACCAAAACAAACAG 
GAACCATCTCTACA 1 1 1 1 I 1 1 I ACTCAATCGACCCTGAATGCTACAGCATTATCCAGGGCCGC 
AGAAAACACACATAATACTTTATTCCTGATAAACCATTCGATGTCCTTAAGTCCGCCCATATC 
ACCGTACATTCTGTGCCATCAAGAAATTTACTCAGCTGGGCACAGTGGCGCGATCTCAGCTC 
ACTGCAACCTCCGCCTCAGAGGTTCAAGTGATTCTCCTGCCTCAGCCTCTGGAATAGCTGG 
GACTACAGGCACCTGCCACCACACCCAGCTAACTTTTTGTAI I I 1 1 AGAGAAGATGGGGTTT 
CATCATGTTGGCCCAGCTGGTCTCAAACTCCTGATCTCAGTGATCCATCTGCCTCAGCCTCC 
CCAAGTTATAAGA I I 1 1 1 I ICCTCTGGI I I I I AGTAAATG I I I I I I 1 1 GAGATTGCTTAGCACC 
AGAATGATTTGCAAATTTGAAAATAGGAACTCCACTAGGAATGCCGGATAGAAGAGTGCTTC 
ACATTTGTAGAGGGAGACAAGAACTAMTATCACGACGTCTTTCTGAGCCTTTTGGTTTGCTA 
ACGTGCCCCAAATTCTTATTCCAAACGGTATAAGATAATTATGTGTAAATGAATACCAGCTCT 
ACTTAGTTTTATTTCATATTTGTGGATCTGAATATATTAAAATAT CI I 1 1 I 1 1 1 I I 1 1 1 I GATGCG 
GAGTCTTGCTCTGTTGTCCAGCCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTC 
TGCCTCCCAGGTTCAAGCGATTCTCGTGCCTCAGCCTCCTAAGTAGCTGGTATTACAGGAGT 
GTGCCATTAGCCTGGCT 
>233 

gGCGGCCGCCCGGGCAGGTACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAA 
CGGAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGTTAA 
CCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGTCGGG 
ACCAAGGCCCAAATGTCTGTGCCCTTCAACAGATTTTGGGCACCAAAAAGAAATACTTCAGC 
ACTTGTAAGAACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGAATGT 
TGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAGTTTTGCCCATTGACCA 
TGTTTATGGCACTCTGGGCATCGTGGGAGCCACCACAACGCAGCGCTATTCTGACGCCTCA 
AAACTGAGGGAGGAGATCGAGGGAAAGGGATCCTTCACTTACTTTGCACCGAGTAATGAGG 
CTTGGGACAACTTGGATTCTGATATCCGTAGAGGTTTGGAGAGCAACGTGAATGTTGAATTA 
CTGAATGCTTTACATAGTCACATGATTAATAAGAGAATGTTGACCAAGGACTTAAAAAATGGC 
ATGATTATTCCTTCMTGTATMCMmGGGGCrflTCATTMCCATTATCCTAATGGGGTTG 
TCACTGTTAATTGTGCTCGAATCATCGATGGGAACCAGATTGCAACAAATGGTGTTGTCCAT 
GtCATTGACCGTGTGCTTACACAAATTGGTACCTCAATTCAAGACTTCATTGAAGCAGAAGAT 
GACCTTTCATCTTTTAGAGCAGCTGCCATCACATCGGACATATTGGAGGCCCTTGGAAGAGA 
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CGGTCACTTCACACTCTTTGCTCCCAGCAATGAGGCTTTTGAGAAACTTCCACGAGGTGTCC 

TAGAAAGGATCATGGGAGACAAAGTGGCTTCCGAAGCTCTTATGAAGTACCACATCTTAAAT 

ACTCTCCAGTGTTCTGAGTCTATTATGGGAGGAGCAGTCTTTGAGACGCTGGAAGGAAATAC 

AATTGAGATAGGATGTGACGGTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAA 

AGGATATTGTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGATTCTG 

CCAAACAAGTTATTGAGCTGGCTGGAAAACAGCAAACCACCTTCACGGATCTTGTGGCCCAA 

TTAG GCTT GGCATCTGCTCTGAGGCCAGATGGAGAATACACTTTGCTGGCACCTGTGAATAA 

TGCATTTTCTGATGATACTCTCAGCATGGATCAGCGCCTCCTTAAATTAATTCTGCAGAATCA 

CATATTGAAAGTAAAAGTTGGCCTTAATGAGCTTTACAACGGGCAAATACTGGAAACCATCG 

GAGGCAAACAGCTCAGAGTCTTCGTATATCGTACAGCTGTCTGCATTGAAAATTCATGCATG 

GAGAAAGGGAGTAAGCAAGGGAGAAACGGTGCGATTCACATATTCCGCGAGATCATCAAGC 

CAGCAGAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTTCCTCAGC 

CTACTTGAAGCTGCA GACT TGAAAGAGCTCCTGACACAACCTGGAGACTGGACATTATTTGT 

GCCAACCAATGATGCTTTTAAGGGAATGACTAGTGAAGAAAAAGAAATTCTGATACGGGACA 

AAAATGCTCTTCAAAACATCA TTCTT TATCACCTGACACCAGGAGTTTTCATTGGAAAAGGAT 

TTGAACCTGGTGTTACTAACATTTTAAAGAGCACACAAGGAAGCAAAATCTTTCTGAAAGAAG 

TAAATGATACACTTCTGGTGAATGAATTGAAATCAAAAGAATCTGACATCATGACAACAAATG 

GTGTAATTCATGTTGTAGATAAACTCCTCTATCCAGCAGACACACCTGTTGGAAATGATCAAC 

TGGTGGAMTACTTMTAAATTMTCAAAtACATCCAAATtAAGTTTGTTCGTGGTAGCACCTT 

CAAAGAAATCCCCGTGACTGTCTATACAACTAAAATTATAACCAAAGTTGTGGAACCAAAAAT 

TAAAGTGATTGAAGGCAGTCTTCAGCCTATTATCAAAACtGAAGGACCCACACTAACAAAAGT 

CAAAATTGAAGGTGAACCTGAATTCAGACTGATTAAAGAAGGTGAAACAATAACTGAAGTGAT 

CCATGGAGAGCCAATTATTAAAAAATACACCAAAATCATTGATGGAGTGCCTGTGGAAATAAC 

TGAAAAAGAGACACGAGAAGAACGAATCATTACAGGTCCTGAAATAAAATACACTAGGATTT 

CTACTGGAGGTGGAGAAACAGAAGAAACTCTGAAGAAATTGTTACAAGAAGAGGTCACCAAG 

GTCACCAAATTCATTGAAGGTGGTGATGGTCATTTATTTGAAGATGAAGAAATTAAAAGACTG 

CTTCAGGGAGACACACCCGTGAGGAAGTTGCAAGCCAACAAAAAAGTTCAAGGATCTAGAA 

GACGATTAAGGGAAGGTCGTTCTCAGTGAAAATCCAAAAACCAGAAAAAAATGTTTATACAAC 

CCTAAGTCAATAACCTGACCTTAGAAAATTGTGAGAGCCAAGTTGACTTCAGGAACTGAAAC 

ATCAGCACAAAGAAGCAATCATCAAATAATTCTGAACACAAATTTAAT AI 1 I I I I I I I CTGAAT 

GAGAAACATGA GGGAAA TTGTGGAGTTAGCCTCCTGTGGTAAAGGAATTGAAGAAAATATAA 

CACCTTACACCCTTTTTCATCTTGACATTAAMGTTCTGGCTAACTTTGGAATCCATTAGAGAA 

AAATCCTTGTCACCAGATTCATTACAATTCAAATCGAAGAGTTGTGAACTGTTATCCCATTGA 

AAAGACCGAGCCTTGTATGTATGTTATGGATACATAAAATGCACGCAAGCCATTATCTCTCCA 

TGGGMGCTAAGTTATAAAMTAGGTGCTTGGTGTACAAAACTTTTTATATCAAAAGGCTTTG 

CACATTTCTATATGAGTGGGTTTACTGGTAAATJATGTTATTTTTTACAACTMTTTTGTACTCT 

CAGAAT GTTTGTCATATGCTTCTTGCAATGCATATTTTTTAATCTCAAACGTTTCAATAAAACC 

A I 1 1 1 1 CAGATATAAAGAGMTTACTTCAAATTGAGTAATTCAGAAAAACTCAAGATTTAAGTT 

AAAMGTGGTTTGGACTTGGGMCAGGACTTTATACCTCTTTTACTGTAACAAGTACAAATTA 

GTGTAGCAGGTTAAAAACACCTCAG GGATT TCAGACCAAAATTGACCTATATATATTTTTAATT 

CATCATATATCTGTCCTGTTTCTTCATTTTTCTCAATTTCCACACGCTATAAATTTAGATCGGC 

CAATAAAGT 

>234 

; NNNNNNNNCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTT 
TATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATATGA 
MCTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAATTAATTCCT 
GTTATCGTATATGGTATCAMmGTTTGCCTAGTTTTTGCCTTCTCATTGCTTCTGAATTGGG 
GCAGCTTTGCCCCTCAAGGGAAATTTAGCMTGTCTGGAGACATTTTTTATTTTCATAATTTG 
GAGGGACATGGGGGAGTTGTGCTACAGAACTTAGTAGGTAGAGGACAGGG7TAGTGCTGAA 
CGTCCCACAGT 

>235: 

>236 . 

tatagggagtcgacccacgcgtccgcttaaagaggaaaagagggaagaagatgag 
gagaatgacaatgataatg amgtgaccatgatgaagctgactcctaaaccaaaagtgcttt 
aaamccagcctggcgaggacagccctggacccactccactgtctctaagtaaacacagca 
ctgcccgcttttagcgtcttgacttcttcacagagttccagtgcgtggtattctttcgaggt 
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ATTCTTTCCAGGCCGAGATTGAGCACCTCATGTACCTACGCCACAGACAGCCAGAGGGAAA 

GCGACCCAGACAGCAGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAA 

CAGCCGATACTGGCAGCCATTGCAGCTCCAMCTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACAGTCGATTTTGAAGAGCTTCTACATATCGGTTATGTAMTTCATATATGTATTTTTG 

GMTCAG TTCTTA TAAACAGCTCGATTCAGTTTTAGCTAAATTTATAGTTTAGGTAGTATGTTA 

C ATTT GAATTTTTGTCTTAAGAAAA GTTGA CTGTTCAGATATTTTTCTACTGTAAAGAAATATA 

CTTTTCTATTAAAGATCTGTACATATTTTTACAGTAAAATGCTTTATGGAACTAGTTTTAGAGC 

CCTCT ATGG CTTTAAGGCCTTGCTTACTGCTGCAAATTITGAGAMTTTAAAAATAAGCATTCT 

AACACTTTTATTCCCACAGAAAAATTCCAAGTCAATTATCAAATCAAACACAAAAATAAGTCTT 

ACCTCTTGTATMGCATTGTGTACTAAAAAAAAATTTTGAAACATTTTGTATATTGGAGATCTC 

TCTCATCT TAACGTCT TTGCTTAAAATCCTGGGCCTGTTTTAACGGGATTAGGAGAAAACTAT 

TTAGCCCA I I I I I I I ICCCCTCAGGGAAGTGGGCCCCCCACACCCACCCTGTCAAAAGCGCT 

CCCCCCGGGCCCNNNNNNNNNNNNNNNNN 

>237 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTGAGCCCATTATCTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGGGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAMGTTAMCAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTtCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGMCCAGCAAAGAAAATAGGAAGTTATTATTTtCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAMGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
AC CAGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAG6CAGATTC 
CACTTTTGAAAAAAM TATGAM TGTGTGCTCAACTGCCAGTMTTTTTTAAAAAGCACTGTCC 
CAGTGGA TTGATG TTG 1 1 1 1 IMTGGATATTTTGGGTTTTTCTCTGTTTTGATAGTATTGGGTA 
TTTGGTTG I 1 1 1 1 GT TTGTTT ATTTCTTTGTTrTAAMGCCATGTTTTTGGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCTTTTTCACTTTGAGCTTTGGGAAAAGTGTTTATCTTATGAGGCTGTATT 
CCTCMTACCTMmGTGTCCAMGAATTTATAGCTCtTCTGGACATTTTTTATTATTTCTTG 
GGTG TGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTAACAAATCTTMTTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 
TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATAATTGTGTTTTGCTGAACTTGTTATCTTC 
ATTCAATFTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
GTGACTCMGGAMGTCACTGAGAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG . 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGT CCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
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GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAG AGC AGTTTTATGTC ATTTGTAAAAACACATATTAG CAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I I I I I I I ICTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATC AGTTAATTC AA ACAG A AA ACCCTTTG GGTATCAN NNN N 

>238 

NNCTCAGAGGATTACCGACCCACGCGTCCGCAACATCCTGGCTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAA 
GAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTG 
CAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 
ACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACA 
CACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGATTATTCGCTG 
CATTCTTCTGACCTCCCCAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACA 
CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 
TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 

aagggaagctccagaagacattcaagacttgatggacattttcggtgaccgctactgtgcgt 

taaacaacaaggcaacaggcgctgagcaggaggcccagagggcacagttgctgggcctga 

tccagcgcgtggtgagggagaacaaggaaggctgctacactaataggatgtaccaaagggc 

ggaggaggagatccagaagcaaacacaagcaatgcaagaactccacagagtggagctgga 

gagagagaaagcgcggataagagaggagtatgaagagaaaatcagaaagctggaagataaa 

gtggagcaggaaaagagaaagaagcaaatggagaagaaactagcagaacaggaggctcact 

atgctgtaaggcagcaaagggcaagaacggaagtggagagtaaggatgggatacttgaatt 

mtcatgacagcgttacagattgcttcctttattttg7tacgtctgttcgcggaagattaaac 

ttaatgaaaatctgtttgtattttctgcatattctgtggcaaccttgccccatacttacttatt 

tagcatagtcgagtgctctagtttctgtctctcaggcactcgtaactaaggaccaccattgg 

ccattggtagatgtttgattgacttaacaagaGagggacaaattttcaatttgtgaaactcca 

aagcagaaagtattggtgcttgctaccttgtgaattcttccttagacatgcagagaaaatgta 

tgcmgagaccaaamgatggctccaagctatgtcatgttacctgtaataaaatcttttcttc 

tagattctttctatgttggcagataatctccccttgtagcttccactcacttattcttgcattc 

agagtcacmtgatcatcttacccatgtggtttttgagaaagaaagatcaattctttgtttgc 

agtaggtaatcttagagatggagatgattgtagaattattcctagatgagtgtcaatttattt 

mttccattgtcatatmggagtcaaattgtttcttatcatttgttcattgaagaacagagacc 

TGTCTGGAAAATCGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGCTGAAAAAGTGA 

AATACAGCAATTCAACAGATAATAGAGCAATGTTTAGTATATTCAGCTGTATCTGTAGAAACT 

CTTTGACGMCCTCMTTTAACCAATTTGATGAATACCCAGTTCTCTTCTTTTCTAGAGAAAGA 

TAGTTGCAACCTCACCTCCCTCACTCAACACTTTGAATACTTATTGTTTGGCAGGTCATCCAC 

ACACTTCTGCCCCCACTGCATTGAAI 1 1 1 I I GCTTATGTTGTTTATAATAAAACTTTTCAATTAT 

CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

>239 

NNNNNNNNACTTAATTTTTAATCTACCTGCCACCtTAAGGCGGACACCCTCCCTTCC 
CCGAAAACCCGTTTTTTTAAACCATTATATtCAAAAACTCAAAGGTGATCGTATTAACAGATCA 
ATCTCAAAAATCTTTCCCACCAACAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTT 
TGTAACACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTA 
GAGGCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTC 
AGTTTGTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATrAATACACTGTCT , 
TGCTGAAGAGTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAACTG 
CAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCCCAGTTAGGTCT 
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GTTACTGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGCTATGTAGA 

AAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGGCAGCACC I 1 1 I 1 1 I CCCTTTC 

TTAAGAGGCTAACTGAAAGTTGATTAGGATTCTTGAGAGAACGTAACTAAAAGTTGAATCAAA 

TCTATATTCACTGCTATAGATTTAATAAAAGGAAAGACCACTGTAAAGATGCAACTACAACCT 

GATGCGTCTGCTGAGGAGAGGACTGGGCAGCTTGTTGAAGGCTCGTCAAAAGTAGCGCTTA 

GTTATCACAAGGCCTGCACTCAACCTCAAAAGCGTAAGGTTTAGGCCAGGCACGGTAGCTC 

ATGCCTGTAATCCCAGCACTTTGTGAGGCAGAGGCGGGTGGATCACCTGAGGTCAGGAGTT 

CCGAGACCAGCCTGACCAACATGGCAAAACCCTGTCTCTACTAAAAATACAAAAATTAGCTG 

GGAGTGGTGGCGCACACCTGTAGTCCCAGCTATTGGGGAAGCTGAGGCAGGAGAATCACTT 

GAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCACATCACTGCACTCCAGCCTGGGC 

AACAGAGCAAGACTCCGTCTCAAAAAAAAAAAGCATAAGGTCTGCCTACCTCATGGGCACCC 

AAACAGTTCAGTGCCAAACTAGTACCAGTAAAGCCATGCCTGCCTCTTTCACCAACAGTCCA 

GAGTATATTTCAAAAATATCTTTATTAACCAAGGAAGCAATTACTGCAAACATCAGGACAAAG 

GACATTCTAATCTAGGACTTGAGTTAAATAGAGGTTTACACCTAATCACAAGAAGAGAGGGA 

MGCMTTACGTGTGCTGAAACCAAGTTTCATCMTGACAAATATTTTAAAATGACTTTTAAAA 

TACTTAACATTGGCCAGGCACGGTGGCTCCCGCCTGTAATCCCAGCACTTTGGGAGGCCCA 

GGCGGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAATCCT 

GTCTCTACTAAAAGTACAAAAATCGGTGGGGCGTGGTGGCACACACCTGTAATCCCAGCTAC 

TTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGGCAA 

GATTGCGCCATTGCACTCCAGCCTGAGGGACAGTGAGACCGGACGCGTGGGTGACNNN 

>240 

NGGCGGCCGAGGTACTTTTGCGGCCGAGGTAC I I I I 1 1 I I II I I 1 1 1 1 I I ATGATTTT 
GATGGCTAGTTGTCTTTTTATTAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATG 
TCATTCATTAAAATAGGAAGAATTAACMTAGTTCATTMTCAATCTTTCAGCTGTTCCTATTTT 
ATCACMTMCTTTTCCTATAATTGAGAGATTCATGAGGAAGTCTTGAAAAGAACGTATGTTT 
CTTTCAATTCCATAAAACATTCAGTCAAAATAATAAMGAGGCGCTATTACTTTGTTTTGGGTG 
AATGATATGCAGGCTAGGCTTTGCTGTAGTACCTCGGCCGCCACCGCGGTGNN 
>241 

NNGAGGATCCATTATCTTCTGTTTGCTTTGCTCTTCCTGTTTTTGGTGCCTGTTCCAG 
GTCATGGAGGAATCATAAACACATTACAGAAATATTATTGCAGAGTCAGAGGCGGCCGGTGT 
GCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGTGGCCGA 
AAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGA 
AATGCCTTCTTAAAGTTTATAAAAGTAAAATCAAATTACA 1 1 I I I 1 1 I CCAAAAAAAAAAAAAAA 
AAGTAAAAGT 
>242 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGT7TGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTtCATATTCTCTGGAGGATACTCGAGCCCGCXJTCGAGC 
CGCAGACCAGGAGMGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGtCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GMGCCtTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGC^CAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTGCTCTCCTTAAGAGGTGGCCGGGGA 
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GACTTCTCAGGGGAI I I I I GCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AGCTGCTCTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGMCTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTG AATTAC AATCC AAG G CTG ACTCATTTTCtTCCAG C AGTGCG GTCAG C AG AG AC A 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>243 

NNCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGCTCCTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACI I I I I GAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTCAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCCTGTAACTTCTGAGGTGAAAAGATCAAAAATGG 
CTACTTCAGTGGTCCCGAAAAAGAATGAGATGAAGAAGTCGGTTCATACACAAGTGAATACT 

aacacaacactcccaaaaagtccacagccatcagtgcctgaacaaagtgataatgagctgga 

gcaagcaggaaagagcaaacgaggtagtattctccagctctgtgaagaaattgctggtgaa 

attgagtcagataatgtagaggtaaaaaaggaatcttcacaaatggaaagtgtaaaggaaga 

aaagcccacagaaataaaattggaagagaccagtgttgaaagacaaatacttcatcagaagg 

aaacaaatcaggatgtgcaatgtaatcgttttttcccaagtagaaaaacaaagcctgtgaaat 

gtatactaaatggaataaacagctcagccaagaagaactccaactggactaaaattaaactct 

caaaatttaactctgtgcag cacaataagttg g actctc aagtttcccctaaattaggcttat 

tacgaaccagtttttcaccaccagctttagaaatgcatcatccagtgactcaaagtacatttt 

tagggacaaagctacatgatagaaatataacttgccagcaggaaaaaatgaaagaaattaatt 

ctgaagaagtgaaaattaatgatattacagtagaaattaataaaaccacagaaagggctcctg 

aaaattgtcatttggccaatgagataaaaccttctgacccaccattggataatcagatgaaac 

attcttttgattcagcatcaaataagaatttcagccaatgtttggaatccaagctagaaaaca 

gtccagtggaaaatgttactgctgcttcgactctgctcagtcaagcaaaaattgatacagga 

gagaataaatttccaggttcaggtccccaacagcatagtattctcagtaaccagacatctaaa 

agcagtgataacagggagacaccacgaaatcattctttgcctaagtgtaattcccatttgga 

gataacaattccaaaggacttgaaactaaaagaagcagagaaaactgatgaaaaacagttgat 

tatagatgcaggacaaaaaagatttggagcagtttcttgtaatgtttgtggaatgctgtatac 

agcttcaaatccagaagatgamcacagcatctgcttttccacaaccagtttataagtgctgt 

taaatatgtgggctggaagaaagaaagaattctggctgaataccctgatggcaggataataa 

tggttcttcctgaagacccaaagtatgccctgaaaaaggttgacgagattagagagatggtt 

gacaatgatttaggttttcaacaggctccactaatgtgctattccagaactaaaacacttctc 

ttcatttccaatgacaaaaaagtagttggctgcctaattgcggaacatatccaatggggcta 

cagagttatagaagagaaacttccagttatcaggtcagaagaagaaaaagtcagatttgaaa 

ggcaaaaagcctggtgctgctcaacattaccagagcctgcaatctgcgggatcagtcgaat 

atgggtattcagcatgatgcgtcggaagaaaattgcttctcgcatgattgaatgcctaagga 

gtmctttatatatggctcatatttgagcaaagaagaaattgctttctcagatcccactgctg 

atggaaagctgtttgcaacacagtactgtggcactggtcaatttctggtatataattttatta 

atgg acag aatagcacgtaaaacaaattcttgcctacaccactagaagacatctattgaaga 

gaatggattggttgctgactttmccaggmctagggccatttttattacaatgaactcagga 

ctggcmcaaccatatggttgttccattttcataaaattggaaacaatgcagtaatagcttat 

tgttttgi 1 1 1 1 1 aaagmgatattttattatcttttacagaaatttatgattgatgtattttatc 

tatagttatttagacatgtttacatgcaggagataattgttcatagtggactgaaaactaatg .. 

cmggactatggtctcagtgatmgfatattttgaagttcttaatatggaaatataccagfgt 

agcttggtactgta i i i 1 1 1 i atattgatctgctgataccagtgataggcttaaagattgtatt 
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TTCACAGAGTGGAAACCAATTTTTTTAGTTATTGTTCAAGiGAGGGTGCAATATTAAGTGTTTT 

GGAATTTGAAGCTAATTTTTAAAAGGCCTGAACTATACTTTGAAGAAACCCCTATAGAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGC I I 1 1 1 1 I ICCTGA I I 1 1 ICTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAAAGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CT GTAA ATGACAAGCATTAGGAAAGGTACCCTCCTAGATTCATTATTCTTTCATTCTGGTTTC 

ACTTTTAAAATAAATGGCAACTTGGCACACCTAGGCTGTTAACAAATCTCAAAGAGGTTTATA 

AAAACGTATAGAATACTTGGAAGCAAAGTATGGATGACTCGGTATCTGCTTTGTTATTCCTCA 

GAAATACTGCACTGAGTATATGCCCTCATTACTGGACTTGATTTTGATACTTGTCTATCCTTCA 

TAGTGCCCTCTACTTTTAAAGGGTTTATATGTTGAAAAACTGCTGTGGCCTTTTATGACCTGT 

ATATAATGTAGAATAAAAATAATAAAATACTTGATAGCTTTTTCTAAGTGACCAATGTACTACT 

GAGGTGTAANNNNNNNNNNNNNN 

>244 

TTTTAGTAGGGATAAGGTTTCACCATGTTGGCCAGCTGGTCTTTAACTCCTGACCTC 
GAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCAC 
CCGGCCCTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGA 
ACATCTTTCATTAAAACATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTT 
GGGG CATTC I I I I I ICTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTTTAG 
CCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGGGCTC 
CACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGAACCCT 
CGCCCTC AAC AAG G CCTGCATCTCCGG ACTG G AGCTGAAGTATAG 
>245 

NNATGGGGCAACGTGGAAGAAATGGCCAGAATTTNAACTGGTCATCAATGCGANCA 

CTTTTTACAAAAGNCCAGAGCCAGAATAACCCTTTCATTAAATCTTCCCACCAACATCCTGAT 

GGCCCTCAGTTCTGTACCTGGAATGCACATCCATAGTCACTGTGTACAATTGCTTGAGTGAG 

TTCATGGTCCGTAGGAGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGC 

CAGCAAGTTTGGAGTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCA 

GGATCTTGTGGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCA 

AAGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCTGCAGCTGTCGCATT 

CTTTTCTTCCGGTGACTGCTAAACCCCAGCTCTTTCTTATAACACCACAGCACTGAAGGCCG 

AGCCTTCACAGTTGCTTTGGATAACATGTGATGAAGTATTACCACCTGATCTTTTCCTCGATC 

CCCAACTACAACAAAGAGAGATCTTTGCCGCTCAGCTACTCCATTCTCAATGAGAATCCGGA 

TTCGGTTATCCACCTTTTTCCGATGCATGGTGAAAAATTATTACTGCGCCCCGAGCCCGGGG 

GATCCCAGCCAGTGGAGAAGGGGAAGCAGGTGGGAGCACGGAACAACTCCGAAAGAGAAG 

GCACAGCTGACTGCCCCTAGCGTATGCCTGGTGTCCGGGTCACGTAGTAAGCCTGGCTCCG 

CGGCACGCGTCCCTCTCAGGAACTGGTAGACAGCACGTGCGCAAGCGCATTAAAGTCGCA 

GAGATGGCGAGCGAGAAGGGACCTTCCTCAAGGCTGTCGCTGAGTAATGACGTAAGCCACC 

AGAAGCGGAGCTGAGGCCTAGATGTCCACTGCGGTTGCGCATTTTAGTCCCACTGCTCGCG 

GTAGCTGGGTGTTGGCTGCGGTTTGCCTCTTCACTCTTCATATCCCAGCTAAAGTACCTCGG 

CTAAGAAGGGCAAAATAGATGTCCGCACCCCAGGGCCTGCCCACGTAGGTCCAGGGTTTTC 

AGCGTCAGCCTGGTTACGCGAAACGCGACGGATCCAACGATTTGTGTTCAATTTAACCGATC 

CCCGTTAAGTTGAGGAAACTCGGCCAACAGACCTATTTTATTGGTTTCGCTTGGCCCTCCAC 

CCCCACAGTACTGATCTTACAGATGGGAATCCTGTAATCTACCCATGACTGCNNNNNN 

>246 

GGGAGTCGACCACGCGTCCGGCCCCTCGTCTGCGTCAGTTGGTCACGTGGTTGTT 
CGGAGCGGGCGAGCGGAGTTAGCAGGGCTTTACTGCAGAGCGCGCCGGGCACTCCAGCG 
ACCGTGGGGATCAGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTAC 
GTGCGTTCGCTACGAGGATTGAGGGTCTCCACCCATCTTCTGTGCTTCACCATCTACATAAT 
GAATCCCAGTATGAAGCAGAAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCC 
CAAGAAGAACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAGAAAAT 
GAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGG AATG ACCACTTAACATCTACAACTTC 
CAGCCCTGGGGTTATTGTCCCAGAATCTAGTGAAAATAAAAATCTTGGAGGAGTCACCCAGG 
AGTGATTTGATCTTATGATTAAAGAAAATCCATCCTCTCAGTATTGGAAGGAAGTGGCAGAAA 
AACGGAGAAAGGCGCTGTATGAAGCACTTAAGGAAAATGAGAAACTTCATAAAGAAATTGAA 
.CAAAAGGACAATGAAATTGCCCGCCTGAAAAAGGAGAATAAAGAACTGGCAGAAGTAGCAG 
AACATGTACAGTATATGGCAGAGCTAATAGAGAGACTGAATGGTGAACCCTCTGGATAATTT 
TGAATCACTGGATTCATCAGGAATTTGATTTCTGGAGAAGAACCTGCTGGACGATTCTCTAGT 
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GGGAAGACTCGGAAATTGGCACGTGTTGCTTGAAGGAACTGGTTCTCTCTTTGCGGGGGCC 

GCCGCTTGTTAMGCTTMTTTTGCGGTGGGAATTAAGGCGAAGTTTACTCCCATTTTTTGTG 

GGAGTATATACAACTTATGGCCACGCCTGTGTCACATTCCCGTCTGGAGCTGGGACCATTG 

GTTAGTACCATCCTTCTTCGATACAAAACAGGGGGGCGGCAAAATCCTAGGGGCGGAAAAT 

TACGCATTGTAAGAGGCGAAGAGTATAAAGAAGCACGGTAACCGGACAGACGGTCTTAGCA 

TGTTACTGAGCGCAAGCGCATAGTTCATGACCTAGTTGCCGTCTAGCACACAGTCGCACNN 

>247 

NNNNCGCGGCCGCGTNCGACAGAAGACGACAGAAGGGTACGGCTGCGAGAAGAC 
GACAGAAGGGTACGGCTCGAGGTAGGCGGCGAGGCGCGGCGGCCGGAAGATGGCGGCG 
GCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGC 
AGAAGAAAAAGCAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGCACT 
CCAGTAAAAATGACATCCACACACTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCT 
ACCTTACAGGGTATMCTTTACATTAGCAGATATACTATTGTACTATGGACTTCATCGCTTTAT 
AGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGTtTTGTCACAT 
TCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATA 
TACT AATTCCCACTAGAAGCTGTCCATGCCATACAGAAGATCT ATT AAAAATGTTTTAAATGG 
AAAATGTACTCTAGACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAG 
TTGATAGAATTTTTGAAGTGTAAACTTGTGTCTGAATGTTTTATTTGTTCTTTAGCTGAAGTTTT 
GCAATTTTTATGTCAAAATTCAATTGCTATTAAACAAGTTGAGATCCAGTTATAAATTAACCTT 
GTTTTTAGTAGATGACATTTATTTCMTAAAAGTTGCAAATCGGGCTTAATCTTAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
A AGGG GGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGACGTGACACCCG 
GTTTTGTGGTGTAAAAGGGGCGCCAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAACAGTTGTTGTGTGGTGGAGAAACTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCCTTCTTGTGGGGTGAATTGTGGACACACCTAGAGAGAATTTAAGCCAGGAAAT 
TAACTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 
>248 

NNNNNN NNNNNCCGAGGTACTTNN 1 I I 1 1 I I I I I I I 1 1 1 1 I I I 1 1 1 C I I I I I I I I I 1 1 I I 
1 1 1 1 1 1 1 1 I 1 1 lACAGAGACGAGGAATTTAATTAGGGTTGTAACAAATGGTTAATTATAGTAAG 
AAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGTCTCGCAGCCATAATGAA 
CATCACATAATGAAGTTACTCCTTTCCAGATCTATAAACAGGCTCATGTAACTAACTGATACT 
CAGTAAAAGGGTCCATAATCCAAATTTATATAACAAATGGGGCTTGCTATAAAATCTCTTACA 
TTTTAATACTTACTCTTAATAAATCATCT ATTCTTCCCTCCTTCTTCTCTAAG GCAG AATTCTTA 
CTGTTTTCTAGGGCAGATA 1 1 1 1 1 ICTATTGTGAGGTCGGACTGGGTCTGTCTGGGCTGGAT 
GG AGATC TGTTTTTGGGAGCTGCAGGAATGCTCTGTGTTGCCAGATCCCGTAAATGAGGGA 
CTGTTTTGCTGAGCTGAAACAAAAGTGAAGCAGAGGCCAGCTCCCCTTTGCGCCAGCTGCT 
CTGTGTCAAGCCGAGGTTTTGCTAGCATCACTGACATGAGGGTTGGCAGAGCAGACTGCTC 
CTCCGTTGCCTCCTTTGCAGCACTGCCATCTAAACCATAGAGGGGCTGTTCTACTCGTCGCG 
GTAAGGGATTGGATAAGGAATGTTGCGGTGAGGATCGTGCAACTGGTGGAACACTTCTGCC 
AGGGCTCGTTCCTGGCGCGCTTCCCCCAGCAAACTGGCCAACAGGGAAAAACCGACGGGC 
GCGN 
>249 

NN ATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCC ACAC AAACG TTGGG GCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCC CGTGG AGTATCAACGTCTTGAGACTGCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTMGGAAGACATCATGCCGTGAAGCCAATTTA 
TATTCTGCAATTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGGGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGGCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTGCATTGTTCTTGTTGGCTTTACAGGTTCCCAGGTCMGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
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TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCT 

GMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAA TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTGCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTCTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 

AG CTGCT CTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCG CCTGG GG GCAG G AGC AGGG AG G ACCCTATTTTC AGTTG ACTGTG ATG C 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTGCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>250 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
Ci l l n IGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
GAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAMCACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
MGGGMCCAGCAMGAAAATAGGMCTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGMTTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACGTCTAAGCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTGTCTTTTTTAATATTATGGGGAAACCACTAACTATGCA 
AC CAGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAM TATGAM TGTGTGCTCAACTGCCAGTMTTTTTTAAAAAGCACTGTCC 
CAGTGGA TTGATG TTGTTTTTMTGGATAT^ 
TTTGGT TGTT TTTGT TTGTTT ATTTCTTTGTTTTAAMGCCATGTT^ 

AGATATCmCCCTCTmTCACmGAGCmGGGAAMCTCTTTATCTTATGAGGCTGTATT 

CCTCMTACCTAATTTGTGTCCAMGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 

GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
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TTTTMCAAATCTTAATTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 

tCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAAATMTTGTGTTTTGCTGAACTTGTTATCTTC 

ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 

GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 

AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 

GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 

GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 

TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCCGCC 

CTCTCTTTGTCAGAAGGGACACAGGTGGTAATTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 

GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 

GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 

GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 

GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 

TGCTGAAATGAAAGATGACTCT GGGG GAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATG CAGT GTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAGAGCAGTTT TATGTCATT TGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGACI I I I I I I I ICTTATTAAGAAAATGAAATCCCTTACACCAGAT 

ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 

>251 

>252 

GGC GatTggagctCCCCGCGGTGGCGGCCGAGGTACATTTTACTACGCACCCTTACGC 
ATTCTTTTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAA 
CAATTCTCACCATACCAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAACAAGTTCC 
CAGGTGATGCTGACACTGCTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTG 
ATT CTAA GAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTCACATAAA 
TTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGC 
ATGATGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCATTTTCACAA 
AGTTCAGATATATTTAAATTAGCCTATTTAATCTTTTTTTGGTTGTTGTTGAGATGGAGTCTCA 
CTCTGTCTCTCAGGCTGGAGTACGTGCTGTTCTATTGTCCAAGGCGGGGTCTGCACAGAAC 
AGCTTTGGAAGGGGCTGGGCGGTGTCTGTGGTGTCTGCAGGTCGTCGTCGTTTGGCCGCT 
GCTTGTGGTGGTCGGTTATCGTTGTCTGTCTGTATGTCAGCAGTTTCAGTAGTGGATATTTG 
GTTGCTTCAGGATCGGCCATTGTAGATGATGTTTATTGTTGTGCACAGGTAGGGCACACAAT 
ATTCACTGTGCCCATAAGTAGTTGCTGTATGGTTCGTAGGTCACTTGCTGTCCCCGCGT 
>253 
>254 

acgcggggactcgcgtcggttggcgactcccggacgtaggtagtttgttgggccg 
ggttctgaggccttgcttctctttacttttccactctaggccacgatgccgcagtacgcggg 
ggggtgaagaaggggccggccttcaagcaacagcgacgcaagatggcagccaccacggg 
ctcgggagtaaaagtccctcgcaatttccgactgttggaagaactcgaagaaggccagaaa 
ggagtaggagatggcacagttagctggggtctagaagatgacgaagacatgacacttacaa 
gatggacagggatgataattgggcctccaagaacaatttatgaaaaccgaatatacagcctt 
aaaatagaatgtggacctaaatacccagaagcacccccctttgtaagatttgtaacaaaaatt 
aatatgaatggagtaaatagttctaatggagtggtggacccaagagccatatcagtgctagc 
aaaatggcagaattcatatagcatcaaagttgtcctgcaagagcttcggcgcctaatgatgt 
ctaaagaaaatatgaaactccctcagccgcccgaaggacagtgttacagcaattaatcaaaa 
agaaaa accac aggcccttccccttccccccmttcgatttaatcagtcttcattttccacag 
tagtaaattttctagatacgtcttgtagacctcaaagtacggggggaaaatccacaagacag 
aatagccagatctcagaggagcctggctaagcaaaaccctgcagaacggctgcctaattta 
cagcaaccatgagtacaaatggtgatgatcatcaggtcaAggatagtctggagcaattgaga 
tgtcactttacatgggagttatccattgatgacgatgaaatgcctgatttagaaaacagagtc 
ttggatcagattgaattcctagacaccaaatacagtgtgggaatacacaacctactagcctat 
gtgaaacacctgaaaggccagaatgaggaagccctgaagagcttaaaagaagctgaaaact 
taatgcaggaagmcatgacaaccaagcaaatgtgaggagtctggtgaccfggggcaactt 
tgcctggatgtattaccacatgggcagactggcagaagcccagacttacctggacaaggtg 
gagaacatttgcaagaagctttcaaatcccttccgctatagaatggagtgtccagaaataga 
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CTGTGAGGMGGATGGGCCTTGCTGMGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 

TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTGGGTATGCGA 

TCTCTGCCTATCGCCTGGATGGCTTTAMTTAGCCACAAAAAATCACMGCCATTTTCTTTGC 

TTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAGACAATGGATATATTAAGGTTCTCCTTGCC 

CTGAAGCTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGCATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

AGGGC AGCCTAGAGGGCAAAACAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGGCTCATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAACCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

CAAAAGAAATCTGACGTCAATGCAATTATCCATTATTTAAAAGCTATAAAAATAGAACAGGCA 

TCATTAACAAGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTCT 

GTGAGACMGGTCCTT AGGC ACCCAGATATCAGCCACTTTCACATTTCATTTCA7TTTATGCT 

MCATTTACTAATCATCTTTTCTGCTTACTGTTTTCAGAAACATTATAATTCACTGTAATGATGT 

AATTCTTGAATAATAAATCTGACAAAATATTAGTTGTGTTCAACAATTAGTGAAACAGAATGTG 

TGTATGCATGTAAGAAAGAGAAATCATTTGTATGAGTGCTATGTAGTAGAGAAAAAATGTTAG 

TTMCTTTGTAGGAAATAAAACATTGGACTTACACGAAAtgtttaattcattcattttattgtgaaataaaaataaaa 

tccttagctcctccaccaactgaacagaccctcttggccaaggagaccccagaaaccttaaaaactaagtttcccaaccatgacaagat 

gagagatcattcacacctcattatattccctcccttgctaactgccattggactttttccactgagttaaacagaaaccca 

>255 

NNCTCAGAGGATTACCGACCCACGCGTCCGCAACATCCTGGCTTAGTATTGTGTGC 
AAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCA 
ATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAA 
GAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGtAAAACCGGAGCAGGAAAAAGTG 
CAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATT 
ACCAAGAAG TGTG AGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACA 
CACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGATTATTCGCTG 
CATTCTTCTGACCTCCCCAGGGCCTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACA 
CTGAGGAAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAG 
TTTCATGATTCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTT 
AAGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACTGTGCGT 
TAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCCAGAGGGCACAGTTGCTGGGCCTGA 
TCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACTAATAGGATGTACCAAAGGGC 
GGAGGAGGAGATCCAGAAGCAAACACAAGCAATGCAAGAACTCCACAGAGTGGAGCTGGA 
GAGAGAGAAAGCGCGGATAAGAGAGGAGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAA 
GTGGAGCAGGAAAAGAGAAAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACT 
ATGCTGTAAGGCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATACTTGAATT 
MTCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGATTAAAC 
TTAATGAAMTCTGT7TGTATTTTCTGCATATTCTCTGGCAACCTTGCCCCATACTTACTTATT 
TAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGTAACTAAGGACCACCATTGG 
CCATTGGTAGATGTTTGATTGACTTAACMGAGAGGGACAAATTTTCAATTTGTGAAACTCCA 
AAGCAGAAAGTATTGGTGCTTGCTACCTTGTGAATTCTTCCTTAGACATGCAGAGAAAATGTA 
TGCAAGAGACCAAAMGATGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTC 
TAGATTCTTTCTATGTTGGCAGATAATCTCCCCTTGTAGCTTCCACTCACTTATTCTTGCATTC 
AGAGTCACAATGATCATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTGTTTGC 
AGTAGGTMTCTTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAGTGTCAATTTATTT 
MTTCCATTGTCATATMGGAGTCAAATTGTTTCTTATCATTTGTTCATTGAAGAACAGAGACC 
TGTCTGGAAAATCGATCTCTACAAATTCAATTAAATAATGATCCCCAAATGCTGAAAAAGTGA 
AATACAGCAATTCAACAGATAATAGAGCAATGTTTAGTATATTCAGCTGTATCTGTAGAAACT 
CTTTGA(X3MCCTCMTTTMCCAATTTGATGMTACCCAGTTCTCTTCTT7T^CT 
TAGtTGCMCCTCACCTCCCTCACTCAACACTTtGAATACTTATTGTn'GGCAGGTCATCCAC 
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ACACTTCTGCCCCCACTGCATTGAATTTTTTGCTTATGTTGTTTATMTAAAACTTTTCAATTAT 

CTCAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

>256 

>257 

CGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCACAAGACCGGCCTTGCGAG 
CGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATT 
CTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATAT 
TCTCTATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTCTACAAAGGCCTTGA 
AGCCAAACTGCTGCAGACAGTCCTCACTGCTGCTCTCATGTTCCTTGTTTATGAGAAACTGA 
CAGCTGCCACCTTCACAGTTATGGGGCTGAAGCGTGCACACCAACACTGAGACGCCTTCCC 
ATGAAAAATTCCGAAGATGCTCAAGAGGGAGGTTTCCTCCTGAGTGAAGAGAAGTGATTCTC 
CCTTGACTCTGGCTCCTGCCACCACAAATGTTACCCTCATTGGCTTGAAAAGCATCCAAGGG 
TGCACAGGGAGTATGGCAACTGGACCTGTTGTCACCTTAATTGTCATGCTGGCTGGTTGGAT 
TTGGGGTGGCAGTTGGACTAATGTGAAAAAAACATTGCTGAAAACCTAAAAATGACAGTTGT 
GAGTGTTTATTGGTTTTC7TAAGAGMATGGACTATTTGCTCTCATGTGTAATGTTTTCTATTT 
AMTCTTTCTTAAATATACCAGCTGTTCTCTTTCCCTGAACTCTCCCCCAGGTTCTAGACAATT 
TAATAACATGTTATTCTTCTCAAATACTTTTGTCATGTCTCAAGTGTCGGTG I I I I IACTGCAC 
TTAAAAAGTAACATTTATGGGCTNTGCACGGGGCTGAACTTCATCTCGGTGGGCCTTTTATA 
CCGGCTACGGGAAGGGGGCCTCATGGGCTTTGCACCATTTTTTTGTGGGAATGAACACTGG 
TGCCCAATGGATTCTTTAAACATTGGCAGGTACATTTCACAGGGGAGAAAACTCCGATAGCT 
TGGAAACACCCGTATCACAACTGCGAGTGCGCTCACTCAACCGGTGAGGCAAATGGGCAAC 
AAAAAAAAAAGTGGCGGGGCGGCACATAN 
>258 

NNNNNNNNNNNAGGGAAAGCCTGCATGGGAAGTGGGAAGTTACTTCCCCCCTGCC 
CAAGGGGGACCCCGGTCCATGTTGGCGGGGGTAANCCCNTCCCACCACCCNGCCCGGNG 
GTTTAAATGCNGCCGGTTACAGGGGNGNGGTCCCCATTTCGCCCATTNCAGGGCTTGCGCC 
AACNTGTTTTGGAAAAGGGCCNATTCGGGTGCGGGNCCCTTTTTTCGGCTTATTTTACGCCA 
AGCTGGGCGAAAAAGGGGGAATGTGCCTGCCAAGGGCGATTTAAGGTTGGGGTAACCGCC 
CAGGGTTTTTTACCAGTCAAAAACGTTTGTAAAACGNGGGCAGTGAAATTGTAATACGACGA 
CCTCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGGAAAGTGGCCCAGGCCCCCACGGACTGTTACAGAGG 
CGACGTCGCCGACCGCCAACATGGCGGCGCCCAGTGGCGTCCACCTGCTCGTCCGCAGAG 
GTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCAGTCAAGCAGTC 
AAC AAAG AAG AAATTTC I 1 1 1 I ICGGAGACAAAGAGATATTTCACACAGTATAGTTTTGCCGG 
CTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACA 
GGCATTGTACCAGACTGGGGAGACAGCATAGAAGTTAAGAATGAAGATCAGATTCAAGGGC 
TTCATCAGGCTTGTCAGCTGGCCCGCCACGTCCTCCTCTTGGCTGGGAAGAGTTTAAAGGTT 
GACATGACAACTGAAGAGATAGATGCTCTTGTTCATCGGGAAATCATCAGTCATAATGCCTAT 
CCCTCACCTCTAGGCTATGGAGGTTTTCCAAAATCTGTTTGTACCTCTGTAAACAACGTGCTC 
TGTCATGGTATTCCTGACAGTCGACCTCTTCAGGATGGAGATATTATCAACATTGATGTCACA 
GTCTATTACAATGGCTACCATGGAGACACCTCTGAAACAI I I 1 1 GGTGGGCAATGTGGACGA 
ATGTGGTAAAAAGTTAGTGGAGGTTGCCAGGAGGTGTAGAGATGAAGCAATTGCAGCTTGC 
AGAGCAGGGGCTCCCTTCTCTGTAATTGGAAACACAATCAGCCACATAACTCATCAGAATGG 
TTTTCAAGTCTGTCCACATTTTGTGGGACATGGAATAGGATCTTACTTTCATGGACATCCAGA 
AATTTGGCATCATGCAAACGACAGTGATCTACCCATGGAGGAGGGCATGGCATTCACTATAG 
AGCCAATCATCACGGAGGGATCCCCTGAAT7TAAAGTCCTGGAGGATGCATGGACTGTGGT 
CTCCCTAGACAATCAAAGGTGTCGGCGCAGTTCGAGCACACGGTTCTGATCACGTCGAGGG 
GCGCGCAGATCCTGACCAACTACCCATGAGCTGAGGAGCCGCCGAAGCCCTCCAAGGCCA 
GTCCAGAGGTGAAGTTTGAGGCCCTCCCCCCACCCAGCCCACACGCACGCACGCACGCTA 
GACCGTTTGCTGCACTAGGAATTCGAGCTTGGGCCCCACTCGCCCAGACTGGCCCTTCTCG 
CATCGGGACCCGCGCTTGCAGGCTGCAGGAGCCGCAAACGTCAGCTGTTCTGGAAACCGA 
GAGGTCCCAGAGAGAGGAGATACGGGCGCATTTGAGAGCAAGGGCCTACTTGGCCGGGAC 
TGAAGCTTGCGAGAGTAAGAGCCAGCTCATCTTTGTAAGATTCATAATACGGGAAACTGAGG 
ACCAGGTGGCTGGGAAAAGAGATGAGTTCCAGCTTTrACCTAACACAGGGTTCTCTCGTCGT 
CCCCCMCCCCTCCAGCTCGGCTTCTTTGTGTCCAGGGTTGTAGATTTTTGGATAGAGGTGT 
TTCTGATTCTACTGAACTGGCCGAAAACCTCACCCAGAGCCACTGGGATTCCAGCCAAGAGT 
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GGCTGCGGCTAACACCACCAGGACCTCCTGGTCCTGAGGTGACTCCAGTAGGCTCCATGAG 

GAATCCCGGACCCTCAGGACAAATGGGAGAGTTTTGTTTTCTCTCA 

>259 

>260 

>261 

>262 

>263 

>264 

>265 

>266 

>267 

NAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 
CGCGAAACCMGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTT 
GAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAA 
ACCATTCCTTGCTTCGCTGGATGGTCACCGTG ATGGAGTCAATTGCTTGGCAAAGCATCCAG 
AGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACT 
CAGCGG AATTG TATCCGTACCTCGGCCGCGACCACGCTAAAATAAACAGCAGGACAGAAAT 
TGTGTTGTTTTGTTCTTTGAAATACAACCAAATTCTCTTAAAATGATTGGTAGGAAATATAGTA 
CCTG G CCG GGCG ACCGCC ACCGCGGTG AGCN N 
>268 

AAAAAATTAAATCTGACAATGTCAAGTTATAAGGTGCAAGAAAGAAGTAATTTCTCAG 
AGAAATTCMTACTATCAAGCMGTTATAACTCTTTACAGTGTTTAATTTATATCTGTCAAGGG 
TTAGTGTCTGGAAATTTAATAATCACATTTTTCTTTCATTTCTATTCTGAAAGGTCTGTTGATG 
CCTGCCATCACAGTTATCATTCTAGTATTATATTTTGTCATTGACACCTTCTGGGTTCAGAAAA 
GACCATGG CTTGC TGAGTGCACACCAATTTATATACAATACTTTGTGAAGTTCTTCATTATTG 
GAGTTACAGTTTTAGTGGTCGCAGTGCCAGAAGGTCTTCCACTTGCAGTCACGATCTCACTG 
GC7TATTCAGTCAAAGTAAGTAGAAAATAGTTCAGTAGACGTTGTTATGTTTAAAGCCTTAGC 
TGGTATAGAAAATGCCCATCTAGTTACTCCTTTTCTGCTTCTGAAAGTGAGGACTTTCATATA 
AATGT 
>269 

cCCACGCGTCCGGTGAGACTTGCCTGCTCCTCTGGCCCCTGGTCCTGTCCTCTTCT 
CCAGCATGGTGTGTCTGAAGCTCCCTGGAGGCTCCAGCTTGGCAGCGTTGACAGTGACACT 
GATGGTGCTGAGCTCCCGACTGGCTTTCGCTGGGGACACCCGACCACGTTTCTTGGAGCTG 
CTTAAGTCTGAGTGTCATTTCTTCAATGGGACGGAGCGGGTGCGGTTCCTGGAGAGATACTT 
CCATAACCAGGAGGAGTTCGTGCGCTTCGACAGCGACGTGGGGGAGTACCGGGCGGTGAC 
GGAGCTGGGGCGGCCTGTCGCCGAGTCCTGGAACAGCCAGAAGGACCTCCTGGAGCAGAA 
GCGGGGCCAGGTGGACAATTACTGCAGACACAACTACGGGGTTGTGGAGAGCTTCACAGT 
GCAGCGGCGAGTCCATCCTCaggtGACTGTGTATCCTGCAAAGACCCAGCCCCTGCAggcACC 
ACAACctgctggtcTGTTCTGTGAGTGGTTTCTATCCAGGCAGCATTGAAGTCAGGTGGTTCCGG 
AATGGCCAGGAAGAGAAGACTGGGGTGGTGTCCACAGGCCTGATCCACAATGGAGACTGG 
ACCTTCCAGACCCTGGTGATGCTGGAAACAGTTCCTCGGAGTGGAGAGGTTTACACCTGCC 
AAGTGGAGCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATGGAGAGCACGGTCTGAATC 
TGCACAGAGCAAGATGCTGAGTGGAGTCGGGGGCTTTGTGCTGGGCCTGCTCTTCCTTGGG 
GCCGGGCTGTTCATCTACTTCAGGAATCAGAAAGGACACTCTGGACTTCAGCCAAGAGGATT 
CCTGAGCTGAAGTGCAGATGACACATTCAAAGAAGAACTTTCTGCCCCAGC7TTGCAGGATG 
AAAAGCTTTCCCTCCTGGCTGTTATTCTTCCACAAGAGAGGGCTTTCTCAGGACCTGGTTGC 
TACTGGTTCAGCAACTGCAGAAAATGTCCTCCCTTGTGGCTTCCTCAGCTCCTGCCCTTGGC 
CTGMGTCCCAGCATTGGTGGCAGCGCCTCATCTTCMCTTTTGTGCTCCCCTTTGCCTAAA 
CCCTATGGCCTCCTGTGCATCTGTACCTGGCCgggcggccGCTCGAGGTTGGTTCAAGCCTTC 
GTTGACAGAGTTGCCCACGGTAACAACCTCTTCCCGAACCTTATGCCTCTGCTGGTCTTTCA 
GTGCCTCCACTAtCCCGCGTACCtCGGCCGCCACGgcgtggaGCTCCAa 
>270 
>271 
>272 
>273 
>274 
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>275 
>276 

CGCGGTGGCGGCCGAGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGC 
ACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCAC 
CCGCGTCGATCTTTATGTTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTC 
ACTCCCCCTGGTTCTACCCGGCTCCAGAGCCTCTCCCGGCCCACTAATTTA7TCCCAAATTC 
TAGGCCCGGCCCCATCAGCCCTCCCCGCGTACCTGCCCG 
>277 

NNGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGGAAAGCTCA 
GCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAA 
GAATTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCAG AAAG AGG AGGCGCTTGCCTTCAGCTTGTGGG AAATCCCG AAG ATGGCCAAA 
GACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGT 
TGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCC 
ACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATATTTGTG 
GGCATCTGCCTCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAGTCCAGCAGGAA 
MTTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGGCATCTTGTATC 
ACAGCAGCAACACAACGAGACTTTTTCACACCCAACCTCTTCCTGAAGCAGATGCTAGAGAG 
GTACCTCGCCCGGCGGCCGCTCGACCGCCCGGGCAGGTACGCGGGGATAGTTCACTCACT 
TTCAAAGCCAGCTGAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGA 
CTTTTACGGACTTGGCTTGTTAGAAGGCTGAAAGATGATGGCAGGAATGAAAATCCAGCTTG 
TATGCATGCTACTCCTGGCTTTCAGCTCCTGGAGTCTGTGCTCAGATTCAGAAGAGGAAATG 
AAAGCATTAGAAGCAGATTTCTTGACCAATATGCATACATCAAAGATTAGTAAAGCACATGTT 
CCCTCTTGGAAGATGACTCTGCTAAATGTTTGCAGTCTTGTAAATAATTTGAACAGCCCAGCT 
GAGGAAACAGGAGAAGTTCATGAAGAGGAGCTTGTTGCAAGAAGGAAACTTCCTACTGCTTT 
AGATGGCTTTAGCTTGGAAGCAATGTTGACAATATACCAGCTCCACAAAATCTGTCACAGCA 
GGGCTTTTCAACACTGGGAGTTAATCCAGGAAGATATTCTTGATACTGGAAATGACAAAAAT 
GGAAAGGAAGAAGTCATAAAGAGAAAAATTCCTTATATTCTGAAACGGCAGCTGTATGAGAA 
TAAACCCAGAAGACCCTACATACTCAAAAGAGATTCTTACTATTACTGAGAGAATAAATCATT 
TATTTACATGTGATTGTGATTCATCATCCCTTMTTAAATATCAAATTATATTTGTGTGAAAATG 
TGACAAACACACTTATCTGTCTCTTCTACAATTGTGGTTTATTGAATGTGATTTTTCTGCACTA 
ATATAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAAT 
TGGAGTAGATA7TAATTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGT 
TGTTTAAACAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACCTCGGCCG 
CCACCGCGGTGAGCTCCAANNNN 
>278 . , - ■ 

NNNNAGTCGACCACGCGTCCGGCAAGGCGTCCAGGAGTGACCTGGGGCTGTGGA 
GAGCGACCCGTGGCCTTGTGTTTCAGTTCTCTATTCAGAAACTTGAACCTTTCCTAAGGGAC 
ACTAAGGGCTTCAGTCTTGAAAGTTTTAGAGCCAMGCATCTTCTCTTTCTGAAGAATTGAAA 
CATTWGCAGACGGACTGGAAACTGATGGMCTCTACAAAAATGTTTTGAAGATTCAAATGGA 
AAAGCATCAGATTTTTCTTTGGAAGCATCTGTGGCTGAGATGAAGGAATACATAACAAAGTTT 
TCTTTAGAACGTCAGACTTGGGATCAGCTCTTGCCTCACTACCAGCAGGAGGCTAAAGAGAT 
ATTGTCCAGAGGATCAACTGAGGCCAAAATTACTGAGGTCAAAGTGGAACCTATGACATATC 
TTGGGTCTTCTCAGAATGAAGTTCTTAATACAAAACCTGACTACCAGAAAATATTACAGAACG 
AGAGCAAAGTCTTTGACTGTATGGAGTTGGTGATGGATGAACTGCAAGGATCAATGAAACAG 
CTGCAGGCCTTTATGGATGAAAGTAGCTGCCCGGGCGAACGCCACCGCGGGGAGCTCCAN 
>279 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAAGTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAAGAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCGTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI 1 1 III I I I JATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTtGCACTGCATAGTTCAAACtAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
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AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 

AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 

GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>280 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGA GGCA CAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
C TGCAGT TTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
C I I I I I I GTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCT ACACA AAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTCTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGG CCAA AAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAMCAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TGACCTTGACCTCATAGCTTCATGTCATACTAAGTCCTTTCAGCTGGCAAAGTCTCAGAAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
AC CAGCT TATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAM TATGAA ATGTGTGCTCAACTGCCAGTAATTTTTTAAAAAGCACTGTCC 
CAGTGGA TTGATG TTGTTTTTAATGGAT ATTTT GGGTTTTTCTCTGTTTTGATAGTATTGGGTA 
TTTGGTTG I I I I IGT TTGTTT ATTTCTTTGTTTTAAAAGCCATGTTTTTGGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCTTTTTCACTTTGAGCT7TGGGAAAACTCTTTATCTTATGAGGCTGTATT 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACATTTTTTATTATTTCTTG 
GGTG TGACATCAGAGTATTTGACCT GCAG TATTGAAAAAGGAGAATTCAGAATGATACAGTA 
TTTTMCAAATCTTMTTATTAAACTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 
TCTCTCTCTTTCCCTTTCCTGAGTGATGTGAAMTAATTGTGTTTTGCTGMCTTGTTATCTTC 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTTAT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
GGATCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 
TGTTCTT ATTTGG AAGCAGCTGTGGCTTGTCACCAATGTTCAAGG AGTGTTACTGTTCCGCC 
CTCTCTTTGTCAGAAGGGACACAGGTGGTMTTTGGAGATGGGGCCAGAGCTTCTGGCTTTT 
GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 
GGTGTCTGCCCAGAGAGCAGCATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 
GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 
GCAGTTGCCCGACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCtGCAGCAT 
TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC ■.. 
CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 
TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 
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GCCCCTTTCTCTAGAGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 
TAGGTTTCTATTCAATATTTGAC I I I I I I I I I CTTATTAAGAAAATGAAATCCCTTACACCAGAT 
ATCAGTTAATTCAAACAGAAAACCCTTTGGGTATCANNNNN 
>281 

NNNNNNGGCGGCCGAGGTACGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCC 
AACCTGTGTCTCTTCATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTG 
GAAAGCCTGGGAGAATGAATAAACAGACTAGGTTGAATCCATACAATGGAATGGTAGCAGAC 
AATAAAAAGAAAATGAACTATTGATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTC 
CTGAATGAAAGAAGTCAGAGATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAG 
AATCGAAGTAGCAAGCTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAAT 
TCAGGACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCGGCATGC 
TCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAGCN 
>282 
>283 

cAAAAACTGGAGACTTTTAATGTATTTCTTTAATTTCGGACGCGTCCGATTTTGCAGT 
TGTTGAAATTGTCCCCGCAGTTTTCAATCATGTCTGAACCAATCAGAGTCCTTGTGACTGGA 
GCAGCTGGTCAAATTGCATATTCACTGCTGTACAGTATTGGAAATGGATCTGTCTTTGGTAAA 
GATCAGCCTATAATTCTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGT 
CCTAATGGAACTGCAAGACTGTGCCCTTCCCCTCCTGAAAGATGTCATCGCAACAGATAAAG 
AAGACGTTGCCTTCAAAGACCTGGATGTGGCCATTCTTGTGGGCTCCATGCCAAGAAGGGA 
AGGCATGGAGAGAAAAGATTTACTGAAAGCAAATGTGAAAATCTTCAAATCCCAGGGTGCAG 
CCTTAGATAAATACGCCAAGAAGTCAGTTAAGGTTATTGTTGTGGGTAATCCAGCCAATACCA 
ACTGCCTGACTGCTTCCAAGTCAGCTCCATCCATCCCCAAGGAGAACTTCAGTTGCTTGACT 
CGTTTGGATCACAACCGAGCTAAAGCTCAAATTGCTCTTAAACTTGGTGTGACTGCTAATGAT 
GTAAAGAATGTCATTATCTGGGGAAACCATTCCTCGAGTCAGTATCCAGATGTCAACCATGC 
CAAGGTGAAATTGCAAGGAAAGGAAGTTGGTGTTTATGAAGCTCTGAAAGATGACAGCTGGC 
TCAAGGGAGAATTTGTCACGACTGTGCAGCAGCGTGGCGCTGCTGTCATCAAGGCTCGAAA 
ACTATCCAGTGCCATGTCTGCTGCAAAAGCCATCTGTGACCACGTCAGGGACATCTGGTTTG 
GAACCCCAGAGGGAGAGTTTGTGTCCATGGGTGTTATCTCTGATGGCAACTCCTATGGTGTT 
CCTGATGATCTGCTCTACTCATTCCCTGTTGTAATCAAGAATAAGACCTGGAAGTTTGTTGAA 
GGTCTCCCTATTAATGATTTCTCACGTGAGAAGATGGATCTTACTGCAAAGGAACTGACAGA 
AGAAAAAGAAAGTGCTTTTGAATTTCTTTCCTCTGCCTGACTAGACAATGATGTTACTAAATG 
CTTCAAAGCTGAAGAATCTAAATGTCGTCTTTGACTCAAGTACCAAATAATAATAATGCTATAC 
TTAMTTACTTGTGAAAMCAACACATTTTAAAGATTACGTGCTTCTTGGTACAGGTTTGTGAA 
TGACAGTTTATCGTCATGCTGTTAGTGTGCATTCTAAATAAATATATATTCAAATGAAAAAAAA 
AAAAAAAAAaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaacaaacaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 
aaaaaaaagggggggggggggattaaatattcccggggggggacgacaaataatgaaagacaacacacgtctttttgtagaaaaa 
gcagccacccataatggagggtgtttataaaaggaaggccggggaggttttaaaaagctgtgcgagagagaaaaattgtcgtgagtttt 
tgaagaagacacatcctttgtgtgggtctagacgggaaccacaccgaaaagataaggacggggaaaatacaatgggtatagtggaa 
caggcttttgtggcaaatgtcgtgtgttatata 
>284 

NNNNCGCGGCCGCGTCGACNGGCTGNGAGAAGACGACAGAAGGGGGGTGACAGA 
GCGAGATTCTATCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCAGCGGCTCGTGTTCGC 
GGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGCTCTAAGCTGCAGCAAGAGA 
AACTGTGTGTGAGGGGAAGAGGCCTGTTTGGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTT 
AAGAGTCTGCACTGGAGGAACTCCTGCCATTACCAGCTCCCTTCTTGCAGAAGGGAGGGGG 
AAACATACATTTATTCATGCCAGTCTGTTGCATGCAGGCI I 1 1 I GGCTTCCTACCTTGCAACA 
AAATAATTGCACCAACTCCTTAGTGCCGATTCCGCCCACAGAGAGTCCTGGAGCCACAGTCT 
TTrTTGCTTTGCATTGTAGGAG AGGG ACTAAGTGGTAG AGACTATGTCGCTTTCCTGAGCTA 
CCGAGAGCGCTCGTGAACTGGAATCAACTGCTTCAGGGAAAAAGAAAAAAAAAAAAAAAAGA 
CTTGCCTGGG AGGCCGCG AG AMCTTGCATTGGAAGCTTCAGCAACCAGCATTCGAGAAAC 
TCCTCTCTACTTTAGCACGGTCTCCAGACTCAGCCGAGAGACAGCAAACTGCAGCGCGGTG 
AGAGAGCGAGAGAGAGGGAGAGAGAGACTCTCCAGCCTGGGAACTAfAACTCCTCTGCGA 
GAGGCGGAG^CTCCTTCCCCAMTCTTTTGGGGACTTTTCTCTCTrTACC^ACCfCCGCCC 
CTGCGAGGAGTTGAGGGGCCAGTTCGGCCGCCGCGCGCGTCTTCCCGlTCGGCGT^ 
TGGCCCGGGGAACCGGGAGGGCCCGGCGATCGCGCGGCGGCCGCCGCGAGGGTGTGAG 
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CGCGCGTGGGCGCCCGCCGAGCCGAGGCCATGGTGCAGCAAACCAACAATGCCGAGAACA 

CGGAAGCGCTGCTGGCCGGCGAGAGCTCGGACTCGGGCGCCGGCCTCGAGCTGGGAATC 

GCCTCCTCCCCCACGCCCGGCTCCACCGCCTCCACGGGCGGCAAGGCCGACGACCCGAG 

CTGGTGCAAGACCCCGAGTGGGCACATCAAGCGACCCATGAACGCCTTCATGGTGTGGTCG 

CAGATCGAGCGGCGCAAGATCATGGAGCAGTCGCCCGACATGCACAACGCCGAGATCTCC 

AAGGGGCTGGGCAAACGCTGGAAGCTGCTCAAAGACAGCGACAAGATCCCTTTCATTCGAG 

AGGCGGAGCGGCTGCGCCTCAAGCACATGGCTGACTACCCCGACTACAAGTACCGGCCCA 

GGAAGAAGGTGAAGTCCGGCAACGCCAACTCCAGCTCCTCGGCCGCCGCCTCCTCCAAGC 

CGGGGGAGAAGGGAGACAAGGTCGGTGGCAGTGGCGGGGGCGGCCATGGGGGCGGCGG 

CGGCGGCGGGAGCAGCAACGCGGGGGGAGGAGGCGGCGGTGCGAGTGGCGGCGGCGCC 

AACTCCAAACCGGCGCAGAAAAAGAGCTGCGGCTCCAAAGTGGCGGGCGGCGCGGGCGG 

TGGGGTTAGCAAACCGCACGCCAAGCTCATCCTGGCAGGCGGCGGCGGCGGCGGGAAAG 

CAGCGGCTGCCGCCGCCGCCTCCTTCGCCGCCGAACAGGCGGGGGCCGCCGCCCTGCTG 

CCCCTGGGCGCCGCCGCCGACCACCACTCGCTGTACAAGGCGCGGACTCCCAGCGCCTCG 

GCCTCCGCCTCCTCGGCAGCCTCGGCCTCCGCAGCGCTCGCGGCCCCGGGCAAGCACCT 

GGCGGAGAAGAAGGTGAAGCGCGTCTACCTGTTCGGCGGCCTGGGCACGTCGTCGTCGCC 

CGTGGGCGGCGTGGGCGCGGGAGCCGACCCCAGCGACCCCCTGGGCCTGTACGAGGAGG 

AGGGCGCGGGCTGCTCGCCCGACGCGCCCAGCCTGAGCGGCCGCAGCAGCGCCGCCTCG 

TCCCCCGCCGCCGGCCGCTCGCCCGCCGACCACCGCGGCTACGCCAGCCTGCGCGCCGC 

CTCGCCCGCCCCGTCCAGCGCGCCCTCGCACGCGTCCTCCTCGGCCTCGTCCCACTCCTC 

CTCTTCCTCCTCCTCGGGCTCCTCGTCCTCCGACGACGAGTTCGAAGACGACCTGCTCGAC 

CTGAACCCCAGCTCAA ACTTT GAGAGCATGTCCCTGGGCAGCTTCAGTTCGTCGTCGGCGC 

TCGACCGGGACCTGGATTTTAACTTCGAGCCCGGCTCCGGCTCGCACTTCGAGTTCCCGGA 

CTACTGCA CGCC CGAGGTGAGCGAGATGATCTCGGGAGACTGGCTCGAGTCCAGCATCTC 

CAACCTGGTTTTCACCTACTGAAGGGCGCGCAGGCAGGGAGAAGGGCCGGGGGGGGTAG 

GAGAGGAGAAAAAAAAAGTGAAAAAAAGAAACGAAAAGGACAGACGAAGAGTTTAAAGAGAA 

AAGGGAAAAAAGAAAGAA AAAG TAAGCAGGGCTGGCTTCGCCCGCGTTCTCGTCGTCGGAT 

CAAGGAGCGCGGCGGCGTTTTGGACCCGCGCTCCCATCCCCCACCTTCCCGGGCCGGGGA 

CCCACTCTGCCCAGCCGGAGGGACGCGGAGGAGGAAGAGGGTAGACAGGGGCGACCTGT 

GATTGTTGTTATTGATGTTGTTGTTGATGGCAAAAAAAAAAAAGCGACTTCGAGTTTGCTCCC 

CTTTGCTTGAAGAGAC CCCC TCCCCCTTCCAACGAGCTTCCGGACTTGTCTGCACCCCCAG 

CAA GAAGGCGAGTTAG TTTTCTAGAGACTTGAAGGAGTCTCCCCCTTCCTGCATCACCACCT 

TGGT TTTGTTT TATTTTGCTTCTTGGTCAAGAAAGGAGGGGAGAACCCAGCGCACCCCTCCC 

CCCCTT TTTTT AAACGCGTGATGAAGACAGAAGGCTCCGGGGTGACGAATTTGGCCGATGG 

CA GATGTTTT GGGGGAA CGCC GGGACTGAGAGACTCCACGCAGGCGAATTCCCGTTTGGG 

GCI 1 1 1 1 1 I ICCTCCCTCTTTTCCCCTTGCCCCCTCTGCAGCCGGAGGAGGAGATGTTGAGG 

GGAGGAGGCCAGCCAGTGTGACCGGCGCTAGGAAATGACCCGAGAACCCCGTTGGAAGCG 

CAGCAGCGGGAGCTAGGGGCGGGGGCGGAGGAGGACACGAACTGGAAGGGGGTTCACGG 

TC AAACT GAAATGGATTTGCACGTTGGGGAGCTGGCGGCGGCGGCTGCTGGGCCTCCGCC 

TTCTTTTCTACGTGAAATCAGTGAGGTGAGACTTCCCAGACCCCGGAGGCGTGGAGGAGAG 

GAGACTGTTTGATGTGGTACAGGGGCAGTCAGTGGAGGGCGAGTGGTTTCGAAAAAAAAAA 

MGAAAAACCGAAAGGAATGAAAAAAAAAAGATTTTTTTCTTCTCTTAATCGGAATCGTGATG 

GTGTTGGATTATTTCAATGGTGGGGTTAATATAGCATGTTATCCTGTCTATCTTTTAAAGATTT 

CTGTATAAGACTGTTGAGCAGTTTTTAAAATAGTGTAGGATAATATAAAAAGCAGATAGATGG 

CGCTATGTTTGATTCCTACMCGAAATTATCACCAGCTTTTTrrCATTCTTAACTCTTTAAAGG 

ATTCAMCGCAACTCAAATCTGTGCTGGACTTTAAAAAAACAATTCAGGACCAM7TTTTTCTC 

AGTGTGTGTGTTTAT TCCTTA TAGGTGTAMTGAGAAGACGTGTTTTTTtCCTTCACCGATGC 

TCCATCCTCGTATTTCT TTTTCCTTGTA MTGT AATCAGA TGCCATTTTATATGTGGACGTATT 

TATACTGGCCAAAC ATATT T TTTCTTt TGTCCC I 1 1 1 1 1 IC TTTCCTTT C I 1 1 1 1 A CTTCCTTTAT 

ttctttattccttccttttcc i i 1 1 1 1 i ctttgttttttc 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i gggaagttgt 
tgttacccacgcca tttta cgtctccttgactgaagggctagagttttaacttttaattt^ 
tatttamtgtagactttt gacac ttttaaaaaacaaaaaaagacaagagagatgaacccgtt 
ggattatttcctcagggtattttggtmcacaatatataaggggggtgtaatcggggtaact 
cgctgttggattg cgga tttcatmcagcgcggggggttmtatctcacaccgctttagaaa 
atcgagcccctaattttctccatggtgtmcccttcattctgcggggttcttcaaggttgac 
agatatcccttmctggcaccaaggttttacccttcgggccccgttttgtttaaaggcgcgg 
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GGGACATTGAGGCMCAAAGGTTGCGTTTTAGGAACACCACAGGCTTTTCGGAAATATGGC 

GCTGTCCAGAGGGTTAAATTGTGCGATCAGCCAAAGGGGTGTGGCTTAATGTGAACCCACT 

TTTGGCCNNNNNNNNN 

>285 

CGACCCACGCGTCCGGCGACGCCAAACATGGCGTGTTCCTAGAAGCCGCTTTCGG 
CATCAGTAGGCGGCGGCGTGGGGTCTGGCAGCGTGGGGAGAGGGACCAACCGACGCCAC 
TTCGTGTTGGGAAGTGGGAGCGGGAGGGCCGGGCAATTCCCGACCGAACCAAACGGTTTC 
C ATG G ATCTCAATAGTGCCAGCACTGTTGTTCTTCAG GTGTTAAC ACAGGCC ACCAGTC AG G 
ATACTGCTGTGTTAAAACC AGCTG AGGAGCAGTTGAAGCAGTGGGAGACACAGCCAGGTTT 
CTATTCAGTGTTGCTGAATATTTTCACCAACCAGACTTTGGATATAAATGTAAGGTGGCTTGC 
TGTACTGTATTTTAAACATGGAATTGATCGCTACTGGAGACGTGTAGCACCTCATGCTCTCTC 
AGAGGAGGAGAAAACTACTCTGCGTGCAGGGCTCATCACCAACTTCAATGAACCAATAAACC 
AGATTGCAACTCAGATTGCAGTGCTCATTGCAAAAGTTGCTAGATTGGATTGTCCCAGACAG 
TGGCCTGAACTAATTCCCACTCTTATAGAGTCTGTTAAAGTCCAGGATGATCTTCGACAGCA 
CAGAGCATTAC7TACCTTCTATCATGTTACCAAGACACTGGCATCTAAACGACTTGCTGCTGA 
TAGAMACTATTTTATGATTTAGCTTCTGGAATTTATAATTTTGCCTGCTCTCTGTGGAATCAC 
CACACAGACACATTCCTGCAAGAAGTTTCTTCTGGCAATGAAGCTGCAATTTTGAGTTCACTA 
GAACGAACACTGCTATCATTGAAAGTGCTGCGTAAGTTAACTGTTAATGGATTTGTGGAACCT 
CATAAGAATATGGAGGTGATGGGTTTTTTACATGGAATATTTGAACGTCTAAAACAGTTTCTG 
G AATGCA GTAGAAGTA TAGG TACAGATAATGTGTGTAGAGATAGACTGGAAAAGACCATCAT 
TCI I I 1 1 ACTAAAGTGCTTTTGGACTTCTTGGATCAGCATCC I 1 1 1 I CATTTACTCCTCTAATT 
CAGAGATCACTGGAATTTTCTGTMGCTATGTTTTTACAGAAGTTGGTGMGGCGTTACATTT 
GAACGATTCATTGTCCAATGTATGAATCTTATTAAGATGATTGTCAAAAATTATGCTTATAAGC 
CATCCAAAAATTTTGAAGATAGCAGCCCTGAAACTCTTGAAGCCCATAAGATTAAGATGGCAT 
TCTTCACATATCCTACTTTGACAGAGATATGTAGAAGATTAGTCTCTCATTATTTCCTATTAAC 
TGAAGAAGAACTGACAATGTGGGAAGAAGACCCAGAAGGCTTTACAGTGGAAGAAACAGGA 
GGAGATTCTTGGAAATATAGTTTGAGGCCATGCACTGAAGTATTATTTATAGATATATTCCAT 
GAATATAATCAGACTCTTACTCCTGTACTTCTAGAAATGATGCAAACACTTCAAGGACCCACA 
AATGTGGAAGATATGAATGCACTGTTAATCAAAGATGCTGTGTATAATGCTGTTGGATTAGCT 
GCTTATGAGCTCTTTGACAGTGTTGATTTTGATCAGTGGTTTAAAAACCAGCTTCTTCCAGAA 
TTACAAGTCATTCACAATAGGTATAAGCCATTGCGACGCAGGGTGATTTGGCTCATCGGTCA 
GTGGATTTCTGTGAMTTCAAGTCTGACTTAAGACCCATGCTTTATGAAGCAATCTGTAACTT 
GC TTCAA GATCAAGATTTAGTGGTCCGTATTGAAACAGCTACAACTTTGAAGTTAACTGTTGA 
TGATTTTGMTTTAGMCAGATCAGTTTCTACGGTATTTGGAAACCATGTTCACACTAC I I 1 1 I 
CAGTTACTGCAGCAAGTTACAGAATGTGACACAMGATGCATGTTTTGCATGTCCTTTCTTGT 
GTGATCGAAAGAGTCAACATGCAGATACGACCATATGTGGGATGTTTGGTACAATATTTGCC 
CCTCCTTTGGAAGCAGAGTGAAGAACACAATATGTTGAGATGTGCTATTTTGACAACACTTAT 
TCATCTTGTTCAGGGATTAGGAGCAGACAGCAAGAACCTGTACCCTTTCCTGCTCCCAGTTA 
TTCAACTGAGTACAGATGTTTCACAGCCTCCACATGTTTATCTTCTGGAAGATGGTTTAGAAT 
TATGGTTAGTMCTTTGGAAAACAGTCCATGTATTACACCAGAGTTGCTTCGTATATTTCAGA 
ATATGT CACCAC TTCTTGMCTMGTTCAGAAMTCTTAGAACTTGCTTTAAGATCATCAATGG 
TTATATC TTTTT ATCATCMCAGAATTTTTACAGACATACGCAGTAGGTCTATGCCAGTCCTTT 
TGTGAACTTTTAAAGGAAATTACTACAGAAGGTCAAGTTCAGGTGCTCAAGGTTGTGGAAAAT 
GCCCTTAMGTGMCCCAATACTAGGTCCACAMTGTTTCMCCGATTTTACCCTATGTTTTC 
AAGGGTATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATCTTGGAGTTATGGG 
TCGAGTTCTACTACAAAACACTAG 1 1 II 1 1 1 1 CTTCACTACTTAATGAGATGGCCCATAAATTT 
MTCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTGATCGAATGGACAA 
CATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTCTCTCTTCTGCCATCTGA 
TAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAAGGCCTGCATGA 
TGTCATGACGGAAGATCCTGAAACAGGAACTTATAAAGACTGTATGTTGATGTCTCATCTTGA 
GGAACCAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGGAAAAAGATG 
CTGGCCCTGAAGGACCCTGtTCATACAGfGTCACTGCAGCAGTTCATCTACGAGAAGCTCAA 
GGCACAGCAGGAGATGCTAGGAGAACAAGGTTTCCAGTCCCTCATGGAAACAGTGGATACG 
GAGATTGTGACCCAGCTACAGGAGTTTTTGCAAGGATTCTAAGAGCACATGACATGTGGCTG 
CCTCCCCTTTCAGAMCMGCTGAGTMCCCAGCCTGCCG TTTGT ATGTGAGAGCCTGCTGA 
GATGAAGAAATCACTTCATGAAAATAAGCAMGACCACACATTTTTTACTACAAAATGTAAGG 
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., TAATGTAATCGGATAATAAGATAAGCTATTCTCAAAGATTGATTCATTTATGGAGGGGCTTCA 
TAAAAGTCGTAGTTACTTGAGAAAGGGGTGTTCGTTAGAGAAAAATAGTTAGTGGCTAATTGA 
GAGAGAACGGAAGTTGCGAAATGAAGGGCTCTTACGGAAGGGAAAGAGGGGAAAGGGTAA 
ATTAGAAACAGGGGAGAAGTAATAAGAAGTAAGAGAGGAGTGTANNN 
>286 
>287 . 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTG I I I I I CTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTTGATTAAGGAACACATCATGCCGTGAAGCCAATTTA 
TATTCTG C A ATTCCGT AGTG CATGTAATGTATTCTG CCGTCTCGTAGTGTG AAG CCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCC7TCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 
CCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGG 
TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTC 
TCCAAATAAGAACAAGGACACACATTGTGfCAGGTCACGAAGATCATTCAGTTTCCATATGCT 
G AAGGTTTTTCC ACTATTC ACACTCTGTG G CGTAACCTTCTTC AATATAACCCC AAATGTC AC 
CCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTTTCGGCCGGTCATGTGTCTTCGTTCATATTCTCTGGAGGATACTCGAGCCCGCCTCGAGC 
CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 
ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCGGAGAAATCGT 
CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 
GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 
CAGAAAAGCATGTTGACTCCTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 
G ACTTCTCAGGGGA I I I I IGCAGACGGGCTGGGCTTGCTGTCTGTTTAATTGTTGTTACTTTT 
AGCTGCTCTTGTMGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 
TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 
GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 
TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 
GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 
TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 
GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 
GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 
ACAGCTGAACCCGCCAAAATCGGACNN 
>288 

>289 

NAGTCGCGCGCGGTGCAGTCGGGAGGTGGAGGCACCGGCTGCATTGTTTTCGGGA 
TCGAGGGGTGAGGGCGCTATGGCACCCGGCTGCAAAACTGAGTTACGCAGCGTGACAAAT 
GGTCAGTCTAACCAACCAAGTAATGAAGGTGATGCCATCAAAGTTTTTGTGCGAATTCGTCC 
TCCTGCAGAAAGATCTGGGTCAGCTGATGGAGAGCAGAACTTATGCTTATCTGTGCTGTCCT 
CCACGAGTCTCCGGCTGCACTCCAACCCTGAGCCCAAGACCTTCACGTTTGATCATGTTGCA 
GATGTGGATACCACTCAGGAATCTGTATTTGCAACTGTGGCTAAAAGCATTGTGGAGTCTTG 
CATGAGCGGTTATAATGGTACCATCTTTGCATATGGACAGACTGGCTCAGGGAAGACATTTA 
CTATGATGGGACCATCTGAATCTGATAATTTTTCfCATAACCTGAGAGGAGTAATCCCACGAA 
GTTTTGAATATTTGTTTTCCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTT 
TCCTTTGTAAGTGTTCCTTTATTGAAATCTACAACGAGCAGATATATGATCTACTGGACTCTG 
CATCGGCTGGACTGTACTTAAGGGAGCATATCAAGAAGGGAGTCTTTGTTGTTGGTGCGGT 
GGAGCAGGTGGTAACCTCAGCTGCTGAAGCCTATCAGGTGCTGTCTGGAGGATGGAGGAAT 
AGACGTGTGGCATCMCATCAATGMCAGAGMTCGTCTAGGTCTCATGCCGTCTTTACAAT 
TACAATAGAGTCAATGGAGAAAAGTAATGAGATTGTGAATATACGGACCTCCGTACTCAACCT 
GGTGGATTTAGCAGGATCTGAAAGGCAAAAAGATACCCATGCAGAAGGGATGAGATTGAAG 
GMGCAGGTMCAfAMTCGATCATrGAGCTGCCtGGGCCMGTGATTACAGCACTTGfCGA 
CGTGGGTMTGGAAAACAGAGACATGTTTGCTACAGAGAdTCCAAACTTACCTTCTTACTAC 
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GGGATTCCCTTGGAGGTAATGCCAAAACAGCCATAATTGCAAATGTTCATCCTGGATCCAGG 

TGTTTTGGGGAAACCCTATCAACACTTAACTTTGCTCAAAGAGCCAAGCTGATTAAAAACAAG' 

GCAGTAGTAAATGAAGACACCCAAGGAAATGTGAGCCAGCTCCAAGCTGAAGTGAAGAGGC 

TCAAAGAACAACTGGCGGAGCTTGCTTCAGGACAGACACCACCAGAAAGCTTCCTGACCAG 

AGACAAAAAGAAGACTAACTATATGGAGTATTTCCAGGAAGCAATGTTATTCTTTAAGAAATC 

TGAACAGGAAAAGAAGTCTCTGATAGAAAAAGTTACCCAATTAGAAGACCTCACCCTCAAAA 

AGGAAAAATTTATTCAATCTAATAAAATGATTGTGAAATTCCGAGAGGATCAAATAATACGCTT 

GGAAAAGCTCCACAAGGAATCCCGGGGAGGTTTTCTGCCTGAGGAGCAGGATCGTTTGCTC 

TCAGAATTAAGGAATGAGATTCAAACTCTGCGAGAACAAATAGAGCACCACCCCAGAGTTGC 

AAAGTATGCTATGGAAAATCATTCCCTCAGGGAGGAGAATAGAAGACTGAGATTATTAGAGC 

CTGTGAAAAGAGCTCAAGAAATGGATGCCCAGACCATTGCAAAACTAGAAAAAGCTTTCTCT 

GAAATAAGTGGCATGGAGAAAAGTGACAAAAATCAGCAAGGATTTTCACCTAAAGCTCAGAA 

AGAGCCATGTTTGTTTGCAAACACTGAGAAGTTAAAAGCACAACTCCTGCAAATTCAGACAG 

AGCTGAATAATTCAAAGCAAGAATATGAAGAATTCAAAGAACTTACTAGGAAAAGGCAGCTA 

GMTTGGAATCAGAGCTTCAGTCTTTGCAMAAGCGAACCTTAATCTTGAAAACCTTTTGGAA 

GCAACAAAAGCCTGCAAGCGGCAAGAAGTTTCTCAGCTGAATAAAATTCATGCTGAAACACT 

TAAGATTATAACTACACCAACCAAGGCCTACCAACTTCATTCCCGACCAGTACCAAAATTAAG 

CCCTGAAATGGGAAGCTTTGGCTCTCTATACACTCAGAATTCTAGCATATTAGATAATGATAT 

ATTAAATGAGCCAGTTCCTCCTGAGATGAATGAACAAGCTTTTGAGGCCATTTCTGAAGAGC 

TTAGAACAGTGCAGGAACAAATGAGTGCTCTTCAAGCCAAACTGGATGAAGAAGAGCATAAA 

AACCTAAAGCTTCAGCAGCATGTTGACAAACTGGAACATCATTCTACCCAAATGCAGGAGCT 

TTTCTCATCAGAAAGAATTGATTGGACCAAACAGCAGGAAGAGCTTCTCTCACAGTTGAATGT 

CCTTGAAAAGCAGCTTCAAGAGACTCAAACTAAAAATGACTTTTTGAAAAGTGAGGTACATGA 

CCTGCGAGTAGTCCTTCATTCTGCTGACAAGGAGCTTTCTTCAGTGAAATTGGAATATAGTTC 

ATTCAAAACGAATCAGGAGAAAGAATTCAACAAACTTTCTGAAAGACACATGCATGTACAGCT 

TCAATTAGATAATCTCAGGTTAGAAAACGAAAAGCTGCTTGAGAGCAAAGCCTGCCTACAGG 

ATTCCTATGACAACTTACAAGAAATAATGAAATTTGAGATTGACCAACTTTCAAGAAACCTCC 

AAAACTTCAAAAAAGAAAATGAAACTCTGAAATCTGATCTGAATAATTTGATGGAGCTTCTTG 

AGGCAGAAAAAGAACGCAATAACAAATTATCATTACAGTTTGAAGAAGATAAAGAAAACAGTT 

CTAAAGAAATCTTAAAAGTTCTTGAGGCTGTACGTCAGGAGAAACAGAAAGAGACGGCCAAG 

TGTGAGCAGCAGATGGCAAAAGTACAGAAACTAGAAGAGAGCTTGCTTGCTACTGAAAAAGT 

GATCAGTTCCCTGGAAAAGTCTAGAGATTCTGATAAGAAAGTTGTAGCTGACGTCATGAACC 

AGATCCAGGAGCTAAGAACATCGGTCTGTGAGAAAACAGAAACTATAGACACCCTGAAACAA 

GAACTGAAGGACATAAATTGCAAATACAACTCTGCTTTGGTTGACAGAGAAGAGAGCAGAGT 

GTTGATCAAGAAGCAGGAAGTGGATATTCTGGATCTGAAAGAAACCGTTAGGCTGAGAATAC 

TTTCTGAGGACATAGAGAGGGATATGCTCTGTGAGGACCTGGCTCATGCCACTGAGCAGCT 

GAACATGCTCACAGAGGCCTCAAAAAAACACTCGGGGCTGCTGCAGTCTGCCCAGGAAGAA 

CTGACCAAGAAGGAAGCCCTGATTCAGGAACTTCAGCACAAGCTAAACCAAAAGAAAGAGG 

AAGTAGAACAGAAGAAGAATGAATATAACTTCAAAATGAGGCAACTAGAACATGTGATGGATT 

CTGCTGCTGAGGATCCCCAGAGTCCTAAGACACCACCTCACTTTCAAACACATTTGGCAAAA 

CTCCTGGAAACACAAGAACAAGAGATAGAAGATGGAAGAGCCTCTAAGACTTCTTTGGAACA 

CCTTGTAACAAAGCTAAATGAAGACAGAGAAGTCAAAAATGCTGAAATCCTCAGAATGAAGG 

AGCAGTTGCGTGAAATGGAAAACCTACGCCTGGAAAGTCAGCAGTTAATAGAGAAAAACTGG 

CTCCTGCAAGGTCAGCTGGATGATATTAAAAGACAAAAGGAAAACAGTGATCAGAATCATCC 

AGATAATCAACAGCTGAAGAATGAACAAGAAGAAAGTATCAAAGAAAGACTTGCAAAAAGTA 

AAATAGTTGAAGAAATGCTGAAAATGAAAGCAGACCTAGAAGAAGTCCAAAGTGCCCTTTAC 

AACAAAGAGATGGAATGCCTTAGAATGACTGATGAAGTCGAACGAACCCAAACTTTGGAGTC 

TAAAGCATTCCAGGAAAAAGAACAACTGAGATCAAAGCTGGAAGAAATGTATGAAGAAAGAG 

AGAGAACATCCCAGGAGATGGAAATGTTAAGGAAGCAGGTGGAGTGTCTTGCTGAGGAAAA 

TGGAMGTTGGTAGGTCACCAAAATTTGCATCAGAAGATtCAGTACGTAGTGGGAGTAAAGA 

AGGAAMTGTCAGGCTTGCTGAGGAGACAGAAMGTTGCGTGCCGAAMTGfATTTTTAAAA 

GAAAAGAAAAGAAGTGAATCTTGAGGATfCCGGtCAGCTACCTAGGCATCACCTTGTTTGAA 

GATGTTTCTTCTCTriTACMGTAAGACCTACTCCTGGCCACTTAGGAGAGCTGAATTTATGG = 

ACCTTAATTATTAMTGTTTATAAGGTGGTGGTAACCACCTCAAGTTTCTGATGAACATTCTG 

CATCCATAfACACCCTGTGACAGTCAGCAGTCTGCTATTAAGTGGCCTACTTCAAGGCTTTG 

MTCAACTTAAGGGAAAACCTTTTGTCTTTGTAAAAATAAAAGCCTGTAGCTAAGGTTTACAG 
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TGGACATTAGCCAGATCATTTTCTTCTTAGATTATGCCATAATCTCCTTTGATTCTTATGGAAG 

TTGTAACAATATATGGTGGTTCCAACACCTGCAGTGAGTTTAATGACTGACTTAGTAGCAGGT 

ACMGAAGCAAACTTGTTAATATA GATTAT TTTTGTATTCTTACTTTAGGTATTTTCTTGAGCAT 

TTTCCATGACTGTAAATAAAGCCATTTTTTAAGATAAAAAAAAAAAAAAAAAAAAAAAGGGCG 

GCCGCN 

>290 
>291 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTG ATG AGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTG 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I I I I I I I I IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAG CAAGA GAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>292 

NNNNNNNNNAAAAAG GGGGGGGAAAAAAA CCCCCTAAAGGGGGAAATGGGGGTCC 
CCCCCGGGGGGGGCCCCCCNI 1 1 I I 1 1 I I 1 1 1 1 1 1 I I I I I I NNNTNGGATATGTACCCAGAAA 
TGGGATTGCTGAGTCAGATGGTAGTTCTATGTTTAAATTTTTGAGGAACTTCCATACTGTTTT 
CCAtAATGGAGCACTGTATTCTTGATGTTACATTTCAAAGAGCTGGCTTCCAGGTACTTGAGA 
AAGACATCTCTCGTC TCTCT ACAATCCTACAGTTGGTTGAATCCACTCATATGGAACTCATGG 
ATACAGAAGGCCGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAA 
TCCCACT CTGA CATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCT 
CCCGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGATCACGCTGACGTCGGACCCACGGCT 
GCCGTACAAAGTGTGAGTAGCTCGGCCGAGATGGGCCTTTTGGGGCCGGACAAGACGGGG 
CTGGGTTGGGGATGATCCGAGCCTTTCCAACAACTACCCCACGCAGTCTTCATCTCTTCACT 
TCATCTACTTTCCTGGCTCGCGCCCTTCCAGGAGCCTTTCCCACCGGAGCCTGCGAGGAGA 
GGTCCGTACTGCTCGCTAGTGTCAGCCGGACNN 
>293 

NNNNNNNGTGAGGNNNTACTTGACGTGGGGAGTGTCTGGAGACGGTCTCAGTTNN 
CAGCACAGAGACAATAAACCTCTTATTCGTATGAACACCCNGCCCCAGCAATTGGATTGGGC 
AGCCGGCCTTGACACACCACTGTGCTGAGTGCTTGAGGACGTGTTTCAACAGATGGTTGGG 
GTTAGTGTGTGCGAGCACATTCGAGTGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGGAGC 
TGTGTGGTCT TCTC CAAGTGAGAGTCGCAGGCMTAGAACTACTTTGCTTTTGGAGGAAAAG 
GAGGAATTCATTTTCAGCAGACACAAGAAAAGCAG I 1 1 1 1 I 1 1 I CAGGTGCTGACGGCCACC 
CACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATT 
GCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAATAGAGATTG 
A TTATT CAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCA 
GTTTTGCMCATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCT 
GGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGG 
ATACAGCAGGAACGAAAAAACATCCGACCCAACANNNNNN 
>294 

TGGCGGCCGC CCGG GCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTT 
TTGTAAACTGAACTTTGT7TTCAGTTCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAGAT 
GAATCCCACTCGTTTGACCCATGACGCTCCTTGTTTTCATTTCTCCCTCTTTCGCCACAGCAG 
TGCAT GTCCA CCATACCACCTGAGAGTCTGTGGMTCTAATTTTCTGTTATACTTCTTTCCTTA 
CACTCATTTTCCTGTCTTTATTATGATAGTGTAACTTTTTCTCCTCAAAGGTATAGCTGCCTTG 
CmCATGAA MCACA eTTTCCTATTGTGATTTATCAGAGGCCTTTCCATATCTGAGCCACTAT 
GCTAT GACAG ATTTTATAATtMTMGTGCATtTCAAAGTGAAAACGTTACAAACATGCTTAAC 
AGATGTTTTTATAACATGAAATATTCTACTGGGTTAAGATCAAAATGCTGACTATACTTGTTCC- , . 
GTATACCTTCAGACCACTGTTAATGTAATATTTTGGCMGGTG 
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AAATCTCAGCATAAGCCAGGCATGGTGGTACACAGCTGTATTCTCAGCTATTTAAGAGGATT 

GCTTGAGTCCAGGAAATCAAGACCAGCCTGGGTAACATAGTGACACCCAGTCTCCANNNN 

>295 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
GTCCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
AT GTCC GCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACAT 
CCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 
GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCA 
TCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 
CTAACTC AGCG GAATTGTATCCGTACAATACAAGCACATGAAGGCTTTGTAGGAGGAATATG 
TACTCGCTTTTGTGGGACTTCTTTTTTCACTGTTGGTGATGACAAAACTGTGAAGCAGTGGAA 
AATGGATGGGCCAGGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACA 
GTGTATACTGGGATTGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGT 
AGACATTTGGGATGAACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTAT 
AAGTAGTGTTAAATTTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAA 
TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 
AAATACAA TCTGT TGGAACCCTATGGMGCTTTCATTTTTACAGCAGCAAATGAAGATTATAA 
CTTATATACTTTTGATATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATC 
TGCAGTGCTTGATGTGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGATA 
AATCTATTCGAATCTTTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAA 
TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 
AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 
GAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 
AAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGCCAGATTCAGGAACAGCG 
CATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAAACACAGCAAGCCTGGAT 
CTGTGCCACTTGTGTCAGAGAAGAAGAAACACGTAGTGGCAGTTGTAAAATAATTGGTATTC 
CTAACAATCCTGATGTATAATTATTTGTTACTTTTGATTTGAGAACTCTACAAATAAAAGTGCT 
GGGACTAGATTAATTGCAAACATTTTAGTTATATGTGTAGAGCTTTATTGTTACTCCTTTTAGC 
TACCCTG AAAAATG ATCCTTAAAGGTG GCCTAGTTGGTAAG ACTGTTTTATCCTTAATCTG CA 
7TCTTCTTTCATTGTAGAATACAGTATTTGCAACTCATTTTTTCTTGTTTTTATTACAGATATAC 
TTACTTTCTCTTTGATCTATTATTGTAGACACTATACATTCAAATTGACATTTAAGACCAAACAT 
CTCTTATGTTATCTTTAATATTACTTTGMTMTGATTGCAATGATGTTTCTTCCTGTGATTCCA 
CATAAC ATTTA GAATA ATGA TGTCMTTTITTACAACTGAATTTATTTCTAGTGCTTTACTTATA 
TTTGGCTTTTTGACTCTTTTAAAACMTGAGCCTGCATTTATATAACTTTTATAAATAATAATAT 
AATTTGGGTCAAGTTAAGATATTAAAAGTTCCTTtCAGCANNNNNNNNNNNNNNNNNNNNNN 
NNN 

>296 

GCGGCCGCCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAAAGAAA 
AAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACAT 
TTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCAGCTT 
ACAATGAAAAATCA GAGAC TGGTGCTCTTGGAGAAAACTATAGTTGGCAAATTCCCATTAACC 
ACAATGACTTCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAATAAGT 
TTGGCTGTATCTCTACCCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATCTCTGCCAGTG 
TTAACAAAAATGCTGACTCCTAGGATAGAGTTATGAGTC3TGGAAAGATGACCTCACCACACA 
TGCTGTTGATGCTGTGGTGAATGCAGCCAATGAAGATCTTCTGCATGGGGGAGGCCTGGCC 
CTGGCCCTGGTAAAAGCTGGTGGA7TTGAAATCCAAGAAGAGAGCAAACAGTTTGTTGCCAG 
ATATGGTAAAGTGTCAGCTGGTGAGATAGCTGTCACGGGAGCAGGGAGGCTTCCCTGCAAA 
CAGATCATCCATGCTGTTGGGCCTCGGTGGATGGAATGGGATAAACAGGGATGN 
>297 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGG 
GCGGGAATTG AAACCGCCGCTGAAGCCAACAAGAAT7TGAGAACTGTAAATACCAAGCCTTG 
AAAGGGACCATGGTGCG GCCT GTGAGACATAAGAAACCAGTCAATTACTCAGAGTTTGACCA 
CTGTGACAGTGATGATGATTTTGTTTGTGGMCfGTACCTTTAAACAAGAAATCCAGAACAGC 
ACCAAAGGAGTTAAAAGAAGATAAACCAAAACCTAACTTGAACAATCTCCGGAAAGAAGAAAT 
CCCAGTACAAGAGAAAACCCCTAAAAAAAGGATGGCTTTAGATGACAAGCTCTACCAGAGAG 
ACTTAGAAGTTGCACTAGCTTTATCAGTGAAGGAACTTCCAACAGTCACCACTAATGTGCAG 
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AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 
CCTCATATCTCTMTTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 
GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGCTGCAGCACAGCAGA 
GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGACACTGAACCAGACTTTGCA 
CCTGGTGAAGATTCTGAGGATGATTCTGATTTTTGTGAGAGTGAGGATAATGACGAAGACTT 
CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 
AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 
CTCCAGCTGCCGTCAAATCAGAATCTCAGTCCTTGCCAAAAAAGGTTTCTCTGTCTTCAGATA 
CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTC 
CCACCAGCGGCATCTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 
AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGCACGAGTTAAACCTTTGCA 
TCCAAATGCCACTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 
CTTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAAGGA 
ATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCTGTAAAACTCT 
TCAAGAC TTCAAT GAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTCCTTGTGAAGAGC 
GTATTCTG I I I I ICTATCAGTTCGACATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACA 
TGATGTGCCTTTCTAGCTTTGTCTAGTTTATAGCACCTTMCTTTMCTGTTCAGTTTTATCTG 
GCAGAGGAA AACAT TCTTATTTCTTT CAGA AGACATTTCTGAAATCTTATAAGCTACTTAAGCT 
ACGTTG TCAGT TTTATCGCAAAGATGTTTTGTATTTTAGCCMATCTTTTTATAGTACAAACTT 
AGAATTATTTTACACACTMAATGGTTGCAGtTTTATGGCATATGTCTCCGATTTAGATGGTTA 
- TTCTCTAGAAAATAGTATTT AAAGAC ATTTTATGAMTCTTCATTGTCAAAACCTTTAATAAAAG 
TGGAAATATTTGAMTGCCCTTTTTCTTGATACCACTCATCCACGTGTTCCTGATTTGTCCAC 
ATTTCATGA TAAAA TGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 
AGTAGTCACTTTTGT TAAG TTCTTTAGAAAGTAGTTGTCAAGTACTTAGTCATCCCTATTATGA 
T ATGAG ATAGTACAGTTTTCAGGAAGCTTAGATCTGAATTATTGTGAAAAACAATGGTATGAA 
TATTTTATATTTACATGAGAATTAATAGTTCTGATCMTTTTATAAAAATTTTCAATTCATGTAG 
GTGTTAAMTGTTATAACTCAGTTTCTGGTTATGACTATCTTTTTAGGGAACTATATTAGAATG 
GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 
GCCGAGAAAGGACGGCGGAACGCATCAGGGTCACAAAGCGGCGCGGAACAGGGGGTCGT 
TAGCAGCAGCCN 
>298 

NNNNCGCGGCCGCGTNCGACAGAAGACGACAGAAGGGTACGGCTGCGAGAAGAC 
GACAGAAGGGTACGGCTCGAGGTAGGCGGCGAGGCGCGGCGGCCGGAAGATGGCGGCG 
GCCGCAGAGTTGTCGCTACTGGAGAAGTCCCTGGGACTGAGTAAGGGGAATAAATACAGTG 
CTCAGGGCGAGCGACAGATTCCAGTTCTTCAGACAAACAATGGTCCAAGTCTAACAGGATTG 
ACTACTATAGCAGCTCATCTAGTCAAGCAAGCCAACAAAGAATATTTGCTGGGGAGTACTGC 
AGAAGAAAAAGCAATCGTTCAGCAGTGGTTAGAATACAGGGTCACTCAAGTAGATGGGCACT 
CCAGTAAAAATGACATCCACACACTGTTGAAGGATCTTAATTCATATCTTGAAGATAAAGTCT 
ACCTTACAGGGTATAACTTTACATTAGCAGATATACTATTGTACTATGGACTTCATCGCTTTAT 
AGTTGACCTGACAGTTCAAGAAAAGGAGAAATATCTTAATGTGTCTCGCTGGTTTTGTCACAT 
TCAGCATTATCCAGGCATCAGGCAACATCTGTCTAGTGTTGTCTTCATCAAGAACAGACTATA 
TACTAATTCCCACTAGAAGCTGTCCATGCCATACAGAAGATCTATTAAAAATGTTTTAAATGG 
AAAATGTA CTCTAG ACCACAGGACTAATGTAAATTAATATACAGTCATTCATTATTTGTTGAAG 
TTGA TAGAA I 1 1 1 1 GMGTGTAAACTTGTGTCTGMTGTTTTATTTGTTCTTTAGCTGAAGTTTT 
G CAAl 1 1 1 lATGTCAAAATTCAATTGCTATTAAACAAGTTGAGATCCAGTTATAAATTAACCTT 
GTTTTTAGTAGATGACATTTATTTCAATAAAAGTTGCAMtCGGGCTTAATCTTAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAGAAAAAAAAAAA 
A AGGG GGGGGGGGGTAAAAAATTTCCCCGGGGGGGGCCAAAGTTAATGACGTGACACCCG 
GTTTTGTGGTGTAAAAGGGGCGCCAAAATAGAGGGGGAGTAATATAAGAGAGAGAGCAGAC 
GGGGCGGTGTTATAAACAGTTGTTGTGTGGTGGAGAAACTTGTGTGTGGGATATTATTGGGA 
AAAGACCCCCTTCTTGTGGGGTGAATTGTGGACACACCTAGAGAGAATTTAAGCCAGGAAAT 
TMCTTAGGGTGTATGGTGGTAACGCGATATTGTGGAAAATTTGTCAGATTGTTGAAATANN 
>299 

>300 

NNACTATAGTGAATTrGGCCCTCGAGGCCAAGAATTCGGCACGAGGCTTAAATGTCT 
GACTTCAGAATTGCATACGCCATCTGTTTTATTGACCCAACACAGTTTTAAATATTTTCATCCC 
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TATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGTGAGAAGAGATGTCTG 

AATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGCAGTTAGCAAGGAAAGGTAGGTTTG 

CTGTTGCCTGCAGAAGAATTGCTCTTTAGGAAACGGCAATCTTGGGAGTCAGAAATACTTGC 

ATTGTGGTTTGCTGTGCAATCGCTGGTTTAAAAGTATGTTACCACCACGCCCTCCCCTACCT 

CCATTTATTTAAATGCTGAGGCACCATCTTGTGTGATAAGTATCAGAAGTTACCCTGATTACC 

AGTCAACCTTGAAGTACAGTTATAACGATCTAAGCAAAACTGACAACATTTTTCCCAAGTCT 

>301 

ACGCGGGGGGGACGTAAGGTGGGGCGGTGAAAGAAGTTTGCTGACGAAGATGGC 
GACTGAGGCACAGAGTGAAGGGGAGGTGCCAGCCCGCGAATCCGGCCGGAGTGATGCCAT 
CTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGA 
CTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCA 
ATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGA 
CCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTC 
AAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 
TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCG 
GGTAATAGTGTCCGACAGCAGATTTTAAGGGATGCTCTCAATAATGGAACTGACATTGACTT 
GGAATCAGGGGAATTTCACTCAAATGATGTTGCCACTTTGCTGAAGATGTTTGTAGGAGAGT 
TGCCGGAGCCTCTGCTGACACATAAACACTTCAATGCACACCTCAAAATCGCTGATTTGATG 
CAGTTTGATGATAAAGGAAACAAGACCAATATACCAGACAAGGACCGGCAAATTGAGGCTCT 
CCAGTTGCTCTTCCTCATTCTCCCTCCTCCTAATCGTAATTTGCTGAAGTTATTGCTTGATCT 
CCTATACCAGACAGCAAAGAAACAAGACAAGAACAAGATGTCAGCCTATAACCTTGCCCTTA 
TGTTTGCACCCCACGTCCTGTGGCCAAAAAATGTCACTGCAAATGACCTTCAGGAGAATATC 
ACAAAGTTAAACAGTGGGATGGCTTTTATGATTAAACACTCCCAGAAACTTTTTAAGGCTCCT 
GCTTATATTCGGGAGTGTGCGAGATTGCACTATTTGGGATCCAGAACTCAGGCATCAAAGGA 
TG ACCTTG ACCTCATAGCTTCATGTCATACTAAGTCCTTTCAG CTGG CAAAGTCTCAG AAACG 
GAACCGGGTAGATTCCTGCCCTCACCAGGAGGAGACCCAGCACCATACGGAAGAGGCACT 
GAGAGAGCTGTTTCAACACGTTCATGATATGCCAGAGTCAGCAAAGAAGAAACAACTTATTA 
GACAGTTTAATAAGCAATCATTGACCCAGACACCAGGGCGAGAACCTTCTACTTCCCAGGTA 
CAAAAGAGGGCTCGTTCGCGCTCCTTCAGTGGGCTTATTAAGCGGAAGGTCCTGGGAAATC 
AGATGATGTCAGAAAAGAAAAAGAAGAACCCTACTCCAGAATCTGTGGCCATTGGTGAATTG 
AAGGGAACCAGCAAAGAAAATAGGAACTTATTATTTTCTGGCTCTCCAGCTGTCACGATGAC 
ACCAACAAGATTGAAGTGGTCTGAAGGGAAGAAAGAGGGGAAAAAAGGATTTCTCTGAAGG 
ATCCAGAGTTGTCTCCTATGGTCCATGCAGAATTTTCTGTTTAGTGGGCAGGTGTTATTCCTG 
CCCACAGCAAAGCTTGGACTTGCAGCTTGCTTGCTGCATTTTGAATTGTCAAAGCCAACTAA 
TACCGTGACCCGACTGATACCTCTAACCCCACTCACTGGATGATGTTTGCAAGCTGTGCCTT 
CTGAGAGAGTGCTTAGGCCCTGTCTCTCTTTTTTAATATTATGGGGAAACCACTAACTATCCA 
ACCAGCTTATACAGCACACTAAGGTGGGCTTCAGTGCTCACTCAATGTGTTTAGGCAGATTC 
CACTTTTGAAAAAAAATATGAAATGTGTGCTCMCTGCCAGTAATTTTTTAAAAAGCACTGTCC 
CAGTGGATTGATGTTGTTTTTMTGGATATTTTGGGTTTTTCTCTGTTTTGATAGTATTGGGTA 
TTTGGTTG I I 1 1 1 GTTTGTTTATTTCTTTGTTTTAAAAGCCATG 1 1 1 1 1 GGTTGGGCTCTAAGCT 
AGATATCTTTCCCTCT7TTTCACT7TGAGCTTTGGGAAMCTCTTTATCTTATGAGGCTGTATT 
CCTCAATACCTAATTTGTGTCCAAAGAATTTATAGCTCTTCTGGACAI 1 1 1 I IATTAI I I CI I G 
GGTGTGACATCAGAGTATTTGACCTGCAGTATTGAAAAAGGAGAATTCAGAATGATACAGTA 
rrTTAACAAATCTTAATTATTAMCTCTTTTCCTTCCTTCCATTTCTCCCTCCCTTGTCCATCTC 
TCTCTCTCTTTCCCTTTCCTCAGTGATGTGAAMTAATTGTGTTTTGCTGAACTTGTTATCTTC 
ATTCAATTTCCTCTTGACTAAAACATCTCTGGTGCCAACGTAATACTTCTGAACCACATCACT 
GTGACTCAAGGAAAGTCACTGACAGCATAAGAGAAGTTTGCTAAAATATTTGTATGTGGGGG 
AAGCTCTGGAGTGTGCCTAGGAGGGGGCTGGCTGCCTTTATGTCCCAGGATGACTCTTT AT 
GGGTGGGATTACATTGCACCCTCTGAGGGTGCAGGCTAGACCGTCTCCTGAGAGGAAGTTA 
GGAtCAGAAAGAAGAAGCAAGCAGCAGCCTCTGCAGGGCTGACAGGATTTAAAGGAGAGAA 
TGTTCTTATTTGGAAGCAGCTGTGGCTTGTCACCAATGTTCAAGGAGTGTTACTGTTCGGCC 
CTCTCTTTGfCAGMGGGACACAGGTGGTMTTTGGAGATGGGGCCAGAGCTTCTGGCrrTTT 
GGATTTGGTGTGTTCACTTGTGTTGGATAGAGCAGTGGCATGGCTTTGACCTAGTATGAACT 
GGTGTGTGCCCAGAGAGCAGGATGTAGCAGGGGGGAATGCTCAGGTTTGTGCCTGGCTCT 
GTGGAGCTGTACAACCCTTCTCACCCTGTGGGTTGGAGCCGAGTCAGGCCACTATGGGGAA 
GCAGTTGCCCCACAAAATGTGGTTTGCTGACCTATTTCTAAACTGTTGAATATGCTGCACCAT 
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TGCTGAAATGAAAGATGACTCTGGGGGAGCAGAGCTTGGCCTTGTGCCCAGCTGGCAGCCC 

CCTCTGCCAGCCTTTCTGCTGCTTTTGCTGCTGTAACAGCAATAGTGGAGAAAAATGTAAAAT 

TTGGTCTTCCAGCTTAATGCAGTGTGAACAATAGATGGTTAGGAAAACAAAACTGCTTAGAA 

GCCCCTTTCTCTAG AGCAGTTTTATGTCATTTGTAAAAACACATATTAGCAAATTCGTTCGCG 

TAGGTTTCTATTCAATATTTGAC I I I I I I I I I GTTATTAAG AAAATG AA ATCCCTTAC ACC AG AT 

ATC AGTTAATTC AAAC AG AAAACCGTTTG GGTATCAN NNN N 

>302 

>303 

>304 - 

>305 

CGACCCACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCTTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGCCGAGCCGGCGTTTCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGACCCACCGTAGAGACTAAGAGAATT 
CAGCCTCAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTCAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTGAAAAAAGAAGAAGC 
CAAATGAAGATGAAGTAAATCAGGACTCGGTCAAAAAGAACTCACAAAAACAAATTAAAAATA 
GTAGCCTCCTTTCTTTTGACAACGAAGATGAAAATGAGTMGTGTAAATATTTTGAATTTAGTC 
TACTTTGAAAGTATATGGAGTGTTCATTAAAATCACAI I I I I I CCTATTATAAAGATACTACAA 
GTTCTTTATAGAAAGTTTAGGAMTAGAGAAAAAAATTTAATAAACTACATCTATTCATCAATA 
CCCCTCTGACTTAAAATGCCAAGTCTATAGAAATTAGCTAGTATTAACATTTTGTTATTTCCCT 
TGTGTGGTTGTATATATATGTAAATTATA I I I 1 1 AAGCAAAATACA I I I I I I GTGTGTAAACAAA 
ATTTTATAAATACAACTGTATTGCAAATGTTCTTTGTCCTGCTTCTCACTTGACATTGCATTAT 
GAGTATTCTTCCAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
ACATCTCATTGTATCTTTTTCATTAGCAATAGCTCCACTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTCCCCAACTCCTGCTAAGGGTGGCCATGAGACTCAGCTCTGGCAAG 
TTMGAAATACAGGTGGAATTCTGCTTGATAMGCTGCTGGGTTTTTTGTTACAAAAGGACAG 
ACTTGGCAAACATGAGCCTTTGCTCTTATCTTTTCATCCTACTTGGAGTGCAGAGATAAAACC 
TGAGTACCTGCCGGGCGACCGCCACCGCGTGGAGCTCCAA 
>306 

nnggagctccccgcggtgggggctcgagtacgcggggaggcagcggaaagctca 
gcccatgtgaggtggctcctgccaatcacagactacccttccctggtcctggaggttcaaa 
gaattgcaggagggtagaaaagcacctgggtcgggtgcagactgcggagcgggccctacc 
gtgtgcgcagaaagaggaggcgcttgccttcagcttgtgggaaatcccgaagatggccaaa 
gacmctcmctgttcgttgcttccagggcgtgctgatttttggaaatgtgattattggttgt 
tgcggcattgccctgactgcggagtgcatcttctttgtatctgaccaacacagcctctaccc 
actgcttgaagccaccgacaacgatgacatctatgggggtgcctggatcggcatatttgtg 
ggcatctgcctcttctgcctgtgtgttctaggcattgtaggcatcatgaagtccagcaggaa 
aattcttctggcgtatttcattctgatgmatagtatatgcctttgaagtggcatcttgtatc 
acagcagcaacacaacgagactttttcacacccaacctgttcctgaagcagatgctagagag 
gtacctcgcecggcggccgctcgaccgcccgggcaggtacgcggggatagttcactcact 
ttcaaagccagctgaaggaaagaggaagtgctagagagagcccccttcagtgtgcttctga 
cttttacggacttggcttgttagaaggctgaaagatgatggcaggaatgaaaatccagcttg 
tatgcatgctactcctggctttgaggtcgtggagtctgtgctcagattcagaagaggaaatg 
amgcattagaagcagatttgttgaccaatatgcatacatgaaagattagtaaagcacatgtt 
ccctcttggaagatgactctgctaaatgtttggagtcttgtaaataatttgaacagcccagct 
gaggamcaggagaagttgatgaagaggagcttgttgcaagaaggaaacttcctagtgcttt 
agatggctttagcttggaagcaatgttgacaatataccagctccacaaaafctgtcagagca 
gggcttttcaacactgggagttaatccaggaagatattcttgatactggaaatgacaaaaat 
ggaaagg aag aagtcataaagagaaaaattccttatattctgaaacggcagctgtatgagaa ' 

TAAACCCAGAAGACCCTACATACTGAAMGAGATTCTTACTATTACTGAGAGAATAAATCATT 

TATTTACATGTGATTGTGATTCATCATCCCTTMTTAAATATCAAATTATATTTGTGTGAAAATG 

TGACAMCACACTTATCTGTCTCTTCTACMTTGTGGTTTATTGAATGTGATTTT^ 

ATATAAATTAGACTAAGTGTTTTCAAATAAATCTAAATCTTCAGCATGATGTGTTGTGTATAAT 

TGGAGTAGATATTMTTAAGTCACCTGTATAATGTTTTGTAATTTTGCAAAACATATCTTGAGT 
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TGTTTAMCAGTCAAAATGTTTGATATTTTATACCAGCTTATGAGCTCAAAGTACGTCGGCCG 

CCACCGCGGTGAGCTCCAANNNN 

>307 

nnctgtccatcaagagtccaaattcctggtttgagttttcaggaaatgtgcacagag 
ggagtaacgtcatgcgcaaggtaccccagagtgtgtaatcttaggtaagccatcccagcatt 
tctgcacatgttgatagggaactgaagactgtttggacttgctcgafcttgcccaccttctc 
caaccctcacgcagagattccaatcaaaagtccagctctgtgccatgtgccaattgtcatcg 
gaatgtggtcatacctctggtggtgctttcagaatatcagtgccaacagtatgacagggata 
gtcagcatacagaagatctctggaagtataagggaatcttgaatgaaggagagctggccttc 
agcatggtttccaaggtctatatatgaggtctactgggaacacttccatacgcaaacccctc 
tgaatgccataaaccacattatgaagtcctttactgtcacgaatttgaaactccaggatggtc 
cagttcataagttacttccttgaaattcaaacttggattcagttctttaagaacgtcaatcaag 
actttctacattgccatgtgtgtgcctgtgctccatcacttttatctttcccatcactccaga 
tcccactgcccggagcagaaatactctgtaatggaatgccatactgttaaccctgaatgagt 
tcgagccatcattcccaaaacccttgcaacctgggcagctgtgacctcccgaacaccaacg 
tgcacgattatattgcgacattcttcaatacttgcacaaaagccatagcctacgttcttgcat 
Gaaatcagccaaagagctctccatcatggttttagctacccctccggaatcaggcaggatcc 
tgtccattagaatgtcccgtttttcagggtataaaagtggtgcgagcaccacgggacagcgt 
tcttggggaaaatctctgcgcagcgtcttaagaaaagcgtctatctgttcttgtccaactcc 
aaaggctcccttctgcccaaagaggagatgggagaggaggaggtgtaggacctctattgct 

ATATCTTGGAAGCCACCTTCTTGATTTCCACTGACGTCTGCGTCAATGTAAGAACGCAGAAG 

ATCTGGAAGCTTCTGTTTGATAAACTGGGCAGCGAAACCTCTAAGATCTGAGCTGGAAGAAT 

TCMCAGGGCAAGGCCAAAAATTACCTCTTGTACTTTGCTTAATTTGAGCACTTTACTCAGCT 

GGGCAAATAAGTGGGGTGCAGGCTTTAAACTCTTCTGATAGTGCAATGGATTATCAATGGCA 

TAGGACAGCGTCGAGATAAAATTTGGCTTTGTAATCAGCAACGCACACTCCTGAATCAGAAA 

CTGAGTCTGATGGAAATCTTTGCCACTGCTTTTACCATCGCCACTGAAATCCACATGCGAAA 

ATAGGCAGCGTAATAAATGCCTGTCTGCCTCAGGAGCGTGCCGATTCACAATATGCTGTATT 

TCCTGCTGGCTGGCTCGGTAATTTTTCTTGGTTAAATTGTCCACCAGGTAGCTGATTTGAGA 

CAAGGCCAGCGAGAGCGAGTCAAGATTCATTGCTGGTTGGGGCGGAAGCAGGCGGCCGAG 

CCCGGCGCAAAATCACCATTATTCCCCTTTAGTCACCTCAGAGGCAGGTTAATGCTTTCTTT 

GTAATTAGGCTATATCTGGTATCTGTATAATATCTTCAGTTCTTCTTTACCAGGGGTCTTACTC 

TGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCAGCGCTGGACACAGGAAACTCCTGGGT 

CCCCGACTCCGGCTCTCCTCGACCCCCTCTTCGGTTAACTCCGCTTGTTTCTCTACAAAATG 

GCGCCCGCCGCGTACCTCGGCCGCGAGCGCGGTGAGCTCCAA 

>308 

>309 

ATAGGGAGTCGACCCACGCGTCCGAAAGCACTTGAAAGGAAACAAGACTCGCTTTC' 
ACACAT GGATTATTA TAAG TTTCAATCCtGGTATCTGTGCTTGATTTTTATCAGTTTTGTGTAG 
A l 1 1 1 lATGTTTCATATTTTAMTTTAAATGCGACATTGTAAAGTTTGTACAATTTGTCCTGAAG 
CTTTGTGTTTGGCTGCACCTGCATAAGCTGCfACAAATAGAATAAAGAATTTCATAGCCTGTA 
TCTATCATTTAGATGCATGGAAAAAAATGGGCTTTGCACACAATGGGTTTGGAGCTGACTGG 
G MCAATGG AAAAAATTAC ATTA GCTGTGGTTGTAMGTTTTTTTGTTTTTGGT^ 
TTCTTtTTTCTGTCCTCTT ATTTT ACCATCTTGTGAAAGGTTTCTGAAACTCGATAATAAAAAG 
CGGTTGGTGTAAATTATTGTTTTGTGTCACATTlTTAGAAGGAAAAACATAAAAGAATGTATCC 
TTAGTACTGGTTCTTAAACAGCCCATAAAAACCCATTGGCCTGAAGCTTATATCTCAGGCCTA 
TGCGCATCTTATAGTCTTGGAAGACAAAAGGCTGGTAGAGACAGTCTTCAGTGGCTTCAGTG 
ATGCTCTGTAGAGGCCAGGGTGTCTTGAGTGCtGTAACTCCCAAGCACTGGGCTAGCCTGA 
CTrCTGTATCTCCCTACCACCACCCCGTTAAAAAAATAAGGf AACAGCAAATCTATAGTAAAA 
CCATGTCTGCATAGAACGTGtTCAAATCCTCTGTTTTCATTAAATGTAAAAGATGCTGTCTCC 
ATTAAGTTGAATATTTGGAA ^iTGGAGMGGCATTGATrAiTATTTTGAGTTTCTGtMTGTTTT 
ATAGAAMGTMGATGCTTATTCAGAATTTAAGAATGAAGGCAACTGAAATATGCATTGTTGT 
AGTTATTTATATTTCAAACTAAAAATAAGCAAAAAAAAMGGCTGGTTTGAGAAAAATCAGGTA 
AAATTGATGAAACGGATGTTGTGTTTCTClTTCCATCATCTGGTtTTTACCATTTCACTCAGTA 
GGTATTTlTAGMCACACTTATTTGAGGAAAGAGACATCAGATGCACAATTTtACATTTAtAAA 
GGMCAMTGGGGAAAACTGAAAACTAAAAATTTTAAATGTATTAAATGCCATGCCTGAGCCT 
AAATCTAGTATTTGTAGTTTATTTCTAGGTCTGCTAGAACCTGAAAACCTGAATGAAAAAAGG 
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TGTGCTGACAC TAATC AAGTCCTGTGAGGTTTAAATTATTGACCTATCCACTCTACCTCCATT 

GTACAAAAAATATTTTACAACAAGCCTGGGTAAGATTCAACAGCATAGTAGTTTTGTATCCAA 

GGTTACTTCCCCACAACCACTTTAAACATAAGAAATGTGGTGGCAATATAAAGTTTGTAGCCT 

TTCCMTAAAGGTTTATAAAACAGTTAAAAAAAAAAAAAAAAAACTCGAGGGGGGGCCCNN 

>310 

>311 
>312 

NNCAAGCAT TGTTG TGGTCGGTCTGTCCCCTCCCCCTCGTGTTATCTCTATTCCGGG 
CCCTCTCAACCCATGTTTTAAACGGACCACCGTTGGGGTTTTTGCCCCGCGCGAGGGGGAA 
CATGTAACAAGGGGAATTCCCAATCGTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTCCC 
AAGACGTTCAAATGGCGCTGTGGACCTTTAGGGAGAACCTAAAGGCTGAACTCGTTTCTTAT 
C TGTT CTGT TCTGC TA MTTCT TTTTCTMGATATGAATGGTTTCTTCCCTAATCTTCCCTTTC 
CTTTTGTMGTTTTMTCTTTTCTTCTTGTACTTTTGTTTTTTGATCCAMTTTGCTAGCT^ 
TTCT CTGTCT A CTAGC TGATTCTGTACTTCTTTTCtCTGTTCTTCTTTCTCTATTAATTGGGCA 
ATACI I I I I ICATTTTGTTCCTTGAGTGACTCATTCAACTTTTTCACTGTCTCMTTTGTTTATT 
CAGAGAATCACAT GTGAT CTGTAMTCTTTATTCTTCTTTTCAGTACTTTCATTTCTCTGAAGA 
AGTTCCATGTAGGATTTTGTCAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
GTTGAAAGAGATGCTCAATATCACTCTGCGGTCTTTCTGATTCAACTTGCTGCGCCTTCAGCA 
ACACACTMGCTCTTGATTTTTTCTCTCAACTTCTCTCAACATACTAGCCAAGTGTCCGTGCC 
TCTGTTTCA GCTTG AGTTCTTTGACAGGGATGCTGAGCAATCAGTCTATCAGGCTGTGCAAG 
GGCTAGAGCTTTTGTTTCCAAAAGATCTTGTAGCCTGCTTTCTTTGGAAGCTAATGTGGATAG 
TTTCATTTCATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCCTTAACCACC 
ATTCCAGACTGMGTTTCTCTATTAATTCTTCAATAtTCAATCCAGGAACACCATCTTTCAAAT 
GAGGAGTTAAACACTTTATTGATGTTGGAAAACTGTGATTTGATGATTGCCAGGGCATTTTTC 
TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGGATTGTTTGCTGCTATACTTTCTCCAAGTAC 
TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGACTGTAC 
TTG TTCT CTATTATCTGACGTTAAAGCAAAAGCCAAAGGAGTAATCAAACGTGGGTCCTGAA 
GTA TTTTG TAGAAGCTTACTTCCATACCAGGAACCAATGGTTTAAGTTTGTTAATCAAATCAA 
GAGTTTTCAAAATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACCTTTGTTCCAA 
ATCCCA GGTCA ATCTTGCCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 
TCAAGATTTTTGCAATATGCATTTTTAGTGTATCATCTCCACAGAGAGTTAACAAAACTTCAAT 
GGCCTTGGCAATCCTTTCACATTTTTTTCTTGTTAAAGCGTCATCTAGATTTTGTTCTGTGAAC 
TGAAGTTGATCAAGGATTGTAGGCAGGAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 
TAGCAGCATCTATGACATCCTCAAATATTTCCtTGAACAACTCCAATGCTAAAACAGAACAGT 
TTTCTGATCCGTCCAAAGGTTGGCTTAACCAGCGCAGTAGAGCCACAGTAGGTTCTAAACAT 
TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAACATCATCTGAGTGA 
GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTCTAAAAGCTTTGAAGAG 
GAATCAGGATCCTTTCCATTAAG AAGA CCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 
ATATCTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCCATCAGTAGGTCAACTGA 
ATACTTTCTAGTTAGAGTGCCATCACCGTTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 
TGAATGTTTCGAGCATGGMTAGCTTTTCCCCCACCTCTTCATTTAATGTCAAACTGGATAAT 
ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 
ATAAAMGATTTCACATTACTCAATGTCTTTATGTGCGTTTGAACAGAAAGATTGTGCCGACA 
AAGATTTGCCMTAATCCTAGACMGGCATTTTTAACTCATCTTCAGAAGATTGAATGTGATC 
TATCAGGMCGTMTTMTTCATCTATATTGGCAGCAGMTAGAAAATTTTGACATTATATGTT 
AACTTCTGTAGAAGTTGAATGCACCTGCAAAAAGACCGAATCAGTGTGGCTGCTCCGACAAA 
CCACTCCCGCCAGCACACTATTCAGATTATATGTA7TCTGAAGACAATCTCTGGTTTCCATGT 
CTACTGCTAGTTGAGACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 
TCTTCMGTAGCTCTACMGGCMCTCAAGCATTCACTTGTTAATATCTGATTTGATGTAAATA 
GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCCGCAAAAGCTGAGfGGCGTTCG 
CCTCTGACTTCACGGGCTTTGTAGTGAGTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 
TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACCACCACCGGCCAGGGTGCGCC 
GGCCTTTAGCTTTCGCC 
>313 ■ 

NNNNAGCtTGGCACCAGGCCAGGATTmGAAAdmACATTCTTTACGGTTMGdA 
AGATGTACAGCTCAGTCAAAGACACTAAATTCTTCTTAGAAAAATAGTGCTAAGGAGTATAGC 
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AGATGACCTATATGTGTGTTGGCTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 

G AC AGTTG AAAT GTCAATGCTAG AGCCTCTGTGGTGTG AATGG G CACGTTAG GTTGTTG CAT 

TAGAAAGTGACTGTTTCTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATCTACCTC 

AATAAAATATAGAGAAAAGAAAAATAGAGCAGTTTGAGTTCTAtGAGGTATGCAGGCCCAGA 

GAGACATAAGTATGTTCCTTTAGT CTTGC TTCCTGTGTGCCACACTGCCCCTCCACAACCATA 

GCTGGGGGCAATTGTTTAAAGTCATTTTGTTCCCGACTAGCTGCCTTGCACATTATCTTCATT 

TTCCTGGAATTTGATACAGAGAGCAATTTATAGCCAATTGATAGCTTATGCTGTTTCAATGTA 

AATTCGTGGTAAATMCTTAGGAACTGCCTCTTCTTTTTCTTTGAAAACCTAGTTATAACTGTT 

GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCTCCATACAGTTGGGTTGTAACCCTCAT 

GCTTGGCCCAAATAAACTCTCTACTTATATCAGTTTTTCCTACACTTCTTCCTTTTAGGTAAAC 

AATACCAAGAGGGGTTACT GTGCT GGGTAATGTGTAAACTTGTGTCTTGTTTAGAAAGATAAA 

TTTAAAGACTATCACATTGCTTTTTCATAAAACAAGACAGGTCTACAATTAATTTATTTTGACG 

CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATCATC 

TCCTAGCAACATAACTCAATCTAATGCTAAGGTACCCACAAGATGGCAAGGCTGATCAAAGT 

CGTCATGGAATCCTGCAACCAAAAGCCATGGGAATTTGGAAGCCCTCAAATCCCATTCCTAA 

TCTGATGAGTCTATGGACCMTTTGTGGAGGACAGTAGATTAAATAGATCTGATTTTTGCCAT 

caatgtaaggaggataaaaacttgcataccaattgtacacccttgcaaaatctttctctgatg 

ttggagaaaatgggccagtgagatcatggatatagaagtacagtcaatgttcagctgtaccc 

tcccacaatcccacttccttcctcaacacaattcaaacaaatagactcagactgtttcaggct 

ccaggacaggaagtgcagtgtaggcaaaattgCaaaaattgagggcacaggggtggaggt 

gggggggttgaatmcaagctgtgctamtMttacgtgtaaatatattttttcatt^ 

attgatttcttttgcacattccatgacaatatatgtcacatttttaaaataaatgcaaagaagc 

atacatccaagccaaaaaaaaaaaaaattcctgcggccgcaagggannnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnn 

>314 

NGGAGCTCCACCGCGGTGGNCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAA 
AGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACC 
GTGTGCGCA GAAAG AGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGC 
TGTAGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTT 
ACCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAAG 
ATGGCCAAAGACAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGAT 
TATTGGTTGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACA 
GCCTCTACCCACTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGG 
CATATTTGTGGGCATCTGCCtCTTCTGCCTGTCTGTTCTAGGCATTGTAGGCATCATGAAGT 
CCAGCAGGAAAATTCTTCTGGCGTATTTCATTCTGATGTTTATAGTATATGCCTTTGAAGTGG 
CATCTTGTATCACAGCAGCAACACMCGAGACTTTTTCACACCCAACCTCTTCCTGAAGCAG 
ATGCTAGAGAGGT 
>315 

NNNNAGCTTGGCACGAGGCCAGGATTTTTGAAAC TTTACATTCTTTACGGTTAAGCA 
AGATGTACAGCTCAGTCAAAGACACTAAATTCTTCTTAGAAAAATAGTGCTAAGGAGTATAGC 
AGATGACCTATATGTGTGTTGGCTGGGAGAATATCATCTTAAAGTGAGAGTGATGTTGTGGA 
GACAGTTGAAATGTCAATGCTAGAGCCTCTGTGGTGTGAATGGGCACGTTAGGTTGTTGCAT 
TAGAMGTGACTGmCTGACAGAAATTTGTAGCTTTGTGCAAACTCACCCACCATCTACCTC 
AATAAAATATAGAGAAAAGAAAAATAGAGCAGTTTGAGTTCTATGAGGTATGCAGGCCCAGA 
GAGACATMGTATGTTCCTTTAGT CTTGC TTCCTGTGTGCCACACTGCCCCTCCACAACCATA 
GCTGGGGGCMTTGTTTAMGTCATTTTGTTCCCGACTAGCTGCCTTGCACATTATCTTCATT 
TTCCTGGAATTTGATACAGAGAGCAATTTATAGGCAATTGATAGCTTATGCTGTTTCAATGTA 
AATTCGTGGTAAATAACTTAGGMCTGCCfCTTCTTTTTCTTTGAAMCCTACTTATAACTGTT ' 
GCTAATAAGAATGTGTATTGTTCAGGACAACTTGTCtCCATACAGTTGGGTTGTAACCCTCAT 
GC iTGGCCCAAATAAACTCTCTACTTATAtCAGTTTTreCTACACTTCTTCCTlTT 
AATACCAAGAGGGGTTACTGTGCTGGGTAATGTGTAAACTTGTGTCTTGTTTAGAAAGATAAA 
TTTAMGACTATCACATTGCTTTTTCATAAAACAAGAGAGGTCTACMTTAATTTAT^ 
CAAATTGATAGGGGGGCCAAGTAAGCCCCATATGCTTAATGATCAGCTGATGAATAATCATC 
TCCTAGCAACATAACTCAATCTAATGCTAAGGTACCCACAAGATGGCAAGGGTGATCAAAGT 
CGtCATGGMTCCTGCMCCAAAAGCCATGGGAATTtGGAAGCCCTCAAATCCCATTCCTAA 
TCTGATGAGTCTATGGACCMTTTGTGGAGGACAGTAGATTAAATAGATCTGATTTTTGCCAT 
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CMtGTMGGAGGATAAAMCTTGCATACCAATTGTACACCCTTGCAAAATCTTTCTCTGATG 

TTGGAGAAAATGGGCCAGTGAGATCATGGATATAGAAGTACAGTCAATGfTCAGCTGTACCC 

TCCCACAATCCCACTTCCTTCCTCAACACAATTCAAACAAATAGACTCAGACTGTTTCAGGCT 

CCAGGACAGGAAGTGCAGTGTAGGCAAAATTGCAAAAATTGAGGGCACAGGGGTGGAGGT 

GGGGGGG TTGM TAACAAGCTGTGCTAMTMTTACGTGTAAATATATTTTTTCATTTTTAAAA 

ATTGATTTCTTTTGCACATTCCATGACMTATATGTCACATTTTTAAAATAAATGCAAAGAAGC 

ATACATCCAAGCCAAAAAAAAAAAAAATTCCTGCGGCCGCAAGGGANNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNN 

>316 

cgtccgcacataTTTGTGGAGTGCCTATTACGTGCCAGAAGCTGTTCTGGACACTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAACTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTCTGTGGTT 
GGAGGGCAGCACCTTACTTAGACTCCCAGCGCACGTGGAGCAGTCTGCCGGTGGGTTGTCT 
GGCTGCGCGCGCCACCCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATCCACCCCCAG 
CCCGACTCACACGTGGGTTCCCGCACGTCCGCCGGCCCCCCCCGCTGACGTCAGCATAGC 
TGTTCCACTTAAGGCCCCTCCCGCGCCCAGCTCAGAGTGCTGCAGCCGCTGCCGCCGATTC 
CGGGATCTCATTGCCACGCGCCCCCGACGACCGCCCGACGTGCATTCCCGATTCCTTTTGG 
TTCCAAGTCCAATATGGCAACTCTAAAGGATCAGCTGATTTATAATCTTCTAAAGGAAGAACA 
GACCCCCCAGAATAAGATTACAGTTGTTGGGGTTGGTGCTGTTGGCATGGCCTGTGCCATC 
AGTATCTTAATGAAGGACTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTG 
AAGGGAGAGATGATGGATCTCCAACATGGCAGCCTTTTCCTTAGAACACCAAAGATTGTCTC 
TGGCAAAGACTATAATGTAACTGCAAACTCCAAGCtGGTCATTATCACGGCTGGGGCACGTC 
AGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATCTTTAAATTCATC 
ATTCCTAATGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 
ATCTTG ACCTACGTGG CTTG G AAGATAAGTGGTTTTCCC AAAAACCGTGTTATTGG AAGTGG 
TTGCAATCTGGATTCAGCCCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCCA 
TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCCAGTGTGCCTGTATGGAGTG 
GAATGAATGTTGCTGGTGTCTCTCTGAAGACTCTGCACCCAGATTTAGGGACTGATAAAGAT 
AAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 
TCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 
AAGAATCTTAGGCGGGTGCAGCCA GTTTC CACCATGATTAAGGGTCTTTACGGAATAAAGGA 
TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 
GACTCTGACTTCTGA GGAA GAGGCCCGTTTGAAGAAGAGTGCAGATACACTTTGGGGGATC 
CAAMGGAGCTGCMTTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 
GGAT TCTAGGTGGAGGTTGTGCATGTTGTCCTTTTTATCTGATCTGTGATTAAAGCAGTAATA 
TTTTAAGATGGACTGGGAAAAACATGAACtCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 
CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAACTGGTTAGTGTGA 
AATAGTTCTGCCACCTCTGACGCACCACTGCCAATGCTGTACGTACTGCATTTGCCCCTTGA 
GCCAG GTGGAT GTTTACCGTGTGTTATATAACTTCCTGGCTCCTTCACTGAACATGCCTAGT 
CCAACAI 1 1 1 1 ICCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 
GTGCATMTTCTTCCAMGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATATAA 
TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCC 
CCAATAAACCTTGAACAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 
gttaaacaatgggggggcgcgcagtgaagaacgggcaagggccagagagacgggccgcaagggggtttccccaaaaaaccgg 
gccggtccgaaacagggtcgggtcgggaac 
>317 

NNCAAGCAT TGTTG TGGTCGGTCTGfCCCCTCCCCCTCGTGTTATCTCTATTCCGGG 
CCCTCTCMCCCATGTTTTAAACGGACCACCGTTGGGGTTTTTGCCCCGCGCGAGGGGGAA 
CATGTMCMGGGGMTTCCGAATCCTCCGGAAGTTTCCGCAGGACCTTGTTGTCTGTTGCC 
MGACGTTCAMTGGCGCTGTGGACCTTTAGGGAGAACCTAAAGGCTCAACTCGTTTCTTAT 
C TGTT CTGT TCTGC TAAATTC I I III CTAAGATATCAATGGTTTCTTCCCTAATCTTCCCTTTC 
CTTTTGTAAGTrTTAAfCI 1 1 1 CI I CTTGTACTTTTG I i H 1 1 GATCCAAATTTGCTAGCTT ATG 
TTGT CTQTCT A CTAGC TGATTCTGTACTTCTTTTCTCTGTTCTTCTTTCTCTATTAATTGGGCA 
ATACTTTTTTCATTTTGTTCCTTGAGTGACTCATTCAACI III I CACTGTCTCAATTTGTTTATT 
CAGAGMTCACAT GTGAT CTGTAAATCTTTATTCTTCTTTTCAGTACTTTCATTTCTCTGAAGA 
AGTTCCATGTAGGATTTTGTCAGTATTTCATGTTCTTCAGCCACAGACTCTAACTTCCTATTAT 
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GTTGAAAGAGATGCTCAATATCACTCTGCGCTCTTTCTGATTCAACTTGCTGCGCCTTCAGCA 

ACACACTAAGCTCTTCA I I I I I I CTCTCAACTTCTCTCAACATACTAGCCAAGTGTCCGTGCC 

TCTGTTTCAGCTTGAGTTCTTTGACAGCGATGCTGAGCAATCAGTCTATCAGCCTGTGCAAG 

GGCTAGAGCTTTTGTTTCCAAAAGATCTTGTAGCCTGCTTTCTTTGGAAGCTAATGTGGATAG 

TTTCATTTCATATACATCCATTATGTCAGATATTCTCACATCACAAATCTGATCCTTAACCACC 

ATTCCAGACTGAAGTTTCTCTATTAATTCTTCAATATTCAATCCAGGAACACCATCTTTCAAAT 

GAGGAGTTAMCACTTTATTGATGtTGGAAAACTGTGATTTGATGATTGCCAGGGCATTTTTC 

TGGGTATATGTTCTGTTTCCTGTTGTCTATAGGCATTGTTTGCTGCTATACTTTCTCCAAGTAC 

TAAAGCAGGAAAATCTGGCAGTGGAGCAGCCTCCCAATAATATTCCTCAGTCCAGACTGTAC 

TTGTTCTCTATTATCTGACGTTAAAGCAAAAGCCAAAGGAGTAATCAAACGTGGGTCCTGAA 

GTATTTTGTAGAAGCTTACTTCCATACCAGGAACCMTGGTTTAAGTTTGTTAATCAAATCAA 

GAGTTTTCAMATTACATCAGCAGCAAGTTTGCATAATTCAGAATCTGCAACCTTTGTTCCAA 

ATCCCAGGTCAATCTTGCCATATGTAAATTGTTGTTCTATAAGAGTGGTACACTTGACAGTTG 

TCAAGAI I I I IGCAATATGCATTTTTAGTGTATCATCTCCACAGAGAGTTAACAAAACTTCAAT 

GGCCTTGGCAATCCTTTCACA I I I I I I I CTTGTTAAAGCCTCATCTAGATTTTGTTCTGTGAAC 

TGAAGTTGATCAAGGATTGTAGGCAGCAGAAGGGTCACAAAACGATCAGCCGAGGAACAGT 

TAGCAGCATCTATGACATCCTCAAATATTTCCTTGAACAACTCCAATGCTAAAACAGAACAGT 

TTTCTGATCCGTCCAAAGGTTGGCTTAACCAGCGCAGTAGAGCCACAGTAGGTTCTAAACAT 

TTAGTATGGCTTCCCAGAGTGGCGCTGCCAGGTGGAGACTGTTCAAACATCATCTGAGTGA 

GCATATGGCGCAGCTGAGTCACTGAACAGAAGGCAAGAAGTAATTCTAAAACCTTTGAAGAG 

GAATCAGGATCCTTTCCATTAAGAAGACCTAATACTTGGTGAAGACATGAAGAAAAGTGCTC 

ATATCTGGTGAGATAATCAGCAATTTTAGGATTCTTAAGGAGATCCATCAGTAGGTCAACTGA 

ATACTTTCTAGTTAGAGTGCCATCACCGTTTATGAGAATATTAAATATTAGTTGAAAAGTCTGA 

TGAATGTTTCGAGCATGGAATAGCTTTTCCCCCACCTCTTCATTTAATGTCAAACTGGATAAT 

ATTGAAAGTGCAAACACAACCACAGTTAAACTACTATGGGCCAACAAGGTGATAAGAGTTCG 

ATAAAMGATTTCACATTACTCAATGTCTTTATGTGCGTTTGAACAGAAAGATTGTGCCGACA 

AAGATTTGCCAATMTCCTAGACAAGGCATTTTTAACTCATCTTCAG AAGA TTGAATGTGATC 

TATCAGGMCGTAATTAATTCATCTATATTGGCACCAGAATAGAAAATTTTGACATTATATGTT 

AACTTCTGTAGAAGTTGAATGCACCTGCAAAAACACCGAATCAGTGTGGCTGCTCCGACAAA 

CCACTCCCGCCAGCACACTATTCAGATTATATGTATTCTGAAGACAATCTCTGGTTTCCATGT 

CTACTGCTAGTTGAGACAGCAAACCGATAATACTTAAGATCAGTGAAGCACTTATGTTGGGG 

TCTTCAAGTAGCTCTACAAGGCAACTCAAGCATTCACtTGTTAATATCTGATTTGATGTAAATA 

GTCGTGTGAGTTTCTGTCCAGAAATTACCTCCAGAGTGCCGCAAAAGCTGAGTGGCGTTCG 

CCTCTGACTTCACCGGCTTTGTACTGACTGACAGTCAGGAGCAAGGACTTCAAGCAGGCAG 

TGGAGTCCATTGCACCGGCCGCGGCCCGGCTTAGGGACCACCACCGCCCAGCGTGCGCC 

GGCCTTTAGCTTTCGCC 

>318 

GCCGCCCGGGCAGGTACMGGTTTGGTGATGTAGGCGATTTTTTTACCACATTCGA 
ACAGTGATGGTCAGTCACTTTCTGTAGAGTATCTGTGTGCATATTAACGCTCTAATTATATTTT 
AAAATCTTATTTTATATAGGATGTAATTGGAAAATCGATGAATCAAGCAA TCTGT ATTCCATTG 
TATAGAGATACCAGAAGTGAGGATTCTACACGTAGATTGTTCAAATTTCCTTTTCTGTGGAAT 
AATAAAACTTCAAATCTACATTATCTTCTTTTTACTATTCTAGAAGATCCACTTTATAAAATGTG 
CATCTTAAGGAGACATACTGATATTTCTCAATCTGTGAGTAATGGACTAATTGCTATTAAATTT 
GGGAGCTTTACATATGCCACAACAGAAAAAGTCAGAAGAAGCATCTACAGTTGTTTAGATGC 
ACAGTTTTATGATGATGAAACTGTAACAGTAGTTCTTAAAGACACTGTAGGACGTGAAGGAA 
GAGATAGACTCTTGGTCCAGCTGCCTTTGTCTTTAGTATATAACAGTGAAGATTCTGCAGAAT 
ATCAGTTCACTGGGACTTATTCTACAAGGCTAGATGAACAGTGTAGTGCTATTCCCACCCGT 
ACCACTGCTCATCACTGAATGACTTTATAGATGCATAATAATGACCACCAGCAGCGCTCCCA 
GAATGAACCATAACAGAGAAAAGTTCATAGATCMGGMTTCTTTTCMGTCCAGATTTTGAG 
ATCTTTTCAGTTCCACTATTGGTTTCAAGACAGATTCCTTCATCAACACCATCATCATTGGAG 
AAATCGTTGCTCATCTGATCACTGTGACMCTACCTTCATTTTCTGCTCCACTGTCAGTGCAA 
CTTTCAGTCTGAGGAGATTTCTCATCTTCAACATCAATAAAAGTACCTCGGCCGCGACCGCG 
GGGAGCTCCAA 
>319 
>320 
>321 
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>322 
>323 
>324 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCtGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAMACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI I I I I I I I I IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTG GTATTTTTC AAATTTCTGTC AGTTGTTAC ATTTGTC AT AAGTAAATGTTT AGG AAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>325 

NNCTCTGMGATGATACCAAAATTCCTTTTGATAATTTTTTAAGTTTCCAGCTCTTCAC 
CGMATGTTGTATTCTTATTTCAGTGT7TCCTTCCAGACATTTTTAAGGTAATTGGCTTACTAC 
AATATGGACATTCACCAAATATGATGTTAAAACTCTGTCTACTAGTTAGTAGTCCTCTCAGCC 
ACTCATATAAGCATATTTGATGGAAAGGTTGTCCACACTGAGAATTATCACACACTTGATCAG 
GMTGGTACCGTCMGTTGATAAGCATAACAMTTCCACAATCCATAGTAAAATCAGATTTTT 
CCAGGATAGCACGAGCTGGAAAATCAATTTCTAAAACATCTTTCAMTTTTGTAACACACTAT 
TTTCTGG ATCCCTG AAAGC ATGGG G AAAAAAATTATG CTGTGAACTTTGTAAAATCACCAAAA 
AGTA AAAAT TATATTGCCAAGGTACCTACCACAAATGtATGTTCCTGCTCAGCTTAATTCCCA 
GGGGTTTTACCACTTCAGATTAAAAAAAAAAAATTTAATAATTGCATGCTCTACTCTTGGTTTC 
TAAAGCCACA7TTGATACAGAATGTTTCTTAACTACTTGATTAGAAAATCAAAATTATATGTAT 
TATGTTAAAAAACAAAATTATACAGTTCAGAATGCTGAGACATTGTCATTTAAAATAACTATCA 
TTATTGCGGTGAACCGAGATCGCGCCATTACACTACATACTGGGCAACAAGAGCAAAACTCC 
GTCTCAGACA AAAAA TAAAAACTACCATTAATATACTAATATTGTCTAATAATTTAACAATGCT 
AGGGCAAGGATTTTATGACTCTATTAAAAAACGTTTAAATCTCAGATGTCATACCATGGTCAG 
CTCCAAGAAAGAAGCACTCAGGAAGCATAGTAGGATGCCTGGGGTCTACCTCTATATTTATG 
GCAACATTATTACCTAATGCAATTCTGCGTGCATGTTGCACCCCGGGGAGG I I II I CTGGCT 
CMGTACCCAGGTCTTCTCATCGATTTCATCCATAACATCCCAGAATGCCTTTAGTGATTCTA 
TTGCTGCCAAAAACTGACTATAAATGCTTATTAAGGAGCTCTGAGGAGAATTTACCTGAGGT 
GTCCAGGAGGCACAAAATGGAACAGGAAAATCCACAAAATAATCTGGTGATTCTGCAGGATA 
CTTTGCCTTCMCTTGAGAGTGATTAAATGCTCTCTACCAGAAGCATCTTCTGCTTTTAACTT 
GATGGTACCTCGGCCGCCACCCGCATACACAAGTTTATCCCAACCAAGAGTTCCTATCTCTT 
C AATA AG G CTTG AGTAG AACTG GG G AGTG ATTC AAAACTTTT AAATTTG AC AACTG CTTCTCT 
TTTTTCTGTATrrTCATTTTCATCTATTGMGGMGATATTTATTTCTAAAATGGCTCCTGCAG 
CAGCCAAAATACAAACAGCTATTATTGGTGAAGTTAGCCGGACGCGTGGTGANN 
>326 

nnacacattgtaatattatatcatgtatagttgtacgcagctctgtgcataactgtgg 
taactttgtgggtcgctcctgtgggtcctgaaacaatgcagttctccccgcgtatgcgacat 
ccggctgatggtcatggagatccgcaatgcttatgctgtgttatatgacatcatcctgaaga 
acttcgagaagctcaagaagcccaggggagaaacaaagggaatgatctattgagagccctc 
tctcccattctgtgatgagtactcttctgcagtgttctttctttctaataaaacttt ci i i i i c 
gaacctatactgtcttctgtaaattcttcttactaccctatgacccgtgagccaaccactttc . 
cgatgccagggttctgacacctcacctggcataatataaagtg i 1 1 1 1 1 1 1 1 i a tacccttcc 
acttggaaagactacagaggaatcttgcactgcatagttcaaactaaaaagagaagagttaat 
tacctgaaaag caaga gaaaacaagaaggggtamttttgaaccaagggaaatcatttaaga 
agtgtctggtatttttcaaa tttct gtcagttgttacatttgtcataagtamtgtttaggaat 

AMGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 

GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>327 

TtGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
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CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 

CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 

GTGAGCTCGGAAATCCTTTTAAMGAAATTCAAATGTCACTTTTTATTTGGTTTTAAGTACCTC 

GGCCGCCACCGCGGTGAGCNNN 

>328 

TGTCACAGACACTCCTGGGTTTGGAATTTTGTTGTTCTCTGTCTCTTTGATTTCCTGG 
AAGACGACACCATGACAATTTCAAAGAAAATAGAACAAAATGAAGGAAAAAGAGGCTCTGTC 
TTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCCTCCTGGCCCGGCCTTGGCA 
CATGTTCG I I I I I GTGGTTGTTGCCTGGACAGGCAACTCTGCAGGGCTGCTTCTCTACGCAT 
CCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGCTTTTGGGTCAGAGTGGGCACCC 
CTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCTGGTGGGGCTGACAGCTTTCTTCTT 
ACCCTGCCAGGCTGGCCAAGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTCCTTGTG 
GACGTTGCTACTCACTAGCTTGGATGGGCACCTGCTGGAGCCAGATGCTGAGTACCTCCAC 
TGGCTGCTAACCAACATCCCGGGTAACCGGGTGGCTGAAGGACAGGTGACGTGTCCCTACC 
TCCCCCCCTTCCCTGCCCGAGGCTCCGGCATCCACCGTCTTGCCTTCCTGCTCTTCAAGCA 
GGACCAGCCGATTGACTTCTCTGAGGACGCACGCCCCTCACCCTGCTATCAGCTGGCCCAG 
CGGACCTTCCGCACTTTTGATTTCTACAAGAAACACAAGAAACCATGACTCCAGCCGGCTTG 
TCCTTCTTCCAGTGCCGCTGGGATGACTCCGTCACCTACATCTTCCACCAGCTTCTGGACAT 
GCGGGAGCCGGTGN 
>329 

TCCGAAATGGGGGAAAATCACTGCTCTTCCCAGAGCGCATACATGTTTTAACCGTCT 
GGATCTGCCTCCCTACCCATCCTTTTCCATGGTTTATGAAAAACTGTTGACAGCAGTTGAAGA 
AACCAGTACTTTTGGACTTGAGTGACCTGGAAGCTGAATGCCCATCTCTGTGGACAGGCAGT 
TTCAGAAGCTGCCTTCTAGMGAATGATTGMCATTGGAAGTTTCAAGAGGATGCTTCCTTTA 
GGATAAAGCTACGTGCTGTTGTTTTCCAGGAACAAGTGCTCTGTCACATTTGGGGACTGGAG 
ATGAGTCCTCTTGGAAGGATTTGGGTGAGCTTGATGCCCAGGGAACAACCCAACCGTCTTTC 
MTCAACAGTTCTTGACTGCCAAACTTTTTCCATTTGTTATGTTCCAAGACAAAGATGAACCC 
ATACATGATCAGCTCCACGGTAATTTTTAGGGACTCAGGAGAATCTTGAAACTTACCCTTGAA 
CGTGGTTCAAGCCAAACTGGCAGCATTTGGCCCAATCTCCAAATTAGAGCAAGTTAAATAAG 
ATAATAAAAGTAAATATATTTCCTGAAAGTACATTCATGTAAGCCCTAAGTTATAACAGAATAT 
TCATTTCTTGCTTATGAGTGCCTGCATGGTGTGCACCATAGGTTTCCGCTTTCATGGGACAT 
GAGTGAAAATGAAACCAAGTCAATATGAGGTACCTTTACAGATTTGCAATAAGATGGTCTGTG 
ACAATGTATATGCAAGTGGTATGTGTGTAATTATGGCTAAAGACAAACCATTATTCAGTGAAT 
TACTMTGACAGATTTTATGCTTTATAATGCATGAAAACAATTTTAAAATAACTAGCAATTAATC 
ACAGCATATCAGGAAAAAGTACACAGTGAGTTCTGTTTAI 1 1 1 1 1 GTAGGTTCATTATGTTTAT 
GTTCTTTAAGATGTATATAAGAACCTACCTATCATGCTGTATGTATCACTCATTCCATTTTCAT 
GTTCCATGCATACTCGGGCATCATGCTAATATGTATCCTTTTAAGCACTCTCAAGGAAACAAA 
AGGGCCTTTTATTTTTATAAAGGTAAAAAAAATTCCCCAAATATTTTGCACTGAATGTACCAAA 
GGTGAAGGGACATTACAATATGACTAACAGCAACTCCATCACTTGAGAAGTATAATAGAAAAT 
AGCTTCTAAATCAAACTTCCTTCACAGTGCCGTGTCTACCACTACAAGGACTGTGCATCTAAG 
TAATMTTTTTTAAGATTCACTATATGTGATAGTATGATATGCATTTATTTAAAATGCATTAGAC 
TCTCTTCCATCCATCAAATACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCA 
CTGCTTTTTATTTGTACAGCATCATTAAACACTAAGCTCAGTTAAGGAGCCATCAGCAACACT 
GMGAGATCAGTAGTMGAATTCCATTTTCCCTCATCAGTGAAGACACCACAAATTGAAACTC 
AGAACTATATTrCTMGCCTGCATTTTCACTGATGCATMTTTTCTTATTAATATTAAGAGACA 
GTTTTTCTATGGCATCTCCAAMCTGCATGACATCACTAGTCTTACTTCTGCTTMTTTTATGA 
GAAGGTATTCTTCATTTTAATTGCTTTTGGGATTACTCCACATCTTTGTTTAI 1 1 CI I GACTAAT 
CAGATTTTCAATAGAGTGAAGTTAAATTGGGGGTCATAAAAGCATTGGATTGACATATGGTTT 
GCCAGCCTATGGGTTTACAGGCATTGCCCAAACATTTCTTTGAGATCTATATTTATAAGCAGC 
CATGGAATTCCTATTATGGGATGTTGGCMTCTTACATTTTATAGAGGTCATATGCATAGTTTT 
CATAGGTGTTTTGTAAGAACTGATTGCTCTGCTGTGAGTTAAGCTATGTTTACTACTGGGACC 
CTCAAGAGGAATACCACTTATGTTACACTCCTGCACTAAAGGCACGTACTGCAGTGTGAAGA 
AATGTTCTGAAAAAGGGtTATAGAAATCTGGAAATAAGAAAGGAAGAGCTCtCTGTATTCTAT 
MTTGGMGAGAAAAAAAGAAAAACTTTTMCTGGAMTGTTAGTTTGTACTTAtTGATCATGA 
ATACMGTATATATTTAATTTTGCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNN 
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>330 
>331 

GGGCTTACAGTGGCGGGAGTTGGAGGCGATAACGATTTGTGTTGTGAGAGGCGCA 
AGCTGCGATTTCTGCTGAACTTGGAGGCATTTCTACGACTTTTCTCTCAGCTGAGGCTTTTCC 
TCCGACCCTGATGCTCTTCAATTCGGTGCTCCGCCAGCCCCAGCTTGGCGTCCTGAGAAAT 
GGATGGTCTTCACAATACCCTCTTCAATCCCTTCTGACTGGTTATCAGTGCAGTGGTAATGAT 
GAACACACTTCTTATGGAGAAACAGGAGTCCCAGTTCCTCCTTTTGGATGTACCTTCTCTTCT 
GCTCCCAATATGGAACATGTACTAGCAGTTGCCAATGAAGAAGGCTTTGTTCGATTGTATAA 
CACAGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGGAATGCCG 
TCTTTG ACCT GGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGTGATCAAACA 
GCCAAATTTTGGGAC GTAAA AGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGCAG 
CCTCAAGTCAGTTGCCTTTTCTAAGTTTGAGAAAGCTGTATTCTGTACGGGTGGAAGAGATG 
GCAACATTATGGTCTGGGATACCAGGTGCAACAAAAAAGATGGGTTTTATAGGCAAGTGAAT 
CAAATCAGTGGAGCTCACAATACCTCAGACAAGCAAACCCCTTCAAAACCCAAGAAGAAACA 
GAATTCAAAAGGACTTGCTCCTTCTGTGGATTTCCAGCAAAGTGTTACTGTGGTCCTCTTTCA 
AGACGAGAATACCTTAGTCTCAGCAGGAGCTGTGGATGGGATAATCAAAGTATGGGATTTAC 
GTAAGAATTATACTGCTTATCGACAAGAACCCATAGCATCCAAGTCTTTCCTGTACCCAGGTA 
GCAGCACTCGAAAACTTGGATATTCAAGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTG 
CT AATTG CACAGACGATAACATCTACATGTTTAATATGACTGGGTTGAAGACTTCTCCAGTGG 
CT ATTTT CAATGGACACCAGAACTCTACCTTTTATGTAAAATCCAGCCTTAGTCCAGATGACC 
AGTTT1 I AGTCAGTGGCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGG 
CAACCTCCTACTGTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATC 
TGACTTCACAAAGATTGCTACCTGTTCTGATGACAATACACTAAAAATCTGGCGCTTGAATAG 
AGGCTTAGAGGAGAAACCAGGAGGTGATAAACTTTCCACGGTGGGTTGGGCCTCTCAGAAG 
AAAAAAGAGTCAAGACCTGGCCTAGTAACAGTAACGAGTAGCCAGAGTACTCCTGCCAAAG 
CCCCCAGGGTAAAGTGCAATCCATCCAATTCTTCCCCGTCATCCGCAGCTTGTGCCCCAAG 
CTGTGCTGGAGACCTCCCTCTTCCTTCAAATACTCCTACGTTCTCTATTAAAACCTCTCCTGC 
CAAGGCCCGGTCTCCCATCAACAGAAGAGGCTCTGTCTCCTCCGTCTCTCCCAAGCCACCT 
TCATCTTTCAAGATGTCGATTAGAAACTGGGTGACCCGAACACCTTCCTCATCACCACCCAT 

cactccacctgcttcggagaccaagatcatgtctccgagaaaagcccttattcctgtgagcc 

agaagtcatcccaagcagaggcttgctctgagtctagaaatagagtaaagaggaggctaga 

ctcaagctgtctggagagtgtgaaacaaaagtgtgtgaagagttgtaactgtgtgactgagc 

ttgatggccaagttgaaaatcttcatttggatctgtgctgccttgctggtaaccaggaagac 

cttagtaaggactctctaggtcctaccaaatcaagcaaaattgaaggagctggtaccagtat 

ctcagagcctccgtctcctatcagtccgtatgcttcagaaagctgtggaacgctacctcttc 

ctttgagaccttgtggagaagggtctgaaatggtaggcaaagagaatagttccccagagaat 

aaaaactggttgttggccatggcagccaaacggaaggctgagaatccatctccacgaagtc 

cgtcatcccagacacccaattccaggagacagagcggaaagacattgccaagcccggtcac 

catcacgcccagctccatgaggaaaatctgcacatacttccatagaaagtcccaggaggact 

tctgtggtcctgaacactcaacagaattatagattctaatctgagtgagttactgagctttgg 

tccactaaaacaagctgagctttgg tccac taaaacaagatgaaaaatacaagagtgactcta 

tmctctggtctttmgaaagctgcctttrcatttttagacaaaatcttttcaacgctgaaatg 

tacctaatctggttctactaccataatgtatatgcagcttcccgaggatgaatgctgtgttta 

mtttcataaagtamtttgtcactctagcattttgmtgaatagtcttcactttttaaattatt 

catcttctctataatmtgacatcccagttcatggaggcaaaaaacaagtttcttgttatcct 

gaaactttctatgctcagtggaaagtatctgccagccacagcatgaggcctgtgaaggctg 

actgagaaatcct ctgct gaagacccctggttctgttctgcctccaacatgtataattttatt 

tgaaatacataatcttttcactatgcttttgtggggi i i 1 1 1 1 1 aagtatgtgtaaaaatgtga 

tgc tcaga taagtacatttatatcagttcagtgttaaaatgcagtctcttgagttaaagtcatg 

tttattttaaat gcagtg ataaatgtcaactcttcggagaaactaggagaacaacaacagaaa 

.gctgtgtttgtcttttttctctcaaatatatctcccgtatgag atttcaggtccccatgttttc 

accmgcmtctgctatgt cagc cmcccmcatcactttctacaggaggttatgatttttgc 

catttactagaggmgatgt tttat gamtcaatttggg6tttgaattgaggtgcagtcatca 

gttctttaggggctggaatgttttaaaaaaaataagtcatcagattttaagaaaaaagtgatg 

atttcttattgata ttttt gtaacagaatatagctcttaactgaaaatccagaaccagaaacat 

amtcttgagtttctt7tcatgtacataaaaagcaatagccttttagtatagatagccctgagc 
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CAAAAAGTAATAGAATTTTCTCTAGATATTTAATACAGAGAGTGTATAGACTGACTCTAAGTTA 

ATAATGT GCAA AATATCTTAAACATCCCTCCCCTTATTCAACAATTATGTATCAGTGATCTTGA 

ACCATTGTTTTATATTTTTCACCTTTGTAACCTCATGGAAAGAGGCTTTACATACTTTCTATGT 

ACTATTTACTTAGAAGGGAGCCCCCTTCCAGTCATGAAACTTCATTTGTTTTATCCATATCCC 

TGAGGACTGTGTAGACT TTATG TCAGTTCTGTGTAGACTTTATGTCAGTTTTTGTCATTATTTG 

AAMTCTATTCTGACAACTTTTT AATT CCTTTGATCTTATAAGTTAAAGCTGTAACAACTGAAAT 

TGCATGGATCAAGTAAGCATAGTTTTATCCAGGGAGAAAAATAAAAGGAAGCCATAGAATTG 

CTCTGGTCAAAACCAAGCACACC ATAG CCTTAACTG AATATTTAGG AAATCTG CCTAATCTG C 

TTATATTTGGTGTTTGTTrTTTGACTGTTGGGCTTTGGGAAGATGTTATTTATGACCAATATCT 

GCCAGTAACGCTGTTTATCTCACTTGCTTTGAAAGCCAATGGGGGAAAAAAATCCATGAAAA 

AAAAAAGATTGATAAAGTAGATGATTTTGTTTGTATCCCTACCCATCTCCTGGCAGCCCTACT 

GAGTGAAATTGGGATACATT TGGC TGTCAGAAATTATACCGAGTCTACTGGGTATAACATGT 

CTCACTTGGAAAGCTAGTACTTTTAAATGGGTGCCAAAGGTCAACTGTAATGAGATAATTATC 

CCTGC CTGTGTC CAT GTCAG ACTTTGAGCTGATCCTGAATAATAAAGCCTTTTACCTTATCTG 

ATGTCCTTTTTTGAGCTTTTTGCATTACCTAGAAGCAGTCTACAAAAAAGAACTATAGTAGTCA 

AGM TCCC TTCTACTTGTTCATTAAMTGTTTATTCCCCAGTTATAATCTATTTCAAGCTGAAA 

GAGCTTTTAATAAAAAACATCTTGCNNNNNNNNNNNNNNNNN 

>332 

>333 

NNNAGTGGCATGGGGGTGGGGTCTGACTCCACACACTAGCCACATGGCCAACAGC 
ATAGTGAAACGGGGTCCCATTCTCCATGTCATTGTGTAATCCAATGGTGGCTCATAGAGATG 
GA ATGCA GAGGGTTGCAAAAGAAATCAGAAGTTTGGTTCCCAGGACAGTTTCCTAGATGAAC 
TACTTTTCCTCCCAGCCCTCTCTCTCTTTACCGAGGGTGAGCAATACAAAAGGGGTGTGCTG 
CAGCTCC AGCT TTCAGAGTACCGCC ACAGA TCCACAGCCTGTCCTGATCTGAGAGCTGAGC 
CGATGCCTTTTCTTTCTGGCTGTGTCTTTTTACCTTCTGGACAAGTAGGATGAGGTGAAAGG 
AGCTGTCCTTCTAAGTCTTTGTATCTCCATTTGTCTGCAGTTTCTCCTCGGTCTCGTGTGTCT 
GTGTGTGCCAGTCCCTTGTGCTGACACAGGACGTCCCTTAAAGTCCAGTCCTGGCGATTTCT 
GMTCTCACTCTTTCCCTCTTTAAAGTTCCAGGATCCTTCTTATCTCCCTTTCCCCCATAGTCT 
GGCTTAGTGTCTTTGTTTCCGGGCGTAAAAGCACTGGGATTAATATGTTTTCCAGGCTGAGG 
GAAAACACAGGAATGTGA TGTCG AAAAGG GAC I 1 1 1 1 I I 1 1 1 CTTTCACTGTGCTTCTCTCCT 
CCCTTTATTTCTCCCTACCI I 1 1 ICCTCCTC I 1 1 I I CTTCTTC I I 1 1 1 CTTCTTTCTCTTGCCTG 
GATTCAGTCCCAGAAATGTTAGGACTACCTCAGTTTTGCTCCAAACCAAACTCAAACAACAG 
CAGCC ACTGG AAATCAAGGAAACTTCACTAAGAATTTAACAGATCAGCAAAACACCGCCTCC 
TTCCCATT TTAGCA CGTTCAGAGTGGACTCAGTGAGGAGTGAGAAGGCTGTTCTTTGGGGTG 
GGGTAAAGTTTTTAAACTCCACACATCATCATAAATCACTTTAGAAGAGGATGACTGGTGCCT 

TAACCCCTTCCAAACCAAGTCATCGGGGTAACTTCTCTTCCAGTATGTTTTTACCGCGTCGAC 

TCCNNN 

>334 

>335 

ACTTGACTGGTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTACCCTACACCCCTCACCTCC 
CAATCCAAGCCAGTCTCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTC 
CCTCTGCTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTGAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>336 

GACCCACGCGTCCGGTTTGTGGAGTCGCGAGTGCTGGTGTCCGGCTGGAGTGCAA 
TGGCG TGATC ACAGCTCACTGCAACCTCCGCCTCCCGGGTTCAAAATGTTTGATAGGTTTAT 
ATTGTCTTTITCCATCCTCTTCAGACATCCTTCAMGTTGAGCCCTTTTTTTCCGCTGTGAGTC 
TCTACACATGTCTGACACTCTCAtGTCCCACGGATTACAGAAAGACATTCCTTGCAGGAGAA 
CATGGCTTCCCAGTGATGTGGGAAAGATdGACTCTGATCTCCAGGGTAGAAGTGGCAACCA 
GAGTAAGCCAGTTCGTTGAAGCAAATGATGGCTGCAGTGAAGAGTACCGAGGGACACCCAT 
CCTCAAACAAGG ATCCCACACAGGGCCAGAAATCAGCCCTCCAGGGTAACAGCCCTG ACTC 
CGAGGCCTCCCGTCAGCGCTfCAGGCAGTTTTGCTACCAGGAGGTAACTGGCCCACATGAA 
GCTTTTAGCAMCTCfGGG MCTCT GTTGtCAGTGGCTGAGGCCGAAGACCCACfCAAAAGA 
GGAAATCCTGGAGCTGCTGGTTTTGGAGCAGTTTCTGACTATCTTGCCAGAGGAGATCCAGA 
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CCTGGGTGAGGGAGCAGCATCCAGAAAACGGCGAGGAAGCTGTGGCTCTGGTTGAGGATG 

TACAGAGAGCTCCTGGACAACAGGTTCTAGATTCTGAGAAGGACTTGAAAGTACTCATGAAG 

GAGATGGCCCCTTTGG GAGC AACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTC 

AGCCAGAGGAACCGACTTTTAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTC 

AGAAGCCTGGCTTGCTCCTCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGAC 

CAGGAGACAGGTGCTGTGGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAAC 

AGAGCTGTATCCCTCTGTCAGCAAGAATGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCT 

ACAGGGGTGCCACCCAGAGGAAGGACAGTCACGTCTCGCTGGCAACAGGTGTGCCCTGGG 

GCTATGAAGAGACCAAGACGCTCCTGGCTATTCTTAGTAGTTCTCAATTTTATGGAAAACTCC 

AGACCTGTCAGCAGAACAGCCAGATCTACAGGGCCATGGCGGAAGGACTCTGGGAGCAGG 

GTTTTCTGCGGACCCCAGAACAGTGTCGCACCAAGTTCAAAAGCCTACAGTTGAGTTACCGC 

AAAGTGAGGAGAGGCCGTGTGCCTGAGCCTTGTATCTTTTATGAGGAAATGAATGCTCTTTC 

AGGCTCCTGGGCCTCTGCACCTCCTATGGCAAGCGATGCTGTTCCTGGCCAAGAAGGAAGT 

GATATTGAGGCTGGAGAGCTGAATCACCAGAATGGGGAACCCACGGAGGTAGAAGATGGCA 

CTGTGGATGGTGCAGACAGGGATGAAAAGGACTTCAGGAATCCTGGCCAGGAAGTCAGGAA 

ACTAGACCTGCCAGTGCTGTTCCCAAACAGACTTGGTTTTGAGTTCAAGAAGGAGATTAAAA 

AAGAAAATCTAAACATGGGATGATTCAGAGGAAGTAAGAAATAAACCAAGGCTTTTACAGAG 

GAAAGTTCCCGAGGAGTCTATTGGCACTCTGAGGCTACCAACAGGCTTGGGAGAGTGAGCC 

AACATCCAGAAGGGCAATGTAGAAATTCTCCCAGGCAGAGTTGAGGAGAAACCCCATTCCC 

AGAGAGATGAGTCCCGAAGTTTGGTGCCGGACAAGCCTGTCCAATTTCTCTGGGGGAAAAC 

TGTCCGATGTGCTCTCCCAAGCAGGTCAATGGAAAATTTCAAGTCGGTTGGGAAACTTTCCA 

GTCTATTGTCGGNNN 

>337 

TCGACCCACGCGTCCGGGCCCGCGCTGACGGTGTCCCTGGGGCTCTGCGCTCGTC 
CGGCCGGCCCCGGCCTCGCCGCCCCGCGCAGTACCCAGCCCGGCCCCGCCGACCCGCCT 
CTACTGCCGGCTCCGCGCCCTTCCCCGAGGGCTGGATGATGGGCTGTTTCGCCCTGCAAA 
CGGTGGACACCGAGCTGACCGCGGACTCGGTGGAGTGGTGCCCGCTGCAAGGCTGCAGG 
CACCTGCTGGCGTGCGGGACCTACCAGCTGCGGCGGCCGGAGGTACGCGGGATAATCAAG 
GTGTCACATCCCGGTGGCTGGACATGCCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATA 
CAACTACTCCGCCTGGTGGAATCTGAGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTG 
CCCTGGAGGAGCAGTGTCTGGCTTTGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGC 
CGGGGACCAGCCCTTGAAGATCATCAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATG 
GTGAATGAGACGAGGCCCAGGCTGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAG 
GCCTGGATTGCCGCTTTCAATTACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATG 
GCCTTCTGAGGGGCTGGGACACCAGGGTACCCGGCAAATTTCTCTTCACCAGCAAAGACAC 
ACCATGGGTGTGTGCAGCATCCAGAGCAGCCCTCATCGGGAGCAGATCCTTGCCCACGGG 
AAGCTATGATGAACACATTCTACTGTGGGACACACGAAACATGAAGTAGCCGTTGGCAGATA 
CGCCTGTGCAGGGCGGGGTATGGAGAATCAAGTGGCACTCCTTTTCACCACCAACCTGTTC 
TGGACGTCTGCATGCACAGN 
>338 
>339 
>340 
>341 

NNNNNN NNNNN NNNNNNNNNNNNNNNNNNNNNNTTGTTAT A1 1 1 I I 1 1 1 1 1 1 IA CAT 
CCCAAACAGGTCTTTTTATTTAACATAAGGCCAAAGAAGCTATCAGGCGTTGCTGAATACTGT 
CCACTAACTGTACAAAATATTGACTGCATGCCTCGCAAACACCAAAATATCCGCTGGAATGC 
CATAGAMTAMTMCTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 
ATATTGTAAATAAAAAAATTACCAGTACTTCTACACAATAAATATTAAGAAACCATTGACATAG 
TTGAMTGCACTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 
ACTGCATGTAGTATGCAAAACAAAACAAAACAAAACAAAAAACAAAGTAAAAAACCAACAAAA 
TAGAAACAAACAAACAAACAACATCAACCACAGAACATAAAAAG7TTTAAAATAAAACAGGCT 
TGAGAT TATCTT GGCTTTCATAATTATAI nTTCTTI I AAAGAAAAATATCAACCCATTGTCAAT 
"GCACTGTTTTTCAAAGCATTTAAATAGAGGGTAAMCCCTTTGGAAATTAATACAGAAGAAAT 
GATTCACTTTATGCATAAAAAATAMTMTMTATAGCfGAGACATGTGGTTTGCTTCTGCTCT 
TGMGATGTGAACAGCTTCTAAGCATtCAtmCTCTGACCCAtACAACAGCTTCTCAGTGAT 
ACAGGGTTTAATTTAAACACATACAATGTCCACCCCCAAACCTTCTGCCCACATCTACAAGTT 
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ttatttattttgtgggttttca(3(3gtgactmgtttttccctacattgaaaagagaagttgcg 

aamggtgcacag g aaatc atttttttaagtg aatatg ataatatg g gtccgtgcttaataca 

actgagacatatttgttctctgi i i 1 1 1 1 agagtcacctcttaaagtccaatcccacaatggt 

gaaaaamaatagaaagtatttgttctacctttaaggagactgcagggattctccttgaaaac 

ggagtatggaatcaatcttaaataaatatgaaattggttggtcttctgggataagaaattccg 

mctcagtgtgctgaaattcacctgacttttttggaaaaaatagtcgaaaatgtcaatttggt 

ccataaaatacatgttactattaaaagatatttaaagacaaattcttttcagagcttctaagat 

tggtgtgggcagatttttaagagcctagagtttagtcttagagaaagagtgaggagatagta 

aggttagatagagccactgagtttcaagaaaaaaacatactactaagaatcccatatgttata 

atttmagcctttacttttggcctcatgctgctaggtgaaagagtggttgttcacaggacttg 

tattttccaagatgattaaagatggtaaaatactatctttcaatgttatcaaaaaatggtagca 

acttatacttctatttcaaagccatatamtttaacaaaAttaaagtttgtgggtgtttgataa 

cccaatcactcaatatccaattaaaatatggaataagtttcaaataaaatatggaattacattt 

ctctgcttctgataactgtggtcactaatcaacccccatgttatccccgatatgtctaggact 

tagcttaaaaagatagcagatgtatttgagatgagtgggaactatacatgggtatcagctttc 

ttggtamtttctgctttttccatggccttgaccatctttgctactgcgcagtgaaccaggac 

ttaatttctcacactgtttctgcag gttccg gtacc aaag aag atg cagttcaaaatactgcc 

agttttccmgaaattttgtaaagttgaacatggccatctactcttgccttaaaacttttctca 

ccacacccaccttcccacatgcatgatatccaaggtcgacagacctggattagaatccactc 

tcaagcttctcatgcagtgcgtattgtattttctgcataagaaagggctgcctctagaacaca 

gtaagtgtatttgcccagtagtgacattgcctacatatagccaagtgttatagtataccaact 

tagtatai 1 1 i icaaggagagctaaaccaccttttgtaatgtttggtttctcactgttatcttc 

ctttcctatmttaatttattttaatctacamttgacatagggctaaaagcttcaatattttac 

aaaatattaattaatgtaattgttcccaattattagaaac i i i i 1 1 cca i 1 1 1 i caaaatgtttg 

ccaacttcacacaagtgtgtaaaaatagggctctggattttcaaaagcacatacatgaataat 

ttattagctattccaggcaagctaagtactagaataaactagataaaaacttggctttaagca 

tgtactttgatatttataaaacaaaggtg i i i i i i ii i catttctgcatctgaatcaatacaaat 

ttagacatgaagaattttggctgtaaattaaaattttagagatttttactactgccctcacctc 

tgcctcctcttaactgttctcttccttactctccctctcttaacactttctctcaaattaattat 

cttttagttagtgatgacattatttttcccagctggtacaggtaatatttctcacaaccaagc 

cttaatca i i 1 1 i aaaaaatacactcaactctaattctggcctaaatatta i i i 1 1 ctgaaaaag 

cttctgatttmgattgattccaatagacagtaagttggaaaaacatcagcccagagttttga 

ttatcatcctgttttccccacaggggataacttgtagaagtgggaggggcacaaaaaagagg 

aggaaatttcggacgcgtgggtcgactccctatagtagn 

>342 

GTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAAATTTAAACTTTCA 
TTATMTACTGTTTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACATGTCGACA 
CAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAAACTGAGTAGCAC 
ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCAATCTAGGGTTC 
CAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGTATGCAAGTTTAGTT 
CCCTCAGAGCAATGAAATTCCAATGAMTGAACTATCACTTCTCCACTTTCCTTGTCCTATTTT 
TAATAAGACAAAGAACATCACCATATTAAGTTGAAGT 
>343 

acatcagagatgctcacacattctttgagtagtttaaaaactcattttaaccacttttt 
attctttgtattcaaaccaatcactggcaatagctctaagtaggtcatcaactctcctccatg 
tcttctttctaattctgccacagactcacttcttccgtaaattaatggaaggaaatgagtgtc 
tgagttcttagaatctcaaaaggcatgaggataaagctttcctggagataatataagtggtg 
gcaggaagatttgggagccagatgatactcttttcctcttagagaaactctgtggaagctct 
gcctatactgtgggaaataaattctagacgctggcttctttctgtagtaaacatgtgggccc 
tttaaaatgttgmccaaaatgtgcttcamtatagtttagttataaaacatttatgggggagt 
atgtatgtgccmctacagaggcttGagagatgaagaaacagttcttaccctagtgttgctt 
agaatctagtagtagtaagtaataattactaacataf gcatttactatataggcaatactaggg 
tamtattttacatagattaccttatttagtagctcttagcfgctaaaaaaaaaaaaaagataa: 
agatgtccagtctagagtctcataattgtatggtaaacactaaaatggtggtatgatgcagtt 
gccatggaaacacaggggcggggccctcagctcagtttaggaaggagcagattacfgagt 
ggtgtctttaactggtaattacatgaagaagaagaggttgggccaccacaggcagaggaag 
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GACCACAGGCAGGGCACAGGAGTATGCATTTGTAGGCTGTATATGGGGAAGTAAAGCAGAT 

TTGTCTTGCTAGAGCTAAAGATGTAGACAAGAGTAAGTATTATGTAGGAACTTCGATCTGACA 

T GTTT AGCCATTGGGCATTGGCCATCTGGTGGAGAGCTGTTGACAAAAAATAAGTAATTTGG 

ATTTTAAAAGGATCGACTCGGTGGTATAGATAATGATGGCTGGAAAATGAGGCGATAGAGGT 

AGACAAATGAAGAGGTTATGGAAATAATCCAGGCAAAAAGACAATGAAGGGCAAGGATGGAT 

AGGAGTATATCCCAGTATTCTGGCATGCTAGAGTTCAAtTGAAATGTTTAACTTGATGAATAA 

TAGGTAAGGAAAGTGAGTGAAAACTAAACTACtAGATTCTTAACTCTTAAACCCTTCACTGGG 

TCAAAAGTMTGAGTTTGAACATAGTGTCGAAATTAACCTGATTCTACCTTGTGTTTGAAATTC 

TAC ATTC ATAAAGAAAAAAAAAAAGGAAATGTTATGGTCGGTCCCAAATTATAGTCAATTATAA 

CTATTTTCCTCAAAGTTGGTCTTACCTATGTTTAGTGGTAAGAATTGATTGTTTAATATAGGAA 

AAAAGACCTAAAATTGGTGAGATAATGTGATTCAAATTCCAAAAAAAAAGGAAAATTAGATAG 

CTCTGCATTCAGAAGAATTGAATGATATTTTAAAGACATTCACATAAACACACACCCAAATAG 

ATTCTTCACATTTACTTGTATTCCAAAAACAGAAAACTATTGAAAAGAATGAAGGATGGCAAC 

AAAGT 

>344 

N N AC ACATTGTAATATTATATCATGTAf AGTTGTACGCAGCTCTGTG CATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGAGCCCTC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCI I I I IC 
GAACCTATACTGTCTTCTGTAAATTC7TCTTACTACCCTATGACCCGTGAGCCAACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I 1 1 I 1 1 1 I IA TACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTATTTTTCAAA TTTCT GTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>345 

tATAGGGAGTCgaCCCACGCGTCCGGGGGCTTAAGCGGGGGGAGTCGAGCCAGCG 
TCGCCGCGATGGTGTTGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCAGACTTTTCCA 
GAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAGAAGTATGACGGTCGAACCAAA 
CCCATTCCAAAGAAAGGTACTGTGGAGGGCTTTGAGCCCGCAGACAACAAGTGTCTGTTAC 
GAGCTACCGATGGGAAGAAGAAGATCAGCACTGTGGTGAGCTCCAAGGAAGTGAATAAGTT 
TCAGATGGCTTATTCAAACCTCCTTAGAGCTAACATGGATGGGCTGAAGAAGAGAGACAAAA 
AGAACAAAACTAAGAAGACCAAAGCAGCTTGCAACCACTAGCCTGGGGAGGGTCCGCATGT 
GTCAAGGGTGAGGGCAACAGATGCTGGACCCAGGGAGCTCTCTGCCACAGGTCAGTCTAC 
AAGGCCTCAGGGACCAACTTGCCAACAGCTGGACTTGATCACTAGCTGGCAAACTGAGCTC 
ACGTATCGGGTGGAATAACAAGCGGACTTTGCTCTCTGCTGTGCAAAACGCTGTTTTTAGAG 
GATTTGCCACAGCAGCGGATAGAGCAGGAGAGCACCACCGGAGCCCTTGAGACATCCTTGA 
GAAGAGCCACAGCATAAGAGACTGCCCTGCTTGGTGTTTTGCAGGATGATGGTGGCCCTTC 
GAGGAGCTTCTGCATTGCTGGTTCTGTTCCTTGCAGCTTTTCTGCCCCCGCCGCAGTGTACC 
CAGGACCCAGCCATGGTGCATTACATCTACCAGCGCTTTCGAGTCTTGGAGCAAGGGCTGG 
AAAAATGTACCCAAGCAACGAGGGCATACATTCAAGAATTCCAAGAGTTCTCAAAAAATATAT 
CTGTCATGCTGGGAAGATGTCAGACCTACACAAGTGAGTACAAGAGTGCAGTGGGTAACTT 
GGCACTGAGAGTTGAACGTGCCCAACGGGAGATTGACTACATACAATACCTTCGAGAGGCT 
GACGAGTGCATCGAATCAGAGGACAAGAGACTGGCAGAAATGTTGCTCCAAGAAGCTGAAG 
AAGAGAAAAAGATCCGGACTCTGCTGAATGCAAGCTGTGACAACATGCTGATGGGCATAAA 
GTGTTTGAAAATAGTGAAGAAGATGATGGACACACATGGCTCTTGGATGAAAGATGCTGTCT 
ATMCTCtcaMGGtgtACTTATTAATTGGATCCAGAAACMGACTGTTTGGGAATTTGCAAACAT 
AGGGGCATTCATGGAGGATAACAGCAAGCCAGCTCCCCGG AAGCAAATCCTAACACTTTCCT 
GGCAGGGMCAGGCCAAGTGATCTACAMGGTTTTCTATTTTTTCATAACCAAGCAACTTCTA 
ATGAGATAATCAAATATAACCTGCAGAAGAGGACTGTGGAAGATCGAATGCTGCTCCGAGGA 
GGGGTAGGGCGAGCATTGGTTTACCAGCACTCCCCCTCAACTTACATTGACGTGGCTGTGG 
ATGAGCATGGGCTCTGGGCCATCCACTCTGGGCCAGGCACCCATAGCGATTTGGTTCTCAC , 
AAAGATTGAGCCGGGCACACTGGGAGTGGAGCATTCATGGGATACCCCATGCAGAAGCCAG 
GATGCTGAAGCCTCATTCCTCTTGTGTGGGGTTCTCTATGTGGTCTACAGTACTGGGGGCCA 
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GGGCCCTCATCGCATCACCTGCATCTATGATCCACTGGGCACTATCAGTGAGGAGGACTTG 

CCCAACTTGCTCTTCCCCAAGAGACCAAGAAGTCACTCCATGATCCATTACAACCCCAGAGA 

TAAGCAGCTCTATGCCTGGAATGAAGGAAACCAGATCATTTACAAACTCCAGACAAAGAGAA 

AGCTGCCTCTGAAGTAATGCATTACAGCTGTGAGAAAGAGCACTGTGGCTTTGGCAGCTGTT 

CTACAGGACAGTGAGGCTATAGCCCCTTCACAATATAGTATCCCTCTAATCACACACAGGAA 

GAGTGTGTAGAAGTGGAAATACGTATGCCTCCTTTCCCAAATGTCACTGCCTTAGGTATCTT 

CCAAGAGCTTAGATGAGAGCATATCATCAGGAAAGTTTCAACAATGTCCATTACTCCCCCAA 

ACCTCCTGGCTCTCAAGGATGACCACATTCTGATACAGCCTACTTCAAGCCTTTTGTTTTACT 

GCTCCCCAGCATTTACTGTAACTCTGCCATCTTCCCTCCCACAATTAGAGTTGTATGCCAGC 

CCCTMTATTCACCACTGGCTTTTCTCTCCCCTGGCCTTTGCTGAAGCTCTTCCCCCTTTTTC 

MATGTCTATTGATATTCTCCCATTTTCACTGCCCAACTAAAATACTATTAATATTTCTTTCTTT 

TCTTTTC I I I I I I I IGAGACAAGGTCTCACTATGTTGCCCAGGCTGGTCTCAAACTCCAGAGC 

TCAAGAGATCCTCCTGCCTCAGCCTCCTAAGTACCTGGGATTACAGGCATGTGCCACCACAC 

CTGGCTTAAAATACTATTTCTTATTGAGGTTTAACCTCTATTTCCCCTAGCCCTGTCCTTCCAC 

TAAGCTTGGTAGATGTAATAATAAAGTGAAAATATTAACATTTGAATATCGCTTTCCAGGTGT 

GGAGTGTTTGCACATCATTTAATTCTCG7TTCACCTTTGTGAAACATGCACAAGTCTTTACAG 

CTGTCATTCTAGAGTTTAGGTGAGTAACACAATTACAAAGTGAAAGATACAGCTAGAAAATAC 

TACAMTCCCATAGTTTTTCCATTGCCCAAGGAAGCATCAAATACGTATGTTTGTTCACCTAC 

TCTTATAGTCAATGCGTTCATCGTTtcAGCCTAAAAATAATAGTCTGTCCCTTTAGCCAGTTTT 

CATGTCTGCACAAGACCTTTCAATAGGCCTTTCAAATGATAATTCCTCCAGAAAACCAGTCTA 

AGGGTGAGGACCCCAACTCTAGCCttctCTTGTCTTGCtgtcctcTgttTCTCTCTTTCTGCTTTAAAT 

TCAATAAAAGTGACACTGAGCAAATAACCTCATCAGgttATATttGCCcaCATACc 

>346 

>347 

NNNAGGGACCCAAATTTCATGAAGGCAGATTTCTCCCTCAGAAACCAGGGCAACATT 
TATAAGGGCCTTTTAAAAAGCCAACAAACTGTCACACAGGATCCTTTACCACAATATATTCTT 
TAGGAAAGAAATGGAATAAGACATTTTCTTTTGTCGTGACGGTGTGTGTGTGTTCTGTTATGA 
GATGGAGTCTCACTCTGTTGCCCAGGCTGGAATGGAGTGGTGCGATCTCAGCTCACTGCAA 
CCTCCGCCTCCCGGTTCAAGCAGTTCTCCTGTCTGAGCCTCCAGAGGAGTAGCTGGGATTA 
CAGGTGCGTGGTACCACGCCCAGCTAATTTTTTTATGTTTGTAGTAGAGACGAGTTTCACCA 
TGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGATCTGCCTGCTTCGGCCTCCCAAA 
GTGCTGAGATTAGAGGCATGAGCCACCATACCTGGCTCTTTTGCTTCATCCATCCCTTAATTT 
CTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACCCTTTCACGCCTCACACTTCAACATG 
CGGCTTGTTGAAATTCGTGCTCCACTCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGC 
CGCAGTATGCCCTAACGCAGCGTTATCTTCAGAGCTACCACCAGCTTCCGAAACCTTTCGGA 
GGAGGGCTTCGCCACCACCTGCACGGCGAAGCGGCGCGTAAACGAACCTCGAACGCCAGC 
CTTTGCGCCTGCGTGCCGCGGCTCCGTTTGGTTCCGCTTCGCTGGCGCCCGCCGGGCTCT 
TCCCCCGCCGAGGCCTGTGGTTTGTGGAGTCGAATTTCCNNNNNNN 
>348 

ACTTGACTGCTAACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAGCTTCACAT 
CTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAGAGGGAAGCTCAAT 
CCATGCAAGCCCCAGATAATATATGAGAACCTCCCCAACCTTACCCTACACCCCTCACCTCC 
CMTCCAAGCCAGTCTCCTTTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTC 
CCTCTGCTCTCCCTAGAAAGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGT 
GTGTGTGTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGTN 
>349 

GTCCGGGCTGGGTCTCCGAACCTGAAACCGGGAGCTTCCTGCTCGTGTTCGCTGTT 
GAGAAGCTACCCGCGGGGTTGTAGACCTCGGACCTCATGGCAGAGATAATTCAGGAACGCA 
TAGAAGATCGGCTCCCGGAATTGGAACAGCTGGAGCGCATTGGACTGTTCAGTCATGCGGA 
GATTAAGGCTATCATTAAGAAGGCTTCCGATCfAGAGTACAAAATCCAGAGAAGAACCCTTTT 
CMGGMGACTTTATCMTTATGTTCMTATGAMTTAATCTTTTGGAGCTGATCCGGAGAAG 
AAGAACAC GCAT TGGATATTCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACACCGGGT 
ACAAGGT GTTTT CCAGCGTGCCTCAGCAAAATGGAAAGACGATGTTCAACTTTGGCTCTCCT 
ATGTGGCTTTTTGTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGCCATGT 
TGGCGATTCATTCCMCAMCCAGCTTTGTGGATTATGGCAGCCAAAfGGGAAATGGAAGAT 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
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CCCAAAACTTTATAAAGAATACTTTAGGATGGAGCTGATGCATGCTGAAAAACTGAGGAAGG 

AGAAGGAAGAATTTGAAAAAGCCAGTATGGATGTGGAGAATCCTGATTATTCTGAAGAAATC 

CTTAAGGGCGAGTTGGCATGGATCATCTACAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 

ATTTCACGTGTCACTGCTTTCGATTGCACAGCTATTTGACTTTGCCAAAGATCTACAAAAAGA 

GATTTATGATGACCTTCAGGCTCTACACACAGATGATCCTCTCACTTGGGATTATGTGGCAA 

GGCGAGAATTAGAGATTGAGTCACAGACAGAAGAGCAGCCTACAACGAAACAAGCCAAAGC 

AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGfGTTACATCACCTnTGCTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGG GACAAT GTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTC 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GCTCTCTTAGCTGTCATAGGTGCCGACTCAGTAACCCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGCTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAATA 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTTTGGATCCGCAGATTCTGAT 

CTTTGGATGGATTATATGAAAGAAGAATTGAAGCACCCCCTTGGTAGACCTGAGAACTGTGG 

ACAGATCTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 

AAACATGCTATGCATCAGACTGGCCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 

AGTATTGCAAGCAAGCCCCGTGG GCAA ATTTGTATTGAGTCCATCTGTAATTTGCTCAGTGA 

TGGCA GACAAGATGGC TGTCT GGTTTTGAGACACACTTTAATTTTATGTTAACTTGTTAAATC 

I I I 1 1 AAAAATTAAAAAA I I I I I ATGATTGACTAAAAAAAAAAACCTACAAACCTTCCNNNNNN 

NNNNN 

>350 

NACAGCTGGCGAGTGTACCCGTTTCTGCGAGAGAAGCTAAAGAATGCCCTTGCGTG 

AGGAAATTAAATTTATGTTCAAGCTAAATGTCGTTTATGGCACTGGGAACACAAGCATTGTCG 

TAACAAGTTCTGGTGGAAATCCGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCC 

TTTCTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAG 

ATCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAAACAAAAACT 

GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAA 

ATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCAGCC 

CTAGAATTTCCAGTAGACCAGCAGACAGCCGGGAAACCAGATCCTCATCAAAAGACAGAAA 

GAAAAAAATTCGAAGCCAGCCTGAGAAGGGCCGTATTTCAATGCTGTTAACCACTGAGACTG 

CATCCTCAACAGTGAGACAGGATGGACCAACATACTCAAGCTCAAGGAAACATCTAACACCG 

GTCGGAAACTCATGGGATCACCGGTAGCTAGGATTAGGCCATATAAAGTTTACCGTTACAGA 

ACCGCCTACTCTCATATTACGTCTCACAATGGACACTTATCCCTACCTATCCGGACAAGCCC 

CTGGGCATAGGGACCTAGCTGACAACACGCAGTACCAAGGGCCTTAAAAGCAGCCCAGACC 

CCCGTCTCGGCACAGGTGCCACATCACGAGACGCTATGGCTAAACCACAGTATAGACGGGC 

GCCCAAATGAGAGGACACCGGCCGCCTTGGTTGTCACGGCACAAGAGCATCGCCATCAGA 

GGTAGGGCATAGAACATGACTACTACGCGGAGGGCAGCACAACGCAACACAATATATACAG 

AAAGAATGAMCGTACAGAAACTTCAGCAAGTGATCTGCTTTCTTGTGTTGTCTTCTCCTGAC 
CNNN 

>351 

NNNNNNNNN NNCCGC CCGTGCTGGTCCTTATTATTGCCCGTTGTTTCTGGATGTGA 
ATGGATTACAATGTATTTTTTTAGGGAAATCCTATTATTATCAATGTGACTCCACGGGGGAGT 
CCATGGTGATGATGATGAGGAGGAGGATGATGATGATGAGACACCTCTAAACTTGGAACAA 
GTTTAAGACTTTATG AGAGAAGAAA AAAAATCACCAACAAGAATTGTTTGAGGAAAAATCATA 
ACTA TCCTGTG TTCA 1 1 1 1 I 1 1 1 1 1 I ATAAACAATAAG AAAAAGTTGTTGGA I 1 1 I I 1 1 I I A ATG 
ATTTCI 1 1 1 1 IGGGGGAGGGAATTTTGTTGCAGTTTTATGGTGGAAAATGCAAAAACCAGAGC 
CAGGTG CATAATCTTGTAATCTGTGGATATCCCTGGAGCAGGACTGAGTACCAGTTAAAATA 
CTTTTTGGGGATACACATGTGAGATACTMGTACTTGCAGMGATTTTTGTCTCTCTTTTTAAA 
GTCTCTTrCCTTGGMTATTGTGAGMTATTTGTGGCCATTTAAGGTTTGTGTGATTTTGCTM 
AATGCATCACCAACA GCGA ATGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTG 
GATTTCAGTGCGATGTTTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGC 
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AAGTGGACATTTTACTGGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAA 

TGGAGGACATCCCAGCCCGTCCCAGGAACTATGGAGATGGGACTCCCATGACCACATGACC 

AGCAGGGACCTGGGTCACATGACCATCTCTCTGCACCTTTGGTCAATTCCAGATTCAAGTTA 

TACGGAAGGGGGCCATTACCTCCTATGGAGANN 

>352 

>353 

CGCGGTGGCGGCCGAGGTACACCCAGCTTTGTCTCCTGGCCCCAAATCTCCTTTTC 
CTTACTTTGGGCATTAACTGCTGTTGAGGTCTCACAGCCTGATGGTCATTATCCCTGAATGG 
CATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTCAAAC 
CCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTAAAATGA 
TGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCCATGAGCT 
CCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGGGTGCATTCT 
CTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGTTCTCCCAGCTCACTTCCATAATGTCC 
TCCTAGGCTGCATTGGAATTGTGTGTTGTCTAGACCCATGGCCAACACTGTCATTGCCTGTG 
ANNNNN 
>354 

AC I I I I I I I I I I I I I I I I I I I I I I GCCTTTAGAAGGTTAAAATGCCAATATAAAGCTAAA 
ACAGTAATCATCAGAGACAGCTCTAATAAGGCTTTGCTACTG I I I I I ACTATATAAATCTTTAC 
GTGTTAATGGAAAGAAAATTAATTCATTCTGTTACTCCA 1 1 I I I I I CTCTCCATATTGTATGCC 
TGAAGTGAGCTGATGAGGGGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTC 
CACTAAACAGATATTTAACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATT 
CTGGGAATTTCTCCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAAT 
GCTTCCAGGATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCACCTCCATGGCATCCTGG 
TCATTCTCCATCAGCTCACCTTTCTTCTTATCAGAATCCACAACTGCNNN 
>355 
>356 

NNGTCGCCATTGTGACCCGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAAAAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACT AI I I I I I I 
AATGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTAATGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTA CCCATTCTTC AGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTGTTTTCTTTTTCTATAGCTAAAAAAGCAMCTTTACACGAAGAAGCTCTTGAT 
TAAGGAAATTTCAATAGATTCATATTTATAAAATTTTAAACATTTGGCACAGCAAAATTTGGAA 
AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGTACCAGGCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATG 
GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCCAAAAAATATTTTTCATGGA 
GTTGAACATTTTTCGAGTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAA 
GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTAtTCCTGAGTTCATACCAACACCTGCTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGCCAGCCTCCCTGGTTAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 
ACTGAGTTGCTGG AGACTACCCTCTCAGTCCGATTCCTGGGGAAAGGTAGGTCACTCATGG 
AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 
CCAGGCCATCTACTGTCTCCCTCACCTGCCCTAACCTTTTCTGAGTCCCTCCCTCTCTTGTG 
CAAGCACTGTAGTtTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACeTTGAAATGTT 
ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 
ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGCTGCGACG 
CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 
AGGTGGGCTGCTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTCCTTTGCTTCACGTAAGATT 
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AACACTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCA 

CTGCCTATAAACTGTAGTCTCATGTGGGATAGTCAATTGAACATGAGAATCAG AACAATCTG 

GGCAAATGGGTATGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 

GCCAGGCCTTTTGGCATCTGGGTGCCTTCTGTGTCTTCTTTCCACCTCTTCCTTCAGTCTCAA 

CATCCACTTGTACCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 

AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTTTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAACGTG 

CTCACAGTCACACTTG GTTTGGCTCCCCAAACCCACAATAGAAAAGG AAAAATG AGTATTTT 

GTTTTTCATCTGTTTTGTATTTAAAGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGTCCCAACTATGCAGCTGAGAGGTCGCCAGCTCCTGTGCCTTC 

CCAGCCCCACTATMTTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTGCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGGCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATAC AAGTCTATG CCCATAGAACN 

>357 

ACGATCTCAGCTCACTGCAACCTCTGTCTCCCGGTCAAGTGATTCTCCTGCGTTAGC 
CTGCCAAGTAGCTAGGATTACAGGCACCTGCCATCACGCCTGGCTAATTTTTGTAI 1 1 I IGTA 
GAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCTGC 
CCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCCCCACGCCCAGCCCACACT 
TTT AATTAATGG AG AATTG AG G CTACTAAAC ACATACTTC AAG GTATG AAAG G AAATTTG AAC 
CACTGTTAAGAATTATTCTGGAGAATAAAAGGATCTGAAGGTGGCATCAAGAGAATCACCCA 
TCTCCATATATGGG AG CTACTCTAG AAAGAAATGCAAAAG GTATATTTCAGTAATCTTTTCCC 
MCTTCTCTGTTCCCCTGACAATACTGAGATCAACAGAAGCATTGGAAGGTTTCTTTTAGATA 
ATAGTGAGAGATACAGGCAGATTGCTAGCCAAATACAGCTCTGGGTTACTGTGATAACACAG 
GTTCCTTCGAATGTATTTATTTTCCCAAATTAAAAATAAGCAGGGATGGAAGTAGTTATTATGC 
ATTTTTCAAATTCTCCTTTCAACAGTCTATATAAATGTTGCAGAATGCTAGACTAGGATGAAAA 
GTAGGAGTCATGAGAACTGCAGAAGCCTGAGATCCTAAAGGAAGTGTACCATCTGAGTTGG 
CAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTT 
CCAGCACCAAATCCAGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATA 
TTCAATTCTGCTCCAGTAGAACATGGTACCTCGGCCGCCACCAGTTCAAAAATTATCTTTGAT 
TCATTTTGTTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTC 
CATCTATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGAGTATTCCA 
CGTGCTGAAAAGACAGAGGATTMGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAATA 
CACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTG 
>358 

NNAGAAATTGTTTTCAAGATTGGTGCTTTTGCACCATTGATTAGACGAGGCAACCAA 
GTGCATTTATTTTGATGCATGCCTGGCCCCTAATCTGCTGAAGAAAGAAGAATAGAAGAAAAT 
CMCCTGAGTAAMGCAGCACTGGTTTTGAGTTTTCTAAGCTCAGGGTCTTCATTAGAGACC 
TCTGGAAATACATTAAGGATGGTGGGGGTAGATAATCCATTCAGCCAGACAAACGGGGCCA 
GCTCTTAAAATAAGAAAGCTGAGACTGAGGAGGTGAAACTGAAAATAAAAAGAG AAAGTTCA, 
TCCTCTAATCCCCAGTGCTGTATTTCTTCAAGGTGCATCAGGCCTAGGACAGTGGTTAAGTG 
TTGGGAGCTGGAGATCATTTTATCACTGAGTTGAGATTTCTTTTTCCTGCAGAGTGTGGGAG 
ATTATATTTAGGGTCATCAGTCACTGTCGCAACTGATGACTAAGGCAAGTTTGCTTCCTTCTA 
CTTCTTACAAAGCAAGAGGTTTAGGGGAGCTTGTTGCCCAGAAACAAAGTTTATGCTCTATGT 
GATCAGCTACATCTCCTTAGGTTCCATACTTATCAGGGGCTTTTGACATGGAAGAATGTGATA 
ATTGGGGAGCAACCTTCTGAGMTTCAGCCTTTGMGTMTTCAAAGACAGTTTCTTAGCACA 
CACGTTAACTCCAGACACAGCAGTGGTGGGTGCCTCCATTGAGGTTTCCGTTTTCTCTTCTG 
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TCCATCAAGGGCCCAACATCCAACTGGTCCCACAGTGAGCAGGGGCAACTCTTGCTTCTTC 

AGCATCTGGCCACTTCGTTTCCATGGTAACTGCCACGTGTACTTTTCTAGCAGTCTGTGGCC 

ACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAG 

GTGTATCTCTTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACT 

GTCAGGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCT 

GCCCCTCTGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCACCAAGTCAG 

GTTGGCAGTTTTGCTGCCCTTGCCCAAGCCTCCAGCAAAACTAGCTGGTCCCCTGCTTTGCT 

GGGTCCCAGCCAGGTGTGATTTGGTTGTTGATTAGTAACCACACATTGTTTTTCCCCACCTTT 

TTCATTAGTGGAGGT7TGTATGTGTGTTTGTTGTTTGAGACAGAGTCTCACGCTCTTTTCAGA 

CTGGAGTGCAGTGGTGCGATGTCAGCTCACTGCAACCTCCACTTCCCGGGTTCAGACGATT . 

CTCATGCCTCAGCCTCCTGAGTAGCTGGGATTACAGATGTGCACCACCACACCTGGTAATTT 

TGTATTTTTAGTAGAGATGGGGTTTCACCATATTGGCAGGCTGGTCTCAAATCCTGGACTCA 

GGCGATTGGCCACTTGGCTCCCAAAGTGCTGGGATTAAAGGTGTGAACCAACGTGGCCTGC 

GCC CATTAG TGGAGTCTGATGGGCCGGGCTCAATATTATTCATGGAAGAGAGACATCTTGGT 

TACCTTTTTCAACAACTCCTTCATGAAGAAGGGAGGGGGGCGACTCTACATCGACGACAATG 

GTCCATGGAGAAAATGGGCGGAGTACACATTTGGGCGGTTTTCAGCCCCI I I I I GTTAAACC 

CTTTCACTGGGTATACCGCGGGAGAGTATACCCCCCCGGGGCAGCGTTAAAAGAACCGCCC 

CTTGTTGGCGACAAGANNN 

>359 ' 

NAGTGTCTTTCTTCAGGGGCCAAGGTTGGACCCAGAAGTGCATGGGGTGCTTGGTG 
TCGTTCAGTGATGTAGTAAGGATACACGGTTCCAGACACGGCACAAGAAATGCCTTCCTTGG 
CAGTTCAGCACCTTTCCTACAAATCTTTATTCTCTACCATTCCCGGAGTAATAAATCCAGTTG 
GAGCAGCAGTGATGAGAAGAGGGGATCGACACGTTCCGATCACAACACCAGTACCTGCCCG 
GGCGGCCGCCAN 
>360 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

nnnnnngnnngnnnnnnnnnnnntnnnagnnnnnnggnnnnncnnnnntttgccnnttan 

cggtnaacccnnttggannccgantncccceccancnnaanctntnaaccntnnngtgagg 

gcgggttgattttctcactttggactggtttttacttcccgacttctggactcatctttcaag 

aggactttagactaattgcagataattaagagaatatgccttctgcatcctgtgatacactac 

tggatgacatcgaagatatcgtgtctcaggaagattcaaaaccacaagataggcattttgta 

agaaaggatgttgtcccgaaggtacgaaggcgaaatacccaaaaatatttgcaagaggaaga 

aaacagtccaccaagtgacagcactattccaggcatacagaaaatttggatacgaacatggg 

gttgttctcataataattcagatggagaatatatggctggacagctagctgcttatggctata 

aaattacagaaaatgcatccgatgcagatttatggctcctgaacagttgcactgtaaaaaacc 

cagctgaagaccactttagaaactcaattaaaaaagctcaagaggagaacaagaaaatcgta 

ctggctggatgcgttcctcaagcccagcctcgccaggactaccttaagggactgagtatca 

ttggggttcagcagatagatcgtgtggtagaagttgtggaggagacaattaaaggtcactct 

gtgagactgctgggtcagaaaaaggataatggaaggcggcttgggggagcacgattggatt 

tgccgaagattaggaagaatccactgatagaaatcatttccatcagtaccgggtgtctcaat 

gcttgtacctactgcaaaactaaa cacg cgagaggaaatttggccagttatccaattgatga 

actagtagatagagccamcmtcttttcaagagggtgtttgtgagatatggttgaccagtg 

aagacacgggggcttatggcagagatattggcaccaatctccccacactcctgtggaaact 

ggttgaagtgattcctgagggagcaatgctgaggcttggcatgacaaatccgccctatattt 

tagagcatctggaggaaatgggaaaaatccttaatcaccccagagtctacgcttttctgcac 

ataccagtccagtctgcctc cgaca gcgtactcatggaaatgaaaagagaatactgtgtggc 

tgactrcaaaa gagta gtggattttctgamgagaaagttcctggaataactattgctacaga 

tattatctgtggttttcctggagaaacagatcaggattttcaagaaacagtgaaacttgttga 

agagtacaaattcccmgcctgtttattaaccaattttacccaagaccaggaactcctgctgc 

aaaaatggaacaagttccagcacaagtgaaaaagcaaaggacaaAagatctttctcgggtgt 

TTCATTCTTACAGTCCATATGATCACAAGATTGGTGAAAGACAACAAGTGTTAGTAACAGAAG 
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MTCTTTTGATTCCAAGTTTTATGTTGCACACAATCAATTCTATGAGCAGGTTTTAGTGCCAAA 

GAACCCTGCG7TCATGGGGAAGATGGTTGAAGTGGACATCTATGAATCAGGCAAACATTTTA 

TGAAAGGGCAGCCAGTATCTGATGCCAAAGTGTACACGCCCTCCATCAGCAAACCGCTAGC 

AAAGGGAGAAGTCTCGGGTTTGACAAAGGACTTCAGAAATGGGCTTGGGAACCAGCTGAGT 

TCAGGATCCCACACCTCTGCTGCATGTCAGTGTGACTCAGCGAGTTCCAGAATGGTGCTGC 

CCAT GCCAA GGCTACATCAAGACTGTGCGCTGAGGATGTCCGTGGGCTTGGCTCTGCTGGG 

TCTTCTTTTTGCTTTTTTTGTCAAGGTCTATAATTAGAATACAACTAATGGAAACATCTATAAA 

GAAGAATACATTTCTAATTAAAATCTTCAATGAACAGGAAAGCGACATCTCCATTCTCCAAGG 

GCAATAATTTGTACTGGTCATGCTGCCTCCTTCTCAGCCACTCTTCTTAATGAGGCTCCCCCT 

GTCTCACATTGAGTTGGGCCCATTGGTTATTTGACCTAAAACCTAATCACGGCTACCATAGC 

ACATCCTTC AAATTAA ACTG CTTTTGGTTTACTTTT AG C AAG A AATGC AAGCG GTTG C ATTTTT 

TTCTGTTTGTTTCAATCTCTAATCTTTAAGTCAGAACCTAATTGTACAGTGGCTCTGGCCATCT 

TTTCCTCATGTGGAAGAATTTTCTATCTTTAATAAAC I I I I ICTTTGI I I I I I I I I I CCAGATGG 

AGTTTCGCTCTTGTCCCCCAGGCTGGAGTGGTGCAGTGGCACGATCTCAGGTCACTGCAAC 

CTCTGCCTCCTGGGTTCAAACGATTCTCCTACCTCAGCCTCCCTAATAGCCAGGGGCTACAG 

GCATATACCACCATGCCCMCTMTTTTTTMTTTTTTGTAGAGATGAGTGTCACTATGTTGCC 

CAGGCTTGCCTGGAACTCCTAGCCTCAAGCAGTCTTCTTGCCTCAGCCTCCCAAAGTGCTG 

GGATTACAGGCGTGAGCCACTCCACCCAGCCCAGATTAAATG I I I I I ATTTCTACCTGCCAT 

CATTGGTCTTTACTAAGTGAAGTGACTTCTTTCTTTAACAATAAATGGAATTGGTATACTAANN 

NNNNNNNNNNNNNNNN 

>361 

>362 

ATATCCTTTA TAGCT GTTTA 1 1 I I I AAATCCAGGATCCAATCAAGAATTATACGTTATA 
TGTAGTTGTCATTCTCTTTTGTTTCCTTTMTTGATTAGAGTTGCCCTTTTGTGTGTGTCTGAG 
TGGTGGGTGGTGGGGTGGTGTTTGTGTATGATGTGCAGTGTGTGTGTGTGGTGTGTCTTTC 
ATGACACTGACATTATTAAAGAGTTCAGGCAAGTTTGTGGAATGTCCCACAATCTAGACTTTT 
TTACTGATTGTTTCCTCATTACGAGATACAGGTTACAI I I I I I I I CCCAAGACTGCTACATGTG 
TGATGTTGTTTCCTTACTACTGCCTCACCTCAGGAAGCACATAATGTCTACTTGTCTCTTTTCT 
GATATTAGGACTGATCAGGTGTTGTCTGCCTGATCCAATCATTATCAAGTTCCATAATTCATT 
ATTAAGCTCTGAAATTCAGGACACATACATTTATAGAGTGTGAGGCTGTGCATACGTACATTC 
ATCCCTTAATGTTCTCAAGGAGGCCCAGGATCCCCAAAATATTATAAGCATTGCAGTCAGAT 
GATATAGCACTAGCAAAGCATTCATCCCTTTCCATATAACAGGAGGGAGGGGAAGAAGGAA 
GTTTCCATGTGCAGGCAATACGTGAGAGCATGGGCAAGTGAGGATTTGTATGCTCCCTGTA 
GCCAGAGGTGAAATATTCMCGC7TTTATTTTTTCTCCCGTCTTCAATGACCTCCCATTTGGA 
CCCATAGTTTATrTATAGAGAGCACACACTCCCTAATTGTCAGATGG I I I 1 1 1 I GGGAAAACT 
CTTAGATAGTACAGTGAGTTGTGACCCTCCAAAGGATCACAAGTACATAAACAGATACAAAG 
TATTTATGTGGTATTAAAATTTCATGGTGATGGTGCAAGGGAGAGATGATTAGGAAGAAAATG 
TCTTAAACGGCTGTAAT TGAG AAATACTGATCTAGAGTCATTTCCTGCTTCTTAAATTGTTCGT 
TTTCTCTTCCCTGGGTATTTTCTCATTTCCAAAGACCCAGAGTCTCAGAGCCAGTTTAAGTGG 
MGAAACTTTGAGAGGTTTCTTAATCAATTCCTTCTATCTCTCAAACCATGCCAGTAACTTCCT 
TGGTGAAAAAATCTATACTCCTCTCACAGTTCTTCGGGCATGGAAATTCTATAGCATTCTTTG 
G TATAAC CAACCCACTGAACCCTCCACAACATCTTGAATTCCATTCAACTCGAGCTGAAGTAT 
TCTTTTTGAGTTTCAGTATATCTTTTCTAGTGTCCCACTTTTAGAAAGGTCCAAAGATGATATA 
TMTAAGTGAAAATACAATTAATCAGAGCTTTATTTGCATATCCATTAAATATCTGAAGGCTAT 
TACCAGTTGTGCTTCAGCCTCCTTTCCCTTGCAATTCTCCCAGGGTGGCATCCTCTACGGAG 
TCTTGTTGCTCCATTGTTGACCACTGATGTAACTCAACGTGAAACCTTCCCAAAGCTCTCCAC 
ATCACTCTCTGTTATGGCTGTGACCAGCAGTGAACATGAAAAGAACTTATTTCATGCCTTCTC 
CAAACTATATTGTTTCTTTGCTAAGTCCAGACCTGC I I I I I CTACATTTATAGGTTTTCTATTTT 
MTCGCCATGCAAMTTCTTTATCATACTCAATCATTTTGGTTTATCTTCCTGACTTCTTACCT 
TTMCATCCCTGTTAMGATTAGACTGTTGTTGTTTCAAAAAAAAAAAAAAAAAAACCTTAATT 
GGCAAMCATTAAGGGACTTGMTAGMTTACACTTATCTTTTTGTGCTGATTTATGTCAATCC 
ATCATTCTGGTTATTG ATGGAAGCAMTTGCTTCCTATGTTCTCTAAACCTTATGTCCCTTGCA 
TACTCCATGAGTACCACACTGGGAGAAAACAAAAGCAAAAAGATTGTGGGAAAAGTATAGCC 
ATTATCTTTGAGGAAATGTGTACCAAGGCACAATCATTAAAAGGAGTTGGAGGCATCATTTG 
GTTGACACTGTTGTCATtCTTGTTCTGATCATTTTGGACCTTGAAGAAATTGGTGATTCTCTC 
CTAGAATTAGACAAACAAAGTGTGTTTGGAAATAATGATTGTTTTCCTGCCTTAAAAAATATAT 
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TMCAGAAAGCTTTTATAACAGGCTGTTTCCCTCTGGAGAGGTATTAATTCTGAGTAAGAATT 

TTCAGT GACT ACATMGGATTTGTGTAACTTATGAAGGAAGAGTCCATTTCTAATCAAATAATT 

CACCTGTTTTACTAG CTTATAGTG ATCTG ATTTCAG AATTTTCCTGTATC 1 1 1 1 1 1 A CATACATC 

AGAAAAAGAAATGTTTACTATATTTTTGGTTCCATTTATGATTGTATTAAGCATTTGACTATAA 

GGAAAACTAACAATTAAATCAATTAGAAAAGCAACATAAAATTAAATGATATTTAGGAAATCAG 

TTATATGTGAGCTTGGGTATTCAAATGTCACAAATAAAAAGCATATAACCAAAAAATAGTGATA 

GNN 

>363 

TTGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 
GTGAGCTCGGAMTCCTTTTAAMGAMTTCAAATGTCACTTTTTATTTGGTTTTAAGTACCTC 
GGCCGCCACCGCGGTGAGCNNN 
>364 
>365 

NNGAGAGCGACGCGACATGTGGAGGGTCGAGAGGTTCAAGATGTTGGATGTGGCG 
CCCCCCCCGCATTGCTGTTGAAGCATTGCCGGCGGGGGCACGGATTCCCGCTGTGGAAGG 
CTGACCAGGCATACTGAAGCCGGGAGTTGAGACCGCCTGGCCAACATGCGAAACCCATTTG 
GTCTGTAAGATATACAAAAATTAGCCAGGCATGGTGGCGCAAGACAGTAGTCCCAGTACTCG 
GGAGGCTGAGACAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 
GTGCTACTGCACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAAAAAAAGAAAAAA 
ATTGACTTTGGAACCTCAGATTACATATCAGTTTGCATACATGCTAAACAGAGAAATGTCCTC 
AAAATTCAGTTACTAAA AATTAC TGATATCTCCATGATTAGAACCACACTGTGGTTGTGTGTG 
TAGTCAAAGGAGGAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCTATTACAAATAAA 
TATTCCACAAATTTGGAAAGTTATTAGAGGAAGAA I I I I I I I I CCTTGTAATTTCCAGGTGTTT 
ATATTAGTTGGGCCATAGTGAAAATTACATGGAGGAAAGAAAATAGGAAAATAAGTCACAGA 
AAAAGAAAATCAAAACAAATAGAAACTCTGGGGAACAAGTGAGTTAATTACCGCTCATGTCTC 
CCATCCGGTTCTCTAGCTCCTTGAGGGTTACTGTCTAATGCTCCACAAAAGTGCCTTACCCA 
GTGCTTGGTACAGAGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCCATTCTTT 
TAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACTAAAAGACACAGCCTCTGAT 
ACAAGAGAGATATCCCTTTGACTAAAGCATTACCAGGGTCCCCAGGGCCCCCTCCCACTGG 
GGCGGTAACACTACGGGTCTCCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAG 
AGGAAA TTAAG CAAGTAMTACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGCATATTT 
ATAAATATTTTAAAGTAAACAATATGAGTGAGTGCCTTTCATTAGCTATGATCTTTCATACTGA 
TATATTTTGACTGATCTGAATAAGCAGGTTACTGTGGAAGCATATAACATAAAACAGCTAATA 
TGATTCCAGTGGGTACAACCAAGTGTCAGTACTTGATACATAACTCTATCCCATCATTCGCAA 
TT ACAG GCTGCTGTGTGGAGTATTAAACATGCATCTTAGTTTTTATTTGTACACAATGGTCCA 
AA TTTTCA CTTACATATAACTTTCCMCTGTGTAAGTGTTTTGMGCAATTATGTTTTTCATTTG 
GATTTTTTGGTGTGTCATnTCTTCTATAAAATCT C 1 1 I C I 1 1 I CTTTG II 1 1 1 1 G 1 1 1 1 1 1 1 GTT 
TTTACATGGGATACAATAAATCGGACGCNNN 
>366 

NGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTG 
ACACTCAGTATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAAC 
CAAGAAATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAAT 
TCAACTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGA 
TAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 
AGCTAAMCCATTMCACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAGGCAAA 
AGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCT - 
CACACCTTTAACACCAGCATGTTGGGAN 
>367 

gTCATCAATAATATCCTTGTGTCTCAAAATCTCCATGGTGAATGTCTTTTGAACTTGAA 
GCTGAGCAGAAGTCTGGTCTTGCTCAAGCCTGATGTCACCCAGAGACATCA AI 1 1 1 1 1 1 I CT 
GTTTCAGTAATCCAGGATAACTCAGCATCAGCTGCTTGGTCAAACTGGTGTGATCGCAGAAT 
GGCtGCATCGATCTCCTCCACCTTCTGAGTGATGGTGTCGCTCACTAATCGGTAGCGCTCAT 
TGTCCTCAGCTACCATTTTCTCAAGTCC7TCTCTTGCCCTCCATGGTACCAG7TCCAGCAAAG 
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CACTGCTCACTTCATTMGGGAGTGCAGTMGGCTTTGTTGTTCTTAGCTTCCTTTTTCAGTT 

CCmGGTCTCATTTGTGCTTGACTTGCTTCTTCTCCTTTCAGAACCTGAGTTTCATATGAAA 

GTAATTCCACCTCCACTTTGTCCAGCCAGGTACACAGCTCTTCGTGTGTGGAGTGCAGCCG 

CCTTGCAAGCTGCAGCGCCtgattcCAGAGTCTTGGCCACATCAGTGCTCAGTTTAGTAATGTC 

TTTGTACCTTGCTTTAATGGCTTCCAATTTATCTTGAATTATTAAAACTTCATCACCTGTGGTT 

TGTTTAAGTAGTTCTAMCCATTTAGTAAAGGGTGATCTACATTTTGTTTCCTGAGTAAGATGT 

CCTCTTGCAGAACCCGAAGTTCAGACTGCTGCTTCCATAGCCCCTCAGTGCTGTAATCCTGG 

ACTGAGAGCTTGCTCAGTTTGTCATGCACTTCATTCAGCCAGTTCATCAGTTCAACTTCATCT 

TCCCCAAAAATCTTAGCATTACATAAGGCCTGCTGGAGGAGCTCAGACCTGCTGTGACTTTT 

CTGTTGAATCTCAATGTAcnnnnnnnnnnnnnnnnnnnnnnnACGCGGGggaagcgGCTCGAGGCTGG 

AAGAGGATCTTGGGCGCCGCCAGTCTTTAGCACCAGTTGGTGTAGGAGTTGAGACCTACTT 

CACAGTAGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTG 

CTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAA 

CCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATGCGTGTCTCATTAC 

CAAAGCTGGGTTACAAGTGTATAACAAGTGTTGGAAGTTTGAGCATTGCAATTTCAACGACG 

TCACAACCCGCTTGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGACCTGTGTAAC 

TTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGCTGGT 

GACTCCATTTCTGGCAGCAGCCTGGAGCCTTCATCCCTAAGTCAACACCAGGAGAGCTTCTC 

CCAAACTCCCCGTTCCTGCGTAGTCCGCTTTCTCTTGCTGCCACATTCTAAAGGCTTGATATT 

TTCCAAATGGATCCTGTTGGGAAAGAATAAAATTAGCTTGAGCAACCTGGCTAAGATAGAGG 

GGCTCTGGGAGACTTTGAAGACCAGTCCTGTTTGCAGGGAAGCCCCACTTGAAGGAAGAAG 

TCTAAGAGTGAAGTAGGTGTGACTTGAACTAGATTGCATGCTTCCTCCTTTGCTCTTAGGAA 

GACCAGCTTTGCAGTGACAGCTTGAGTGGGTTCTCTGCAGCCCTCAGATTATTTTTCCTCTG 

GCTCCTTGGATGTAGTCAGTTAGCATCATTAGTACATCTTTGGAGGGTGGGGCAGGAGTATA 

TGAGCATCCTCTCTCACATGGAACGCTTTCATAAACTTCAGGGATCCCGTGTTGCCATGGAG 

GCATGCCAAATGTTCCATATGTGGGTGTCAGTCAGGGACAACAAGATCCTTAATGCAGAGCT 

AGAGGACTTCTGGCAGGGAAGTGGGGAAGTGTTCCAGATAGCAGGGCATGAAAACTTAGAG 

AGGTACMGTGGCTGAAAATCGAGTTTTTCCTCTGTCTTTAAATTTTATATGGGCTTTGTTATC 

TTCCACTGGAAAAGTGTAATAGCATACATCAATGGTGTGTTAAAGCTATTTCCTTGCCTTTTTT 

TTTATTGGAATGGTAGGATATCTTGGCTTTGCCACACACAGTTACAGAGTGAACACTCTACTA 

CATGTGACTGGCAGTATTAAGTGTGCTTATTTTAAATGTTACTGGTAGAAAGGCAGTTCAGGT 

ATGTGTGTATATAGTATGAATGCAGTGGGGACACCCTTTGTGGTTACAGTTTGAGACTTCCA 

AAGGTCATCCTTAATAACAACAGATCTGCAGGGGTATGTTTTACCATCTGCATCCAGCCTCCT 

GCTAACTCCTAGCTGACTCAGCATAGATTGTATAAAATACCTTTGTAACGGCTCTTAGCACAC 

TCACAGATGTTTGAGGCTTTCAGAAGCTCTTCTAAAAAATGATAACACAggcccaagatgagggtacc 

QclQCtCQdd 

>368 

NNNNCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACCACAA 
CCTCCGCCTCCCGGGTTCATATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 
TGGCCAGGCTGGTCTCCAACTCCCGACCTGAGGTGATCTGCCCACCTCAGCCTCCCAAAGT 
GCTGGGATTACAGGCATGAGCCACCATGCCTGGCCAAAAATAAAGAACTTTTAAGACAAACC 
TGAAAATCCCAGTAAGAGC CATGT TTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 
AGGCTCMGACCAGCCAGATTTTAGGTAGGGTTTTTTGCTGCAAAGTAGAAGCCTACTGTCT 
CTAGAAAAGAAACGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 
ATAAAGA TCAAT GGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCCA 
CTTCTTTGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 
ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 
GTCTTGAGCCAAAGMTTACCTGGGGTCCGTTGAGmGAAATCTGAAAATTTCTGTGTTTCA 

aggtcagcatcgcccacaaaccggccgttctgaaacacagcccacaagaagacaattcattt 

tgtggccttcttttgctctatcaaatacaaacgatctttttttcaaacaggaaaagggctttc 

aagaagatatgtgtggcctggagtccttgtgtcagtactcataaaag aaccattcagtcttta • 

gtcttagcactttcctcaaaattgaaaatcaggcctggaactctggcagacagggtctctgg 

aacataagaacgtamctccacgagggcagagggttttttgggatmgtttagtttagtcta 

gtgccttgmcagtgcctggcacataacaggtgctcaaaaactatttgctgaataAacagca 

cagacctagataatttcccttacatgcaacctttttggaaagccataaaaatgtaaggaaagt 
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TGGAAGGGCTAAGTTGGGGGGTTTCCAAAGAGCTTTATAGTCTCATGAATCTTCATGCAGTA 

CTACGACTGGAMCTCCCATTCCAGGCAGCTTTTTAAAGAAAGAAGCAAGATGGCTATCATG 

TCCTMTGTAAAAAACAGAAATTTAATTAAAGAAAAAAGCAAGAGATACGAGTCTCCCTTTCC 

AAGTACAAAAACAAGCACCCCAACTCCCCTCAAGAAAACAGAAGGCTCAATATCTTTACCAA 

CAATTATTAGAGCCACAGAATACATTCCAAAATGTCATCCAGAAGTTGCTGTCTTAAGCAGCA 

GGAAATAATCTAATGACATTATACCACATAAAAATATATTTGCCTGCTCCTCTTCCAGTAGAAT 

AGTGAGATCCAACCACCTTGGGAGACTCTTCCTCCACCCCACTCCCATTACATAGAGTGTAA 

TGCTGCAGGGAGAGGAAGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAACGGACGCGTGGTCGACTCCCTANN 

>369 

ACGCGGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 
CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAGATGGAACCAAA 
GTCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACATGCAGGACTCTAGTAACCCGC 
GAAATGATGGGATAGCGTTGCAAATCCTTAAAAGAGTCTTAACGGAGAAGGAAAAATGTTAC 
ATTGTCAMGTCCCAAAGCCTTTCAGCCTGMGCCAGGAACAATTGTTCAAAGTTTCTTTGGA 
ACATCAAGGAAGGAAATCCAGATTTTACTTTAAGTGCAATGGGGAGTCATTAAGGATTTTGTG 
TAGATACAGCAAAAAGACAACAATCTTCAAGCCACAATGGCCCTCACCAGAACCCAGCCATG 
TGGTCAGCCTGATCTCGGACTTCACAGCCAGCAGAAGTGTGAGAATTAAATCTTATGGGTTC 
CTTAAGCTGATAAGCAACNNNNNNNNNN 
>370 

TTGGAGCTCCACGCGGTGGCGGCCGAACGTTGGCTTATCATAATATTGCTGACAGC 
AATAAACTGCCACATCTTCAGCCTGCAGGCTGCTGGTGGTGAGAGTGAAATCTGTCCCAGA 
CCCGCTGCCACTGAATCGGTCAGGGACCCCGGATTCCCGGGTAGACGCCCAGTAAATGAG 
CAGTTTAGGAGGCTGGCCCGGTTTGTGCTGGTACGCGGGAGAATGGCTCGCAAGCTGACT 
GTGAGCTCGGAAATCCTTTTAAAAGAMTTCAAATGTCACTTTTTATTTGGTTTTAAGTACCTC 
GGCCGCCACCGCGGTGAGCNNN 
>371 

ACGATTATTTTCAAACAAGCCTACGTGCCTGACTAACCGAGTGGAAGGTGTGAGTGG 
CACTACAAATTCACAAAAGAACTGTAGCCTCAGATAATCAAAGGAGAGAAGGTCAGATGCAA 
TCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTTTCAGAAACGATTGGATTTTCAGATAG 
ATTTGCAGTAAGAG AATAACAAGTCTTT A 1 1 I 1 1 1 1 CATCCCAACTTCTTTCTTGCACATTTTTC 
TTCTAGCTATATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATCTTCTT 
CCACTTCACTTTGTCTGCAAAGAAATCTACCTGGACAGAATAGCATCTCI I 1 1 1 I ICCCCCTG 
ACCCTTGGCATTTCCTCTCCCTCCAACTTCTGCCTGATCCTAGGATGGACTCTCTCATCCCT 
CATTCTCTATCATTAGCTCTCAGGCTGCCCTTCCTGCAGTTTACCTTCCCCCACACCTTCTTA 
CAGGAAAGCAGAATAGAAAGGCATCAGTGAGGGATGAACAGGAGAGTGCCTTGAGAGAAGA 
TTCCCAGGAAGACAGGGAGAGCCAGACAGTGGACTGGTTGCAACCCATGTAGCCGAATCAT 
AGTGCTCATTGCTGTGGAGGCTCTGGTCTGTCTAGCCACACAGACCAGTGAAGTGAGGGGT 
ACATAGGNN 
>372 
>373 

ACGCGGGGGAAGAAGAGGAAGAAGAAGAAGCAGAAGGAATGGAAAGCCTGGAGAA 
AGAGGATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTT7TG 
CCTCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCAC 
GAACCCTTCAATCAAGAAAAGACCTTTGATGAGGAGAAGACTTCTCGTCTCATTTCTGGGGA 
CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACGCTCGAGCGTGGTCATTGAGGACAAG 
TCGACGAGAGATCCCGAGTACATCTACAGTCAGCCTTACGTCTGCAGGTGTACCCAACAGC 
TCCGAAGAGACAGCGACCATCGAGAACGGGCCATGATGACGATGGCGGTTTTGTCGAAAAG 
AAAAGGGGGAAATGTGGGGAAAAGCAAGAGAGATCAGATTGTTACTGTGTCTGTGTAGAAA 
GAAGTAGACATGGGAGACTCCATTTTGTTATGTGTTAAGAAAAATTCTTCTGCCNN 
>374 

ttaactttttaaacttttttgttaaaagctaagacacaaacacacacgttagcctagacctacaaaggGTccGGATCATc 
cATGTCACTGTCTTCCACCTCCATATCCTGTCCCActGGAAGTCTACAGGGGGAGTAACCCAG 
GCGGAGCCATCAGCTCCTATGATCACAATGCCTTCTTCTGGATACCTCCTGAAGGACCTGCC 
TGAGGCTATTTTACAATtAATTTtGTGTTTMTMGTATMGGAGtACGCGGGGAGCACCATG 
TCTGGTTTGTCTGGCCCACCAGCCCGGCGCGGCCCTTTTCCGTTAGCGTTGCTGCTTTTGTT 
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CCTGCTCGGCCCCAG ATTGGTGCTTGCC ATCTCCTTCC ATCTG CCCATTAACTCTCG CAAGT 

GCCTCCGTGAGGAGATTCACAAGGACCTGCTAGTGACTGGCGCGTACGAGATCTCCGACCA 

GTCTG G GGG CGCTGG CGG CCTGCG CAGCCACCTCAAG ATCAC AGATTCTGCTGGCC ATATT 

CTCTACTCCAAA GAGG ATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACAT 

GTTTGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTA 

GACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCA 

AACCATTAGAGGTAGAGCTGCGACGcctagaagaccttTCagaaTCTAttgttaaTGATTTTgcctAcATGA 

AGAAGAGAGAAGAGGAgatgcgtgataccaacgagtcaacaaacactcgggtctatacttcagcatcttttcaatgttctgtctc 

attggactagctacctggcaggtcttctacctgcgacgcttcttccacgcaagaaattgattgagtaactgaattgaggcctattcttctccca 

ccttgtactcagcagcagaacatcgctgggacgtgcctggctaggatctaccacgccctcagggccgttggagctttctgccgaactgat 

Ctcttgggtgggaggctggggttcacttcccacagtccagagggccctttattcggggttgcggttgccccgttttcgtcctgcaatggtccg 

attcccgttgcggcctgtgggggttctccgccggggcttcaggcgtcgtcc 

>375 

NNCTAATCTCTTCTAGGCCCCGCCCCTTCTGAGCCCCCCCTCCTTCGGCCTGTATG 
ATAGGCTCTTCCTCCATTTCCGGCTTCTGGGACTCGGGTGCACCACGGGTTCCGGTGTCAT 
GGCTGCTTGAAGTCCCGGGAGTCGGTGAGGCGGCTGCAGGTCCCTCCCTGCGGAGCCGCT 
GGTCCGGCTGGCGGAGATGTGACCGCGGGCCCGGCCGGCCTGCCTCAGGCGTCGCGTCA 
GCTCCCGTGTCC GTGC CCTTAACCCAGACCGATGGCGGGATCCGGCTGCGCCTGGGGCGC 
GGAGCCGCCGCGTTTTCTGGAGGCCTTCGGGCGGCTGTGGCAGGTACAGAGCCGTCTGGG 
TAGCGGCTCCTCCGCCTCGGTGTATCGGGTTCGCTGCTGCGGCAACCCTGGCTCGCCCCC 
CGGCGCCCTCAAGCAGTTCTTGCCGCCAGGAACCACCGGGGCTGCGGCCTCTGCCGCCGA 
GTATGGTTTCCGCAAAGAGAGGGCG GCGC TGGAACAGTTGCAGGGTCACAGAAACATCGTG 
ACTTTGTATGGAGTGTTTACAATCCACTTTTCTCCAAATGTGCCATCACGCTGTCTGTTGCTT 
GAACTCCTGGATGTCAGTGTTTCGGAATTGCTCTTATATTCCAGTCACCAGGGTTGTTCCAT 
GTGGATGATACAGCATTGTGCCCGAGATGTTTTGGAGGCCCTTGCTTTTCTTCATCATGAGG 
GCTATGTCCATGCGGACCTCAAACCACGTAACATATTGTGGAGTGCAGAGAATGAATGTTTT 
AAACTCATTGACTTTGGACTTAGCTTCAAAGAAGGCAATCAGGATGTAAAGTATATTCAGACA 
GACGGGTATCGGGCTCCAGAAGCAGAATTGCAAAATTGCTTGGCCCAGGCTGGCCTGCAGA 
GTGATACAGAATGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTACTGGAAATG 
TTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCAAACAGTTCTGC 
TATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCT 
AAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCTGCTGAAATGG 
CATTGTGCAGCCCATTCTTTAGCATTCCTTTTGGCCCTCATATTGAAGATCTGGTCATGCTTC 
CCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGATTATCTTGAGAATGAAGAGGAA 
TATGAAGATGTTGTAGAAGATGTAAAAGAGGAGTGTCAAAAATATGGACCAGTGGTATCTCT 
ACTTGTTCCAAAGGAAAATCGTGGCAGAGGACAAGTCTTTGTTGAGTATGCAAATGCTGGTG 
ATTCCAAAGCTGCGCAGAAATTACTGACTGGAAGGATGTTTGATGGGAAGTTTGTTGTGGCT 
ACATTCTACCCGCTGA GTGCCT ACAAGAGGGGATATCTGTATCAAACCTTGCTTTAATCAGTA 
ACCTAAGGACTGTTTC CTTTT TCTCCTCTTCCATTTCTTGGGTTATTCCACATATGAATGCAG 
GACTACCCCCTTACCATTTTAAGAAGGTACTTTATACATTTATTTAATCCTACTAATGTGCAGC 
CATTGCCCAAGCA GTGAC TGCGTTGCATACATTTGGCACTGAGTAGGACAAGACCTCTCAGC 
TATACATTGAGGGGTTTTAGAGCATCCATGTGGGCAACCGTTTTTTGTGCGGGAGAGCAGGT 
GTTGCTCTTCAGTATGTAGCCTAAAAAAATCTTAATTATTTCATGGATCATGAAGCAAGGATG 
MTMTATCATGTCTTGGTAAATACTAACAAATTTGTTAGGTTTGGTGACATCATTTACAGATT 
ATTTCTTTATGTTGTCCAGTGGTTCTTCCTTATTGTTGATATCCATAAGCTGGCACTGGATGC 
TCT CAGTAA TGTTAAGTAATTGTCAAGCAGCAGTTACCTACTGTGTTCTTAACACTGAGTTGT 
GMTTTT TTCTTAA AGCAGTACTGTAGTACTGAATATTCCTTTAAAGGAACTGCAGTGAGCCT 
ATCTMGTTTTTTTAMTTAAGGCTTTTAAMTAGAAAGCTGATGCTTGATCTTGCACMTTTTT 
ATGTCTAGTATGTATGCTTGAGTGAATGTGCGAGTATGAATGATTAGAGAAAATTTGAGTCAG 
TGTACTTTATAGTGTGAATCCTGTGAGCTAATACAGTCTATACTTATTTCTTCCCTACCTGTTT 
CACATCCGTAAGATTTAAGATATACATTTTTTGAGAGGTAGTCTGTCTGATACAATGTAAATG 
ACAAAACATAATTGCTGAGAGGCCCAGAACAAACTGGAGTCTAGCCTGGAGTTAAATTGAGA 
CTTCTAAAA TGAT TGGAACAAAGACTMGTTGTGCCAGATGTAAATCAACCCGTCTTTTAGTT 
TACTTTAGACTn'GTATTAGCTCATCTTTTTTGTAGTAAATCTATAGTTTTAAGGTTTCT 
TGTGGCTCTACCTACTATGATGAAMTTGMGtGGGTCAAAAGAATTAGATGTACAGtGAAG 
GGAAAAGAAAAAAAATGGGCGAAGAGAGGGTGGAAMTAAAAGGATTCTTTTTTCTTCCTTT 
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CTGTTTCTCGTATCCCTGCTCCC III I I CCTCCCCTTCCCT C ATTC TTTG CCTCTATCCTTAGC 

TGAAGACAAACTAGAGGAGCAGCATCCCAGGTAGTTTGGCTTTTGACTGCAAGGTAGTTAAG 

AAAGGTGTAGATATAATGAGGTAGAAGTAGAAAGGAAGAAAAACTCAAAGAATTCTGAAAAG 

GATTCATAGCAACATAATGTGTCCCTGAGTAGAGGATGCTGCTATGCGTGAGTTCATGGACA 

CAAGTTGATTACATGG 1 1 1 1 I AGAATTATAATTATGGATTCTTCTTATTTCATGGTAGGTTGTC 

TTTAAAGATATAAAAATTAGGATGCCTTTATG AAGCAC TGATTATACCAAAAAAAAAAGACAAG 

TTATATACAGGTTATTAA 1 1 I I I I I ATTTATTTA I I I I I I CCTAAGGAAAAAGTCTTGTATCTTTC 

CCTGCTGGMGCCTCCTCATATTTCCTTATGTTTGCCATGCAGGTTGCTGAGAGTCCAGJTA 

AAATTTGCATTTTACAGAATGAAATACTTTACCCCATTCAAACAATTATTGTTTGACATTTTAGT 

TATTTATAATTGTCAAATTCAGGACTCCCCTTTAATGTTTATTATGAAACCAAATTTGGCATAA 

GGAGGCTGATTTATGAATTACCAAAGGGTCTTGTGGCATGTTCCCCAATACATGCC CTTAG A 

AGGAAGAACTATTATTTTTTATTTTGGCCCTTTCAGGAGTTGATTATCAATTGGTTCGTTTTCA 

AGTCACAATTCACGTGGGCAGAACCCGTATTGTGAAGACCTAAACTTTCCTAAATGTTCATAT 

GGGTAGCAGATTTTGTGGTGATTAGAAACATCAGGTCCTTAAATA CGAT GAACATGGGATAC 

MAGGAATTCTTTATAAGGGCAAGTATCCTAAGTTAGCACATTTACTTTTCTCTCCCCTCCGC 

CCCCAAAAGAAAAATCCTTACAAATAAACTGCAGGTAGGCTTCTAAGCCTAGTCCTGCAGTA 

TGCTGCTAACATCTTGATGCCAATCTTCACAGCATTCTTTGATTGTCATCTTATTGCTGATACA 

TTCATACATATATTTAGTGCTTGACACTGTAGAATTTTGTTACAGAAGATGGTTAC TAGATT TT 

AAGGGAGCTGAGGGMTAATTGATGAGCCTTGMTTMCCATGCATTTMTTAGATTTTTTGT 

TGTTGTTGTTGTTGTTTTGAGATGATGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCT 

CAATCTCGGCTCACTGCAACCTCTGCCTCGCAGGTTTGAGCGATTC TCCTG TCTCAGCCTCC 

CCAGTAGCTGGGTTTACAGGCGCTTGCCACCACACCTGGCTAGATGTTTTATATTAAAGCCA 

GAGAANNN 

>376 

agccaaacctatcaggtatgagggaatgatAAATGAA ACAACTTT GGTAAATATTATAA CTGTT AAC 
ACTTAGTAATGCACACATGGGGGTTAATTTTATTA I I 1 1 1 1 1 CTACCTGTGAAGCTGTTTTAAA 
TTTTCCAAACAAAAAAGAGTCACCCAAAGATCCTCATCCATCTTTCTATTCATTTGAAAGAGAT 
TCATTTTCTCCATTCAGTAACTCATAGATGATAATTCAATGTTACACACA TCTTA AATTGCTGG 
TTCTTTTCTCAACCTTTCTCCACAGTCTCTTTCCTTTCTAAACTCAAAATATTTTCCTTGATTCA 
TCTTTTGCTCTTTGTGTAAACATAGATATTTATGCAGGTGTATATGCCTCC GCCT TTAAAGCA 
GATCTCAGCCTAAATTACTGGGCCACAGAGACCtGGGGGTATCTTACTCCTTTTCCTTTACTC 
AGAAGAGGGGTAACGTCATGAGCTACTTGACATCTGCGTCTCACTAACAAACAGTGATGCTT 
GAGGATAACAAACTCTGTCACTCACCTATTCAACTAACATTGTAGAGCATGAATTAAGTGCTA 
ACTTTGTGCTAACAGCCAGAGACACAAAGACAAATGGGATGTGATCTCTGTTTTGCCACACA 
AAACTGAGTAGTAGGTTAATATCAGGAGTGTTGCTTTAGTATTCTTGAAGCAGCGAAGAGTG 
ATATCTAACGAGGTTAGGCAGGAAACTAGGTGAACTAGGTTGGTAGAAAAAAACTAGGCTAG 
GTAGGAAGAACACCTTAGAGGTACCTGTCCCACACCGAGCTGGCTCCACTGCGTGCTCCCC 
TCATCCCCATGGAGCATTGCACCACCCGCTTTTTCGAGACCTGTGACCTGGACAATGACAAG 
TACCTCGgccGCCACCGCgg 
>377 

GTCCGGGCTGGGTCTCCGAACCTGAAACCGGGAGCTTCCTGCTCGTGTTCGCTGTT 
GAGAAGCTACCCGCGGGGTTGTAGACCTCGGACCTCATGGCAGAGATAATTCAGGAACGCA 
TAGAAGATCGGCTCCCGGAATTGGAACAGCTGGAGCGCATTGGACTGTTCAGTCATG CGGA 
GATTAAGGCTATCATTAAGAAGGCTTCCGATCTAGAGTA CAAAA TCCAGAGAAGAACCCTTTT 
CAAGGMGACTTTATCAATTATGTTCAATATGAAATTAATCTTTTGGAGCTGATCCGGAGAAG 
AAGAACACGCATTGGATA7TCATTTAAGAAGGATGAGATTGAGAATTCTATTGTACACCGGGT 
ACAAGGTGTTTTCCAGCGTGCCTCAGCAAAATGGAAAGACGATGTTCAACTTTGGCTCTCCT 
ATGTGGCTTTTTGTAAGAAGTGGGCTACTAAAACTCGACTTAGCAAGGTATTCTCTGCCATGT 
TGGCGATTCATTCCAACAAACCAGCTTTGTGGATTATGGCAGCCAAATGGGAAATGGAAGAT 
CGATTGTCTTCAGAAAGCGCAAGGCAACTATTTCTTCGCGCACTGCGCTTTCATCCAGAGTG 
CCCAAAACTTTATAAAGAATACTTTAGGATGGAGCTGATGCATGCTGAAAAACTGAGGAAGG 
AGAAGGAAGAATTTGAAAAAGGCAGTATGGATGTGGAGAATCCTGATTATTCTGAAGAAATC 
GTTAAGGGCGAGTTGGCATGGATCATCTACAAAAATTCTGTAAGCATAATTAAAGGTGCAGA 
ATTTCACGTGTCACTGCTTTCGATTGCACAGCTATTTGACTTTGCCAAAGATCTACAAAAAGA 
GATTTATGATGAdCTTCAGGCTCTACACACAGATGATCCTCtCACTTGGGATTATGTGGCAA 
GGCGAGAATTAGAGATTGAGTCACAGACAGAAGAGCAGCCTACAACGAAACAAGCCAAAGC 
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AGTGGAGGTCGGCCGGAAGGAGGAGAGGTGCTGTGCTGTGTATGAAGAGGCAGTGAAGAC 

TCTGCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTAAGA 

AGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCAGGAAG 

GCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGTTGCTGTG 

TTATAACTTCCTGAGGGAAGCTCTGGAAGTGGCAGTAGCTGGAACTGAATTGTTTAGAGACT 

CTGG GACAAT GTGGCAGCTGAAGCTGCAGGTGCTGATCGAGTCAAAGAGCCCTGACATAGC 

CATGCTTTTTGAAGMGCCTTTGTGCACCTGAAACCCCAGGTTTGTCTGCCATTGTGGATTTC 

CTGGGCAGAGTGGAGTGAAGGTGCCAAAAGCCAAGAAGACACTGAGGCAGTCTTTAAGAAA 

GCTCTCTTAGCTGTCATAGGTGCCGACTCAGTAACCCTGAAGAATAAGTACCTGGATTGGGC 

TT ATCG AAGTGGT GGCTA CAAAAAGGCCAGAGCTGTGTTTAAAAGTTTACAGGAGAGCCGAC 

CATTTTCAGTTGACTTTTTCAGGAAAATGATTCAGTTTGAAAAGGAGCAAGAATCCTGCAATA 

TGGCGAACATAAGAGAATATTATGAGAGAGCTTTGAGAGAGTTTGGATCCGCAGATTCTGAT 

CTTTGGATGGATTATATGAAAGAAGAATTGAACCACCCCCTTGGTAGACCTGAGAACTGTGG 

ACAGATCTACTGGCGAGCGATGAAAATGTTGCAGGGAGAGTCAGCAGAGGCATTTGTAGCT 

AAACATGCTATGCATCAGACTGGCCATTTATGAAGATGAAGAATACAGTCAGCTTTGTGAAAT 

AGTATTGCAAGCAAGCCCCGTGGGCAAATTTGTATTGAGTCCATCTGTAATTTGCTCAGTGA 

TGGCA GACAAGATGGCTGTCTGGTTTTGAGACACACTTTAATTTTATGTTAACTTGTTAAATC 

TTTTTAAAAATTAAAAAATTTTTATGATTGAGTAAAAAAAAAAACCTACAAACCTTCCNNNNNN 

NNNNN 

>378 

NNN NNN N NNNNAAACCAACTTTGTG ATTTTTATTG ATGGGCG ACAACTTTATACTCCT 
AGATATCACTATACTTTTAMCCMCTTTGTGATTTTTATTGATGGGCGACAACTTTATACTCC 
TAGATATCACTAAACTGTGTACAATTAGGGACGCAGCATTAGAGAAGAGCAGACAGCAGAAT 
TAAACAGAGCAGACTGAAGGAGAGATCTTCATTATTTGCCCATTTTTCATTATGTGTACACAG 
MGCA TGAAT GCAATTTGAAATCTTTTAATGGCAATAAAGTTACAATCACCCATCTATGTAGA 
CTAACAT TTTAAC TCCAAATATTTGATCTGCAATGTGTACGTAAGCAGTTTCTCTCAGTACAAT 
TATTAAAATTTTTCCTGTTAGGAACCAGCAACTT AI I I 1 1 1 ATGTTT A 1 1 1 I I CTTTTG AAGTAA 
GAACTAGTTCTTCTTTGATAACTGGCTCATTTTTATCATTTATCAAAAACTAAAGGGTAGGGAA 
GAAAAGTGTGATGGATTAAAAAATTTCTTTTTTMGGAAAGATAAMTTCATTTTCACAAATTT 
ACAAGTGTTGTTGCTGGTGCAGGATTTATTCTACTAAGCAATGAGACTGGGGATCAAATCCA 
CTTTCTTATCTCAGGMTCAGCATTATTTCAGAMTATGGGTTTTTGTGTATTTTCTAAAATCA 
AGCAACAGTCTGTTTCAACCAMTGATTTTGATTTGGAAGTTAGAGTCAACAGAAGCTGTGTT 
GTGCACGAACCCCMGGCATCTCCTTTTCATTCTAGCCCA7TTTTGCAAAGGGAGAAAGAGT 
TTCTCTCTAAAGAGCCACTAAAGAGAGGCGGGAAGTGAGTGTGAGGTGGTGTCCTACGAAG 
CGGGCACTGGGCGCACACACAGCGCACACAGGGTTTACAGCAGGTCCACTCGGCGGTAAT 
ACAGGAGGTAGGCTGTGCGTTCAGCAGTTGGTTTCACCACCTGGTACTGGTTGATCACCTT 
GACTGTCTGGTCATCGATGCGCAGCCAGCCATTCAGACCGATCTGGAAGACGTCTGTAGTG 
TAATGGCCGCCCGTCGCACTGTTGCCGTGATGGTAGACCACTGCAAACAGCCGATAGGTTC 
GGTGGCAT7TAAAATTCTTATTTTTAACCCCTGGAGAAAGCAGTTCTTTACTAATTTCCAAGTC 
CACAGGATATTCAATATTTTTGATAAGCTTCTGGCACCCACCAGTCTTCTCATAAACGAATCG 
TTTCAGGTGCA GCACG AGGACAGGAGGGAGTTTTTCCAGAGTCACTCTTCGACTTATCTCAA 
CCTCTTGTTTGGTTTTTGTGGTATAACCTTGGACAGATTCTCTTGCCACCAAGCTCTCCAGTG 
CATCCTGGACTGTGCGTATCTTGTCTGACTGGATATCCAACTGCAACGTGAAAAATGGCTGC 
AAAGTGGCAGATTCTTTTGAACTCTGCTGGTAAACCACAGACCTGATGTGTCCACCAAAAAT 
GCCGGTGATTGGAGTCTGAACAAAATCCGCCTGGCGGGTGACGGAAGTCTTGTTCCGGGG 
GCCCACT TGTTC CCATTCATCCTCGCTTCCTTCACCTTGTTCTTCCTGCTC7TCTTCATTGAC 
CGAGTGGTTTTTGGGGCCGTTGGAAATCGTAAGTTCTGAAAAGGAGAGCATCTGCTTACACT 
ACTATTTACGACAAGAACANNNNNNNNNNNNNNNNNNNN 
>379 

NNCACCGCGGTGGCGGCCGAGGTAGTGCTAGCCAGCCAATAAAATATAAACTCCAT 
TTGTCTTAGTTAT ATAGAA CTGTGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTGTAGAA 
CAATCTACTCTCATTTTTTATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAA 
TAGGCAAGACCTTGTGCCCATTAACAGGTCTTAAAGTAACAAGAGCGGCTGGCGGCCGAGG 
TACGCACAACCGAAGCGTAGAGTCACACTTGCAACAAAAGGTTACAATATTGTAATGGGCTC 
TGTCCGGTTCTGCTTGTCCAGCTGGACCATCTATTTCATCCTCCTCCTCTGAGCTGTCATTTA 
ATTGCTCATAACAGTAGAGATCAGTTGTCTCTGGTTGCAAATCTAACATATATTCATGCAATG 
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TAGGTGTATCTCCATGCATGATTACAGCTGGGTTTCTCTACGTGTTCTTGATGATCTGCAACA 
* AGACATACATCGACCGGTCCACCGACCCCTTATATTATGGAATCTTTGC I I 1 1 I GTCCAGATG 
TCTTTGCTTTTCTTCAGGACACAGTGGCTTTTGACAGTTAATACACCTCACGTCGCAGTAACT 
GTTGCTTGCAGTACCTCGGCCGCCACCGCGGGGAGCGCGAATCAGTGGTGCTGCCCCCCC 
CATTCGGCAGGGAACACCGATGGCCCATGCTTCTGGCCGTCCTTTTACACACAGGAAACAG 
CNN 
>380 

gtCGACCCACGCGTCCGGAGCGCAGAAGCGGCTCGAGGCTGGAAGAGGATCCTGG 
GCGCCGCCAGGTTCTGTGGACAATCACAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGG 
CTGCTGCTCGTCCTGGCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCC 
TAACCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATGCGTGTCTCAT 
TACCAAAGCTGGGTTACAAGTGTATAACAAGTGTTGGAAGTTTGAGCATTGCAATTTCAACGA 
CGTCACAACCCGCTTGAGGGAAAATGAGCTAACGTACTACTGCTGCAAGAAGGACCTGTGT 
AACTTTAACGAACAGCTTGAAAATGGTGGGACATCCTTATCAGAGAAAACAGTTCTTCTGCTG 
GTGACTCCATTTCTGGCAGCAGCCTGGAGCCTTCATCCCTAAGTCAACACCAGGAGAGCTT 
CTCCCAAACTCCCCGTTCCTGCGTAGTCCGCTTTCTCTTGCTGCCACATTCTAAAGGCTTGA 
TATTTtcCCAAATGGATCCTGTTGGGAAAGAATAAAATTAGCTTGACCAACCTGGCTAAGATAG 
AGGGGCTCTGGGAGACTTTGAAGACCAGTCCTGTTTGCAGgggaAGCCCCACTTGAAGGAAG 
AAGtcTAAGAGtGAAACACATTCCTGAAGGCGCTAAAAGACGAAAAGTTACAAGGACTGAAGA 
CCAAGCAACCTGGAAAGAAGTCGGCCTCTCTCTCCTGAGGAGCTGCCTACCAGAGCTTGGG 
CAGCCACCTCCTTAGGTGTTAGTGCTTAGATAATGTGTCCCATTTGTTGTCATTTCAAAGATG 
GTTATTTTCTGTTCTGTATTTACCGCTGTTCTTGTTGCTACCAGCATGT 
>381 
>382 
>383 
>384 

NNNNNCCGGCACGGGGGGGAGGCACAGTGAGTCCACTGGGGCACGGCAGCGTCT 
AAGCCACAAGCCGACTGACATAAGCCAGGTCCTAACGGAGCCTATGTGTAAGTCCACTACT 
GGTGCAAGGTTGCACACTTCTAAGAAGAGCGGCGTGGGGGGCTCGGCGACCTTCGCTTCA 
GTCGCTCCCCCGTGCAGTCCCCTGTGCCCAAGACACAGCCTGATGCTTGTGCTCCGGTGG 
GCGGACTTGGAGGCGGCGGGAACTGCAATTGGTGGCTTTGAAGGCGCGGCGAGCGGGAA 
CAGCTCTTGAGGAGTGAGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACT 
GTTGCTGAGTTCATCAAGAGGACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCT 
GAAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGAGTGTAAATTTCCGACAGAGAAAGG 
AATCTGTAGTTCAGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCT 
GCCCTGTTAGACATCATTTATATGCAATTTCATCAGCACCAGAAAGTTTGGGATG I I I I ICAG 
ATGAGTAAAGGAGCAGGTGAAGATGTTGACCTTTTTGATATGAAACAATTTAAAAATTCGTTC 
AAGAAAATTCTTCAGAGAGCATTAAAAAATGTGACAGTCAGCTTCAGAGAAACTGAGGAGAA 
TGCAGTCTGGATTCGAATTGCCTGGGGAACACAGTACACAAAGCCAAACCAGTACAAACCTA 
CCTACGTGGTGTACTACTCCCAGACTCCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCG 
CAATACACCGCTTCTGGGTCAGGAGTTAGAAGCTACTGGGAAAATCTACCTCCGACAAGAG 
GAGATCATTTTAGATATTACCGAAATGAAGAAAGCTTGCAATTAGTGAACATGAAAGGAAAAT 
AAAAATTCCTCACAGTCAAAAAAAAAAACAAATACACACCACGGGGGGGGGGGCGCGGCAA 
AAAGAAACCCCCGGGGGGGCGCCCAAAGTTAACAGGCCTATAACACCACGGTTTTCTCTCN 
NNNNN 
>385 
>386 
>387 
>388 
>389 
>390 
>391 ■ 

gcatggtggtgtgtgcctgtaatcccagccacctgggaggctgaggcaggagaat 
tggttgaacctgggaggtggaggttgcagtgagcggagatcgagccattgcactccagcct 
gggcgatgagagcaaaactctgtctcaaaaaagaaaaagtaagagtgggggggatcatcta 
taatatctaattctaccttagaactttcctttggtggtgggggtgggttctgggagtttgaca 
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GATTGTTAG6TTTTGGTATAAGGTCATAAAATCCTGTGCATATGGGATTTCTGACCATTTGCC 

CTGCCTCTTGCAAAATAGGTCTAATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGC 

CCATTGTTCCAGGCTGGGCAGTTCATAATGGGGGCAGACAATAGTGCAAAAAAAATTTTACA 

TTTTATCTTTAGAGTGTCAGGGTCAMTTGATTtCCATGGTTGAGGATGTAGCCAAGTGTGGA 

ATCAGGTGGAATAGGTGGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAA 

AAGTGGAGGGCTCATTAGGTGACCCAAATTTTACCTGGGGCATCCCCCCTTTAGGGCCCCA 

ACTTAGTCTGTCAGACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCC 

TCCATCACTGAGGACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCT 

CAACTTAGGCAATAATAAATTCCTTTTCATGAATTCCCTCCACCACCATGCACCACACAGACC 

ACATGCCCGGACCCTCTGACTTGTGTAACCTTTTGTGCATAGCTAGGTGGGTTTTCTGTCCT 

TTG CCC AGTTG G GTGG G AG AAGG G AAG A ATTT AGC ATAAATAAAAG C AGC ATA AGTC ACCTG 

AAACCTGTGAGTTTGCCCTGGACGAGCTGCTGCTGCTAACTGCATCACACATAGGGATCAG 

GGATTATMCTGAAAAGGACAGAAATGAGTCTTTTCCCTTTCTGGGCAGGGCAGCCATCCCT 

GTTCACTCCTTGGCCTTCAGAGGATACCAGAGAGTGGCCCCAGTCAGTTCCCCTCAATTACC 

AACG AGCTACTAGG AAACG G CCG CTG AAAG ACTG AAAAAGG AG AAAAGG AAAATAACTC AG 

AAAAAAAAAAAAAGGAATAGGACTCAGAAAAACAAAAACGAGGAAAAGGACTCAGGTTCCTC 

ACCTTAACCAAGCGGTGGCAGTTAGGCACTTCCACACGGAAACCTTCCAGTTTCACCAGAGA 

ATGGCCCTGGCCAGAAACTTGCAAGTGTCTTTGTGCTTAGGTGCTGTCCACTGAGGGTCCT 

CAGTTGG AAAGG AAAAG ATG GAG AG AG G AAG ATTTCCCTGTATGTAAAAGGG G AAAGG AG A 

AAAAGAAATCCCAAACTTTGGGCCTACCTTCTCTCCTGGCTAGCTCACCAAAATATGTTACCA 

GTAGAGGGTCTTGACTGCAAGTTGTTTAGGTTCTTGGCATTTTGAACAAAGACTTGGAAGAA 

ACACCCAGCAAAGCAATGAAAGAATGCAGCATCGAAAGAATGAAAACAGGAATTTATTGAAA 

ATGAAAGTACACTCCACAGTGTGGGAACAGGCCCAAGCAGTGGCCCAGATACAGAATCTTC 

TTGGGTCCAAATGACTACTAAAGGTTTCCCGTTGGCTGCTTGGTGCTGACCTAANN 

>392 

>393 

NNNNGTGATATGATAAAACTGCGTCAGAGATTGTCGTGGCTGTGTCTTTGTATTGTT 
TTGTGTATGGGTATTCTGCTGTGTGTCTTGTTGCGGCGTCTTGCCTTTCTGTGTGGTGCTTTC 
GTCCGTATGCACGGTGTGTTTTCGCGGGATGATTTGGTTTGCCTCTGTCTCGGTCAGTTTTA 
GCTTGGTCTTCTTTGTTTGTTTGGGTCCTGTCTATCCTCTCTGTTTGGTGTTGGTTGTTGTGG 
GGGGTGTGCCGATGTGTCTGAGTAGTTTCCGTGGACACTCGGGCTGGCACACATGGTGTTC 
ATTTGTTGGTAGAGCTCCGAGGCTTCTCGGGAACCCAGAGCCAGTTGTGTTCCGTTTGGGT 
CAGTGTGCTAGTGGATCGCCTGGTCAACATATGGTGGAGCTCCCCAGTGTGTGCTTTACGA 
TTCCCATATTCTGTCCAGAATGTTGGTGTCACCACAGCTCGTGTTATGTTCGCACCTACTCC 
GGTGGTCTGTAGCCCAGAGTTTCTCCTTGGTACCCCGGAGCAGAGTTTCCATGTGAGACCA 
AGTTCTGCACGCATGGCAGCTCCAATCCTTGGCCATAAATAGTGTAACTCCAGTTTATATAAA 
TATAAATAAACGTCAATGGAACACTAAATTGCCTGTCTTAACATTGTACATTCGGGGCCTAGC 
TGCCCTTGAGGATGTCCTAGTTACACCCTCTCTGATACCTGTGGAGTTTAAGCACCATTCCT 
ACCGCTGTGTCCCTTGGGAGGGGGCTGCAGTGGAAGCTCTTAAAGGGGAATGCTTGCTCTG 
CCTCTGTGGCTTTTTG7TTGGGAAAGGGAGTTGGGATTGGAGGATTTAGATTTGAGGTCATG 
ATGTCAGAGCACACCAGGAACTCCCAAGGCTGTGCCTGAAGATGCCCACGCTGTCAAGTAG 
GGTGGTGGGGGAGACAGCGAGGGCAGTACAGGACACAGGCACTCCTTTGTCTGGTAGAGA 
GGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGGGATGCATAAGT 
CCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGCTTGGGGAGCTAG 
GTATCAGAAACCTGAAGGATTCAGCCCGCTTTGTCCTACTAGTGTCTATAAGTCTCTGTCCT 
GAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTG 
GTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGGCAGGCAGGTGGACATGA 
GGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCTTCTAGCTTTC 
AGGACCCAATGTACACATACACATGTGTATCATGTATGTATATGCATGGACACTCAAGCACA 

ggaggggttatgtgctctgatctttgaaaccagagaagggaggaaaagccttatggaggtc 

cctcccccaccctaataggttgctaccctcaattgccatctgcccaccaaggcccctgccg 

agtgctaggcagatagccaagtggtaggggtgacatgactccactaaagcagcagcccaag 

gaagtgagggaggggacagaggctgaccctcctcaaagccccttgttgtagtagaccactt 

caacgctggggttttgctcatggatctgagctctcagctctggttccaggttgcttatgtgt 

atggagctcttctgggggaatagggcacagcacaggggggttgcaaataccaggcagaag 

cccaccagtcccacctgcaggggtgcccccagccaggggcggcgcttcaggaagtctttc 
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TTCTCCAGAGTGTCCATGATCAGTGGTGGGATGGCCATGGCAGGAATCGCGATGCAGATTC 

TTGAAATCACCACCTGGAAGATTCCCTGCTTGGCTGCAGTCACCGAGTAGCCAAGCCTCTGA 

CCTGCCTCATCAGCCACCGGGATGCCCACCTGCAGCTCTCTCTGCCTCATCAGGGGGATGT 

TGATGCAGTTGGCAGCTGCCACTGCTGCAAAGGGCACAAATCTGCCGACCAAGGGGGGCA 

GGTGCTTGGTGAGGGATTTGAGTCCCAGGGCCGTGGCCACAGCTCCAGTGGTGGCACTCA 

GATAGGCTGTCCCCAGCTGCCTCACAGTGATGGGAGTGTCACCACTGCGGTTGGAGTAGTT 

AACAATGGCATTGAAGGACTGATTCACCCACTGCCAGAACACCACGGTTGGGGTCTTCCTGT 

AGAATGTGAGCATGCAGCCAGTGATGGTCATGTTCATGGGCACCTGGGCTGACATGCGGCC 

AATCAGGACCACCTTCTCCCCTGTGTCCGGATGGAAGGCGGAGTCATACACATACTTGGCC 

CTCCACAGCTGGTCCTCGGTGATCCCTGGGGTCACCACGCCGGCCCTGTAGTTCTGCACGA 

TGTTCCGAGAAGCTTCCAGCTGTGCCCCGGACAGCAGCAGATTTCGAGGATCAGTAACAGT 

GAAAAAGTGCCGGGCTCTGCCCAGGAAAGTACTTTGGTCCCAGCGAGGTTCCTGGATGTTG 

ATGTCTAAAGGCAATTCACCCATTTTGCTTTCCATCGCTCTCTGAAGCTCTCAGAACCGCCTT 

CCTCTCTGCCTCCGCTGTCGCCGCCGGGCCCTCCCAGCCATCACGCGGGACGTCACGCGT 

GACGCCGACCAGCAGGGAGGGGCAGGAGCTTCCCGGCCGCGCCCACCCGGTGGGCACGG 

GGATTGGCAGAACCCAGCCACCACACAGAGCACGCCTGCAGCAAACTCAGGCTCACGTCC 

CGCTCTGCCCCGTGACGTCCCTCCACGGAGGCCTCAAGGGTGCCCAGGGAGGGGTGGCAA 

TTCCAGGAGCCCCGGTAGCTGGCTCGGCTCAGAGAAGAGGTGGTTCGAGCCGGAGGGGAA 

CAAGCCAGACCCAAGCCCTAAATTTGCGGAATGAGCTAGGGCGTCAGAACCAGAACTGGGG 

TGGGTAAAG AACTCCGCTGCCCG GG ACC AGGTAACG CCG G ACG CGTG GGTCG AC 

>394 

NNGTCGCCATTGTGACCCGAGAATTTAATATACTTGTGCCCCGCGCGTGTTTTGTTA 
ACCGTCCGCCCGAGTGTCCCCTCAATTTCTACCCCTCGCCCCTTAACCCAAAGCTAAATCCA 
CCATCTGGTATTCTCCCCTAGAGCACCAGATGACCATCTGAAGCTGGACAAGTGTCTCTAAC 
AATAAAACATTACTGTTTACAAAACAAAAAGCACAAACATAATTATGGAATAAATAA AAAACAA 
GGGACAAACAGCCAACTGACTCTACCCACTTGGTGAGAAGTGATATACTTCAACTAI I I I I I I 
AATGCTTCTGAAAGTTTCTTGGCCCACAGAGGACTAGGGTGCAATCATTCCCTGTGTTAGTG 
AGTTGGGTTTMTGCAGCTTCAAAATTAGGGTAAAGGGACTTGGTGAAATGTTTACATTAAAT 
ATTTCACTCCTACCCATTCTTCAGGAAAAAAGGTGAGCTCAGCAAGGCTGGATGCCATTAAG 
AGATATTTACTGTTTTCTTTTTCTATAGCTAAA AAAG CAAACTTTACACGAAGAAGCTCTTGAT 
T AAG G AAATTTC AATAG ATTC AT ATTT AT AAAATTTT AAAC ATTTG G C AC A G C AAAATTTG G AA 
AAAATGGGGGAGAAAAAATAGGTCTGGTTGTTGTCCCCCTTTTTCCACCTGCTGCTGGACAG 
TGATGAGATGCTCACAGAAGAAAAAGGCCTGGCTTTGT ACCAG GCTGGCGACAGGTGCTAC 
CAGGAGTGGGCTGAGGGGAGAAAAACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACG 
ACTTCCACATTCCCTGGCCCACTTCCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCT 
CCCCTCCCAACCCCAACCCCAGAGTGCAGTGCAAATCAACCAACAATTTA CTGGTG GAATG 
GCAATCAAAGGAAACAGTTAAACACCAAACAATTTCTTAAAGCCAAAAAATA I I I I iCATGGA 
GTTGMCATTTTTCGAGTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCA 
GCAGCATCTAGGAATTCTGGCACTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCT 
TCTCCCTCGTATTTAAAAAGGCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGC 
TCTCCCCTCTAGCGGACAGTGGGTGGCCAGGCAGCCTGCCTGGTTAGATTGGGCAATGCCA 
AGCAGACATCCCTCATTCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAGTCGAAGTGCA 
GAGAAAGAAACTTACAAAAGCACAACCACCAAAGGCAGCCTGAACGGGGAGCCCTGTGCAG 
ACTGAGTTGCTGGAGACTACCCTCTCAGTCCCATTCCTGGGGAAAGGTAGGTCACTCATGG 
AATTTGAATCAAACATGGGGGAGGACACCTGCCAAGCAATAGTATGATGGACTCAAGTCATC 
CCAGGCCATCTACTGTCTCCCTCACCTGCCCTAACCTTTTCTGAGTCCCTCCCTCTCTTGTG 
CMGCACTGTAGTTTAAAAAGGAAAAAACACCCCCCACCATTAAAAGACAACCTTCAAATGTT 
ACTCAGTATATAAAGTTTGCTTAGGCTAAGGTGGAGTCAGAAATGTCTCTAATTGTAGACACC 
ATCTCTGTGCCACCCTTCCTCTCATCGGATATGGAGTGATTTCTTCTCTCGCTGCTGCGACG 
CAGATCTGAGCCACAGTCAGGTACCAATGTACACGACATAGGCACATGTGCAAACACAAAGA 
AGGTGGGCTGCTGCTTCTTTCTCTCTGCCCCTAGTCCAGGCTCCTTTGCTTCACGTAAGATT 
AACACTTTCCCATTCGTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAG AAACAATTCCTCA 
CTGCCTATAAACTGTAGTCTGATGTGGGATAGTCAATTGAACATGAGAATCAGAACAATCTG 
GGCAAATGGGTATGGCAAGAATGGGAACACCACAACAGGACAGATGCCAACTCTCATTCAT 
GCCAGGCCTmGGCATCTGGGTGCCTTCTGTGTCtTCTTTCCACCTCTTCCTTCAGTeTCAA 
CATCCACTTGTACCCCCAGCTACCTCCCATGTTTCCAGGTATCATTGGCTCTTAACTCCCACA 
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AGCCTGCCTTTTGGCTACCCATCCCAACAATATCAAGAGGGAATGACTAAGTATCAGCTAGA 

AACTTAGCCATGTCTCAACATTCCTGGATTATCTGAAAAGCTGTCGATGCCCTTrTACAGGTT 

TATGGTGACAGACCCGTATCATCTTAAAGTATGTTCATAGTTAAGGCTTGACTTAAGAAAATA 

AGAGAACCAGACATAATGGAAAGACCTCTTCAATAATGTTGTCATGCCTCTCAGTGAA CGTG 

CTCACAGTCACACTTGGTTTGGCTCCCCAAACCCACAATAGAAAAGGAAAAATGAGTATTTT 

GTTTTTCATCTGTTTTGTATTTAAAGGCATTGGGTTACTTCCTCCTGCCCTCTTTTCTTCCCTG 

AACAAGAGTTTACAACTCCTCATGGCTTCTTAATAGGTGAAGTAGGTGAAAAGTCTGAGAAG 

CTCACAGCAGGGTTTGCCGfCCCAACTATGCAGCTGAGAGGTCGCCA GCTC CTGTGCCTTC 

CCAGCCCCACTATAATTGGCAGTATGTTTGTTCATGTTTCCTGAAAACATTTTCTTTAAAAAG 

GAAAAGAAAAAAATGCCAAACAACACCAACCAAAAAAAAAAAAAAAAAAAAAAGAAGGAAGAA 

GACAAAGAGCAACATCCAAACATTCCCCAAGCCCCACCCCAGTAAGTCTGAGATTATCTTAT 

TCCTTCCCTGAAATAATTATAAAGAAGCATTTCAGGCAAAATACTTAGTATTAATGGTCTCTTA 

CTGCTCAACCTCCCAACCATGCCCTTTTCCCTTTTATGTGTATCTCTTGGAGTAAAATAAATT 

CATTAATGGCTTTCCACATACAAATACAATAGAAAAGAAAGAAGTCTGGAACCTGACTATCAT 

GGGACCAAAAAGTATCTTGGCCCTTTGGGAGTTTCCTTGTCAGAAAGTATAAGCCTCAACAG 

GAAATAGAGGCTCCTTCTCCTTTGAGTTCAATACCCTCCCTGTGTCCTACTCACCAGGAAAAT 

AAGTGTGTTCATATCCCACCTAATTTACAACAGAAGATAACCCCATCCCATCCCCAAAACATA 

AAAATACAAGTCTATGCCCATAGAACN 

>395 

NNNNAACACATTTCCCCTCCGGTCGCTGGGTCCCTGCGATCGCCCCCAGCTGGTG 
GGGCTCGCGGAGCTCAGGGGAGCGGGGTCCTCTGCGCCGCTGCAGCCGAGTTAATAAACA 
GTTAAGTTTGGAAGACTCTGCAGACACGTTGAGGGGGAGTTACCAAGCCCAGGCAGCAAAA 
ACATCCTGGCACATTCCTGGGGAGTCCTCAGCTGCCAGCATCTGATTAGAACCATATCTCTC 
GCCGGGAGTGGCCGCGCGGCTCCGAAGCTCCCGGCCGGCGGCTATTTAAGCGAGGCCCG 
CCGCATCCGCTGCGCTGTAGCCTGGAGGCTCCGGGCGGGGGGAAGTCATGCTCGCTTCAC 
GGAGGCAATAGCTAGCCGGTGTCTGTGGGAGGTTATGTTTATTTGAGACTTCTCCATCGGGA 
TCGCCTGGTGTCACCAAGTGTCCACTGGTACTGAGGTTTGCTGCCTGCCTTCTTGCCATGTC 
TAACGAAGTAGAAACAAGTGCAACCAATGGTCAGCCCGACCAACAGGCCGCACCAAAAGCA 
CCCTCAAAGAAGGAAAAAAAGAAAGGCCCTGAAAAGACAGATGAATATCTCTTAGCAAGGTT 
CAAAGGCGATGGTGTAAAATATAAGGCCAAGCTGATTGGCATTGATGATGTGCCAGATGCAA 
GAGGGGATAAAATGAGCCAAGACTCTATGATGAAACTAAAGGGAATGGCGGCAGCTGGTCG 
GTCTCAGGGACAACACAAACAAAGGATGTGGGTCAACATTTCCCTTTCTGGGATAAAAATAA 
TTGATGAGAAAACTGGGGTAATAGAGCATGAACATCCAGTAAATAAGATTTCTTTCATTGCCC 
GTGATGTGACAGACAACCGGGCATTTGGTTACGTGTGTGGAGGAGAAGGCCAGC ATCAG TT 
TTTTGCCATAAAMCCGGGCAACAGGCTGMCCATTAGTTGTTGATCTTAAAGACCTTTTTCA 
AGTTATCTATAATGTAAAGAAAAAGGAAGAAGAAAAGAAAAAGATAGAGGAAGCCAGCAAAG 

cagttgagaatgggagtgagggcctaatgattctagatgaccaaactaacaaactgaaatcg 

ggtgttgaccagatggatttgtttggggacatgtctacacctcctgacctaaatagtccaac 

agaaagcaaagatatcctgttagtggatctaaactctgaaatcgagaccaatcagaattcttt 

aAgagaaaatccattcttaacaaacggcatcacctcctgttctcttcctcgaccaacgcctca 

ggcatccttcttgcctgaaaatgccttttctgccaatctcaacttctttcccacccctaatcc 

tgatcctttccgtgaggatcctttgacacagccagaccaatcgacaccttcttcgtttgattc 

tctcaaatctccagatcagaagaaagagaattcgagtagctcgtctactccgctgagtaatg 

ggcccctgaatggtgatgttgactactttggtcagcaatttgaccagatctctaaccggact 

ggcaaacaggaagctcaggcaggcccatggcccttttgaagttcgcaaacccagccagcag 

tgagaactcaaaatggggtatctgaaagagaacagaacggcttctctgtcaaatcctccccg 

aacccttttgtgggaagccctcccaaaggactgtccatacagaatggcgtaaagcaggactt 

ggaaagctctgtccagtcgtcaccacatgactccatagccattatcccacctccacaaagta. 

ccaaaccaggaagaggcagaaggactgctaagtcttcagccaatgacttgcttggatcaga 

catctttgctcctcccgtctcagaaccttcaggccaggcgtcacccacaggacaacgtaca 

gccctgcagcccaaccctctggatgtgttgaaaacaagtgctcctgccccagtggggcccc 

tggtgggtctaggtggtgtaactgtcacactcggtcaggcaggaccatggaacacagcatc 

tttggtcttcaatcagtccccttcaatggctccgggagccatgatgggtggtcaaccttcag 

gttttagtcagcccgtcai i 1 1 iggtacaagtccagctgtttcaggttggaaccaggcttca 

ccctttgcagcctcaactcccccfccagtgcctgttgtcrrggggcccttctgca tctg fgg 

cacccaatgcttggtcaacaagaaggcctttggggaatccttttcagagcaatai i i i iccag 
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CTCCTGCTGTGTCCACTCAGCCCCCATCCATGCACTCCTCTCTCCTGGTCACTCCTCCTCAG 

CCACCTCCCAGAGCTGGCCCTCCCAAGGACATCTCCAGTGATGCCTTCACTGCCTTAGACC 

CACTTGGGGATAAAGAGATCAAGGATGTGAAAGAAATGTTTAAGGATTTCCAACTGCGGCAG 

CCACCTGCTGTGCCCGCGCGGAAGGGAGAGCAGACTTCTTCTGGGACTTTGAGTGCCTTTG 

CCAGTTATTTCAACAGCAAGGTTGGCATTCCTCAGGAGAATGCAGACCATGATGACTTTGAT 

GCTAATCAACTATTGAACAAGATCAATGAACCACCAAAGCCAGCTCCCAGACA AGTT TCCCT 

GCCAGTTACCAAATCTACTGACAATGCATTTGAGAACCCTTTCTTTAAAGATTCTTTTGGTTCA 

TCACAAGCCTCTGTGGCTTCTTCTCAACCTGTATCTTCTGAGATGTATAGGGATCCATTTGGA 

AATCCTTTTGCCTAAATTCTGAACTTGGTCTGCAGACCATCCAGAGGAATAAAAAGGTTGGC 

CTTAGTAGTCAAAAACAAAGCTGATAGCCAGACACGTTCTGATTTCTGCCCTTGTTCCAGCTT 

TGACGTATTATCTGTTGCCTTATTTCTCATTGCCTCTTCTACTTGTAAAATGCTTTTCACTTTCT 

GTCTAGGTTAAAGCTAAACTGAATCTATGGCTTTAAATAAATTAAGATCCTAAACTCTCTAGCT 

TAAGTGTAAATGAAGTACAGTAG7TTCCCTACTGAACCCTGCCTCTTGTGTCCCTGGAACCTT 

CTAGAACACCTGCCTTCTACCCTCTGGTTGGGAGATGCAGCCACCACATCCCTTCATATCAT 

ACTGTTTTGAATAAATTTTCAMTCCTTATTGTTCAGAGTTGTTTGGGGGTTCTGTTTCAGAGC 

ATAAAACCTAAAGGTTATAGTAGAACAAGGCACCTTCTTAAAAGAAATCTTGCTTCAGACCAT 

CAGTTACAGAGAATTTCTAAAGTAAAATTGAAGCAACTACAACTTCTCCTTAGACACTTTGGA 

ATCTMCCACTTAAGGACCTTTTTAMGAGATAGCTTCTCTTCTTTCTGAAGATCAATTTCTCC 

CMGGCCAAGATTGTCCTTTTCTCCCATTTCTTGCTAGCTATTGCAAATGAGGGAAGAACATT 

ATTCATCTCTCCTCCCCI I I I I I I I CTGATTC I I I I I I CAGTCAGTTTTGCTCCTGGGTTCAAG 

TAGTATTACCACCCTTTCACAAGCAACAGACTCTCACAGGGCAAAAAAAAAAAAAAAATCTAA 

TGATTCACAGACAGATCTGGAGCCTCTCTTCATTCTCAGTAATTGCTAGTCCCAAGAACTAGA 

ATTGCAAATGGGCACAACCTATATCCTTCCTGTGGAAGAGGAGGCCACTCTCTTGAGCTGAA 

GTTCCAGAAGAGCAGTTAATGTTCAAGAGAAATTGAACTCAACTCAGCAACAAAGGACTCTA 

TTTTGAAGAGCAACATATCACAAAGCTAAATGTGATTGTGCCAAACACATTAGGTGCTTATTT 

GGGGTCATGCTAGGCCTTTATCAAGTAACTGGAAAACTTTTCTTGCAGCCACAATCTCAATGT 

CGTTAGTAGGAAGATAAGAGGGGAGAAAAAGCTGTAGAACAAATGTTTGGGG TTACC ATTGA 

AAATCTAATGTCTGCAATATTTTTCTCCTCACAACTTGGAAACGT TCCCAGTTCATTTT CAGTC 

CTGTTGTGAGCACAGTTCTGAAGGGTTTATTATTGTCAAMTAAGTTTTGTTTTGTTTTGTTTA 

TGTTGGG I 1 1 I I AATGTTGTCTCTTGACCCTTAATGCTCAGGTTCTTGTGGGAGTTAATCAGC 

CACATCCAACGTTACCTTGAGGGGGAAGAAGAGGGTGATGCTCAGAAGCTAAACAAGACAG 

GGGGCACATGACCCTCTATTGATTAGCCCCAAGTAGAAAGTCCTGTGGTTTTATGTTTAATG 

GTAATAGTTGATCATATATGGCATAATTTTCTATCAGCTTCCTACTCAGTCACTATAAACACAG 

ACTTGAAATAGTACTTTAAATGTCCAAATACCTAAATGTGCTAAACTGGAGGTAA CTATT TCTA 

GGTAGTTGAAI 1 1 1 IGAAAGTCATGATCAGCCACACAACTGTTTTGTACATACTTATTTTCTCA 

TGCACTTTTCTGTATGCAAATAAAGCTATAAATTTACTGATTTCAATAAACTGGAGTGGCAGAA 

TAACAAAAGAAAATATAAATAATAAAAAAAAAGCGGCC 

>396 

>397 

>398 

NAGCGTTACTCTGACAAAGACTTGTTTCTGTTGCATAGCAACTGAAGATAAGTATGC 
AGAACTTAGCAAAGATTTTCAAGAGAAAATAATGTAAGGATTACGTA ATTCG GGAAATAAAAA 
CCTGAAGGGCAATTTCAACTAAGTATGGCGACTACCTGCTCACCATCTTTTGGAGACCGAAG 
AAGAAATGAATGGTCTGAACAGACTTAGCCCGACAGAGCTGCCCAATAGAGAGGATGCCAA 
TGTTAAATGACCACAAGAAATGTAACATCTCTTTTTAGGACACCCTAGATAAGAAATCTTCCA 
ACTGGTCCTTCAGGAGGGTGTCTAAGCAGTCTTGGATGAGCTACATCAACAGGTCTGCAGA 
CCACAGAGCCAGCAATCAGGGACCACATTCCCCGAGGTACAAAATTTAGAGGTTTCCCCTTT 
ATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGT 
GGCTCAAAGGGATGAGACCTTCCAGACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAG 
TTGTCAAGATAATTTCCTTATCTCTGAAGGAGTGCAGACAGGAATGCTTCCACTGCTGGGTG 
GGTGCTCGCCCCTCTTGCTCCTTAAGCGCCCGGGTCACCCCCTTGCTAGCACAGGGTGTCT 
TACACAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACGATGTCCCACTCCCTG 
CTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTCACACAGAGGAAACATGAAGTr 
TAAGTTCTAGCCGTATGAGGACAACACCTACTTTGATACCAGGCGTCACACTCTACAGCTNT 
GtTCAAGCTGAGGAGAGTTCTCTTTCCTTATCtGTGtGTtCCTCAGMCACAGAGtGGGACT 
CCTGCCAAGTCACCCTTGACTTACN 
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: >399 

NNNNNNNNNNNNGCCGAGGTACGCGGGGAGAGAGGAAAAGAACACAGATCTCGCA 
TGGTTCAGATTTTTC \ I I 1 1 AGGTCCAGG AGTAAGATATATCATACG AAAATGAAAATTATAAT ' 
TCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC CACA GCGTCTCATGTCTG 
CCAGCAATAGCAATGAGTTACTTCTTAATGTTAATAATGGTCAACTTTTGCCACTACAACTTCA 
GGGCCCACTTAATTCATGGATTCGACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTC 
AAATTCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCTCCCAA 
ATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCAGGCCAAGTTGA 
TCCCTTACAGCTTCAAACACCGCCTCAGACACAACCAGGCCCCAGTCACGTGATGCCCTAT 
GTATTCTCCTTCAAAATGCCTCAAGAGCAAGGACAGATGTTTCAATACTATCCAGTTTACATG 
GTCCTACCCTGGGAACAACCTCAGCAAACAGTTCCAAGGTCACCTCAACAAACAAGACAGCA 
ACAGTATGAGGAGCAGATACCATTCTATGCTCAATTTGGATACATTCCACAACTAGCAGAAC 
CTGCTATATCAGGAGGACAGCAGCAACTAGCTTTTGATCCCCAACTAGGCACAGCTCCTGAA 
ATTGCTGTGATGTCAACAGGAGAAGAGATACCATATTTACAAAAAGAAGCGATCAACT TTAGA 
CATGACAGTGCAGGAGTTTTCATGCCCTCAACTTCACCAAAACCCAGCACAACCAATGTTTT 
CACTTCTGCTGTAGACCAAACTATTACCCCAGAGCTCCCAG AAGA GAAGGACAAGACTGACA 
GCCTAAGGGAACCATAAGAAGTTGCCCTGATCATTCAGACATTTTGGGAAAAAGATGTGGCC 
ATGCCTTGGATATAATTTTAGGCTATTAGCTTCCTCAATACTAGTATCAGTTCTTTGGAATACA 
TGAMTATCTTGACTCTTCTCCTAAATTTGTTTTTACTTATACATGTTATTAAACTCTTTAAATA 
TGTCATAGAAAATAATACAATCATGTAATGAGTCTTGTCTTACAAAATTATATGTCTCTTCAAA 
TATCCTATCATTGTATAATATGGAATATAATAACAGAGAATAAAGCTAGTATCATTAAATCAAT 
TGGATAATTGCATTAGTAAATGATGCCTCTGCAAAATGGTAGTACCCATGAAGATATGTATAT 
TGTCATTGGATGTATGATGAGTGTTGTGATTGGAACTGATGAAGTAAAATAAGTATCTAGATT 
TGAAAAAAAAAAAAAAAAA 
>400 
>401 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 
CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 
ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 
ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 
TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 
CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 
GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 
CAGCAGCTGTTTATGGACTCACTAGGCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 
AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAG GATTAC GGGAGTG 
AGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGC 
ATTmGCATCMGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCCAAACAGTAAG 
GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 
ACATTTTCCAGCACTMTTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 
CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 
GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 
TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTG7TATTTAAAGCTGGCATCTGGGTCCAG 
GCTTCTTCCCCAAAAACTTGTAAGTAACTAGAATTTGTAGATGTCTCCCATGGATGCATGTCA 
AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 
TCATGACCTMGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 
TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 
CGGCCGCTCCACCGCGGTGAGCNNNNN 

>402 ' .•• •••• , ' . ■-• 

AGGGAGTCGACCCACGCGTCCGGAGCTGAATCACCAGAATGGGGAACCGACGGAG 
GTAGAAGATGGCACTGTGGATGGTGCAGACAGGGATGAAAAGGACTTCAGGAATCGTGGCC 
AGGMGTCAGGAMCTAGACCTGCCAGTGCTGTTCCCAAACAGACTtGGTAAGACTCCCTTG 
GCTCTGATGGTCAAAGGATGGCAAAGTCCACTTTAGAGGCCATTAGCCTAGCAGTTGAGTAG 
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GAGCTGTCACTGATCCTGGCATCATCATCATCTTGATGTGTG ACCC TATCCAAGTTTTGGTTT 

TCATGGAGTTAAAGGTTATTCCCCTTGCATTTTACAGCCCTGATTTTGCATTTGGCAACCTCT 

TTCAACTAAGTTCATGTCATCTTTTCGCATGGAGTTTCACTATGCATTGTCAGACTGCTGGTT. 

AGGCCTCCAGACCAGGTCCATCTTCTCCCTTTTTCTCTAGCATGGCCTTGCCCTTTCCACAG 

CCCTGAGCCTATGCCTGGCCTGGGTACCTTAGCCCCTTGCCTTTCCTTCCCTGTTTGAAGCC 

TGCCCAAGCCCCAGGGTTGCCCTTTTGTTATTCTGCTGCCTAGAAGTTAGAACATTCAAGAA 

TTGAGGGTACACCTATAAACAGACTGGCAGATGATATAGTGCTTAATGTCTTGCCTC AGTT TG 

TCATtGTGTCAGAACATCCGAAAAAAGATAGGAGAAAAGTTGGAGTTTAGGGCATAATTTTCC 

TGTAATAATTTGGAGCTCAAAAATATTACAATGAGAAAATAAAAAGCTATTAATTAGCAGGAG 

ACTTAATCACATGAAGAATTTCAATTAGATATTTCTTCTACGTAGTATAGTTATAACTTTGCATT 

CCATTGTTTTCCTTCTCTATAGTCCATTGTATTTCTGTGGGG I I I I I I I I I I I CAGGTTTTGAG 

TTCAAGAACGAGATTAAAAAAGAAAATCTAAAATGGGATGATTCAGAGGAAGTAGAAATAAAC 

AAGGCTTTACAGAGAAAGTCCAGAGGAGTTTATTGGCACTCTGAGCTACAAAAAGGCTTGGA 

GAGTGAGCCAACATCAAGAAGGCAATGTAGAAATTCTCCAGGGGAGAGTGAGGAGAAAACC 

CCATCCCAGGAGAAGATGAGTCACCAGAGTTTTTGTGCCAGGGACAAAGCCTGTACACATAT 

CCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTG 

GAAAAAGTATCTCAATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGG 

CATCAAAGAATCCACACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTA 

GTGAGCGCTCCAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTG 

TGGGCAATGTGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCAT 

ACCGGGGAAAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTT 

CAGTGCTCACCGGCGCATCCAC ACTGG G G AG AGCCC ATAC AAGTGTGCAGTGTGTGG G AA 

AATCTTCAACAATAGCTCCCACTTCAGTGCCCACCGAAAAACCCACACTGGTGAAAAGCCTT 

ACAGGTGTTCTCACTGTGAGAGAGGCTTCACTAAGAACTCTGCCCTCACCCGTCATCAGACA 

GTACACATGAAAGCAGTACTCTCATCACAGGAAGGAAGAGATGCGTTATGAGTGTGTCGGTA 

AACTGTCAGATTAAGTTCCTCAGGTCAGCATGTATGAGCTTTCTTCTGCTGTGGAGAGATCTA 

GCCAGTCCCTGACTTTGCAACAGACCTACTGACTACTGGATCTTAAGACCCATGTCTAGGAC 

CAGGAGTCAGCATAAGGACGCTGACCTCTCCTGGCTGTGCCTGTGACTCCAGAGTCCTATC 

TTACTGTGACTTAAAGTTTGATGGAGAGAAAGCTGTAGGATCCATAAATTCTACCAGGAAACC 

AGGGTCTTCCTGTTCCTAGCACTGAGAATGGGCACCCAGTGGTCCAAGAACACTTTCTGGG 

CTAACATAGTCCTCACACAGGGCTGAGAAAGAAAGTGTCTCCTTTCCTGGAAAGCACATGTA 

AAAGTTAAGGGCCTGAATCTCTTCTAAACCAATAATTGACCTCTAGGCACCCACCATAATACT 

GCTACCTTCAGGGCAGAAGACACTGCTCTTTGTAACCCAGCCACCACCAAAAAGCAAACAGA 

AAGAAGGAAGGATGGTTAAGCCATTGGATAATACTGAATCTGTTTCCCTAAGTGACTTAACCT 

TAGAGCAAGCACAACATCCAGGTTAATTTTTTGTAAGATTTCTCCTTTTATTATTGCCCTCATC 

ATAGTTCCTGATTGTCTCTTAMGTMGTGGTTTATAGACATTACTATTTCTGATAATAATTTA 

CAAACtACTATAAACAAATTTATAAACATTACTAATTTCTGATGAAAATAAAGTTGTTTCTCCCT 

CCACAAANNNNNNNNNNNNN 

>403 

nnacccacgcgtccggattaatctatttgcctaaatgggtttgttcaggtatccatt 
tttaacaaagaagtttgtgttcatatagtaaaagacctatcagtgtttccaccatgcacttcta 
ttttttaggagtttataattrraagtcttacattcctagtaacatttgggcttttcttaggtatg 
tttctagtcttcccctcaaatcatgcatgcaaataggaggacagtggtggtgactcaactgg 
atacaggtgctcaatagtcaggcttgatagtgatgtcaggacgcattacaagctgtaagccg 
atactgactggccattggcaccatccttgactaaccttcctctttttctctagtgtgcctatg 
gtgaaatggcaatagcattcactgtcgtattttgcagtgctcaggaagtgggacgttaactt 
tgmggtgcttgtttgtattagctctgctaggtttacctgtacaacgtagatttcagcagcta 
tgctgactgacactacattctagttcttaaga i 1 1 1 1 1 i i ccagatccccccttccccagcta 
gacatacgtagcatactttcatcttattcagtctttctgtaacct gctg ctgcttttagtcctc 
gtcacctcagatcggaatcaatggagtggggccagaggatacattttaattccagtaatggt 
aggtagatttgtcctgctttctaamcatctcgtcatttcatatttccactccatattgattcc 
ataagggaamttmtgggtgtttcctcctttagggaggtaatgcaaagagtgtggacatct 
tgtaAtcttgaggmcagtagwgatttcccttgaaggagcttacatattgactgttttcaga 
atmcctgtttgccccagttcmtcctcattttaatacttaatttggtactggctcaaatagca 
ttttcttacagatmcaaAtcaagagtgamtttgaggttatactccagtaaagtttttM 
ttgtgaatatggtcagctagactaaacttgactc i 1 1 i i i i i aatggci i i i i i atctgtgaac 
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ATTCAGATAAGTGGATTTTCAAGTACTGGTTGGGGATGGGAATCGTGCTTTTCTTTAAACTTC 

AGTTTACGAGATGCTTTGAGAGCGTTAGGCAAAAGCAGAAATAAATATCAGGAGCAACGGG 

GAAAGCTTTATAAAAGATCATGGTGGCCACTGTTGCAGCTTTGAAGAATGAGTGCTGGCTTG 

AACAGTTCTTTGCCTGCATCATTGGTAGCTGCACTGAAAGGAAAAAACTTTCACCTTAAGAAT 

TTGAAAAGGAAGAAACCTGGGCTCTGGTCTTCATGGCATTTAGACTGAGATGCTTAAACAGA 

ACAGAAGTAATACGCATTTCCTGCCATAGGATAGGGAAAATGTAACAAGCTGGTTGCTCTTG 

AGGTTAGAAAATTGTCTGTTTCTCTGTGGATGAAGCTGGATTTACTTGAAAATGGAGA GTTGG 

CTTATTGTTTGAATATTGGGACATCAAGCTATCTATAGCCAAGTTTCAGTCGCAACCAGTTTT 

CCCTTTGTCTGGGGTAAATTCGATACAAAATGATTCTTTTTGAATCCTGAATCCATAAATTACA 

C I I I I I I I I I I CAAATTCACAAAATTCACAGTGGTGCTGACTGTGTAATAACCACTATTGGGAA 

ACATCCCGTAAACCTGCCTGTTGCCATGCCAATGGAGTGACTGAACTGGTGACATCTGTTTG 

AGCATGCTTTGTGTGGCTGGTCACAATGACACGGTTGGTGCTCACCTTGACCTCCGGGCTA 

CGGGACGGAGGGTTTTCTAGANNNNN 

>404 

tAGGGagtcacccacGCGTCCGCCCTGCGCCAAAGTGAGCAGTAGCCAACATGTCAGG 
GTGGGAGTCATATTACAAAACCGAGGGCGATGAAGAAGCAGAGGAAGAACAAGAAGAGAAC 
CTTGAAGCAAGTGTGTATCCAAAGTGTGTACATCAGTAAGATCATAAG CAGTG ATCGAGATC 
TCTTGGCTGTGGtGTTCTATGGTACCGAGAAAGACAAAAATTCAGTGAATTTTAAAAATATTTA 
CGTCTTACAGGAGCTGGATAATCCAGGTGCAAAACGAATTCTAGAGCTTGACCAGTTTAAGG 
GGCAGCAGGGACAAAAACGTTTCCAAGACATGATGGGCCGCGGATCTGACTACTCACTCAG 
TGAAGTGCTGTGGGTCTGTGCCAACCTCTTTAGTGATGTCCAATTCAAGATGGGTCATAAGA 
GGATCATGCTGTTCACCAATGAAGACAACCCCCATGGCAATGACAGTGCCAAAGCCAGCCG 
GGCCAGGACCAAAGCCGGTGATCTCCGAGATAGAGGCATCTTCCTTGACTTGATGCACCTG 
AAGAAACCTGGGGGCTTTGACATATCCTTGTTCTACAGAGATATCATCAGCATAGCAGAGGA 
TGAGGACCTCAGGGTTCACTTTGAGGAATCCAGCAAGCTAGAAGACCTGTTGCGGAAGGTT 
CGCGCCAAGGAGACCAGGAAGCGAGCACTCAGCAGGTTAAAGCTGAAGCTCAACAAAGATA 
TAGTGATCTCTGTGGGCATTTATAATCTGGTCCAGAAGGCTCTCAAGCCTCCTCCAATAAAG 
CTCTATCGGGAAACAAATGAACCAGTGAAAACCAAGACCCGGACCTTTAATACAAGTACAGG 
CGGTTTGCTTCTGCCTAGCGATACCAAGAGGTCTCAGATCTATGGGAGTCGTCAGATTATAC 
TGGAGAAAGAGGAAACAGAAGAGCTAAAACGGTTTGATGATCCAGGTTTGATGCTCATGGGT 
TTCAAGCCGTTGGTACTGCTGAAGAAACACCATTACCTGAGGCCCTCCCTGTTCGTGTACCC 
AGAGGAGTCGCTGGTGATTGGGAGCTCAACCCTGTTCAGTGCTCTGCTCATCAAGT GTCT G 
GAGAAGGAGGTTGCGGCATTGTGCAGATACACACCCCGCAGGAACATCCCTCCTTATTTTGT 
GGCTTTGGTGCCACAGGAAGAAGAGTTGGATGACCAGAAAATTCAGGTGACTCCTCCAGGC 
TTCCAGCTGGTCTTTTTACCCTTTGCTGATGATAAAAGGAAGATGCCCTTTACTGAAAAAATC 
ATGGCAACTCCAGAGCAGGTGGGCAAGATGAAGGCTATCGTTTGAGAAGCTTCGCTTCACA 
TACAGAAGTGACAGCTTTGAGAACCCCGTGCTGCAGCAGCACTTCAGGAACCTGGAGGCCT 
TGGCCTTGGATTTGATGGAGCCGGAACAAGCAGTGGACCTGACATTGCCCAAGGTTGAAGC 
AATGAATAAAAGACTGGGCTCCTTGGTGGATGAGTTTAAGGAGCTTGTTTACCCACCAGATT 
ACAATCCTGAAGGGAAAGTTACCAAGAGAAAACACGATAATGAAGGTTCTGGAAGCAaAGGC 
CCAAGGTGGAGTATTCAGAAGAGGAGCTGAAGACCCACATCAGCAAGGGTACCTGCCCGG 
GCGGCCGaggtACACCTaAAGGGGGCTGAATCCAGGGAGCCAAGCAGTCtTGttcTGTGGgcCcc 
acttccaCAGCACCTCacaAGTTAagaccTGCTGGCTTGGAATTCCAGCCAGCCAGTGGTGACAG 
GTtGaaGTCtGCctaagaTGGATTGAGTTCCCAgATGGAGTGGTGgccaCTAtctttGCAGTTTGAtcaa 
gtcagctATtccAgtccgcttgCTTtgtagAGTCCAGactggATGaGgAagGGTCaCcacCATGCAGCATAgct 
GTgcta«:AAAAAGCAGCcagacTactTCTTTAAGTGGGCccctGAtctCATTcctcctgactGGGTGAGAC 
CTCCCAACAGGGGTCTCCAGCCACCTCCTACAGgt 
>405 

NNCCAATTGGAACCTCCACCGCGGGGGCGGCCGAGGTACGCGGGGGGCGGCGGC 
GGAGAGAGCTGGCTCAGGGCGTCCGCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCG 
CTTCCATMGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAG AAGGAA 
AAAAGAAMTCCCTGGGCCCCTTTTCTTTTGTTCTTTGCCAAAGTCXaTCGTTGTAGTCTTT^ 
GCCCMGGCTGTtGTGTTTTTAGAGGTGCTAfCTCCAGTTCCTTGCACTCCTGTTMCMGC 
ACCTCAGCGAGAGCAGCAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGT 
GtCATGACCAGGGCGGGAGAtCACAACCGCCAGAGAGGATGCTGTGGATGCTTGGCCGAC 
TACCTGACCTCTGCAAAATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGG 
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ATGTGGCACTTTGCGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCTGCTTTTGAC 

AGCAGTCTACGGGCTGGTGGTGGCAGGGTCTGTTCTGGTCCTGGGAGCCATCATCGGTGA 

CTGGGTGGACAAGAATGCTAGACTTAAAGTGGC CCAG ACCTCGCTGGTGGTACAGAATGTT 

TCAGTCATCCTGTGTGGAATCATCCTGATGATGGTTTTCTTACATAAACATGAGCTTCTGACC 

ATGTACCATGGATGGGTTCTCACTTCCTGCTATATCCTGATCATCACTATTGCAAATATTGCA 

AATTTGGCCAGTACTGCTACTGCAATCACAATCCAAAGGGATTGGATTGTTGTTGTTGCAGG 

AGAAGACAGAAGCAAACTAGCAAATATGAATGCCACAATACGAAGGATTGACCAGTTAACCA 

ACATCTTAGCCCCCATGGCTGTTGGCCAGATTATGAGATTTGGCTCCCCAGTCATCGGCTGT 

GGCTTTATTTCGGGATGGAACTTGGTATCCATGTGCGTGGAGTACGTCCTGCTCTGGAAGGT 

TTACCAGAAAACCCCAGCTCTAGCTGTGAAAGCTGGTCTTAAAGAAGAGGAAACTGAATTGA 

AACAGCTGAATTTACACAAAGATACTGAGCCAAAACCCCTGGAGGGAACTCATCTAATGGGT 

GTGAAAGACTCTAACATCCATGAGCTTGAACATGAGCAAGAGCCTACTTGTGCCTCCCAGAT 

GGCTGAGCCCTTCCGTACCTTCCGAGATGGATGGGTCTCCTACTACAACCAGCCTGTGTTTC 

TGGCTGGCATGGGTCTTGCTTTCCTTTATATGACTGTCCTGGGCTTTGACTGCATCACCACA 

GGGTACGCCTACACTCAGGGACTGAGTGGTTCCATCCTCAGTATTTTGATGGGAGCATCAG 

CTATAACTGGAATAATGGGAACTGTAGCTTTTACTTGGCTACGTCGAAAATGTGGTTTGGTTC 

GGACAGGTCTGATCTCAGGATTGGCACAGCTTTCCTG TTTGA TCTTGTGTGTGATCTCTGTA 

TTCATGCCTGGAAGCCCCCTGGACTTGTCCGTTTCTCCTTTTGAAGATATCCGATCAAGGTT 

CATTCAAGGAGAGTCAATTACACCTACCAAGATACCTGAAATTACAACTGAAATATACATGTC 

TAATGGGTCTAATTCTGCTAATATTGTCCCGGAGACAAGTCCTGAATCTGTGCCCATAATCTC 

TGTCAGTCTGCTGTTTGCAGGCGTCATTGCTGCTAGAATCGGTCTTTGGTCCTTTGATTTAAC 

TGTGACACAGTTGCTGCAAGAAAATGTAATTGAATCTGAAAGAGGCATTATAAATGGTGTACA 

GAACTCCATGAACTATCTTCTTGATCTTCTGCATTTCATCATGGTCATCCTGGCTCCAAATCC 

TGAAGCTTTTGGCTTGCTCGTATTGATTTCAGTCTCCTTTGTGGCAATGGGCCACATTATGTA 

TTTCCGATTTGCCCAAAATACTCTGGGAAACAAGCTCTTTGCTTGCGGTCCTGATGCAAAAG 

MGTTAGGAAGGAAAATCAAGCAAATACATCTGTTGTTTGAGACAGTTTAACTGTTGCTATCC 

TGTTACTAGATTATATAGAGCACATGTGCTTATTTTGTACTGCAGAATTCCAATAAATGGCTG 

GGTGTTTTGCTCTGTTTTTACCACAGCTGTGCCTTGAGAACTAAAAGCTGTTTAGGAAACCTA 

AGTCAGCAGAAATTAACTGATTAATTTCCCTTATGTTGAGGCATGGAAAAAAAATTGGAAAAG 

AAAAACTCAGTTTAAATACGGAGACTATAATGATAACACTGAATTCCCCTATTTCTCATGAGTA 

GATACAATCTTACGTAAAAGAGTGGTTAGTCACGTGAATTCAGTTATCATTTGACAGATTCTT 

ATCTGTACTAGAATTCAGATATGTCAGTTTTCTGCAAAACTCACTCTTGTTCAAGAC TAGC TAA 

TTTAI I 1 1 1 1 I GCATCTTAGTTA I I I I I AAAAACAAATTCTTCAAGTATGAAGACTAAATTTTGA 

TAACTMTATTATCCTTATTGATCCTATTGATCTTAAGGTA TTTAC ATGTATGTGGAAAAACAA 

AACTAGAATCTCTATAGGGTAGGTAGTTAAAGAGACTTGCTTTTATATCAATGGGGACTATGG 

TTGGAGCTTTGTGATTAAAGGGGGTTAATGAACGGGGAAAACAAGGAATGATTTACAAGTGG 

TAGTATTGATATGGTACAAAACCAGGGAACAAGTAAAGGGGAAAGGACGATAAAGTAAACAA 

GAAATAAAAACATAGGAAAAAACNN 

>406 

>407 

>408 

NACAATTGCCTTCCTTTTAAGTTTCAGGGTCAAGGGAAAGTGTGGAMGGTTTTTTTC 
AAAAATAATTTAAAGGCCCCCCNNNNNNNNNNNNNN NNNNNNNNNNNNNNN NNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 CTCTGGTATAA 
TGTTTATTTAMTAGTMTCTTAAAMGGCTTTATACAAATCATATAAACACAGTTTGACATTGT 
TGTTT AI 1 1 1 I IACATTGAAGAATCACAGTAAAAGCTCTCAAGTTCCCGTGATCTGGCTCAGC 
CAGTGAATGGTCGAATACCTCTAACTGCAAACCCTGAAAAAGTTAACCTGCTATGTGACAGG 
TTMCTCTTTCCCTTGTTTTCTTGTCATTCATGCTTATTCCTTGGACCCTCATCCCTGTCAACT 
CCCCTGCCCCACCAAAG ACAGAAAGCAACCCTGTGGCCCTGTTG ACCACCTAGTCCGGGAG 
AGTGTGGAGGTAATGTGTCATTCAGTACAAGGCAAAAAGGAGATCAATACTGGCAGTGGGG 
GAGCCCCGGCGACCCGGGCTTCTGTG AAACATGGCGGTAGGCTGGGACCATAACACAAGC 
ATGACTATATGMGGAAGAGGAAGGTTTTCCTGAAGATGAGGCGACTGAATCGGAAAAAAAC 
TTTAAGTTTGGTAAAAGAGTTGGATGCCTTTCCGAAGGTTCCTGAGAGCTATGTAGAGACTT 
CAGCCAGfGGAGGTACAGTTTCTCTMTAGCATTTACMCTATGGCTTTATTAAC CATAA TGG, 
MTTCTCAGTATATCAAGATACATGGATGMGTATGAATACGAAdTAGACMGGATTTTTCTA 
GCAAATTAAGAATTAATATAGATATTACTGTTGCCATGAAGTGTCAATATGTTGGAGCGGATG 
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TATTGGATTTAGCAGAAACAATGGTTGCATCTCaCAGATGGTTTAGTTTATGAACCAACAGTAT 

TTGATCTTTCACCACAGCAGAAAGAGTGGCAGAGGATGCTGCAGCTGATTCAGAGTAGGCT 

ACMGMGAGCATTCACTTCAAGATGTGATATTTAAAAGTGCTTTTAAAAGTACATCAACAGC 

TCTTCCACCAAGAGAAGATGATTCATCACAGTCTCCAAATGCATGCAGAATTCATGGCCATCT 

ATATGTCAATAAAGTAGCAGGGAATTTTCACATAACAGTGGGCAAGGCAATTCCACATCCTC 

GTGGTCATGCACATTTGGCAGCACTTGTCMCCATGAATCTTACAATTTTTCTCATAGAATAG 

ATCATTTGTCTTTTGGAGAGCTTGTTCCAGCAATTATTAATCCTTTAGATGGAACTGAAAAAAT 

TGCTATAGATCACAACCAGATGTTCCAATATTTTATTACAGTTGTGCCAACAAAACTACATACA 

TATAAAATATCAGCAGACACCCATCAGTTTTCTGTGACAGAAAGGGAACGTATCATTAACCAT 

GCTGCAGGCAGCCATGGAGTCTCTGGGATATTTATGAAATATGATCTCAGTTCTCTTATGGT 

GACAGTTACTGAGGAGCACATGCCATTCTGGCAGI Mil I GTAAGACTCTGTGGTATTGTTG 

GAGGAATCTTTTCAACAACAGGCATGTTACATGGAATTGGAAAAT TTATA GTTGAAATAATTT 

GCTGTCGTTTCAGACTTGGATCCTATAAACGTGTCAATTCTGTTCCTTTTGAGGATGGCCACA 

CAGACAACCACTTACCTCTTTTAGAAAATAATACACATTAACACCTCCCGATTGAAGGAGAAA 

AACTTTTTGCCTGAGACATAAAACCTTTTTTTAATAATAAAATATTGTGCAATATATTCAAAGAA 

AAGAAAACACAAATAAGCAGAAAACATACTTATTTTAAAAAAAAAAAAAAAAGTCGACGCGGC 

CGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATG 

CGACGTCATAGCTCTTCTATAGTGTCACCTAAANNNNN 

>409 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGA GCCC TC 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCI I 1 1 IC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTG AGCC AACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTG I I I I I I I I I IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTA I 1 1 I ICAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 

>410 

NNNCAGGTACTGTGCAGTAGTAACCATAATTCTAAATGAGGATTATGGATTTTT CTG 
GAAGATTC 1 1 1 1 I ICCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTT 
TGTATGAAGACCAATTCAAGAAAAAAATATATGTAtGTGTGTGGGTGTATATGTGTGTATATA 
TGTATATATGTGTGTATGTTCATATGTCTATGTATGTTTATATATGTGGTTATACACACGCAGG 
CACACACTCACACACGCATGCAGACATGCACGCACACTCTCACTCTATATTTATTCTTTGGTA 
TTCCTGGGGGATTGATTCCAGAACCTCCTGTAGATACCAAATCCGAGGATGCCTCAAGTCCC 
TGATGTAAATAGCTTAATATGGCTGGGCGTGGGGGCTCACATCTGTAATCCCAGCACNNNN 
NNN 
>411 

NNCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTGCTGGGATTACAGGCACGAG 
CCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCTGTTCTGGACTGTGGGGCTCCTTGGG 
CAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTGGCCCGGTCAGGGGGGACA 
TAACCATTTCCTGTGCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGC 
TTGAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACA 
ACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAG 
ATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGAT 
GAAAATCTAGTAATTAATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACAT 
CAGACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAAAAGTGTCCTGAGAAGAC 
TACTAGAAGAGACGAAACGAAACCTGTGCGTGTAACTTCTGAGGTGAAAAGATCAAAAATGG 
CTACTtCAGTGGTCCCGAAAAAGAATGAGATGAAGAAGTCGGTTCATACACAAGTGAATACT 
AACACAACACTCCCAAAAAGTCCACAGCCATCAGTGCCTGAACAAAGTGATAATGAGCTGGA 
GCAAGCAGGAAAGAGCAAACGAGGTAGTATTGTCCAGCTCTGTGAAGAAATTGCTGGTGAA 
ATTGAGTCAGATAATGTAGAGGTAAAAAAGGAAtCTTCACAAATGGAAAGTGTAAAGGAAGA 
AAAGCCCACAGAAATAAAATTGGAAGAGACCAGTGTTGAAAGACAAATACTTCATCAGAAGG 
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AAACAAATCAGGATGTGCAATGTAATCGTTTTTTCCCAAGTAGAAAAACAAAGCCTGTGAAAT 

GTATACTAAATGGAATAAACAGCTCAGCCAAGAAGAACTCCAACTGGACTAAAATTAAACTCT 

CAAAATTTAACTCTGTGCAGCACAATAAGTTGGACTCTCAAGTTTCCCCTAAATTAGGCTTAT 

TACGAACCAGTTTTTCACCACCAGCTTTAGAAATGCATCATCCAGTGACTCAAAGTACATTTT 

TAGGGACAAAGCTACATGATAGAAATATAACTTGCCAGCAGGAAAAAATGAAAGAAATTAATT 

CTGAAGAAGTGAAAATTAATGATATTACAGTAGAAATTAATAAAACCACAGAAAGGGCTCCTG 

AAAATTGTCATTTGGCCAATGAGATAAAACCTTCTGACCCACCATTGGATAATCAGATGAAAC 

ATTCTTTTGATTCAGCATCAAATAAGAATTTCAGCCAATGTTTGGAATCCAAGCTAGAAAACA 

GTCCAGTGGAAAATGTTACTGCTGCTTCGACTCTGCTCAGTCAAGCAAAAATTGATACAGGA 

GAGAATAAATTTCCAGGTTCAGCTCCCCAACAGCATAGTATTCTCAGTAACCAGACATCTAAA 

AGCAGTGATAACAGGGAGACACCACGAAATCATTCTTTGCCTAAGTGTAATTCCCATTTGGA 

GATAACAATTCCAAAGGACTTGAAACTAAAAGAAGCAGAGAAAACTGATGAAAAACAGTTGAT 

TATAGATGCAGGACAAAAAAGATTTGGAGCAGTTTCTTGTAATGTTTGTGGAATGCTGTATAC 

AGCTTCAAATCCAGAAGATGAAACACAGCATCTGCTTTTCCACAACCAGTTTATAAGTGCTGT 

TAAATATGTGGGCTGGAAGAAAGAAAGAATTCTGGCTGAATACCCTGATGGCAGGATAATAA 

TGGTTCTTCCTGAAGACCCAAAGTATGCCCTGAAAAAGGTTGACGAGATTAGAGAGATGGTT 

GACAATGATTTAGGTTTTCAACAGGCTCCACTAATGTGCTATTCCAGAACTAAAACACTTCTC 

TTCATTTCCAATGACAAAAAAGTAGTTGGCTGGCTAATTGCGGAACATATCCAATGGGGCTA 

CAGAGTTATAGAAGAGAAACTTCCAGTTATCAGGTCAGAAGAAGAAAAAGTCAGATTTGAAA 

GGCAAAAAGCCTGGTGCTGCTCAACATTACCAGAGCCTGCAATCTGCGGGATCAGTCGAAT 

ATGGGTATTCAGCATGATGCGTCGGAAGAAAATTGCTTCTCGCATGATTGAATGCCTAAGGA 

GTAACTTTATATATGGCTCATATTTGAGCAAAGAAGAAATTGCTTTCTCAGATCC CACTC CTG 

ATGGAAAGCTGTTTGCAACACAGTACTGTGGCACTGGTCAATTTCTGGTATATAATTTTATTA 

ATGGACAGAATAGCACGTAAAACAAATTCTTGCCTACACCACTAGAAGACATCTATTGAAGA 

GAATGGATTGGTTGCTGACTTTMCCAGGMCTAGGGCCATTTTTATTACAATGAACTCAGGA 

CTGGCAACAACCATATGGTTGTTCCATTTTCATAAAATTGGAAACAATGCAGTAATAGCTTAT 

TGTTTTG I I I I I I AMGMGATATTrTATTATCTTTTACAGAAATTTATGATTGATGTATTTTATC 

TATAGTTATTTAGACATGTTTACATGCAGCAGATAATTGTTCATAGTGGACTGAAAACTAATG 

CAAGGACTATGGTCTCAGTGATAAGTATATTTTGAAGTTCTTAATATGGAAATATACCAGTGT 

AGCTTGGTACTGTA I Mill I ATATTGATCTGCTGATACCAGTGATAGGCTTAAAGATTGTATT 

TTCACAGAGTGGAAACCAA I I I I 1 1 I AGTTATTGTTCAAGGAGGGTGCAATATTAAGTGTTTT 

GGMTTTGAAGCTAATTTTTAAAAGGCCTGAACTATACTTTGAAGAAACCCCTATAGAAAAGG 

AAAGCTCCAGCTAAATAGGAAGAATTAGAATATTGAGC I 1 1 1 1 I 1 1 CCTGATTTTTCTCTTTCC 

TATCTTTGATGGAAGGAGGAAGTAGAAAGTGGTAAAGAATTGAGGCTTTCCTTCTTGGAGAG 

CTGTAAATGACAAGCATTAGGAAAGGTACCCTCCTAGATTCATTATTCTTTCATTCTGGTTTC 

ACTTTTAAAATAAATGGCAACTTGGCACACCTAGGCTGTTAACAAATCTCAAAGAGGTTTATA 

AAAACGTATAGAATACTTGGAAGCAAAGTATGGATGACTCGGTATCTGCTTTGTTATTCCTCA 

GAAATACTGCACTGAGTATATGCCCTCATTACTGGACTTCATTTTGATACTTGTCTATCCTTCA 

TAGTGCCCTCTACTTTTAAAGGGTTTATATGTTGAAAAACTGCTGTGGCCTTTTATGACCTGT 

ATATAATGTAGMTAAAAATAATAAAATACTTGATAGCTTTTTCTAAGTGACCAATGTACTACT 

GAGGTGTAANNNNNNNNNNNNNN 

>412 

NATCGAACCCCCCATCCGCCATCGACCCCCCTTTGGCTCGGGACGCGCGCCATTGT 
GTTGGTACCCGGGAATTCGGCCATTATGGCCGGGTGGAAAACTCAGTATCACGTAT7TAAAC 
A I I n 1 1 1 I CTTTTAGCCATGTAGAAACTCTAAATTAAGCCAATATTCTCATTTGAGAATGAGG 
ATGTCTCAGCTGAGAAACGTTTTAAATTCTCTTrATTCATAATGTTCTTTGAAGGGTTTAAAAC 
AAGATGTTGATAAATCTAAGCTGATGAGTTTGCTCAAAACAGGAAGTTGAAATTGTTGAGACA 
GGMTGGAAAATATMTTAATTGATACCTATGAGGATTTGGAGGCTTGGCATTTTAATTTGCA 
GATMTACCCTGGTMTTCTCATGAAAMTAGACTGGGATAACTTTTGATAAAAGACTAATTC 
CTGGCCACTTTGTTCCTGTCTTTAATATCTAAATACTTACTGAGGTCCTCCATCTTCTATATTA 
TGMTmCATTTATTAAGCAAATGTCATATTACCTTGAAATTCAGAAGAGAAGAACCATATAC 
TGTGTCCAGAGTATMTGAACGTGCAGAGTTGTGCTTCTTACTGCTAATTCTGGGAGCTTTCA 
CAGTACTGTCATCATTTGTAMTGGAMTtCTGCTTTTCTGTTTCTGCTCCTTCTGGAGCAGT 
GCTACTCTGTAATTTTCCTGAGGCTTATCACCTCAGTCATTTCI. 1 1 1 1 I AAATGTCTGTG ACTG 
GCAGTGATtCI I I I ICI I AAAAATCfATTAAATTTGAtGTCAAATtAGGGAGAAAGATAGTTAC 
TCATCTTGGGCTCTTGTGCCAATAGCCCTTGTATGTATGTACTTAGAGTTTTCCAAGTATGTT 
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CTMGCACAGMGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTT 

AAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCGTGTAGTCCCAGCTACTTGAGAGGC 

TGAGGCAGGAGAATCACTTCAACCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCA 

CTGCACTCCAGCCTGGGTGACAAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGT 

GAATTTTGGCACAAAGGAGTGACAAACTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATA 

AAACGTGGTTTTT AGGCTATGTTTGTG ATTGCTG AAAAG AATTCTAGTTTACCTCA AAATCCT T 

CTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTCATAAATTACATATTCCTTTTGGI I I 1 1 I I A 

AAGGTTACATGTTCAAGAGTGAAAATAAGATGTTCTGTCTGAAGGCTACCATGCCCGGATCT 

GTAMTGAACCTGTTTATTGCTGTATTTGCTCCAACGGCTTACTATAGAATGTT ACTTA TTACA 

ATATCATACTTATTACAA I I I I I ACTATAGGAGTGTAATAGGTCTGCTGTGAA I I I I I I IGTCAT 

GACTTGAAAGCAAGGATAGAGAAACACTTAGAGATATGTGGGGTGTTTTTTACCATTCCAGA 

GCTTGTGAGCATAATCATATTGGCCTTTATATCTGATGGTCCTGAACTCCTAAGTGGGCGGC 

CTACCACCCAGGACCCATAAATGGTGCGTTCTGCTTCTTGTAATTCATCTCTGCTAATAAATT 

ATAAGAAGCAAGGAAAATTAGGGAAAATATTTTATTTGGATGGTTTCTATAAACAAGGGACTA 

TAATTCTTGTACATTATTTTTCATCTTTGCTGTTTCTTTGAGCAGTCTAATGTGCCACACAATT 

ATCTAAGGTATTTGTTTTCTATAAGAATTGTTTTAAAAGTATTCTTGTTACCAGAGTAGTTGTAT 

TATATTTCAAAACGTAAGATGA I I I I I AAAAGCCTGAGTACTGACCTAAGATG GAATTGTA TG 

AACTCTGCTCTGGAGGGAGGGGAGGATGTCCGTGGAAGTTGTAAGACTTTTATTTTTTTGTG 

CCATCAAATATAGGTAAAAATAATTGTGCAATTCTGCTGTTTAAACAGGAACTATTGGCCTCC 

TTGGCCCTAAATGGMGGGCCGATATTTTMGTTGATTATTTTATTGTAAATTAATCCAACCTA 

GTT CI 1 1 1 I AATTTGGTTG AATG I I I I I I CTTGTTAAATG ATGTTTAAAAAATAAAAACTG GAAG 

TTCTTGGCTTAGTCAAAAAACTTAAAAAAACGAACGCGTGGGTCNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNGGGGGGGCCGTTMCTTTTTTAAAAAAAAAACCTTCCCACCCTTCCCCTGGACC 

CGGAAAAAAAAMGAAAGCCATTTTGGGGGGTAMCTGG7TTTTGGGACTTAAAAAGGGTAC 

AAAAAAAGGCATTGGCTCCCAAATTTTCAAAAAAAAGGG N NN N NNN 

>413 

NNCGTCCGGTAGGAAGCTAGGGTTAGAGGCAACCCGTGAGGCTAGAACCCCGAAC 
GTGGTCGGTTGGAGAAAATATGTCCCTCCGGAGGCACATTGGGAACCCTGAGTATCTGATG 
AAAAGGATACCACAGAACCCAAGATACCAGCATATCAAATCAAGACTGGACACTGGTGCCTG 
TGTGTATCTTACCAGCTCCCCAGCACTGCCAGACTGTGCCATGAATGGATTATGCTTCTGAT 
GAAATCCCTGGCTGCGTTTTGTTCAGTCACCACCGCAGGGTTCTTGTATATTCTCAAGCACC 
CTCTCTGGGTTTCTGTTTTGCAGCACTGCAGGCTGATTAAGGGACACTTTCCAAACCACAGG 
GCTCTCCCTTTATTAGTCCCCACAGTCTTTCATTGGCTGCATTGTCCTCCCATTTCTATC TATA 
TTCMTCTAATTTCCAATTTCTTTAGCTTTCTGAAAT TCTG TAGGCTTTCTCCACTCAGTCTTTT 
CTAGCCTTAI 1 1 1 IGTCI I 1 1 1 AAAAATTCAGCTTCCTTTTATTATCTCTAGACAAACTATTCAT 
TCCCTCTTTTCTTCTTTAGGCTTTACTTTTCCTGAATATTTGCTAATAGCCTTGACTGTAAGCA 
TCAMCTCATTATAGACTAGGTACTCTTCATTTTTATTTGTTGTTTAATTCTGTTTCTTCCGTCA 
AAGGAAGAAATATATGTGAAAGGCTTTTATAAACCAGAAAGCACTATACACACATATCACTTA 
7TGAGGTTAACAAAGGACCACTGTGCGTCTTTTCATGCTTTCTGCTCTTCCAAGCCAAGAGAA 
CTTCTCCATAGAGGAGGGAAATATTGAAGAAAAATAAAGCCATGGAGTTGTCTCTTAGCAAC 
TGAGTTCGTGCCTTATAAATCTCATCTACTTTAGATTACTGCTGCACAAAATCACTTGCTTTTC 
TTATTGGCTCAGTATAAATAATGTTATTAAATTATAGGAAAACAATGGAAAAAATCTAAAAAAA 
AAAAAAAAAAACTCGAGACTAGCNN 
>414 
>415 
>416 

NNNNNNNNNNNNNCGANAAATCTTCTAGAATTAATTGAACGGGGGGGACCCATTCC 
GTTACTGGCTGCGGAGGACCGTGGGCAGCGAGGGTCGGTGAAGGATCCCAAAATGGCTGG 
GCGAAAACTTGCTCTAAAMCCATTGACTGGGTAGCTTTTGCAGAGATCATACGCCAGAACC 
AAAAGGCCATTGCTAGTTCCCTG AAATCCTGG AATGAGACCCTCACCTCCAGGTTGGCT GCT 
TTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGCCAATGTGGCCAAGGCTG 
GC7TGGTGGATGACTTTGAGAAGAAGTTTAATGCGCTGAAGGTTCGCGTGCCAGAGGATAAA 
TATACTGCCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGT 
CtCTCTCAAAGGCCAGGAnGTAGMTAfGAGAAAGAGATGGAGAAGATGAAGAACTTAATT 
CCATTTGATCAGATGACCATTGAGGACTTGAATGAAGCTTTCCCAGAAACCAAATTAGACAA 
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GAAAAAGTATCCCTATTGGCCTCACCAACCAATTGAGAATTTATAAAATTGAGTCCAGGAGGA 

AGCTCTGGCCCTTGTATTACACATTCTGGACATTAAAAATAATAATTATACAAAAAAAAAAAAA 

AAAAAAAAAAAAAACAAACAGCACGCACAGAAAAAGACGCCAACAAGGCGAACAAAACCGC 

CCGCAACCCCCAGCGCAGAAACGCGAGACCACCAGCGGCACAGACACCAGAGGACCAGCG 

GACGCGAGCCAGATCACCAGGCGGGGGCAGAGAGGCACCGAACCGAGACAGGGACGCAC 

ACGCCGAAAACACGACGGGGACCACCGCGACGAACCAGACAGAGAAAACAACACTGTGGA 

CAACAGCACCCAGAGCCCACAAACCGCANN 

>417 

>418 

GAGTCGACCCACGCGTCCgccataGCCGagcaggTGGATAAAGCTGTGTCCAAAACcagc 
AGGGATGGAGCAGAGCAACAGGGACCTGAAGCGACTGTAGAGGAAGCTGAAGCTGCGGCT 
TTCGGCTCAGAAAAGCCTCAGAGCATGTTTGAGCCACCTCAGGTGTCTTCTCCTGTTCAAGA 
GAAAAGGGATGTATTACCAAAGATTCTGCCTGCTGAAGACAGGGCGCTCAGGGAAAGGGGG 
CCCCCCCAGCCACTGCCAGCTGTGCAGCCCAGTGGCCCGATTAACATGGAGGAGACCAGG 
CGCGAAGGAAGCTATTTCAGCAAGTACTCGGAGGCAGCTGAGCTGAGAAGCACAGCCTCCC 
TCCTGGCCACTCAAGAATCTGACGTGATGGTTGGGGCTTTCAAGCTGAGGTCCAGGAAACA 
GCGGACTTTGTCCATGATTGAGGAAGAGATCCGAGCAGCTCAGGAAAGGGAAGAGGAGCT 
GAAGAGGCAGAGACAAGTCTTGCAGAGTACGCAGAGCCCCAGGACAAAGAATGCCCCATCA 
CTGCCCTCCAGAACATGCTAGAAAACTGCTCCAGGGAAAATAGAGAAAGTCAAACCTCCTCC 
ATCCCCCACCACTGAAGGCCCCAGCTTGCAGCCTGACTTAGCCCCTGAAGAGGCTGCCGGA 
ACCCAGCGGCCCAAGAATCTGATGCAGACCCTGATGGAAGACTATGAGACACACAAATCTAA 
AAGGCGCGAGAGAATGGATGATAGTAGTGTCCTCGAGGGCACACGGGTTAATCGAAGAAAG 
AGCGCACTGGCTTTGCGCTGGGAAGCAGGGATCTATGCCAACCAGGAGGAAGAAGACAAC 
G AATAAACTTCCTTCAACCCAGG AAGCGTCTTTGGTGCTTGGG AG ACCAAG AAAGCAAGAAA 
TTAACMCTGAAAGCATTTTAATGGACTATTTATTAAAGTGCAAACAAACTCAGCAATCCTTAT 
GTAGACCAGAAGCTGCAATATACAATGATGAAAA TGAAAC GAAAAGGAAGTCCCCCCATCAG 
ACTCTGGACACCCAGGAATCAAAAGAGAAAGGACTTTTTTGGTGACTCAATCCCAGTGTCTG 
GTTTGGGGCCAATCTACAATGGATCCAAAAGGACAAAACATGTTACAAGCAAATCAACATAG 
TTGCTGCAGGCGGAACTGAGACCAGCCTCTCTGGGCGATGAAGGACAATGGTGGTAGGGC 
CACTTAGAGAGCAGTAGGGCCCAGGCTGGTGCAGCCTACATGGCACAGGA TATTT CCCTGC 
ACCAGTTTCCCACCTGTCACTTGCAGCATCAGAGGGTGTTGCATTAACTCCATTTTCTCCAG 
CAGCCATAAAATGAATGGCGTTTCTCTCCATATTTGCCCAGAAGAGGCAGTTATGATTCCACT 
TCTCCTACATTTMTTATTTTTAATTGAGAACMCTCATGATCACMTTCATAAAATCCATATTT 
TAAGACAATAGTTCTTCATGTCACAAACACAATCTATTCTACATGAGGAGGCTGAGAAAGGG 
GAAGAGAAAAACAAACCAAATGGATGATGTTAGCTTTAGGATCGTGTCTGCTTATAATATTCA 
CTGATCTGCAGTTTATGAGAAGACATTTTCAGAGTTATGTTTCTTCATAGGAAAACTATATTTA 
GTGGGCAACAACTATTTTTATGATGGGATGGGGGAGTATATACACGTATAGAATCTGTACGC 
ATTGMCAACTTGGTTCAAGATGGTGGGGGGATTTTTAGAGCGGCAATAATTGA AAAAA AAG 
GCGAACTCTGCCTTGGAGAGGTAGATGATAAGAAATAAAAAGGTGTTTATAACTATTTTGTAT 
TATAAAGTGGGCCTTAGAGATAGGAAGAAGAATGATGGATTCCTTTTGGATCAATCAGAAAG 
GAAACACGAAAGAAAAGTCAGGAAGGTAGAGAGAGAAAAAGGGAGGGAAGGAGAAAGAAT 
GGGAATAAAATAAGGAGGTAAGAGATACTATTTTTGCTGAGCAACCAGTGTGTTTCAGGATG 
ATAGAAAGAAAAATATAGAATAGAAATAAGTGCAGGGTTGGAATCAGCTACAAATCCTAAAGA 
TGGGGTGTGTGTGGATGTGTGTGTGTGTGTGTGTACACCATTGTGTGTTTGTAAAATGTGTA 
TGTTCATGAGTAAGGGTGTGTGTGTGTGTGTATTAAAATTCCAGAGTGACCGTGGCAC TTGG 
GTGTACAGGTAATTCCTCCAGAGCTGTTTGCTGGCTTCAGG^GTGGAGTGAGAATTTCTTTT 
TTATGAAAAGGGATATAAAGGCACCGAGCTGATGCAGTA TTTGT AATATTAAGTTGACCTAAC 
AAGGTATTTGCATGAGTCACAATTACAAAGTTTTGAGCGGTTTTGTMTTTGACATTTAGGAA 
AGTCTCCTATTTATTCTCATACTTTACATTCATGCTTAGTATACTATAGAGGATGCCAGCTTTA 
ATCTTTCTGTCATTTAAAGCAATATGATAAGGGTATTCAATAATTGGGTGCCCT AAATTTCTG G 
ATGAG AAAATTTTCAATTCTGGCCATGAGAAAGAAAAAAAAATAAACAGCCTTC I I I III II 1 0 
CTTTGTTTTAAMCTGTGGTTTTTTAAAAAAGCAATAATTAACTCAGAGCTCAGTAAAAATCAT. 
TTTTGTTTTTATATTGTTATGTGATAAGCTCTATTATGTTATTCTMCAAGTAG 
AATTTGTATGTAGATGTTAACGGACATTTCCTTTGCWCTTTTATTAGACTAGTGT^ 
GGGGGGGACAmATTCACAAATGAGAAGTAGGCACAAAGTAAAAAATGGAACCAtCTACTA 
ACAAGGATCCTTTAAAACTGCCAAGGGAGCTGTAACTTGAAGCCACATCCTACAGATGGCAG 
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CCCAAATAGCACATGGGCAATTGGCACGATCTTTATATGGTTGAGTCTCCTGAATATTTTGAA 

TGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAA 

GAAATTCATTTTATAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATC 

CGTGTTAGATTAGAAGTCCTGATGTGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACC 

TGAGGATTTCTAGCCAGAGGTCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCG 

TTCCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAGCCCCAGGC 

ACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGAT 

GCGCTTCATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGACATGATATAGACTAACT 

TCCCCAI I I I ICACAAGAGGAAACCATCCTTATGACTTACCTTAAAGI I I I I I GTTCTGTTTTG 

AAGGAAACCATGTGCTTCATGAAACCTACAGTTGACAAGAGAATGTACAGCTAAGAGAAAAG 

CTTAAGAGGCCACACTATTCGCGGAATGGCTTTAGAGGCAGATGAAGTGGTCTTTGACCACA 

GTTGATTGAACCAGAGCACTTATTGCTTAAAGAATAACAGAGTTCTAGAGCTGGGGGTTCTT 

GGGCCATGCTCCGTGTGTGGATAAGGAAAGAAATACTGTTTCTGGGACTCTCCCACAGTCA 

CAAAGCTGTTTTCACTGTGGCCCCTACATCTCTTAACTTTTGCTATTACTCCTATGCTGCCTT 

CCGGATTACTGCTGTCTATCTTCTTGCTCCACTCACTGAAGATCCTATTATAATCCCATGAAA 

ATGTAMTTACAGTTTACTTGGGAGAGCCAGATTTTCTCTGTGCTCTTGAG I I I I I I ATTCATT 

C AAG AAACCTTG GGCC ACCG CTTTGTAC AT AGCACCGTGCTAGG CTCTG GG ATCCCAAATG 

GACCCTTTTAACTTTCTGAAGATGGGACCGTCCCCTGGAGGAAAGTCATTCCTGCCTAATCC 

ATCGAGAGAAAGAGGCTTACGAAAAACTTTGCCTCTGATGCTCAGCCCCACCCCCAAATAGC 

ACACAAGCTTGTTMCCCCACCTCTTACAAAATGTTTAGATTCTGTAGGTGTTAAAAGCCTTT 

CTGGAAGTATTGCATTCTGCCGTGTTTATAGGTGTTCACTTTCCTCCAGAGCTGATTAACTAC 

TGACATGACTTGGCTTTCTCATCCAGAAATTATGGAAACAGGGTCTGTCAGTGGCAGGAGGC 

CGTGCTGTGTTTTACTTGGATGACACAATGCAGTTTACTTGCCTCTTCATACCCATGCATGCT 

GCTCACCCTAGACAATGACATATAAGCCGTATATAGATCAATGTCCACATATATATACACACA 

CACATATATATATATAAAGTGTAACAAGGAACACTAAAACAGTGTTGATTCTTGTCTCTGAAG 

ACAAATAATTAAACC I I I I I I I I CCCAACTAAAGAATGGATTTAATTAAACTATGTATTGAAAAA 

AMGTAGCCTMGTGTTAGAGATGGTGAATATATTCCATTTTAGTTAAAGAACAAATTTCCTG 

MTTTTMGCATTCAGTGAGCTGCCMTTTTGATTTTGTGTTGCTCTTTACCCAAATTAI I I I I I 

CTTTGTTTTTCTTTTTTTGGGGGAGGAGGGGAAAAMGCAGCMTACTGTGTTTGGAAATTAT 

ACTCTGTATCTGGTT7TCCTGTGTATGTTAACCACTTAAATGTTATTATCCTGCTTTGGTTTTA 

GAGTGATTGTGAGGCATTCAATGCMGTATACAGTTATTTTCTCATTAAAATCCAATGTGTGTc 

gaaaaaaaaaaaaaaacaaaaaagatttctgaagaganttggttgtattggtgacctgagtgtgatttacaagaaccattttgatatggt 

gggtcattgcagcagccggatggaatggtttgaagagggaaaggaaggtttgcag 

>419 

NNNNNNNNNNNCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGG 
AAATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAGCAGCC 
ACCTTAGACCAGATGGACMGCCAGATACTGCAGAGMGTTTCTGGGCTTTTCGGGGAAGA 
CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTCCTCTG 
AGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTNNNNNNNNNNNNNNNNNNNNNNNG 
TACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCCC 
TGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTTTTGTAGGTCT 
CTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAGCAAAGAACTCCAA 
GGCTCCAGAGATCCACCTTCTCATCATGCATGCGACCTTCAATCATTTCANNNNNNN 
>420 
>421 

NNCGTCCGCCCGTCTGAAGCCGGCTGTCGGTCTCCGTGTCGCCGCCGCCGCCCG 
GCATCGTGGAGCTGGGGCCCCCTTTTGCCTGGGAGTTTTGTAGTCGCCTAGGGTCAGCGGT 
GACATCCCAAAGGGCAGGCCCGGCAGCCGCCATGGTGGCCAAGGATTACCCCTTCTACCT 
CACGGTCAAGAGAGCGAACTGCAGCCTGGAGCTACCTCCGGCCAGCGGTCCGGCCAAGGA 
CGCTGAGGAGCCTAGTAATAAACGGGTCAAACCCCTTTCCCGAGTCACGTCGCTAGCAAAC 
CTCATCCCGCCCGTGAAGGCCACGCCATTAAAGCGCTTCAGTCAAACCCTGCAGCGCTCCA 
. TTAGCTTCCGCAGTGAGAGCCGCCCTGACATCCTCGCCCCCCGAGCCTGGTCCAGAAATGC 
CGCCCCCTCGAGCACGAAACGGAGAGATAGCAAGCTGTGGAGTGAGACCTTCGATGTGTG 
.CGTCMTCAGATGCTTACATCCAAGGAAATCAAACGTCAGGAGGCGATCTTTGAGCTTTCCQ 
AAGGAGMGMGACTTGATAGAAGACTTGAAATTAGCAAAAAAGGCCTATCATGACCCCATG 
CTGAAACTCTCCATAATGACAGAACAAGAGTTGAATCAAATTTTTGGAACACTGGACTCTCTA 
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ATTCGTCTACATGAAGAGCTCCTTAGTCAGCTTCGAGATGTTAGGAAGCCTGATGGCTCGAC 

TGAACATGTTGGTCCCATCCTCGTGGGCTGGCTCCCTTGCCTCAGCTCCTATGATAGCTACT 

GCAGCAATCAAGTAGCCGCCAAAGCTCTGCTGGACCACAAAAAGCAAGATCACCGAGTCCA 

GGATTTCCTACAGCGATGTTTAGAATCCCCCTTTAGCCGCAAACTAGATCTCTGGAATTTCCT 

CGATATTCCAAGAAGCCGCCTGGTAAAATACCCTCTGCTTCTCCGAGAAATCTTGAGGCACA 

CACCAAATGATAATCCAGATCAGCAGGACTTGGAAGAAGCTATAAATATCATTCAGGGAATT 

GTGGCAGAAATCAACACCAAGACTGGTGAATCTGAATGCCGCTATTATAAAGAGCGGCTTCT 

TTACTTGGAAGAAGGCCAGAAAGACTCCCTGATCGA CAGC TCTCGAGTCTTGTGTTGTCATG 

GTGAACTGAAGAACAATCGGGGCGTGAAACTGCATGTTTTCCTGTTCCAAGAAGTGCTTGTG 

ATCACTCGAGCCGTCACCCACAATGAGCAGCTTTGCTACCAGCTGTACCGTCAGCCAATCC 

CCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCC 

TGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTTCAAAAAT 

GG ATCCC AAAGTC AG ACCC ACTCG CTAC AAGCCAATG ACACTTTC AAC AAACAGC AGTGG CT 

TAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTGCTGCCGGGCAAGCTGGGGTGCTTG 

ACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAA 

ACTTGAGCAGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAGGTC 

AGCCTCGACTGTGAGCGCATGGAACAGACAGACtCTTCCTGTGGAAACAGCAGGCACGGTG 

AAAGTAACGTCTGACAGAAGCATGTGCACTTCGGGAAGC AGGC CTGC ATCTT ACCTGTACA 

GTATTTGCATTCCACAGATGGMCGGTTTGGAGAAGCACTTTTTCATACTT7TGTGAAAGTAT 

ACATGTTGGCCCAGTCTCTCGTATCTGTAGCTTTGTCCCTAGTACTGTAACTGCCAATCTGTC 

TGTGTAAGCTGGAATCTGTGGCAACTATTACCCTGTGTTGTATT TCCC AAGTGTCTGGATGG 

ATGGAGAGGTACTCAAACAAGTTACTTTCAGTTGTCCTGCTGGATTTTAAAAAAATAGAAAAA 

GAATCTCAAAACTACTGTTTTACATAGATTGTTTGAAGAGTCCTTCCTCTTGTGCTTCTGTACC 

ACTTTCCCAGCTCTTAGATGTGGTAGCTAAAGGCACGGAATTTAGACGGCCTTGTAAATAGG 

GCATGAGGAACTCATCTGTGTATTGGGATGGTATTAGAGAGAGAATCAGGAAAGACCAACTC 

ATGAAGTGAACTTGGTTTGATCTTACTCAACTAGAAAGCTTGAAAACATCCCTGGGGATTCTG 

AAGGCTTAATTTTGCAAAGGAGGATGCATTGTCTGAACTTTGCAACTTCATCCAGTGCAAGTT 

TGATGCAAGAATGTATTAGGACATAAAATAGAGGCTGACCTTAAAAGGGCCAGGACAGAAGC 

GGCTGCCAGCTCTGAATCTTTAACTGAAATGCACATGGCACCAGGAGGTGTCTCTCATAGTT 

GGTTGCTAGCCTAAAACATCAGAATAGAACCCAAAGGGCTTAGGAAGG CCTGC CAGGATAA 

CMGAAGGCCCTGTATTCATTGTGTTTCATCTGCCTAGGCCTACTCATTATTTTAGAGAATGA 

ATGAAGCAACAAGGAAGAGAGACCATGACTCTATCGATGACACTGTTTATAGAAACACAGGA 

GAGGMGMTTTGGAATGAAAAGCACTTCGTCAGAACCTTCTGTGGGAGCCATTG AGAG AAA 

AGCATGGTCCAGTGCCTTCTGAGAMGGCCAGAGCTTTGGGCTTTCCTGCTCTGCTTTTGG 

GTCGTCAATTTGCCATCTCTGGTTCTGTGCTATAATCAGAATTGTAATTATGTTCTCCAGAGG 

CCAATTTCATTAACTCTGATTAATTAGAATCAGCTAGCCAGATTAGTAACCTCTTTGTCCAGC 

CTTGATTTACAGTGCAGGGTAAAGTGCAGACCTTAAAAACAGCTAAGTACCTAGAAGAGCTC 

CCTGCAAGTGTAAATATTAAGGATGACCTGTGCAAAATTATACCCACACCAGCACTAGTGGT 

AATTATTCT AAATTATTG CC AAAAAG 1 1 1 1 I 1 1 I AATCTGTCTTTCAAGTTTACAG AAAAG AAAG 

CAGTAAATGCATTGATGTCATTTTATTATGTACATATATCATGTGCATTCAAGCTGTGTGACAA 

GATATATCMTATAAAAACAAGGTATATACTTTATTATTTTTTGAAAACAAG GATATT GTGATCA 

ATTTTACCCTGTAAAACATATTTCTGTATTTATAGGTCTTAAACATGATGAATTTTTTCTATTAC 

MGTTTATTTAAMCTGCTTTCTCAAGTCGTTATTGATACAGCAAGTGAACCTGCTGCAGACA 

GAAGCAGAGGAAAGCCAAGAACAGCCTTTATTGGTGAAGAAAAGAATGAATGATTCTTTGTA 

GGCGCCATCAGCCACTTTTAGAAGCCATCAGCCAGTGTGTTGGGAAA AGAGG TTTGTCAAG 

TGTTGGCCTATGGGMGGTGGTCAATGAATGTTTTGATGAAATGAATGTTTTTGTATAATGGC 

CTTAAACTTTTCTGGMGTATTTCAAATAMTTACAtTATTAAGTCATCAAAAAAAAAAAANNN 

NNNNNNNNNNNNNNNNNNNNNNN 

>422 

NNNNNNNGCANCNNTTNGAAGTGTCCCCTCCTACTTCTTGCTGCCTCACGGTTGCT 
GTTGCAGACCCAGGAGTCTCTGAAGGCTTCCGCGGCTTTGGGGCCGGTTGTGAGATGCCA 
GGCAGAGGCCGCTGCCCGGACTGCGGCTGCACGGAGCTGGTGGAAGACTCGCACTATTCG 
CAGAGCCAGCTGGTGTGGTCCGACTGCGGCTGCGTGGTCACCGAGGGGGTCCTTACCACT 
ACCTTCAGCGACGAGGGCAATGtCCGAGAGGTAACATATTCCCGAAGCACAGGGGAAAACG 
MCMGTTAGtCGCAGCCAGCAACGAGGTCTCCGGCGAGTGAGAGACCtTTGTCGAGTTCT 
GCAGTTGCCACCAACATTTGAGGATACCGGGGTTGCCTACTACCAACAGGCATATCGGCAC 
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TCTGGCATCCGAGCGGCCAGGCTGCAAAAGAAGGAGGTGTTGGTTGGGTGCTGCGTCTTAA 

TCACCTGCCGACAGCATAACTGGCCCCTAACAATGGGGGCCATCTGCACGCTGTTGTATGC 

AGATTTGGATGTGTTTTCTAGCACTTACATGCAGATAGTGAAGCTCCTGGGACTGGATGTGC 

CATCTCTGTGCTTGGCAGAACTGGTGAAGACCTATTGCAGCAGCTTCAAACTGTTCCAAGCT 

TCACCTTCTGTGCCAGCCAAATACGTGGAAGACAAAGAGAAGATGCTGTCTCGAACAATGCA 

GTTGGTGGAGCTGGCAAATGAGACGTGGCTGGTGACCGGGAGGCATCCCTTGCCCGTCAT 

CACTGCTGCGACTTTCCTGGCTTGGCAGTCGCTGCAGCCTGCAGATCGGCTTTCATGTTCC 

CTTGCCCGATTTTGTAAATTGGCAAATGTGGACGTGCCCTACCCGGCGTCCTCCCGCCTGC 

AGGAGCTGCTGGCTGTGCTGCTGCGGATGGCTGAGCAGCTGGCCTGGTTACGAGTTCTGA 

GACTTGACAAACGGTCTGTGGTGAAGCACATCGGTGACCTTCTCCAGCACCGCCAGTCACT 

GGTCCGCTCTGCCTTTCGGGATGGGACAGCAGAAGTGGAGACCCGAGAGAAGGAGCCACC 

GGGGTGGGGACAGGGGCAAGGAGAAGGGGAGGTGGGAAATAATTCCTTAGGTTTACCCCA 

GGGGAAGCGGCCGGCCAGTCCTGCCCTTCTCTTGCCACCCTGCATGTTGAAGTCCCCGAA 

GCGGATCTGCCCTGTACCCCCTGTCTCCACTGTCACTGGAGATGAGAACATTTCTGATAGTG 

AAATAGAACAGTATTTGCGTACCCCTCAGGAAGTTAGGGACTTTCAGAGAGCCCAGGCTGCT 

AGACAGGCTGCCACGAGTGTCCCTAAGCCTCCCTGATGGATATCCACTGGGAGCACTTCAT 

CCTGTTCTGACAGCTTGATAACATTCCTGTTATAACCAAGGATGGAAGTGTACACCAGTCCG 

TAGGTATTGCTTTTCTTGTTTGAAGGAACCAAGAGGGGCTCTGCCATTAGTTGGACCCTGGG 

TCCTGGAGTAAAGTCAGGAGTGCAGGGATGACTATAGGTAGGAGAGATTCCCATCCCTTGG 

TGTGGGAGAGCAAGTTGCCTATGTCCATGTTCTGTGAGATGGCTTTCCTCATAGATGGATGG 

GAAAATGTCAGGCTCTTTGCTGCTGGTTTGAATTGGACACACTGCTGCGGCTCCTCCTGCAG 

GCCTGAGGGGGCTTCCCTCTGCTTGTGGAGTGGTTGGCATTCCCAGCAGTATCAACCCTCA 

GAGGAGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCACAGGCAATGATGGGTTTGTG 

TGTATGGTGTCATGAGATCCTCTACCTCATAACAAAAGGACAGTGGGTAGACTAAGGCAGTA 

GCTCAMGGGCTTTGCAAAATTTTAATATATTAAAACAAG AGGC ATCTGCTAGAAAACATTCT 

ATTGTATAAMCCCGAGTACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCATTGAAGA 

AACATTTATTTTCCAATTGTGTGAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAA 

AANNNNNNNNNNNNNNNNNNN 

>423 

>424 

cggacgtaaaaaaactcaggcttcaggatcttgttgaaagctgcgatatcgacactgtgctcctcaaacttggtgatctcctcc 
tccag(»agtctgtccccaccgtgtcgtcctc(»ccacacactgaatctgtagcttccggata(^gtagccgacggcaccagcctggaa 
gcccccccagaccagcccgtccagctggatagagcgcacacaggcctccagctgagccatgtccgtctcatcatccMaggcTTga 
catCCAGCAGGATGGAGGACTTGGCCACCAGTGCAGGCTTCTTggccttcttctccgcGTACTGCCGT 
AGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGCCAAACA 
GGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCG 
TGGGCTACGGTATCCGGAAGCTACAGATTGAGTGTGTGGTGGAGGACGACAAGGTGGGGA 
CAGACTTGCTGGAGGAGGAGATCACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGC 
AGCTTTCAACAAGATCTGAAGCCTGAGTGTGTGTACCTGCCCGGGCGGCCGCTCGA 
>425 

>426 

NGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAATGCCTTTTGCCAGAAACCA 
CACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGG 
AAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGGGAGAAGC 
CCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACTGTGCATCAG 
AGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACCTTCCGTCAGAA 
GTCGGCCCTAATTGTTCACCAGAGAACTGATATAAGACAGAAACCCTATGGATGTAATCAAT 
GTGGAAAATCATTCTGTGTGAAGTCAAAACTCATTGCACATCATAGAACACACACAGGGGAG 
AAACCCTATGAATGTAATGGTTGTGGAAAATCATTCTATGTTAAGTCAAAACTAACN 
>427 

NNNCCGCCGGCCGCCGAGCGCGGGAGGGCAGGCAGGGGCAGGAGCCGGAGGGC 
CCGGGGCGCGGCGCGGCATGTAGGTGCGGGCTCCCGCGTCCGCGTGAGGCTGTCGGCCG 
GGGGCCCCGCCATGGCTGGGATGGAGAGTGGCAACCTGAAGACGGCGAGGCTGf GGCGG 
GACGCCGCCCTGCGTGCCAGGAAGCTGCGGAGCAACCTGCGCCAGCTCACGCTTACCGCC 
GCC^GGGCCTGCCCCGGGGCCGGGGCCGACGCGCTCGAGTCCCCCGCCTCCCCCCAGCT 
CGTGCTGCCGGCCAACCTCGGGGACATTGAGGCACTGAACCTGGGGAACAAGGGCCTGGA 
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GGAGGTACCCGAGGGGCTGGGGTCGGCGCTGGGCAGCCTGCGCGTCCTGGTCCTGCGCA 

GGAACCGCTTCGCCCGGCTGCCCCCGGCGGTGGCCGAGCTCGGCCACCACCTCACCGAG 

CTGGACGTGAGCCACAACCGGCTGACCGCCCTGGGCGCGGAGGTGGTGAGTGCTCTGAG 

GGAGCTGCGGAAGCTCAACCTCAGCCACAACCAGCTGCCCGCCCTGCCCGCCCAGCTGGG 

CGCTCTCGCTCACCTGGAGGAGCTGGATGTCAGCTTTAACCGGCTGGCGCACCTGCCTGAC 

TCCCTCTCCTGCCTCTCCCGCCTGCGCACCCTGGACGTGGATCACAACCAGCTCACTGCCT 

TCCCCCGGCAGCTGCTGCAGCTGGTGGCCCTGGAGGAGCTGGACGTGTCCAGCAACCGGC 

TGCGGGGCCTGCCTGAGGATATCAGTGCCCTGCGTGCCCTCAAGATCCTCTGGCTGAGTG 

GGGCCGAGCTTGGCACGCTGCCCGCGGGCTTCTGCGAGCTGGCCAGTTTGGAGAGCCTCA 

TGCTAGACAACAACGGGCTGCAGGCTCTGCCCGCCCAGTTCAGCTGCCTGCAGCGGCTCA 

AAATGCTCAACCTGTCCTCCAACCTCTTCGAGGAGTTCCCTGCCGCGCTGCTGCCCCTGGC 

TGGTCTGGAGGAGCTCTACCTTAGTCGCAACCAGCTCACCTCGGTGCCATCCCTTATCTCG 

GGCCTGGGCCGGCTTCTCACCTTGTGGCTGGATAATAACCGCATCCGCTACCTGCCGGACT 

CCATCGTGGAGCTGACCGGCCTGGAGGAGCTCGTGCTGCAGGGGAACCAGATCGCGGTGC 

TGCCCGACCACTTTGGCCAGCTCTCCCGGGTGGGTTTGTGGAAGATCAAAGACAACCCACT 

GATCCAGCCCCCCTACGAGGTCTGCATGAAGGGGATCCCCTACATCGCAGCCTACCAGAAG 

GAACTGGCTCATTCCCAGCCGGCGGTGCAGCCCCGGGTCAAGCTGCTCCTGATGGGGCAT 

AAGGCTGCAGGAAAGACTTTGCTGCGCCACTGCCTCACCGAGGAGAGAGTGGAGGGATGC 

CCAGGAGGAGGGGACAAGGAGAAGTGCTACCCACCGTCACCTCCCCCTGTGAGCAAGGGC 

ATCGAGGTGACCAGCTGGACGGCCGATGCCTCCCGGGGCCTGCGGTTCATCGTGTATGAC 

TTAGCTGGGGATGAAAGTTATGAGGTGATCCAGCCCTTCTTCCTGTCCCCAGGGGCCCTATA 

CGTGCTGGTGGTCAACTTGGCGACCTATGAGCCTCGCCACTTTCCTACCACCGTGGGCTCC 

TTCTTGCATCGGGTCGGGGCGAGAGTGCCCAACGCGGTGGTGTGCATCGTGGGCACCCAC 

GCAGACCTGTGCGGAGAGCGTGAGCTGGAGGAGAAATGTCTGGACATTCACCGCCAGATC 

GCCCTGCAGGAGAAGCACGACGCGGAGGGACTGAGCCGCTTGGCCAAGGTGGTGGACGA 

GGCACTGGCCCGGGACTTCGAGCTGCGCTCTGCCAGCCCCCACGCAGCCTACTATGGCGT 

TTCGGACAAGAACCTTCGACGGCGCAAGGCCCATTTTCAATACCTGCTCAACCACCGGCTG 

CAGATCCTCTCCCCCGTGTTGCCTGTTAGCTGCAGGGACCCGCGCCACTTACGACGCCTTC 

GGGACAAGTTGCTGTCAGTTGCTGAGCACCGAGAGATCTTCCCCAACTTACACAGAGTACT 

GCCTCGATCCTGGCAGGTGCTGGAGGAACTGCATTTCCAGCCACCTCAGGCCCAGCGACT 

GTGGCTAAGCTGGTGGGACTCGGCGCGCTTGGGCCTGCAGGCGGGTCTGACCGAGGACC 

GACTGCAGAGTGCCCTCTCCTACCTGCATGAGAGCGGCAAGCTACTCTACTTTGAGGACAG 

TCCGGCTCTCAAGGAGCACGTCTTCCACAACCTCACCGGCCTCATCGACATCCTCAATGTCT 

TCTTCCAGAGGGATCCCTCTrTGGTGCTGCATAAGCTGCTCCTAGGGACCAGTGGAGAGGG 

CAAGGCGGAGGGGGAAAGCTCCCCGCCCATGGCGCGGTCCACCCCCAGCCAGGAACTGC 

TCCGGGCCACCCAGCTCCATCAGTATGTGGAGGGCTTTCTGTTGCATGGGCTCTTGCCAGC 

TCATGTCATTCGGTTGCTGCTTAAGCCTCATGTCCAGGCCCAGCAGGACTTGCAGCTGTTGC 

TGGAGCTGCTGGAGAAGATGGGACTCTGTTACTGCCTCAATAAACCCAAGGGCAAGCCTTT 

GAATGGGTCCACAGCTTGGTACAAGTTCCCATGCTATGTGCAGAACGAGGTGCCCCATGCA 

GAAGCCTGGATTAATGGGACCAACCTAGCTGGGCAGTCTTTTGTGGCTGAGCAGTTGCAGA 

TTGAATATAGCTTTCCTTTTACtTTTCCACCTGGGTTGTTTGCACGCTACAGTGTCCAGATCA 

ACAGCCATGTGGTGCACAGGTCGGATGGTAAATTTCAGATCTTTGCCTATAGAGGGAAAGTT 

CCTGTGGTTGTGAGTTACAGACCTGCCAGGGGAGTCCTGCAGCCAGACACCCTGTCCATTG 

CTAGCCATGCATCATTACCAAATATATGGACCGCATGGCAAGCCATAACCCCCTTGGTGGAG 

GAACTGAATGTCCTACTTCAGGAATGGCCTGGACTGCACTACACCGTGCACATTCTCTGTTC 

TAAGTGCCTTAAGAGAGGATCGCCCAATCCACATGCTTTTCCAGGGGAGTTGCTGAGTCAG 

CCCAGACCGGAAGGAGTGGCAGAGATCATTTGCCGCAAGAACGGCAGCGAGCGAGTAAAT 

GTTGCCTTGGTTTACCCACCCACGCCGACTGTGATCAGCCCCTGTTCCAAG AAGAA TGTTGG 

TGAAAAGCACAGAAACCAGGAAAAGATAGTGCTTCTTTTGCTTATGCCATCATTTTTACTGTA 

CCCAAACTGTGACTTTAGGAGCACCAATTTTTAAGGGAAGAATGTTGGTGAAAAGCACAGAA 

ACCAGTGACGTTTGTGGCTGTGGAATTTCCATGGAGAAAAGAGAGCATCTGAACACCTGGA 

CCATCTTTTGCACCTGGCAGACCCTCTGGACTCACCCCAGCGTGTTCTGTGAACTTGAGTGA 

CAACGCGTGCTTGCAGGGTG C 1 1 I I I GGATGACTGGGGAAGAGGTGGGGAGGGGGTGGTG 

GGGGGMGCATGGACGAGMCATGGAGCAMTGTtTTACAACCTGAACCTCAGAACTGTGA 

TCCTCCAAGGAGCGCGCTACTTGAAGAAAAGAAAAAAAAAAAAAAAAGTCGAATGGCTTCTC 

AGGGATTTTGTTTTCCGTGCACATATAAGCCATAGTTACAGTACAGGTGGCAGTATTTAGAG 
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CACTCAGATTTCAGTTCTGTTAAATGTGAAAGAGGGATCGACTGACGTTCATTGCTGTTCCAT 

MCTAGTGTAAAATATGTATATGTTTATCTTTATTTTTATMTATGCMATACATTTAAATTTATA 

CAGTTTGAAGCTTCTAGCGTTAGTTCACAGTGG GTGCAATATTCT GCATGAGAACTGTGCCA 

AGATGGGGCTGATTTCTTATTTTAGTATAAGAC I II I I IG I II I I I CTTTATTCTTTAATCCTCT 

TCACATTAAAAAAAAAAAATCTCTCTGTTAGCCCATGGATTAAGTGTTGGTTCA TAGA GATTG 

CCAATMTCAGMAGMCCTTAMTGTGCATTTAAGACAGTGTCCCTTCCCTTCTTTTCAATG 

AAGGTCCCTGGCCTTATTATTAAATTCAATTCTGGGCACGCTGTGGTGGGGGAAAACTCCTT 

TTGGCTCTTTCCCAACCGGTGTTTATAAAGTGCGCTGGGGCCAAAGATGTGTCGGGCACAC 

TTCGGGGCCAAAAGAAGGACCAAAAAGGTCCATTGCAAACATTTGGAGTCTTAAAGGGGTAA 

AG ATATCAG G G AGCAAGTCTG AACTTTACAA AGTG CTCTGTAAATAAG ACCCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGT 

CAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATATTCACTGGAGAGCATAATCCCACACG 

GGTTATTTATAAATACAGAGCCTCTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTT 

GTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCCAACC AAACA AATTGCTGTCCATTCTACT 

TTTMTTGGGCCAAACAGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACT 

CTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAAAATGT ATAAA ACTG ACTG CTTCTCGCCA 

GCCTCAGACAAGAAGAGTGAGTTGCTGGTACTCGCTA CTCTTTT ACTTCTTTTGTAAAGTATT 

GACTCTTGGAAGGCTACAGTATACAAAGTCTCAACATGTTTT TTAA AAGAAATAAGGAGCAAG 

CGACTGCCCTGCTAGAMTCACAAACCGATTTTTGTAGAATATTTTGTGCCCCAGGCATTAAT 

TTCACTGACTCCAGAACCTGCAGTTCAGAGAATGATTTCTTATGATGATAAAAATCGAA TGGG 

ATCAGACGATGTTTGCATTTTTTTAATACTTGAATAGG ACACC TCAAGTTTGAGATTTCATTTT 

CTTTTAGAACACAGTCACAAGATTAATCTGGTGAATCCTTTTGTCACAGTTCTCGTGTGTGTG 

TGCGCGTCTCCGTGTGTGTGTGTGTGCATGTGTGTAAAACTGAATGGTCACATTTAATTGCT 

TTTTGGACCATTGAATAGTTGGGAAGTAAGAATTTTTTAATTGGCATGAGA CGGT TCCTCAAC 

TGTTAAATTAACCAACTTTGACCTGTCTTTAGAAAAAGGCTTATTTGTATGATTTTGGGCTAAC 

TCCCCGGGGACCATATTAAATGACAAAAATGCTCCTTTGG GTGACA CACCCTACAA AGTAT T 

TGCTGTTACGMCATAMCGCCCACATTCTTAATATCTAATATTTTTGACCAGTGATGTTTTAT 

GCTGTCATCTGAACCCTAGAGAAGCAGTGTCAGAGGAAACCTTGGTGTCACATGTGTCTTAG 

CAAAAGGGTTACCATGATCGAGGGTCATGTGACCAAAAGATGCTCCAGAGAAGCTTGAGAAT 

TTGTTTCAAGTTGGGAGGAGGGTTGGAGATACAAAAATCACTCTGCTCTACAGGACTCTTCA 

GCTGTCTATGCAAGAAATTCCGTTTTCTCTTTCAGC ACCT GGAAAGACACAGCAGCCCACCG 

AGGCGATAGGTGATTCACTAAGCACAAGAGGAATGTTTTCTAAGCAAGGCGTCCCTTGCCTC 

TCAAACAAATGCCCTCCAAGTTTGTTAGGGTTTCTATTCCTGCAACTTGTGGTATCAAAACCA 

CTTCCTGGAATTGTCAAAGCACTGCCAAAATAAATGTTT TTCC CCCTTCTAAGAAAAAAAAAA 

TGACAGTGCTCATATTTGACACTTGTGTATTGGA CTCTCT TTTGAATGAATAAAAAGG AAAA G 

GGGTTTGGTGTAATTCCTGATGGGGTGCGTGWGTTTlTCATGCCATGGTTTGTGAATTTTAA 

TTGTGGTTTCCCATTTCGTTGTTGTAACTGGGGAGAAATTAAAAAAGAAAAATCAATAAAAATA 

CAAAGAAATGGTTAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>428 

>429 

NNCGCCGCCGACGCGGGGGGAGGCGTCGGCCACGTTCAGCGGACACGGGAGCAA 
GATGGCGATTCCGGGCAGGCAGTATGGGCTTATTTTGCCAAAGAAAACACAGCAGTTGCAC 
CCTGTTTTGCAAAAACCATCAGTGTTTGGGAATGATTCTGATGATGATGATGAGACCTCTGTG 
AGTGAAAGCCTTCAGAGGGAAGCTGCTAAGAAGCAGGCCATGAAACAGACCAAACTGGAAA 
TCCAGAAGGCCCTTGCAGAAGATGCTACTGTGT ATGAA TATGACAGTATTTATGATGAAATG 
CAGAAAAAAAAGGAGGAAAATAATCGCAAATTGCTTTTGGGGAAAGACAGAAAGCCCAAGTA 
TATTCACAACTTGCTAAAAGCAGTTGAGAtCAGAAAAAAGGAACAGGAAAAAAGAATGGAAA 
AGAAAATACAGAGAGAACGAGAAATGGAAAAGGGGGAGTTTGATGATAAAGAAGCATTTGTG 
ACATCTGCATATAAGAAAAAACTGCAAGAGAGAGCTGAAGAAGAAGAAAGAGA AAAG AGGG 
CTGCTGCACTGGMGCATGTTTGGAtGTAACCAAGCAGAAAGATCTCAGTGGATTTTATAGG 
CACCTATTAAATCAAGCAGTTGGTGAAGAGGAAGt ACTAAATGCAGTTTCGTGAAG ACAGAT : 
GTGGGTATTACAGGGGCGGACAGATGCAGGGGGTTCTCCAATGGCAGTACGTTCCAAAAAC 

gaattaccccagagcaactgcttgcttccaactggcfgtgcacgttgaggaaaacccggat 
ggagcacagtgaagctcgcagctaaagcaggcgattatgcatcacaacaggaacatacagt 
ggaagcgcgcaggggacaggggcttagaacacccggaagatgctcacgcacacacggada 
gaatcgaccgccggacctacgcaagcacagaggcagggagaagagcacacagagagcaag 
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CGCAGGCAGAGAAGGCGGAGCGGAGCCCAAGAGCGCACAGCAGCCACCAACCGTGCGGA 

AAGCAGCAGAAGCGACAGCACACGGGACACAAAGCGACAGCCGTGCGAGGANNNNNNN 

>430 

nncacgcgtccggctaatgaatcttggggccggtgtcgggccggggcggcttgat 
cggcaactaggaaaccccaggcgcagaggccaggagcgagggcagcgaggatcagaggc 
caggccttcccggctgccggcgctcctcggaggtcagggcagatgaggaacatgactctc 
ccccttcggaggaggaaggaagtcccgctgccaccttatctctgctcctctgcctcctccc 
tgttcccagagc i i i i i ctctagagaagattttgaaggcggcttttgtgctgacggccaccc 
accatcatctaaagaagataaacttggcaaatgacatgcaggttcttcaaggcagaataattg 
cagaaaatcttcaaaggaccctatctgcagatgttctgaatacctctgagaat agag attgat 
tattcaaccaggatacctaattcaagaactccagaaatcaggagacggagacattttgtcag 
ttttgcmcattggaccmatacaatgmgtattcttgctgtgctctggttttggctgtcctg 
ggcacagaattgctgggaagcctctgttcgactgtcagatccccgaggttcagaggacgga 
tacagcaggaacgaaaaaacatccgacccaacattattcttgtgcttaccgatgatcaagat 
gtggagctggggtccctgcaagtcatgaacaaaacgagaaagattatggaacatggggggg 
ccaccttc atcaatgcctttgtg actac accc atgtg ctg cccgtcacg gtcctcc atgctc 
accgggaagtatgtgcacaatcacaatgtctacaccaacaacgagaactgctcttccccctc 
gtgg c ag gccatg catg ag cctcg g acttttg ctgtatatcttaacaac actg gctacag a a 
cagcci i i i i iggaaaatacctcaatgaatataatggcagctacatcccccctgggtggcga 
gaatggcttggattaatcaagaattctcgcttctataattacactgtttgtcgcaatggcatc 
aaagaaaagcatggatttgattatgcaaaggactacttcacagacttaatcactaacgagagc 
attaattacttcaaaatgtctaagagaatgtatccccataggcccgttatgatggtgatcagc 
cacgctgcgccccacggccccgaggactcagccccacagttttctaaactgtaccccaatg 
cttcccaacacataactcctagttataactatgcaccaaatatggataaacactggattatgc 
agtacacaggaccaatgctgcccatccacatggaatttacaaacattctacagcgcaaaagg 
ctccagactttgatgtcagtggatgattctgtggagaggctgtataacatgctcgtggagac 
gggggagctggagaatacttacatcatttacaccgccgaccatggttaccat attggg cagt 
ttggactggtcaaggggaaatccatgccatatgactttgatattcgtgtgcctttttttattc 
gtggtccaagtgtagaaccaggatcaatagtcccacagatcgttctcaacattgacttggcc 
cccacgatcctggatattgctgggctcgacacacctcctgatgtggacggcaagtctgtcc 
tcaaacttctggacccagaaaagccaggtaacaggtttcgaacaaacaagaaggccaaaatt 
tggcgtgatacattcctagtggaaagaggcaaAtttctacgtaagaaggaagaatccagcaa 
gaatatccaacagtcaaatcacttgcccaaatatgaacgggtcaaagaactatgccagcagg 
ccaggtaccagacagcctgtgaacaaccggggcagaagtggcaatgcattgaggatacatc 
tggcaagcttcgaattcacaagtgtaaAggacccagtgacctgctcacagtccggcagagc 
acgcggaacctctacgctcgcggcttccatgacaaagacaaagagtgcagttgtagggagt 
ctggttaccgtgccagcagaagccaaagaaagagtcaacggcaattcttgagaaaccaggg 
gactccaaagtacaagcccagatttgtccatactcggcagacacgttccttgtccgtcx3aat 
ttgaaggtgaaatatatgacataaatctggaagaagaagaagaattgcaagtgttgcaacca 
agaaacattgctaagcgtcatgatgaaggccacaaggggccaagagatctccaggcttcca 
gtggtggcaacaggggcaggatgctggcagatagcagcaacgccgtgggcccacctacca 
ctgtccgagtgacacacaagtgttttattcttcccaatgactctatccattgtgagagagaac 
tgtaccaatcggccagagcgtggaaggaccataaggcatacattgacaaagagattgaagc 
tctgcaagataamttaagaatttaagagaagtgagaggacatctgaagagaaggaagcctg 
aggaatgtagctgcagtaaagaaagctattacaataaagagaaaggtgtaaaaaagcaagag 
aaattaaagagccatcttcacccattcaaggaggctgctcaggaagtagatagcaaactgca 
acttttcaaggagaacaaccgtaggaggaagaaggagaggaaggagaagagacggcagag 
gaagggggaagagtgcagcctgcctggcctcacttgcttcacgcatgacaacaaccactgg 
cagacagccccgttctggaacctgggatctttctgtgcttgcacgagttctaacaataacac 
ctactggtgmgcgtacagttaatgagacgcatmttttcttttctgtgagmgctactgg 
ctrtttggagtattttgatatgaatacagatccttatcagctcacaaatacagtgcacacggt 
agaacgaggcattttgaatcagctacacgtacaactaatggagctcagaagctgitcaaggat 
; ataagcagtgcaacccmgacctaagaatcttgatgttggaaataaagatggaggaagctat 
gacctacacagaggacagttatgggatggatgggaaggttaatcagccccgtctcactgca 
gacatcaactggcaaggcctagaggagctacacagtgtgaatgaaaacatctatgagtacag 
acaaaactacagacttagtctggtggactggactaattacttgaaggatttagatagagtatt 
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TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGGACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACGCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

I I I I I AACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGATATTTGGGTTGGC 

TTGGTTTTGAI I I I I IGCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTG CAATATG AC ACTG AC ACTATATTAAATTCAAT AATAC N N 

>431 

>432 

CGGGCAGGTACGCGGGATTTACCGGGCAGTCAAAGATCTATTCCTACATGAGCCCG 
AACAAATGCTCTGGAATGCGTTTCCCCCTTCAGGAAGAGAACTCAGTTACACATCACGAAGT 
CAAATGCCAGGGGAAACCATTAGCCGGAATCTACAGGAAACGAGAAGAGAAAAGAAATGCT 
GGGAACGCAGTAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 
AGTCCCGGGAAGCAGTGGTACCTCGGCC 
>433 

GCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGCC 
AAAG ATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I I I I I I I I I I I I GAGACACGGTTTC 
ATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCACAGCTCTTGAACCCC 
CAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGCACACCA 
TCAAGCCCCGGGTAATTTTTGAAA I 1 1 1 I ATAGAGACAGGATTTTACCATGTTTCCCAGGCTG 
GTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTGCT GGGA TTACA 
GGCATGAGCCACCACACCCCACCTGTCTATTTTACAATrrTCCTTTGAGCTCTTTTTTCCAGC 
AGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGACTCCCTTTATCTTTTC 
CATAGCACCCCAAGCCTAAAAGCAGACTGGCACAAATGGTA 
>434 

GGGAGTCGACCCACGCGTCCGTCTAGATCGCGCCCGGCCTTTGTTTTACCATTTAA 
AATAGTATCTAAAAAATCATTTACTTCTCCGAGGCCTTCTTAGCTATGGTGAATGTGATGGAC 
TTAAGTGCTTTGAGATCTCTAGTATCAAAGATGTATTTACAA ATATG ATGAAATAATAGTGACA 
TCAATTAAGAGCTCCAAAATATGAAAATCCAACAAATAGAATTTTTAAAGCCTGTTCAAAAGAT 
TTATATTTTTCATAGGGGGTGCTCAAAGGATTTAAAGGAGAACTAATTCATGTATTTAACAAAC 
ATGATGGTGCCTTGAGGAATACAGAATATTTCAATCAACTAAAAGACAATAGTAACATAATTC 
TTCTGGGAGACTCCCAAGGAGACTTAAGAATGGCAGATGGAGTGGCCAATGTTGAGCACAT 
TCTGAAAATTGGATATCTAAATGATAGAGTGGATGAGCTTTTAGAAAAGTACATGGACTCTTA 
TGATATTGTTTTAGTACAAGATGAATCATTAGAAGTAGCCAACTCTATTTTACAGAAGATTCTA 
TAAACAAGCATTCTTCAAGAAGACCTCTCTTCTGTGGGTGCAATTGAACTGTTCATCCGTTCA 
TCTTGCTGAGAGACTTATTTATAATANN 
>435 
>436 
>437 
>438 

nnnnaggtgacactatagaagagctatgacgtcgcatgcacgcgtacgtaagcttg 
gata^ctagagcggccgtctagtactactamtttgcggccagcgtcgatcgaactgggtt , 
aggtgccgctgttgctgctcgtgttgaatctagaaccgtagccagacatgggactggagga 
cgagcaaaagatgcttaccgaatccggagatcctgaggaggaggaagaggaagagGagga 
attagtggatcccctaacaacagtgagagagcaatgcgagcagttggagaaatgtgtaaag 
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GCCCGGGAGCGGCTAGAGCTCTGTGATGAGCGTGTATCCTCTCGATCACATACAGAAGAGG 

ATTGCACGGAGGAGCTCTTTGACTTCTTGCATGCGAGGGACCATTGCGTGGCCCACAAACT 

CTTTAACAACTTGAAATAAATGTGTGGACTTAATTCACCCCAGTCTTCATCATCTGGGCATCA 

G AATATTTCCTTATG GTTTTGG ATGTACCATTTGTTTCTTATTTGTGTAACTGTAAGTTCAC AT 

GAACCTCATGGGTTTGGCTTAGGCTGGTAGCTTCTATGTAATTCGCAATGATTCCATCTAAAT 

AAAAGTTCTATGATCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAACA 

AAAAAAAAACACAACAACAAAGAAAGAAGAGACGAGCAAGCAAAAAGGAAAAGAGAAAGAAA 

AAGAAGCAGGGAACACGAGGAAAGAGAGGGACAGAGAAGAGAGAGGGGTGAAGAAGAAAG 

TAGGAGGGGAAAAGGAGAGAAAACAAAAGAAAAAGAACAGGAACACGAGACAGAAATAGAA 

GGAGAAGGAAGGACAGAAAAGAACGAGTGAAGAGGACAGGAGGTAGAGACGATGATGAGA 

GACAGACAGTAGAAGGGAGGAGGAAGGAGAGGAATTCAGAGGGAGATAGAGGAGAAGAAA 

TCAATCAGCGATAGGATGGAAAACGAAAGAGTGATGTGTTTGTCAGGTGGAGAAGAN 

>439 

>440 

>441 

>442 

>443 

>444 

NNGAGTCGACCCACGCGTCTG I I I I I I I I I I I GCTGATAAGAATTCTTTTATGTTATT 
CCAATAAAAAATACATTCATACAGAAATATAACAATCTTGCAAAAAACAATTTCAAATAAAATC 
TTGTAAAACAAAATTTTACAAAAATCTTACAAAGATTCTTTAGATAACAGGGTGCTTCCAAAAA 
AAAAAAAAAAGAAATTTCACTAATAGAAA I I I I I I I I I AATTTCAAGCAAAAAGTTTCTGCTTGA 
TTGAGGCTCAGTTATCACCTGAACAGAATGTACTTCTTTATGTACGTGCTAATTATGAAAATC 
ACAGGCATTGACAGGTACGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTCGT 
AAGTGAGACAAGCCAGTGCAAG I 1 1 1 1 1 I 1 1 I I CCI I I'll 1 1 I I I 1 1 1 GTCTTTTGCTTACCTTC 
TTGCTTAATGGMTTGTTATGGCTAAGCACATAGAAGGCCAAAAAAGGAGTTTTCCAAACCCA 
GCAAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGTAAAA 
CGAAATGAGTTTCTTAGGTAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGA 
GCGTTAGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGACTCACAT 
GTGTGTATATATATATAAAGCAAAGAGCCACACCCACAAGCCAGCAGCTGGGGTGAAAATAT 
CAGCTGTTCCACGCCGTGGGTATTGGCCCATTCGCGGGGGAAATTTACTCCTTGGGGAAAA 
ACTGGGAGGGATTCTACTTGGCTGGGGGAAAAATTGGGTTTTCTTCTTGGCCTTTAAAAGGT 
GTTTCTTTCCAAAAGGTTNCCCGTTGGGGTTAGGCNTACTCTTTGGGGGTTNGGTCCNNNNN 
NN 
>445 

nnnnnnnnnnctcacttagatttcagaccccagacaatcctgaagtgtcagaggca 
atgcagcagcaggaggctacagatgtccacaacagaggagtcgactcagaggaacccgag 
ttcttagggcatgagcgaacccccttgctttccccttcccctgtcctcccaccatgtggcct 
aggacatggacacagctgtggaaactgttcaacagagtagggtaactaaagaaccagctttt 
gggacacagacccgaaagaggagttctaagggctggaaaataccaaggaactggcagaaag 
aggaagcaaacccataaagttctataaactcctgtttataaatcaaaacaccaagcccataaa 
gcttataaactcctgagctcacccaaagttgtatatatatgtgtatctgaccctaaacagtgc 
agtaaagacgttgagaatgaactatgggatagctcaccacctaggtcccagactgaccactg 
ggtggcatataccgagcaaagattcaaatagcatcacaaaggctttgaaacagaattgatatt 
gaaccttcaacccacagaagactgaccagaacttctcacttgaacccagcctggtagcatac 
acccaagtcagagagctctgccattaggacgggcagaaaccgtcaagattcatactgctgtt 
tctcataaggactcaacaaaaatgaatctttagtGacttgaaccatagactgaaggaatccaa 
agaatgcagtcattttagtaaagtactatcaggctttgtgctgatttcctgaacaaactgcat 
tatattatgaatcctaacgggcgccgggaagcccgtcttgggtcctcgctgctggctgctc 
cccgtggtggtggatcctggagttctctcacgcaggagccagcgctctcctagagggggt 
ctcagatcctgcgaggccagttccttggagggacatgactaatgagtcgatctttactcaat 
ttttatcag7tttatatttataagcctgatttatg actgtatatttaatgttaatagtgtgcaca 
cttatctttaaaacgtgcctggtgtctgagcnnnn 

>446 
^447 

gGAGTCGACCCACGCGTCCGGTGGCTTCCTGCGGCGTTtCCACTCTCGCTCTCCTG 



Page 136 of 355 



WO 01/42467 



730 

Table 4 



PCTAJS00/33312 



GCGTTGCCTGATCGCCGCCCATCATGGGTCGCATGCATGCTCCCGGGTGAGCTCGGGGCA 

TCAAGCCGGATTGCTGGGCGGGGGGTGGGAGGAAGACAGGGAGTGTGGGCAGCGGGCCG 

AGGGGATGATGTTCTGGGCTGCTCTGGCACTAGCCGCCACCTCACCTCGAGACTGCTTCTC 

TCCCCGGGAAGGGCCTGTCCCAGTCGGCTTTACCCTATCGACGCAGCGTCCCCACTTGGTT 

GAAGTTGACATCTGACGACGTGAAGGAGCAGATTTACAAACTGGCCAAGAAG GGCC TTACT 

CCTTCACAGATCGGTGTAATCCTGAGAGATTCACATGGTGTTGCACAAGTACGTTTTGTGAC 

AGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGACTTGCTCCTGATCTTCCTGAAGATCT 

CTACCATTTAATTAAGAAAGCAGTTGCTGTTCGAAAGCATCTTGAGAGGAACAGAAAGGATA 

AGGATGCTAAATTCCGTCTGATTCTAATAGAGAGCCGGATT CACC GTTTGGCTCGATATTATA 

AGACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATTTTATTGCTTGAGTACACAGA 

CAAATTTATGCGACCAGGGCAGAGGCTGTAGATGATTCACTGAAAAAGAAAAAAAGGGGAAA 

GAAAGAAAATCAggAtTAATACTAGTCCCTCCACATTCATTAACAGAATCTCCCCACTAATGGT 

GCTATTCTCAAACAGTTAATAAATCCAAACTATATAAAGTGCACCAAACTTCTGAATGCCTGA 

ACCAACTCATTGTGTTCAAGCACAATGAATGAAGATGCTCACTCAGaCGTCCAAGGAAGAAC 

TGGCCAACATAAGGAAAAACATTTCTGGTGGAAACTGCGAATGTCTGGCAACCAATCATCata 

gTGAGCAATTCATGTGAAAATTAATTCAAACTCCTGGGAGtaaagGTATGAAAGGAAAATCTAC 

CTACTATCTAAAAGAGAGTCAAAGGGCTTATTCATGGTCTAAATCTGGGGTCTGCAACTATG 

GCCCTCTGCTTGTCTTTATTAAAGACAAGCAGCCACACCCATTCGATTATGTATTGCCTGTGG 

CTGCTTTCCCACTACCAGGCCAGAGCTCAAAGAGCAGTTAACAAAATA GCCC CCAAGGCTG 

AACATATTTACTACTAGCCCCCAAGGCTGAACATATTTACTACTAGGACTTTTACTACTGGCT 

GACTCCTATTCTTGATAACAACGACAAAAGAGTTGATACTTACTATTTCCAATTGGGAGGGAG 

GACTCGCTTGGTCTTATAATATCGAGCCAAACGGTGAATCCGGCtCTCTATTAGAATCAGACG 

GAATTTAGCATCCTTATCCTAAAAATAAAATTTGGTGCAATTCAAGAAAACCACCCAAAATGA 

CCTAACATTATCAAACATTAATAAG AG AATGTAG AG CTACCATG C ACTTTCTATAATG AAAATC 

TCTTTGGATAGAAT7TGAACTTCAAAGCAGCACTACACTGGTTTGTGTACTAAGCCTTGGATA 

ATTCAAACCAGATGCATTACATTTTACCGAAAAAATTTAGTACAAGCAGTCCTACTTAGCACC 

AGGTTTTATTTATTAGCTTACCTTTCTGTTCCTCTCAAGATGCTTTCGAACAGCAACTGCTTTC 

tTAATTAAtTCTAGAagtACtctcgagggggggc 

>448 ' 

CGCGGTGGCGGCCGAGGTAC 1 1 1 I I I 1 1 1 I 1 1 1 1 I I 1 1 I GTTAGTGTTTTC TGATGT C 
TTTTCTAACAAATCTTTGCCTGCCCAAMGTCTCAAAAACATTCTC ACGTTT CTAGATTTTTAG 
CTTTAGCTTTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTT AI 1 1 1 1 GGGGGGGCAGA 
GTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATTTTTGTGAATTGCGGGT 
ACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 
GAGGACTAGATGATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGA 
CCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGA 
AGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTGGGACCTTCTC 
TCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 
GGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAGCGCAGGGAG 
TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGG7TATGTATT 
AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 
TATGCCTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 
TTCTTTTCACAATATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 
ATCCATTTAACAAAAGCGACTGTGCACTTGCATCGGGTACCCAGAGCATCGATACTTGCCTT 
CAGCATGATGGATACGCTTGGACAAGCGCTCATTGTTGACGGTGGACCAAAACTCCGGAAT 
GGTTTCACTCCGCAGGGCGTGGGAACAACCAGGCACGATTAGACAATCGCAACAGGCGCG 
GCGATAAACACAGACCCAGGGGGTTCATTAAACCGCATTTAGACCGCGAGCAGGGGTCTCA 
ACCCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 
>449 
>450 . 
>451 

GCGTCCGATGGCTTTAAAAAGCCGGGCTCTAAMCTTCCAGAATATCTTTCCAGCAT 
CAGCCACTCTGCGTCTTTCCAACATTCCCCCTTCTGTTACAGTGGATGATCTGAAGAACCTTT 
TCATAGAAGCTGGATGTTCAGfGAAGGCTTTTAAATTCTTTCAGAAAGATCGCAAAATGGCG 
CTCATtCAATTGGGATCTGTGGMGMGCAATtCAGGCCCTCATrGAGCTTCATAACCATGA 
CCTTGGAGAAAATCACCACCTCAGAGTTTCCTTCTCAAAATCTACAATCTGACTTTTCTGTGA 
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ATTTTTCTCCTAAAACTGGACCATAATTTCAGTAAAACCTTCAGACATAGACTGAAGC AGCT C 

MGACCAATTTTGCCTCTTTCACAAAAATAACTCTTTCTGAGTTTGATATTCMG TATAT TTTAA 

AAATCAAGGGA I I Ml I I I 1 1 IGTATTCCCCCTGCCCCCGCCAGTCAAAGGTTTC TTTTCCCT 

TTTTACCATGGTTTCTACAAAAATAACCTTCAGGAAAAAGAAAATCAGG AAAA AAAI I I I I II I 

CMTMTCTTATTCCCTATATTAMTTAGATTTGAAGAG GATTM CGTTGTTTTAGTTTGGGTC 

CAGATCAGCCTTATACAACATTTCTAAACTCATTTGTAC7TTTAAAAAATTTAAACACAGACTT 

CTAAAATTACTTGATGTAAGTAATTTAAATCACTTATGACCAAGTTATTAACCTTATGAATCAG 

AAGTCTGACCCTTGTAGGAAATTATATTCACATATAAAGTACATCAGATCTTTGCCATA TATTG 

ATGGTTATTATGCATAAACACATTGAGTTGTGTTGGAAGCAGATTTATAAACCTGCAT GTTTT 

CTTTGAATGATTTCTTTTTTTCACTGTAAGACACTCCTTTAAATAATGCCTATCTTTAACI I I I I 

AAGACTATTTGGAAAAATGCAGTGTCTCAGCTGT CCCC AGGGAAATTAAGTGGA ATTC AACT 

AAGATCTGTTAATAAGATGTCAGAATAACTAATAATTTTATT AGGA AAAAATCATGTTTTAAATT 

TCAAAATGACACTTATTTGTCAAGTAATATGATCTTGGAAAATTTTAAAGAAAAATAATCCTAC 

TTATAMCTACTTTTTTATAATTGTTTTCAGAAAAA AAGTTT ACAGTCTTAAG GAAAA TATTCAG 

GTCTATCATATGGTTTGACAGATTTTTTAMAGTTATTTTTGGTAAGGTCTTCTTTTAGAAAAA 

MTTMTCTCAAGGGTTTTTTGTACCACTATAATCTCTAATACTTACTCAGAATTACTGTGTAT 

TTACTTAATTTCTTATTATGTGCCTTATTATGTGCTTAAGAT ACAATA GGTTAGAG TTTAA TCTA 

AATATCTTGAMGCTATATTGTGGGCTTGGTAAGCATTTTGTTTTTTCTTTC TCTGTT TTGGTA 

AGGATTTAAMTTTTTTTCATTGCAATTTTAAGTGGTTTTCAATAA GTAA TAG I I I I I ATCAAAT 

TTTTGGTGCTTGGTGCAGAGACGGTGTGGGGAAGGGTGAATGGTTTTGGGAATAATTCAGT 

GCACACCTGTAGGCCTCTTTACATTGTGACTGATAGGGGTTATTGCATATCAATTTGGGGCT 

GTAGAGTGCAATCTCAGTTTCATCTTTTTCACCCATCAGMTTTGTCTCAGGATTACTTGGTTT 

TTCTCAGTCCTCAAGCGAGAACTTGCTTTTCTTTGTTAATGTGACTTTCAT TACTGA GTACCC 

ACGTATTTGGAGTATGAGAAGGTGGGTTATTTCTCATACTCTGTCCCTCTC TTTTTC ATTGAA 

TGTAAGAGTACATTTTAATGTTGCTTCAGTGATTGTATMTGTAAAATTGTTCTTTTTAATAAGA 

AACTTTGCTATTATTCTTTCACTGGTTG GCAAAATGTAAAGCG AAATAG G AC AGGTCATTATG 

GTTCCCCTTAACTTTACAATTTATCCACTGTCTCCTACTTAGAACAAAGACAATAGACGGGAA 

GGGGCACTCACCATACACACATAGACGGAACAGAN 

>452 

NC I I I I I I I I I I I I I I I I ATAGTTGTC I I I I I I GGTAACAATGTGTAAAGTGAAAACAG 
CAGAGTGCTACTCCATACCACTGGGATCTTGTCCAGTAAACATCCAGAGA GTGA GGTTAGGA 
MTAAAAAGTATATAMTATTAGATGCCTAGAMTGCMGTCACTTTAAAGATTTTATGTGAAA 
TAGAAAAAAAAGAGAGGAGAGGGACTCATTGTCTTGTA ATGG GTCCTTCCCAGAGAGAGGT 
GACTGTCCAGTGGCACCGGGCCCTTTTCCTCCTTCCCCTTTTACTCTTATCGACTAGGACAG 
AAACTAAGAATTTTGGCTTCAAGTGGCTAAAAGACTGATGGGGGAAAAAGAAAATAG AAAAA 
AATAACAGAGAGACTGACGCTCTAGGCAGTTACAAGTCCAAGAAAAAAGACAGAAACTTTTA 
ACTTTAAGTATTGAGCCAAAACCAGGTCTAGCAAACATAATGCTGGCCCTAGATTATTTATTA 
ATTTATGAAGAAACTTCTAGATATGGGGGTGACAAAAGGAAATTAAATCCATTATATATGCAT 
ATATTTTAATGTAAATATATAATAGATAAATTATGTATACATAA TATAGA ACCAAATTGAAACAG 
TTTTACAATTTGGTTTGACTGGAAATTCAAAATCCATATATTMTTTTTGTAGTAAMGTTTATG 
TAAAAAAAGACAAAAAGGACACTGATTGGCTTTTGTTCCTCTACAATATAGGTTCTAACTTAA 
CTTCTAACATTAGCGGCCGGACGCGGTGGCTCACGCCCGTAATCCCAGCACTTTAGCAGGC 
CGAAGTGGGCAGATCACCTGAGGTCAAGAGTTCGAGATCAGCCTGGCCAACATGGTGAAAC 
CCCATCTCTACTAAAAGTACCTGGCCGGGCGGCCGCCACCGC 
>453 
>454 

NNNNNANCTNGAAATNAACCCTCACTAAAGGAACAAAAGCTGGAGCTCCACCGCGG 
TGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGNGCAGGAATTCGCGGCCGCGTCGACT 
ACGGCTGCGAGAAGACGACAGAAGGGGACGGGCGGTGGGAGCTGAGGCTCCTGTCGTTAT 
CTCTGATCCTTGCACCCTGGCAGGAAGCTGGTAGCTCACACTTTAACGGGAGGCCTTCACA 
TATTCCAGAAAAGAAACCACTTTGCAGTGCCAGACTGGAAGAAGTAACGGTCACTCTGAAAA 
CAGGGTGGGAGAGCTGGCTCTCTTTGAACCTCTCCGAGGACCAACTCTAAGGCAGGGAGGC 
AAACTTGGTCGATGTAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATACACTAG 
AAGGTGCTGGGGATACATCAGAGGTGATGGATAGTCAGGCGGGCTCCGTGGATGAAGAGA 
ATGGCCGACAGTTGGGTGAGGTAGAGCTGCAATGTGGGATTTGTACAAAATG GtTCA CGGC 
TGACACATTTGGCATAGATACCTCATCCTGTCTACCTTTCATGACCAACTACAGTTTTCATTG 
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CAACGTCTGCCATCACAGTGGGAATACCTATTTCCTCGGGAAGCAAGCAAACTTGAAGGAAA 

TGTGCCTTAGTGCTTTGGCAACCTGACATGGCAGTCCCGAACACAGGATGAACATCCGAAG 

ACAATGTTCTCCAAAGATAAGGATATTATACCATTTATTGATAACTACTGGGAGTGCATGACA 

ACCAGACAGAGAACTGGGAAATGACTTGGGCAATAACTGTTTAAACATGAGTACGAAGAGAN 

>455 

NAGCAAAGCCACATCAGGACTAATCAGCTGGGCGTAGCCAAAGTTACCTCCTCTCT 
GTTCTTCCTTTCTTCTCTGTAGCCCCAAATCACAATGTTTGGTTGGTTTCCTCCCCTAAGAAC 
AGCTTTTATTGTCTCTGCTCCCTATCCTGACCCTTCATTGCTGAGGCCTGAGGATCTCTGTCT 
TTTGTTCCCTCACCTGTCTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAG 
ACATCATCGTCCAGTTCCTCTGCATTTGAACAGCTGTTCCCCCACCCCTCAATACCGTTTAGA 
GCAGAAGCCAGCAAATACTATCGGTCAGGGACAGATAGAAACTATTTTCGGCTTCATGGGCC 
ACACAGCCTCATTGCAGCTCCTCAAATCTGCTGTTGTAGCAAGAAAGAAGCCATATACCCTG 
TGTAAACAAATGAATATGGCTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTG 
GATATGACTCAGATACTGTTGTTTGACAACCCCTGATCTAGAGTAAAAATCCCAAACTCTATA 
GCCTCCAGCCTGGGAGACAGAGCGAGACTCCGTCTCANAAAAAATAAATAAATAAATAAATA 
AATAAGTAAAAAATCATATCCGAGCTGGGCGTGGTGGCTCACGCCTGTCATCCCAACACTTT 
GGGAGGCTGAGGAGGGGCAAATCACTTCAAGTCAGGGGTTCAAGACCAN 
>456 

TTCTCTGACAGGTTTATTAGCTTTCATGTTAATGGATGTTTTTAAACCCTGCAACCCT 
CTGTCAACTTCTTTCCACATCAAGAGGCCATGAGATACAGTAATGGCCTCTTAAGAGT CATG 
CCACATAAAGATGATGACTTTGATGTCCTGGCGTGCCTCCTGTAACAATGTGAGGCTGTTTT 
GGGTACATGCTGTAATAACAACAGGACTATCACAGGAACAATGAAGCAGAGAAGCAGAAGG 
TGCCTACAAAGTTTTACCTAAATGTCTTGTTTGTCAGGATGGAGCTGATGCGCCCATACTGG 
CAGAACAATTAGCACAGAGTAGTTCTGAAAAGGAGGAAGAATTCACAAAGCATCAGTTATGG 
GTGCAGGGAAGTCGCCATCTGCccaATGGGCACCAGAGTGTCACTGTACTGGAAGGGGAAA 
AGGAGTGGGCTGGATGAGATCCAGGGGCCTCTCTGCCCATGTTCAAAGTCAGTAGCTGCTC 
TGCCTGCCGGCATCACAGTGTCAACACATTTTGTGTGTGTCTCACTCAGTCTCACACCCAAG 
AAAGTAAAAACAATTGATGTAGGAATAAGGGGAATGGATAAAGAATGGTACATGCTTATTCTA 
AAGCAGGAGAGCCTACAGATTGTTGTCAAAGCTCATGTCTATCTCTGTCCTCGAGGcctCCAC 
ACCATCTCCCTCTCCCTCCTCCAGAATCCAAGGGATGAGCCCGTTTCCCTTTATGAGACGAG 
GTGGAGCAGTACCTCTAG I I 1 1 I GGCTGCTCATGGCCTCAGAGTTGCTGTTTGGAAAGGAAA 
AAGAGCAGCAGAGGCAGCAAAGAAAAGTACTAGGGCAGCACCTTTAGGTTAGAAATAGATT 
CCACAGTTAAAAGCACAAGTATAATATGCATTAAACAGAGAAGGGCCTCAATAGAATGGTCA 
CAATATGCAAGTGTGTCCCACTCATTTACAATATTAGGATTCCAGGAGCTGCCAGAAATAAGT 
CATCTCATTAACATACCTACCTGCAGTTCTGATGTCTGGCTATTAGTAAACAAGGCCTACGTT 
TGTTTCTCTAAAATTTAGAATCTTAAACTAAATCCTTTATTTCAAAAACAAACATAAAATAATTT 
CCCAGGCAGAGAAAAGGTTTGAGATGGAAGCGTTCTTGTTAGCAGTCCCTTCCTGCATAAAT 
GGGGTTGGAGAGAGAGGAGAGAGGGAATGGCCAAGGGTATGGAAAGCTTTCACAATGCAT 
GCCGAGTGTGAAGTGACACCCCCAGCAGATGGGGTTTATCATCTTTACTTAGTCACACAACA 
TCAAGGACTGGTTAGTTCCAGGGAAGGGCTCCATTTCATTACCTGGGTCAGTTCTCTTCCCC 
CGCATGCTCCACAATGCAGTAGAACCAAACAACACATTCATTTACAATAGAATGTTTAAATAA 
CACCTGTCCAATAACTGCCCTTACTTCTTTGTGCTGTCGGGAAAAGAAAAAACAGAAAGCAA 
TAAMCCCAAACCCTTTGGCAAGCCAGCCGGTGCCTATTCTCCTGGGGCATTTTTAGTGGAA 
CTTCGGCTGGGCCTTGCCCTCCTCCCAATATCAGTGAGGAAAGTGGCAGCGGGACAGGTTT 
GGTCATCTGCAGTGGAGTAGAAAGAGGAACCAAACACGATTCGGGCCACAGGTGGATTCTG 
GCACATTTTTAGATTGGATTGGTTAAAAATGTCATGTTGTACACAGGATGCAGGCAAAGGAG 
1 1 1 1 1 1 1 1 I I GAGGGACATAATGCCTATAGGCAGCATGAACGGTCCGATCTACCCTTGGGGA 
GGAGCTCCCTGTGTAGGGACGGAGAAACTAGGGGGCCTCGAGGAAGGTGTTGGTTCGGAA 
GATGGAGGAGACAATCTTTCCGGTGGCATTGATGGTGCCTTCGCTGTCTGAGCTGGACTCG 
GAGTCGCTGCTCCCAGAGTAGGCACCCAGGCCTGGGAGGATGCCGATACATACTGCAGCA 
GAGGGGCAGTGGATGGAGGGGCCACTCAGGGAGGTGTTTCCGAGAGACTTGCAGGATGAG 
GGCTCTTGATTCTTGTCATCTGGCTCAGGGTCCGGTTTCAGTCTTTTCACACTGTTGCCAGT 
GTCTGAGCTCTTATGCTTCACAGCTCCTGCCAACAGCTTCGCCTGGGAGAACTTGTTCTTGG 
mGTATAGGCTTCACAGTCAGmCTmCCACTTCCTTCTTGTTCTCTTGAGAAATTCCAAC 
CTTCTTGAGGTTATTTCTGTATTCCTTCAGTTCTTTCAGTTCTTCT^ 

TTAGTTCCTGCTGTCGAGAAACCTCATCAAGGAAGTTGGTCTCATCTTCATCTAAGCCTCTTA 
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CCATGTTTTTGAATTTGAACTGTTCCTCGTACTCCTGCTGCTTCCTGTCCTTCTGTTCCTGTA 

GCCTTTCATATAGAGATCGAGGGTCATAAACCTCCtCTGGACATTCTTCTGGATCTTCAGGTT 

TTCGAACTTTCTCCCATTCTTCTTGCCTCCTTTTGCGCCGTTCATCTAGTTCTGCCTCAGACA 

CAAACCTCTTTTTGATAATAAGGTTACCATCATCCCCTCCATCCATAATGAAACAACCAATCT 

GCTCTTGCCTCCAAGTAGATTAAGATGGAGAATCTCAGCTATTGAAGACTTAGTGTTCAAGTC 

CAGTCTACCGGCGCGCGGGAGGCGAGACGACCTCACCTCGGCGGCGCCCACCCCAAACC 

GCCACCGCAGAGCCGCTCGCTCTTAAAAAAGAAAAAAAAATGAAAGGAAGAAAGAAAGAAAC 

AGAGGAAGGAAGGAATGAAAGAAAGAAAAAMAAAAGAAAATAGCCTTTGCTTTTGTATTTCT 

TTTGAcCcttCAGGGCTTcctcgGAcgc 

>457 

>458 

NNCACGCGTCCGGCTAATGAATCTTGGGGCCGGTGTCGGGCCGGGGCGGGTTGAT 
CGGCAACTAGGAAACCCCAGGCGCAGAGGCCAGGAGCGAGGGCAGCGAGGATCAGAGGC 
CAGGCCTTCCCGGCTGCCGGCGCTCCTCGGAGGTCAGGGCAGATGAGGAACATGACTCTC 
CCCCTTCGGAGGAGGAAGGAAGTCCCGCTGCCACCTTATCTCTGCTCCTCTGCCTCCTCCC 
TGTTCCCAGAGC 1 1 1 1 I CTCTAGAGMGATTTTGAAGGCGGCTTTTGTGCTGACGGCCACCC 
ACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAGGTTCTTCAAGGCAGAATAATTG 
CAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTGAATACCTCTGAGAAT AGAG ATTGAT 
TATTCAACCAGGATACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAG 
TTTTGCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTG 
GGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAGATCCCCGAGGTTCAGAGGACGGA 
TACAGCAGGAACGAAAAAACATCCGACCCAACATTATTCTTGTGCTTACCGATGATCAAGAT 
GTGGAGCTGGGGTCCCTGCAAGTCATGAACAAAACGAGAAAGATTATGGAACATGGGGGGG 
CCACCTTCATCAATGCCTTTGTGACTACACCCATGtGCTGCCCGTCACGGTCCTCCATGCTC 
ACCGGGAAGTATGTGCACAATCACAATGTCTACACCAACAACGAGAACTGCTCTTCCCCCTC 
GTGGCAGGCCATGCATGAGCCTCGGACTTTTGCTGTATATCTTAACAACACTGGCTACAGAA 
CAGCC I IN I I GGAAAATACCTCAATGAATATAATGGCAGCTACATCCCCCCTGGGTGGCGA 
GAATGGCTTGGATTAATCAAGAATTCTCGCTTCTATAATTACACTGTTTGTCGCAATGGCATC 
AAAGAAAAGCATGGATTTGATTATGCAAAGGACTACTTCACAGACTTAATCACTAACGAGAGC 

attaattacttcaaaatgtctaagagaatgtatccccataggcccgttatgatggtgatcagc 

cacgctgcgccccacggccccgaggactcagccccacagttttctaaactgtaccccaatg 

cttcccaacacataactcctagttataactatgcaccaaatatggataaacactggattatgc 

agtacacaggaccaatgctggccatccacatggaatttacaaacattctacagcgcaaaagg 

ctccagactttgatgtcagtggatgattctgtggagaggctgtataacatgctcgtggagac 

gggggagctggagaatacttacatcatttacaccgccgaccatggttacca tattggg cagt 

ttggactggtcaaggggaaatccatgccatatgactttgatattcgtgtgcctttttttattc 

gtggtccaagtgtagaaccaggatcaatagtcccacagatcgttctcaacattgacttggcc 

cccacgatcctggatattgctgggctcgacacacctcctgatgtggacggcaagtctgtcc 

tcamcttctggacccagaaaagccaggtaacaggtttcgaacaaacaagaaggccaaaatt 

tggcgtgatacattcctagtggaaagaggcaaatttctacgtaagaaggaagaatccagcaa 

gaatatccaacagtcaaatcacttgcccaaatatgaacgggtcaaagaactatgccagcagg 

ccaggtaccagacagcctgtgaacaaccggggcagaagtggcaatgcattgaggatacatc 

tggcaagcttcgaattcacaagtgtaaaggacccagtgacctgctcacagtccggcagagc 

acgcggaacctctacgctcgcggcttccatgacaaagagaaagagtgcagttgtagggagt 

ctggttaccgtgccagcagaagccaaagaaagagtcaacggcaattcttgagaaaccaggg 

gactccaaagtacaagcccagatttgtccatactcggcagacacgttccttgtccgtcgaat 

ttgaaggtgaaatatatgacataaatctggaagaagaagaagaattgcaagtgttgcaacca 

agaaacattgctaagcgtcatgatgaaggccacaaggggccaagagatctccaggcttcca 

gtggtggcaacaggggcaggatgctggcagatagcagcaacgccgtgggcccacctacca 

ctgtcasagtgacacacaagtgttttattcttgccmtgactctatccattgtgagagagaac 

tgtaccaatcggccagagcgtggaaggaccataagggatacattgacaaagagattgaagc 

, tctgcaag ataaaattmgaatttaagagaagtg agaggacatctg aag agaaggaagcctg 

aggmtgtagctgcagtaaagaaagctattacaataaagagaaaggtgtaaaaaagcaagag 

aaattaaagagccatcttcacccattcaaggaggctdctcaggaagtagatagcaaactgca 

"ACTTTTCAAGGAGAACAACCGTAGGAGGAAGAAGGAGAGGAAGGAGAAGAGACGGCAGAG 
GAAGGGGGAAGAGTGCAGCCTGCCTGGCCTCAC7TGCTTCACGCATGACAACAACCACTGG 
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CAGACAGCCCCGTTCTGGAACCTGGGATCTTTCTG TGCTTGCAC GAGTTCTAACAATAACAC 

CTACTGGTGTTTGCGTACAGTTMTGAGACGCATAATTTTCTTTTCTGTGAGTTTGCTACTGG 

CTTTTTGGAGTATTTTGATATGAATACAGATCCTTATCAGCTCACAAATACAGTGCACACGGT 

AGAACGAGGCATTTTGAATCAGCTACACGTACAACTAAtGGAGCTCAGAAGCTGTCAAGGAT 

ATAAGCAGTGCAACCCAAGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTAT 

GACCTACACAGAGGACAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCA 

GACATCAACTGGCAAGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACAG 

ACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGTATT 

TGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTG 

ACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTC 

AGATGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTC 

AAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAAATGGACGGGGCA 

TGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCGATGGCATGACAGAGCTAGAGCTC 

GGGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCCCAGTATGGT 

GGTCCTGGAAAGGACATTTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCA 

GTTCATCAGATGTTCACCATGGCCACCGCAGAACACCGAAGTAATTCCAGCATAGCGGGGA 

AGATGTTGACCAAGGTGGAGAAGAATCACGAAAAGGAGAAGTCACAGCACCTAGAAGGCAG 

CGCCTCCTCTTCACTCTCCTCTGATTAGATGAAACTGTTACCTTACCCTAAACACAGTATTTC 

TTTTTAACTTTTTTATTTGTAAACTAATAAAGGTAATCACAGCCACCAACATTCCAAGCTACCC 

TGGGTACCTTTGTGCAGTAGAAGCTAGTGAGCATGTGAGCAAGCGGTGTGCACACGGAGAC 

TCATCGTTATAATTTACTATCTGCCAAGAGTAGAAAGAAAGGCTGGGGA TATTT GGGTTGGC 

TTGGTTTTG AI I I I I I GCTTGTTTGTTTGTTTTGTACTAAAACAGTATTATCTTTTGAATATCGT 

AGGGACATAAGTATATACATGTTATCCAATCAAGATGGCTATAATGGGCTTTCTCAGAGATAA 

AACTTGACCCCCGTGTCAAATTGACATCACACTCTGCATGTCTGCGTAATGAAGGTACGATG 

CAACTATAACCAGTGCAATATGACACTGACACTATATTAAATTCAATAATACNN 

>459 

ACCATGGGTGGTTAGTAGACCCTCAGATTGATGACATTGTAAAAGCTGTTGGTAACT 
GCAGCTACAACCAACTAGTGGAGAAGATCATCTCTTGTAAACAGTCAGACAATAGTGAGCTG 
GTTAGTGAAGGCTTTGTAGCTGAGCAGTTTCTAAATAACACAGCCACTCAACTGACATACCAT 
GGATTATGTGMCTMCTTCAACGGTTCAGGAAGGAGAACTTTGTGTGTTCTTTCGGAATAAT 
CATTTTAGCACCATGACCAAATACAAGGGTCAACTGTATTTGTTGGTAACGGACCAGGGGTT 
TCTTACTGAAGAGAMGTTGTTTGGGAAAGCCTACACAACGTAGATGGTGATGGAAATTTCT 
GTGACTCAGAATTTCATCTTCGACCTCCTTCAGAtCCTGAAACTGTATACAAAGGACAACAAG 
ATCAGATAGATCAGGATTATCTTATGGCATTATCTCTACAACAAGAACAGCAGAGCCAAGAG 
ATCAATTGGGAACAAATCCCGGAAGGAATCAGTGATTTGGAACTAGCAAAGAAACTCCAAGA 
GGAAGAGGACAGACGGGCTTCTCAATACTATCAGGAACAGGAACAAGCAGCAGCTGCTGCT 
GCTGCTGCTTCTACACAGGCTCAGCAGGGCCAGCCAGCACAAGCCTCTCCATCAAGTGGAA 
GACAATCTGGGAATAGTGAACGTAAACGGAAGGAACCACGAGAAAAAGATAAAGAAAAAGAA 
MGGAAAAAMTAGCTGTGTTATTTTGTAACAAGTGTTGGCTTCTGTTGGAACCACCTATATG 
TCTTGAGAAACAAAACCACAGGAGGAAAGGAAGAAAAACCGATCAATACCGTCTGTGCCTGA 
TTTCCTAATGGATTTTGTTCGTTTTTTCAGGGGAACGGTTGTTACTTAGTTACAATCAGACT^ 
TTCMGTCACACMTACACTCTTTATGAGCTGGAGTTTCATGTTACAAGTTGGAAA TGCT GTG 
TGTTGTCATTCATGAAAAATACTGCACTTGTAGCCAGATTAGCAAATCACAGCAAATTTTGTG 
TCATAGTGACATTCATAACTCATATCAGTTAGTAAGCTATTATATCTTCTGTTCTAACAATGAA 
TGGAGGTMTTGATTTAGTCTGATTCCTTCCTGAAATCTAAATATTAGCACAATAGTTTCTGAA 
ATTTTACAATGTTAAATTATGATCTMTTCATGAGAAACCACGGGTTTAACATAGGGATTCAAA 
AAAACAAAAAC 
>460 

tggcggccgaggtacgaatgtgcaaaattaaagcatggtaaactgatatttacataa 
atatcaaaccaacaattagtttatacattgtcaatgaccttctaagatatgtcatgagtggatc 
cmgaatatctttcccccaatggagaaggtattcagaggctaaattccgacac tttaa aatga 
cacacatcataggctttacctgtttgaccactgcctcaaatgtgtgagatgtgattttatgat 
cccgcgtnnnnnnnnnnnnnnnnnnnnnnntagacttcaggga aaca acacgtcctgaaa 
gaaacatgattcccctcmgccacaaaggattttctcatcaagtgttttcacctctgca™ 
atttggacacaagaagaggagagcatttactcaggtaaaaatagttctcttagtctcttcctc 
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TAGTTACTMTTTTTAATTTAAAAATACAATTAACTGATCTAGCTGATAAAAGTCACAGACAGA 

AATAAGCTAAGTTCTCTCTTCCTTTAGGGAACGCTGGTGGCAATTCACCATATAAACTGGATG 

GAAGAANNNNNNNN 

>461 

NCGATTCTGTGTTTCTGCTGAAGTGTAGCTTGGTCTTTACACTTGTTTATGGTTATCT 
GTTGTGGTGAGACCCTGCCCTTCCGTAAAAGTGTAAGACTTCCGCGAATTGGTCACCGAGA 
ATCTTGCCGAGAACTTGAGAGTCCAGGGAAATTCCGGGCCGCTGTTCAAGATGTCGGACGA 
GTAGATATTCTCGGCCCCGGGGAGAAGGTGAACCGGGCCTCTAAAGGCGCTTGCCAGTGC 
AATCTGGGCGATCGCTTCTGGTCCTCGCCTCCTCCGCTGTCTCCCTGGAGTTCTTGCAAGTC 
GGCCAGGATGTCTCAGGCTGAGTTTGAGAAAGCTGCAGAGGAGGTTAGGCACCTTAAGACC 
AAGCCATCGGATGAGGAGATGCTGTTCATCTATGGCCACTACAAACAAGCAACTGTGGGCG 
ACATAAATACAGAACGGCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTGGGATGCCTG 
GAATGAGCTGAAAGGGACTTCCAAGGAAGATGCCATGAAAGCTTACATCAACAAAGTAGAAG 
AGCTAAAGAAAAAATACGGGATATGAGAGACTGGATTTGGTTACTGTGCCATGTGTTTATCCT 
AMCTGAGACMTGCCTTGTTTTTTTCTAATACCGTGGATGGTGGGAATTCGGGAAAATAACC 
AGTTAAACCAGCTACTCAAGGCTGCTCACCATACGGCTCTAACAGATTAGGGGCTAAAACGA 
TTACTGACTTTCCTTGAGTAGTTTTTATCTGAAATCAATTAAAAGTGTATTTGTTACTTTAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAACAAAAAAAAAAGAA 
GGAGACAAACAAGGGGAACGAAGTAGAAAAAGAGAGAAAAAGCAAAAGGAAAAGAAGAAAG 
AGAGATACGAGGCAGGATAACAGAGACAGCGCAGAAGAGGAGGAGAAGAAAGAGAGAGAA 
GAGAAGGAACAGACGAGAGAGGAGACAGGAAAGAAGAGAAGGAAGAGGGGAGAGGAGAAA 
AAAGAGAGAGACAGAGACGCGGAGAGAAAAGAGAGAAGAGAGAAGGAAGAGAAAAGGCGA 
GGAAAAAGAAGAACAGAAAGAGAAAAGTAGAGAGAGAGAGAGATACCGAACGAGGAGGAG 
CAAAAGAGGAAAGAAAGAGGACGAAAAGAAGAGAGGAAAGCACAACGAGGCAAGAAAAAGA 
GAGAAGAGCGAGGGAGAAGAGAAACATAAGAAGGAGAGAAGAAAGAGCGAACGAACGAAA 
GAGGATGAGAAN 
>462 

AGGGAGTCGACCACGCGTCCGCTCCAGTCTATGTGCTGAAGAAGCAGCAGCCCAA 
GAGCAGACAGGTCAGGTGGAGGAGTGCCTCAAGGTCAACCTGCTCAAAGATCAAAACAGAA 
TTGTGGAAAAAGGAGGTGCTAAACATGCTGAAGGAAAGCAAAGCAGACATCTTTGTTGACCC 
GGTACTTCATACTGCTTGTGCCCTGGACATTAAACACCACTGCGCAGCCATCACCCCTGGCC 
GCGGGCGTCAAATGTCCTGTCTCATGGAAGCACTGGAGGATAAGCGGGTGAGGTTACAGCC 
CGAGTGCAAAAAGCGCCTCAATGACCGGATTGAGATGTGGAGTTACGGAGCAAAGGTGGCC 
CCAGCAGATGGCTTCTCTGATCTTGCCATGCAAGTAATGACGTCTCCATCTAAGAACTACATT 
CTCTCTGTGATCAGTGGGAGCATCTGTATATTGTTCCTGATTGGCCTGATGTGTGGACGGAT 
CACCAAGCGAGTGACACGAGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCT 
TATAAAGGTTTAGTGTGGTCTCAGGATGTGACAGGCAGTCCAGCCTGACCTTTCTGCACACT 
CCAGACAAACTTCCCAGACAAGCTCCTTTGTGCCTCTACGTGGAGAGGGTGTGGAAAGTTAT 
CACATTAAAAGATGGAGGATTTACAAAAGAGAAAAAAAAAAAAAAAAANNAAAGGGCCCCCC 
CCCGGGGGGGAGGGGGGGGCCCTCTACTATTTTAA AAAAAAA AAACCCCCCCCCCCCCCC 
CTAGGGGGGAAAAAAAAAAANGGGGGGCCGTTAAACTTTTTTAAAAAAAAACCTTCCAAAAC 
TTCCCCTTG AACCTG AAAC N N N N N N 
>463 
>464 

NNGTGCATGTGTTTCCTTCCCCAAGAGAGCTATAAACAGCAAAAATTCTGCTGTAAG 
CGACCCCCGACCCAGGTCTCCCCCAGCACTGAGGAGCTCGCCTGCTGCCCTCTTGCGCGe 
GGGAAGCAGCACCAAGTTCACGGCCAACGCCTTGGCAGTAGGGTCCAGAATGGCTACAACA 
GTCCCTGATGGTTGCCGCAATGGCCTGAAATCCAAGTACTACAGACTTTGTGATAAGGCTGA 
AGCTTGGGGCATCGTCCTAGAAACGGTGGCCACAGCCGGGGTTGTGACCTCGGTGGCCTJ 
CATGCTCACTCTCCCGATCCTCGTCTGCAAGGTGCAGGACTCCAACAGGCGAAAAATGCTG 
CCTACTCAGTTTCTCTTCCTCCTGGGTGTGTTGGGCATCTTTGGCCTCACCTTCGC CTTC AT 
CATCGGACTGGACGGGAGCACAGGGCCCACACGCTTCTTCCTCTrrGGGATCGTCTTTTCC 
ATCTGCTTCTCCTGCCTGCTGGCTCATGCTGTCAGTCTGACCAAGCTCGTCCGGGGGAGGA 
AGCCCCTTTCCCTGTTGGTGATTCTGGGTCTGGCCGTGGGCTTCAGCCTA GTCCA GGATGT 
TATCGCTATTGMTATATTGTCCTGACCATGAATAGGACCAACGTCAATGTCTTTTCTGAGCT 
TTCCGCTCCTCGTCGCAATGAAGACTTTGTCCTCCTGCTCACCTACGTCCTCTTCTTGATGG 
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CGCTGACCTTCCTCATGTCCTCCTTCACCTTCTGTGGTTCCTTCACGGGCTGGAAGAGACAT 
GGGGCCCACATCTACCTCACGATGCTCCTCTCCATTGCCATCTGGGTGGCCTGGATCACCC 
TGCTCATGCTTCCTGACTTTGACCGCAGGTGGGATGACACCATCCTCAGCTCCGCCTTGGC 
TGCCAATGGCTGGGTGTTCCTGTTGGCTTATGTTAGTCCCGAGTTTTGGCTGCTCACAAAGC 
AACGAAACCCCATGGATTATCCTGTTGAGGATGCTTTCTGTAAACCTCAACTCGTGAAGAAG 
AGCTATGGTGTGGAGAACAGAGCGTACTCTCAAGAGGAAATCACTCAAGGTTTTGAAGAGAC 
AGGGGACACGCTCTATGCCCCCTATTCCACACATTTTCAGCTGCAGAACCAGCCTCCCCAAA 
AGGAATtCTCCATCCCACGGGCCCACGCTTGGCCGAGCCCTTACAAAGACTATGAAGTAAA 
GAAAGAGGGCAGCTAACTCTGTCCTGAAGAGTGGGACAAATGCAGCCGGGCGGCAGATCT 
AGCGGGAGCTCAAAGGGATGTGGGCGAAATCTTGAGTCTTCTGAGAAAACTGTACAAGACA 
CTACGGGAACAGTTTGCCTCCCTCCCAGCCTCAACCACAATTCTTCCATGCTGGGGCTGATG 
TG GG CTAGTAAG ACTCC AGTTCTTAG AGG CGCTGT AGTA I I I I I I I I I I I I I GTCTCATCCTTT 
GGATACTTCTTTTAAGTGGGAGTCTCAGGCAACTCAAGTTTAGACCCTTACTCI I I I IGTTTG 
I I I I I IGAAACAGGATCTTGCTCTGTCACCCAGGCTTGAGTGCAGTGGTGCGATCACAGCCC 
AGTGC AGCCTCG ACC ACCTGTGCTC AAG C AATCCTCCCATCTCCATCTCCCAA AGTGCTG G 
GATGACAGGCGTGAGCCACAGCTCCCAGCCTAGGCCCTTAATCTTGCTGTTATTTTCCATGG 
ACTAAAGGTCTGGTCATCTGAGCTCACGCTGGCTCACACAGCTCTAGGGGCCTGCTCCTCT 
AACTC AC AGTGGGTTTTGTG AG GCTCTGTGGCCCAG AGC AG ACCTG C ATATCTG AG CAAA A 
ATAGCAAAAGCCTCTCTCAGCCCACTGGCCTGAATCTAGACTGGAAGCCAACTTGCTGGCAC 
CCCCGCTCCCCAACCCTTCTTGCCTGGGTAGGAGAGGCTAAAGATCACCCTAAATTTACTCA 
TCTCTCTAGTGCTGCCTCACATTGGGCCTCAG CAGCTCCCCAG CACC AATTCACAG GTCACC 
CCTCTCTTCTTGCACTGTCCCCAAACTTGCTGTCAATTCCGAGATCTAATCTCCCCCTACGCT 
CTGCCAGGAATTCTTTCAGACCTCACTAGCACAAGCCCGGTTGCTCCTTGTCAGGAGAATTT 
GTAGATCATTCTCACTTCAAATTGCTGGGGCTGATACTTCTCTCATCTTGCACCCCAACCTCT 
GTAAATAGATTTACCGCATTTACGGCTGCATTCTGTAAGTGGGCATGGTCTCCTAATGGAGG 
AGTGTTCATTGTATAATAAGTTATTCACCTGAGTATGCAATAAAGATGTGGTGGCCACTCTTT 
CATGGTGGTGGCAGCAGTTACCAGTAATGAGCATTAGACTCTGGGGGATAGAACACGGGCT 
GCCCTGAGAGCTTCATGTTGGAGCTGAAGTTCAAGGTTCACTTCCTTTGGGTTTGTACTTGA 
CCCTTCTTCATGTGTCTCTCCCGTTCCCTCTAAAACAAGTGTGTTTCCCCTCAI I I I IGAGGC 
TGTCAATGGTGTGAGAGCCAGGATCATCACGGGGCCTGAGGTTTTACTCCAGAAAAGCAGA 
GGAGTGGCAACCTTGGCTTGGGGTTTGGCAGCCCAGGAAAGGCAGGGAGGAGAGCTCAAA 
GCCGGTTTCATGTTTCACCCAAGGTCTAATTGTGGGAGAGGACAAATCCAGATCCCCTGTTT 
GACAGAATTAGTTCACAAATGTCTCTTGGCAAAAACATGTGACACCTAACCATGATAATTGAC 
TTAATCCAAGAAAGAGCTCTGTAGGGCAGAGCAATAGGAAATCTCTCTTTCGTTATGGAAAA 
AAAATAATCCCTCTACATAGAAACTGAGTGACATGTAAAAATGTGTAGCTAAGTCAGGGAGTT 
ACTTCCTAAGAGCCTGACGCTCTGCTTTTCATCAAAAGGAAAAACCAGCGTGAGGCAGAGG 
CGAGGGAGGTGGAGGTGAGTGGATGATGTGCTGAGTTAGGGATGTTTATATGCCGCAAAGG 
TTTGGTTGGTAGGCTTCGCGCTAAGATTAGCCTGGCTTTGTACTGAAAAGGGGGAAGGACA 
CATAGTGACACAGATCCTTCTGGTCTTTCCCAGGAGGTGTGACCTAATGAGGTTTGTTGTGA 
GAATAAAGCAATGTGGTTTCACATATATTATCTATCATAGGCTAGGGACTCAAGAAATGCATA 
TTCCCCCCCCCACTTTCTTTCTCTCTTTCCTTCCTTCCTTCCTTTCTTCCTTCTTTCTTTCTTTC 
TTTCTTTCI 1 1 CI 1 1 CTTTCTTTCTTTC I ITCTl I CTtTCTTTCTCTCTCTCTCTCTCTCTCTTTTT 
CTTTCTTTCTTTGAGAGATAGAATCTCACTCTGN 
>465 

NAGTGCGGAGCGCCGAGGCTCGCGTTCCGCCGCTGCTTCCGTCGCCGGGGCGGG 
CGCCGCGGTGTCCCTGCCGAGCGTGAGCCCCGAACTGTCACCGCGCCGAGCCCCAGCCTC 
ATCCGTCGGTGTCCGCGGTCCGAGCTTTCCCCGCCTCGCTGGCGGCCCGCGCTCTCCCCC 
GCCGTGCGCGTTCGCCGCTGTGGCCTGTAGCTACCTCGCCTCGCTGCTTTGTCTCCGCTGC 
TC7TGCCGTCCTTCCCGCGGCCTTCTGCGGGCGGGGCTGTCGGCTGTCGCTTTGCTGCTCC 
GCGACGGCGGCCTTGAGTCTCGCTCCCCCGGTGGGAAACGTAGAACTGGTTACTCGCCAC 
CTTAGGCGGTGGGGTTTGAATGAGAGCGGTGCCTCGGTAGGTCGTCAGAAAGTTACAGTCG 
CCCATCTGAGCGTTTGTAAGGGACGCGGGCGCCAGGACCGGCCGAACGCGAGGTTGATTC 
TTCACCACACTGAAACCATTAGGAAAAATCCTTGfGGTTAACAGCAGAGGCTTGAGAGTGTA 
ACCfGTACTCGGGCCTAGAMTTATTTAAAATGGCGACTGATACGTCTCAAGGTGAACTCGT 
CCATCCTAAGGCACTCCCACTTATAGTAGGAGCTCAGCTGATdCACGCGGACAAGTTAGGt 
GAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAACTGTGAATTCTACCCGGGAAACTC 
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CTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAACCAGACATAAGTTCAGA 

GGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCACCTGCTACTTCGAGTGAGG 

CAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAGAAAATAAGTCTTCTGAGGA 

AACCAAAAAGGATGAGAAAGATCAGTCTAAAGAAAAGGAGAAGAAAGTGAAAAAAACAATTC 

CTTCCTGGGCTACCCTTTCTGCCAGCCAGCTAGCCAGGGCCCAGAAACAAACACCGATGGC 

TTCTTCCCCACGTCCCAAGATGGATGCAATCTTAACTGAGGCCATTAAGGCATGCTTCCAGA 

AGAGTGGTGCATCAGTGGTTGCTATTCGAAAATACATCATCCATAAGTATCCTTCTCTGGAG 

CTGGAGAGAAGGGGTTATCTCCTTAAACAAGCA CTGA AAAGAGAATTAAATAGAGGAGTCAT 

CAAACAGGTTAAAGG AAAAGGTGCTTCTGGAAGTTTTGTTGTGGTTCAG AAATCAAGAAAAA 

CACCTCAGAAATCCAGAAACAGAAAGAATAGGAGCTCTGCAGTGGATCCAGAACCACAAGTA 

AAATTGGAGGATGTCCTCCCACTGGCCTTTACTCGCCTTTGTGAACCTAAAGAAGCTTCCTA 

CAGTCTCATCAGGAAATATGTGTCTCAGTATTATCCTAAGCTTAGAGTGGAGATCAGGCCTC 

AGCTGTTGAAGAACGCTCTGCAGAGAGCAGTAGAGAGGGGCCAGTTAGAACAGATAACTGG 

CAAAGGTGCTTCGGGGACATTCCAGCTGAAGAAATCAGGGGAGAAACCCCTGCTTGGTGGA 

AGCCTGATGGAATATGCAATCTTGTCTGCCATTGCTGCCATGAATGAGCCGAAGACCTGCTC 

TACCACTGCTCTGAAGAAGTATGTCCTAGAGAATCACCCAGGAACCAATTCTAACTATCAAAT 

GCATTTGCTGAAAAAAACCCTGCAGAAATGC GAAAA GAATGGGTGGATGGAACAGATCTCTG 

GGAAAGGGTTCAGTGGCACCTTCCAGCTCTGTTTTCCCTATTATCCCAGCCCAGGAGTTCTG 

TTTCCGAAGAAAGAGCCAGATGATTCTAGAGATGAGGATGAAGATGAAGATGAGTCATCAGA 

AGAAGACTCTGAGGATGAAGAGCCGCCACCTAAGAGAAGGTTGCAGAAGAAAACCCCAGCC 

AAGTCCCCAGGGAAGGCCGCATCTGTGAAGCAGAGAGGGTCCAAACCTGCACCTAAAGTCT 

CAGCTGCCCAGCGGGGGAAAGCTAGGCCCTTGCCTAAGAAAGCACCTCCTAAGGCCAAAAC 

GCCTGCCAAGAAGACCAGACCCTCATCCACAGTCATCAAGAAACCTAGTGGTGGCTCCTCA 

AAGAAGCCTGCAACCAGTGCAAGAAAGGAAGTAAAATTGCCGGGCAAGGGCAAATCCACCA 

TGAAGAAGTCTTTCAGAGTGAAAAAGTAAATTTTATAGGAAAAAAG GGTAT CATGATGAAATT 

CAAAATCTTATTTTCTAAGCACTTTTGATATCAAGCAAGTGGCTTCCTTTTTGAGATATTAAAA 

CNNACN 

>466 

>467 

>468 

>469 

>470 

NCTGGGCTCAAAGCAGCCACTCATTATACCATCACCATCCGCGGGGTCACTCAGGA 
CTTCAGCACAACCCCTCTCTCTGTTGAAGTCTTGACATGAGGATCTCCCACAGCTGGGAGAT 
TTAGCCGTGTCTGAGGTTGGCTGGGATGGCCTCAGACTCAACTGGACCGCAGCTGACAATG 
CCTATGAGCACTTTGTCATTCAGGTGCAGGAGGTCAACAAAGTGGAGGCAGCCCAGAACCT 
CACGTTGCCTGGCAGCCTCAGGGCTGTGGACATCCCGGGCCTCGAGGCTGCCACGCCTTA 
TAGAGTCTCCATCTATGGGGTGATCCGGGGCTATAGAACACCAGTACTCTCTGCTGAGGCC 
TCCACAGCCAAAGAACCTGAAATTGGAAACTTAAATGTTTCTGACATAACTCCCGAGAGCTTC 
AATCTCTCCTGGATGGCTACCGATGGGATCTTCGAGACCTTTACCATTGAAATTATTGATTCC 
AATAGGTTGCTGGAGACTGTGGAATATAATATCTCTGGTGCTGAACGAACTGCCCATATCTC 
AGGGCTACCCCCTAGTACTGATTTTATTGTCTACCTCTCTGGACTTGCTCCCAGCATCCGGA 
CCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGT 
TTCAGATGCCACCCCAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTCTTCGAC 
AATTTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAATAACCCTACTT 
GCCCCCGAACGTACCAGGGACTTAACAGGTCTCAGAGAGGCTACTGAATACGAAATTGAAC 
TCTATGGAATAAGCAAAGGAAGGCGATCCCAGACAGTCAGTGCTATAGCAACAACAGCCAT 
GGGCTCCCCAAAGGAAGTCATTTTCTCAGACATCACTGAAAATTCGGCTACfGTCAGCTGGA 
GGGCACCCACAGCCCAAGTGGAGAGCTTCCGGATTACCTATGTGCCCATTACAGGAGGTAC 
ACCCTCCATGGTAACTGTGGACGGAACCAAGACTCAGACCAGGCTGGTGAAACTCATACCT 
GGCGTGGAGTACCTTGTCAGCATCATCGCCATGAAGGGCTTTGAGGAAAGTGAACCTGTGN 
>471 • 

NNNATATCTATGTCTGGTGAGGGACTGCTTACTGGCTTATAGATGGTGCCTTCTCAC 
TGTGTCCTCACATGGtGTtAGAAGTGAGCMGTTACCTTGGACCTATTTTATAAGGGAACTAA 
TCCCATTTGTGAGGGCTtTTCCCTGAAGTTTTAGTCAACTCCtGAAAGGCCCCATCtTCTAAT 
ATCATCACCTGGGGCGTTAGGA7TTCAACATATGAATTTTGGGAAGACACAAAGATTCAGAC 
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CACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTGAGTCCACGCAGGC 

CTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTA 

AACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGAGGCTGGC 

CAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTACACGCAAGAGAAAGCTTG 

GGTGGGATCTCCTGATCCCGCGT 

>472 

>473 

ACCGCGGTGGCGGACGAGGTACAAAATAATTATAATGTATTAACTCATACTGCCTGT 
CTTTTATAGGGGAAAAAAATAACC I I I I I I ATTTTAAAGTTATAAGGTGGGTTACCTTTTAGTT 
GCTTGGATGACAGGGAATTAGCCTACCCCATTTTGGTCTGGAACAGAAGACTTTCAAATTTA 
ATATGGCCCAAGTGTCTTCCTACTTAAGTGCAAGATCATGCTATGTCAGTTACCCAAGCTGG 
AATACCGTGACACGATCGTGGCTCGCTACAGCCTCCATGTCCCAGGCTCGAGCAGTTCTCC 
CACCTCAACCTTCCGAGTAGCCGGAACCACAGAACCACAGTCTTCTCATTTTGAAAAGACAT 
GCTTTTTCTTAAAGCAACAAAGGTGGTAGAGGAAATTTCTTAAACTTTCTCAACGAN 
>474 
>475 

AGGTACATGGGACTACGTCCTTTAAACTACCCAGGAGCAAAGTTGGACTTCCATGAA 
AAAGGTTTGTGCAGATCTAAAACCTCTCATCTATTTCACTAAAAGGACTTCCeCTTCTAACTG 
TCACCCTTACCAATGTAACCCTGTCCTCTCTATCACCACCTCCACCTGTCTTTAACTAACTCT 
AGACCTGTCCTTAATTGCTTTTATGGTATTGGAATAGGAATTAAAAGAAATTAAAGAATGTGTA 
AGGAGAAACTCAGTTGTATGTAAGAAAACCCAATTCCCCCTGAGAAAGAGAAAGAGTTGGAG 
TCCTTTAAAAATTAACTGCCTG I I I I ICTGTGGCTAGTGAGCCTTATCTCTCCTCCTTTCCCA 
GACATTGTGAAGACCCTGTTTCTCTAGCTGTGCAGCTGCAAGGTCACTAGACAGATAAACTC 
AAGTTGTAAAACATG I I I 1 I CCTTGAAAAGTAAGAAATGCTGTAATGCATTTCTCAATTAATTA 
AATAACTGTCTTTGTTTCTCGCTTCTGTAATATGCTTCCCCCTGCACAGATCTCCACCCACCC 
TACAAAATGCTTAAAAGGTAACTTAACTCTTTGTTCTGGGCTCAAGTCCTGTCCGGTCAGCAG 
CCGCCGCGGCGACGTCCACGCGTCNN 
>476 

CGACCCCGCGTCCGAGATAGCCTTTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGACAGAGAGAGGAGCTTCAGCAGTGAGAGCAA 
CTGAAGGGGTTAATAGTGGAACTTGGCTGGGTGTCTGTTAAACI I I I I I CCCTGGCTCTGCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTCTGCAACAAGACCCTTTATAAAGCACAG 
ACTGGTACGCCTCCGCGGTATCTGCATCGGGCCTCACTGGCTTCAGGAGCTGAATACCCTC 
CCAGGCACACACAGGTGGGACACAAATAAGGGTTTTGGAACCACTATTTTCTCATGACGACA 
GCAACTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAA 
TGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGATATCTTGCTCAGA 
TTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTGAGTCCCCATTTTTCTCTTGG 
AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGACGAATGAGGGGACCACATCTACGC 
TGACAATGAATCCTGTTAGTTTTGGGAACGAACACTCTTACCTGTGCACAGCAACTTGTGAAT 
CTAGGAAATTGGAAAAAGGAATCCAGGTGGAGATCTACTCTTTTCCTAAGGATCCAGAGATT 
CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAGTCAAGTGTTCAGTTGCTGATG 
TATACCCATTTGACAGGCTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 
GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAC 
TCCTGTCATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 
GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCCAAGA 
ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACC 
TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 
TCTACAGCACCTTTCTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 
MTTTATGTGTGTGAAGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAATTGT 
TCMGAGAAACCATTTACTGTTGAGATCTCCCCTGGACCCCGGATTGCTGCTCAGATTGGAG 
ACTCAGTCATGTTGACATGTAGTGTCATGGGCTGTGAATCCCCATCTTTCTCCTGGAGAACC 
CAGATAGACAGCCCTCTGAGCGGG AAGGT GAGGAGTGAGGGGACCAATTCCACGCTGACC 
CTGAGCX5CTGTGAGTTTTGAGAACGAACACTCTTATCTGTGCACAGTGACTTGTGGACATAA 
GAAACTGGAAAAGGGAATCCAGGTGGAGGTCTACTCATTCCCTAGAGATCCAGAAATCGAG 
ATGAGTGGTGGCCTCGTGAAtGGGAGCTCTGTCACTGTAAGCfGCAAGGTTCCTAGCGTGT 
ACCCCCTTGACCGGCTGGAGATTGAATTACTTAAGGGGGAGACTATTCTGGAGAATATAGAG 
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TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACCCAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

AACCGTCTTGGTCAGCCCTTCCTCCATCCTGGAGGAAGGCAGTTCTGTGAATATGACATGCT 

TGAGCCAGGGCTTTCCTGCTCCGAAAATCCTGTGGAGCAGGCAGCTCCCTAACGGGGAGCT 

ACAGCCTCTTTCTGAGAATGCAACTCTCACCTTAATTTCTACAAAAATGGAAGATTCTGGGGT 

TTATTTATGTGAAGGAATTAACCAGGCTGG AAGAA GCAGAAAGGAAGTGGAATTAATTATCC 

AAGTTACTCCAAAAGACATAAAACTTACAGCTTTTCCTTCTGAGAGTGTCAAAGAAGGAGACA 

CTGTCATCATCTCTTGTACATGTGGAAATGTTCCAGAAACATGGATAATCCTGAAGAAAAAAG 

CGGAGACAGGAGACACAGTACTAAAATGTATAGATGGCGCCTATACCATCGGAAAGGCCCA 

GTTGAAGGATGCGGGAGTATATGAATGTGAATCTAAAAACAA AGTTG GCTCACAATTAAGAA 

GTTTMCACTTGATGTTCAAGGAAGAGAAAACAACAAAGACTATTTTTCTCCTGAGCTTCTCG 

TGCTCTATTTTGCATCCTCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAA 

AGCCAACATGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 

TTGATATGTTCAACTGGAGACACTATTTATCTGTGCAAATCCTTGATACTGCTCATCATTCCTT 

GAGAAAAACAATGAGCTGAGAGGCAGACTTCCCTGAATGTATTGAACTTGGAAAGAAATGCC 

CATCTATGTCCCTTGCTGTGAGCAAGAAGTCAAAGTAAAACTTGCTGCCTGAAGAACAGTAA 

CTGCCATCAAGATGAGAGAACTGGAGGAGTTCCTTGATCTGTATATACAATAACATAATTTGT 

ACATATGTAAAATAAAATTATGCCATAGCAAGATTGCTTAAAATAGCAACACTCTATATTTAGA 

TTGTTAAAATAACTAGTGTTGCTTGGACTATTATAATTTAATGCATGTTAGGAAAATTT CACAT 

TAATATTTGCTGACAGCTGACCTTTGTCATCTTTCTTCTATTTTATTCCC TTTCA CA AAATTT TA 

TTCCTATATAGTTTATTGACAATAATTTCAGGTTTTGTAAAGATGCCGGGTTTTATATTTTTATA 

GACAAATAATAAGCAAAGGGAGCACTGGGTTGACTTTCAGGTACTAAATACCTCAACCTATG 

GTATAATGGTTGACTGGGTTTCTCTGTATAGTACTGGCATGGTACGGAGATGTT TCACG AAG 

TTTGTTCATCAGACTCCTGTGCAACTTTCCCAATGTGGCCTAAAAATGCAACTTCTTTTTATTT 

TCTTTTGTAAATGTTTAGGTTTTTTrGTATAGTAAAGTGATAATTTCTGGAATTAAAAAAAAAAA 

AAAAAAAAAAAAACCACTACAGGAGAAAACACCCCAAAAATAAGACAAAACAACAGAGGAAG 

CCGAAAGTGACACGCAACACACAACAGCCATATGACAAAGAACGACTCCCCACTCAGAGGA 

CAACCATAAATAACACCACAGCCCAGCCACATCAGATAAAGCAGCCAGATAACGAACAACCC 

ATCAACATGACAATGCGACCAAACGACCACCATGCGGGAGAAACAGCAGCACCACTTCACG 

AGAATTGCAACCAGCAAACAACAAGCCACCGACACGACGAACACACACACAAATGACAAGA 

AAGCCCAGACCTCGAAACNN 

>477 

NNGACTGACTTGTAGCTGGMGAAATGATCGGATTTTTATTCTTTTATTAAAGAAAAA 
AAATTTGAAATGCCTTCCATGTGCCAAGCACTGTGTGAGGTGGGAGATGACAGCTTGGTGAA 
ACCTCTGTCAGGCTGTCTTCCTCCGCTTTCTCTATCCCTGGGTTTCCCCCTGCCTAAAAAGG 
ATTTTGTGCTTCGTGGCTTGTCCAGGCAAGCAGGCCGTCGCGGGACCTAGACCGAGACAGT 
GAGTCTCTCTTTCTCCCGGGCCTCCCTTCTGTTTCCTGGGCTGCAGGGGAGCAGGAAATCT 
GGGGCGAGATTCCCGCCGCGGACGCGCACTGCCGAAGCCTGGTCCCTCGACCTGTCCCTG 
CCCAGCGCGGGGGCGCAACCGCCACGCCTCCTCACCCCTCCCTCCGGCTGCACGAATAAT 
GACAACAGCCGCCCCTCCCAGCTTTGGCGTCACGTTCAAAACAATCCTTTGACTACAACTCC 
CAGAAGGCCGAGCGGCTTAGCGAGTGCACCCGCTCTCGGCTGCTCCGGCAAACTACACAT 
CCCAAAGGGCAGCGCCGACCGCGTGTCCTTTCACAGCAAAGTGCGGAACTGCGTTTGTTTC 
CGGCGTGGGTCCGGGCAAGAACCGCTTGTAGTTTGGTTTAAATTCTGCACGGGAGGACCTT 
CTGAGTTTACCTGTTGGGCTCCTGGCTGCGCAGGCACAGCAGCTACACAGAAGAGATGGGA 
GAAGAGGCTAATGATGACAAGAAGCCAACCACTAAATTTGAACTAGAGCGAGAAACAGAACT 
TCGCTTTGAGGTGGAGGCATCTCAGTCAGTTCAGTTGGAGTTGTTGACTGGCATGGCAGAG 
ATCTTTGGCACAGAGCTGACCCGAAACAAGAMTTCACGTTTGATGCTGGTGCCAAGGTGGC 
TGTTTTCACTTGGGATGGCTGTTCTGTGCAACTGAGCGGCCGCACTGAGGTGGCTTATGTCT 
GCAAGGACACTCCTATGTTGCTTTACCTCAACACTCACACAGCCTTGGAACAGATGCGGAGG 
CAAGCGGAAAAGGAAGAAGAGCGAGGTCCCCGAGTGATGGTAGTGGGCCCCACTGATGTG 
GGCMGTCTACAGTGTGTCGCCtTCTGCTCAACTACGCAGTGCGTTTGGGCCGCCGTGCCA 
CTTATGTGGAGCTGGATGTGGGGCAGGGTTCTGtGTCCATCCCTGGTACCATGGGGGCGCT 
CTACATCGAGCGGCCTGCAGATGTCGAAGAGGGTtTCTCTATCCAGGCCCCTCTGGTGTAT 
CATTTrGGTTCCACCACTCCTGGCACTMCATCAAGCTTTATAATAAGATTACAfCTCGTTTA 
GCAGATGTGTTCAACCAAAGGTGTGAGGTGAACCGAAGGGCATCTGTGAGTGGCTGTGTCA 
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TTAACACCTGTGGCTGGGTCAAGGGCTCTGGTTACCAGGCTCTGGTGCATGCAGCCTCAGC 

TTTTGAGGTGGATGTCGTTGTTGTTCTGGATCAAGAACGACTGTACAATGAACTGAAACGGG 

ACCTCCCCCACTTTGTACGCACTGTGCTGCTCCCTAAATCTGGGGGTGTGGTGGAGCGCTC 

CAAGGACTTCCGGCGGGAATGTAGGGATGAGCGTATCCGTGAGTAI I I I I ATGGATTCCGA 

GGCTGTTTCTATCCCCATGCCTTCAATGTCAAATTTTCAGATGTGAAAATCTACAAAGTTGGG 

GCACCCACCATCCCAGACTCCTGTTTACCTTTGGGCATGTCTCAAGAGGATAATCAGCTCAA 

GCTAGTACCTGTCACTCCTGGGCGAGATATGGTGCACCACCTACTGAGTGTTAGCACTGCC 

GAGGGTACAGAGGAGAACCTGTCCGAGACAAGTGTAGCTGGCTTCATTGTGGTGACCAGTG 

TGGACCTGGAGCATCAGGTGTTTACTGTTCTGTCTCCAGCCCCTCGCCCACTGCCTAAGAAC 

TTCCTTCTCATCATGGATATCCGGTTCATGGATCTGAAGTAGAGATCAGCAGGAAGCCTTGC 

TGCCTGGGACATAGAGATCATCTGGCCACCCCTAGAGGCAGATGGGCTGAGATAAAAGACT 

GTTGGGGCCACCTGACCAGTAAACTGTGGACTAGTAGAAAGTTCATATTCTACCTCTAAAAA 

CAGGTAGTGGTAACCTGACTCTTCTAATCTTGAACCAAAAGGAAAACCATGAGACTGTAATT 

GGTTTCTTAGACCACCTAAGATGCCACTTTGMTTCTCTAAGACCCTGGAGAATTGCATtTCT 

TTCACTGTGCTACTATGTGG I I 1 1 I AAAAAATCAATGCTTTATATTCCATATGTGGTTCTTACC 

CATTTATCTAGGATGAAAGTGTGAATTAGAGGGACTCCTTCCAATAAAGTTCAAACTTAAAAA 

AAATCATTTTAATAMTATTTTTGCCATATCAAAAAAAAAAAAAAAGGGCGCCGCTCGCGATC 

GGACGCGTGGGTCGACNN 

>478 

>479 

NNNNGGCGTTGTAAAGTAATGTGGGCCCCTGGAAAAACTTTTTCCCCGGAAGGTTT 
GAAAAGAGGCCAC I I I I I I I I I I I I I I I I I I I I I I GAGACAGTCTCACTCTATTGCTGAGGCTG 
GAGTGCAGTGGCGCGATCTTGGCTCACTGCAACCTCTGCCGCCTGGGTTTAAGCGA TTCTC 
CTGCCTCAACCTCCCG AGTAGCTGGGATTACAGGCGCATGCCATCAAGCCCAGCTAATTTTT 
TGTTATCTTTACTAGAGACGGGGTTTCACCATCTTGGCTAGGCTGGTCTTGAACTCCTGACC 
TCATGATCCACCCACATTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCC 
CGGCCAGCATAGTATTTTTATTTATAACGTGAAAAAAATGAAAACAGATACTTCACTACAAATA 
TTGMCCCAAGTTAGAAMTTTTTATGCAGCCAAACCATGACTTTAAGCTCTATTTACACTGAT 
GGCGGCCAACTGAGATGCAGACCACACCCATGTGGCGTGCAGCAAGCAGGACATGCAGGG 
AGCCTTCCTTGCTCACAAGGCTTCAGAGCAAGCGCACGGTCTTCCCAGTCACTGTCAGGAA 
ATCATCATCTGCCAGGGCACGCAGTGCTTCTT CAAA CATATCTTTA GTAAT TGCTATGTCAGA 
TTGTCCCCGMTATCTTCAAAAAGTTGCTGGTATTTTAGAGCTGGTGTTTTGCCCTTAGATAA 
AATAAGC I I I I ICAATGCTTCAGCTAATTCTTCTTTCCGTTTACGAGAGGTGGCACTCATCCC 
CGTAGTAAGAATAGATATGTCCACGATGCCAGTCCGGGGATCAGTTGCAGACTGCTTCAGA 
GCTTCCCGATGGAGGCGTTTGGCCTCTTCCACATCAATGGCTTCAACTTTGTTAGACAATCT 
TACTTTAGCATGGGCTTCTGCTAAGCGGATTAATGACTCTAGCTGTCGAGGGTATGCAGAAA 
CCATTCCCCGCTACTGCCAATCTTCCTCATGTCTACATAAGCCTATTGTAGGTAGAAAAACAA 
MGCAAAAGCAAACCTCCTTGGTGACAACTTTAGTTTTGTGGGTGMTTTTGAACACTTAGGC 
TTCCATTAAGTAAACGGAACTCAGATATGGTCCTGGGCCCCGGAGCTCATCAAGTGGTAN 
>480 

GTCAGATCCGAGGACATGTTGACGTCGTCCGAGAGTCTTAAAATCCTGCTCTGGCC 
GGATTCCAGACTCGTGGGGGAAAGGCTGGATTTCAACAGATCAGATGGATCAAGGCCTTAG 
GGAGGTGGTTGGGGATTCACGTATGCCCTGGACCATCTGGAGCCCAAGTTGCTGCAGATCC 
TGTCACCACGAGTGGACACCCTCTGGCCACCATAGCAAAGAAGTCTGCAGGCAGGAGTTTC 
CAAGGCAGGAAAGGTAAAGAGACAAAGAAAGTGCCCGGGCAGGTACAGATGCAAACGGAG 
GTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTT 
AATGCAAGTCATGAACTTGAATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTA 
AGGAAGTGTTGGCCACAGCCTTAGAAAACAGAAGGGACATGGAGGCAGAAGAGGAGAACCA 
AATAAATGAGAAGCAAGAGCCTGAGAATGCTGGAGAAACTGGTCAAGAAGAGGATGATGGT 
TTGGAGAAAATACACACATCTGTCACTAGAACTCCTTCAGTTGTTGAAAGCCAAAAAAGACCT 
TTAAAAGGAGTGACATTTTCTAGGGAGGTAATTGTTGTGGATCTTGGGAATGAATACCCTACA 
CCTCGAAGCTATACTCGAGAAGATAAAGAGAGGAAATGAAGCTCAAAAAAGGGTAAdAGTGA 
MGAAMTGTAACGTTTGACTAACGTTGAAAGACTGAGGGTACAAAATCATGTTGAAACAACA 
AAAGMTGGGGAATTMGCAAATAAAGATATTATTTTACCTTT GTGCAG AAAGGAGTGAGCCA . 
TGTGCAAMTTCTGTAAGTAAAATACTTAGAGCTTGAATATAATTTTTTAAAAATTCAAATC 
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AGTTCAAGAAATTGATTGTATTGCCCTTAAAACTATCTACTCAAACACTGTTCTGGCATGTGA 

ATAAAGTGA I I I I I GTTTGTAGCCGCCCGGGCGGCCGCTNNN 

>481 

>482 

NNNNNNNNNNNNNNNAACTCCTAGCGGAGACCTCGTGGAGTCCGGCCGGAAGAGC 
AACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAG 
TTGGACTTACAGAGAGGTTGGTGATGACAAAACTGTGAAGCAGTGGAAAATGGATGGGCCA 
GGCTATGGAGACGAGGAAGAGCCATTACATACAATATTAGGAAAGACAGTGTATACTGGGAT 
TGATCATCACTGGAAAGAAGCTGTTTTTGCCACATGTGGACAGCAAGTAGACATTTGGGATG 
AACAAAGAACTAATCCTATATGTTCAATGACCTGGGGATTTGACAGTATAAGTAGTGTTAAAT 
TTAACCCAATTGAGACATTTCTCTTGGGAAGTTGTGCATCTGACAGGAATATAGTACTGTACG 
ATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAACAAATACAA TCTGT T 
GGAACCCTATGGAAGCTTTCATTTTTACAGCAGGAAATGAAGATAATMCTTATATACTTTTGA 
TATGCGTGCACTGGACACTCCTGTAATGGTCCATATGGATCATGTATCTGCAGTGCTTGATG 
TGGATTACTCTCCCACTGGGAAGGAGTTTGTGTCTGCTAGTTTCGGTAAATCTATTCGAATCT 
TTCCTGTAGACAAAAGTCGAAGCAGGGAGGTATATCATACAAAGAGAATGCAACATGTTATC 
TGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGGCACTGAGAGATCCCCTCATAATTT 
CCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGT 
CTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAG 
AGTACGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGGTTGTCCCAACCTTGTTTCTGAGCA 
TGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGCGATTAGCAGCAT GATAT CAAA 
ACGCTCTGAGCTGCTCGTTCGGCTATGGCGTAGGCCTAGTCCGTAGGCAGGACTTTTCAAG 
TCTCGGAAGGTTTCTTCAATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTT 
CGAATTTCAACAGGTAAGTTAGTTGCTAGAACCCATGGCTCCTT TGCCGA CGCTGAGTAGAT 
TTTAGGTGACGGGTGGTGACAATGAGTCCGTGTCGAG CGCTG ATTTTTTCGGCCTTTAGAGC 
GAGATTTATACAATAGMTTTGGCATGAGATTGGATTGCTTTTAGTCAGCCTC TTATA GCCTA 
AAGTCTTTGAGTGACTAGATGACATATCATGTAAGTTGCTGATAGGTTTCCAGTTTTCCGCTC 
CTAGGTCTGCATATTGTACTTTTCCTCTTACTCGACTTAACCAGTACCAACCCAGCTTCTCAA 
CGGATTTATACCATGGCACTTTAAAGCCAGCATCACTGACAATGAGCGGTGTGGTGTTACTC 
GGTAGAATGCTCGCAAGGTCGGCTAGAAATTGGTCATGAGCTTTCTTTGAACATTGCTCTGA 
AAGCGGGAACGCTTTCTCATAAAGAGTAACAGAACGACCGTGTAGTGCGACTGAAGCTCGC 
AATACCATAAGTCGTTTTTGCTCACGAATATCAGACCAGTCAACAAGTACAATGGGCATCGTA 
TTGCCCGAACAGATAAAGCTAGCATGCCAACGGTATACA GCGA GTCGCTCTTTGTGGAGGT 
GACGATTACCTAACMTCGGTCGATTCGTTTGATGTTATGTTTTGTTCTCGCTTTGGTTGGCA 
GGTTACGGCCAAGTTCGGTAAGAGTGAG AGTTTTACAGTCAAGTAATGCGTGGCAAGCCAA 
CGTTMGCTGTTGAGTCGTTTTAAGTGTAATTCGGGGCAGAATTGGTAAAGAGAGTCGTGTA 
AMTATCGAGTTCGCACATCTTGTTGTCTGATTATTGATTTTTCGCGAAACCATTTGATCATAT 
GACAAGATGTGTATCTACCTTAACTTMTGATTTTGATAAAAATCATTAGGGGATTCATCAGTA 
TTATGTGTGGATCTGATGAAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGG 
GTGTGCTTACATCACGAGAAAAAGCAGCCAAGGATTATAACCAGAAATTGAAGGAGAAATTT 
CAGCATTATCCTCATATAAAACGTATAGCTCGTCATCGACATCTACCAAAATCTATCTATAGC 
CAGATTCAGGAACAGCGCATCATGAAAGAAGCTCGTCGACGAAAGGAAGTGAATCGTATTAA 
ACACAGCAAGCCTGGATCTGTGCCACTTGTGTCAGAGAAGAAGAAA CACG TAGTGGCAGTT 
GTAAAATAATTGGTATTCCTMCAATCCTGATGTATAATTATTTGTTACTT7TGATTTGAGAACT 
CTACAAATAAAAGTGCTGGGACTAGATTAANNNNNNNNNNNNNNNNNNNNNNNNNNNN 
>483 
>484 

agcatctgatgtcatcagctttgccaggagagtgatcaaggaggttaaagctcaggtaaaggtgtgccttctcagagattggc 
tacaagcaacagagaccacctwacagagaccaojtraawgactcagwx^gccatawaggtgccaaagctcctccagaggg 
ctgtcttgggccmgaggcaattgatctccagaaagagtcagaag^cattccagt<x»ggca:aggtattcagatggtgacccagcc^ 
ataatagtatcttgagwaataatagtatcttgagtgcaaataagcaaggag^atgcccaagtmccgtgaacatg(xaawaatt^ 
aggttg«:aacttggcctgttccatctcaaataatgaagaaggtgtaaagcttgttcgaatgtctgcaagccagttagaAGCCCTCT 
GTCCTCAGGTTATTAATGCTGCACTGGCTTTAGCAGCAAAACCACAGAGTAAACTGGGCCAA 
GAGMCATGGATCTTTTTAAAGAACAATGGGAAAAACAAGTCCGTGTTG TCACA QATGCTGT 
CGATGACATTACTTCCATTGATGACTTCTTGGCTGTCTCAGAGAATCACATTTTGGAAGATGT 
GAACAAATGTGTCATTGCTCTCCAAGAGAAGGATGTGGATGGCCTGGACCGCACAGCTGGT 
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GCAATTCGAGGCCGGGCAGCCCGGGTGATTCACGTAGTCACCTCAGAGATGGACATCGAG 

CGgccGCCCGGGCAGGTACACAAGCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAAC 

AATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAA 

TTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGCTCCCCTCTAATCA 

AAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATTACAGAGAGAGAGATCAACCAATGAG 

GAAATCACAGACTCTTACATGAGTTTACAGTTAACCCCACTGCAACAAAATAATAAATTAGCC 

ATAATTTG I I I I I I I I GCAAATACCATGCCCCCCACCTGACCCCACAAACACAACAGTCACTG 

ACATGGCCCAGCTATATTAACAGACTGCGCCTCAAACCATGCTGTGGCGGAGAAGACAGAT 

TCACGGGTAATGCCGCTTTGGCCTGAGAAGATGCTTCGGAGCTCCAGGTGGAGGAGCTGCT 

CACGCTGCAGGATGCTTTGCAGGTTCATTCAAAACCAAATTTTTTTCCAAGAAGAACTGGACA 

TAATTCATGGGAATATTTTAAGTATATATAAGTGGCAAAAAAGCTGTACATTAAAAGAAGGGG 

GAGAAATAAAATGTGTTGTATATAGAMGAGCTTTGTATATTTTTTTAAATGAAAACAAAGCTG 

GGAGTGATAGAATTTTAATGCAATGAAAACCAAATAATTCTTCAAAAAACTTTAGATGACATCA 

TtCtctcgctctTTCACACACACACACACCCCCCACACACTTCAAACATACagaaaagGTTAAAGATA 

aaaatAGCTGATAGGTGTttaagtAGGATGGAGCagAAgAATCGTACatgtcccatttgcaattttggcaaaggttt 

aaaatgctccctaaagcacgcacgcatgccagcctaccccag 

>485 

CGTCCGTGCCAAGTCGCTGTTTCCTGGGACAAGAGGGAGCCTCACTGAAACGAACT 
CCGGTCTCAGGGGACAGAATCCTGAAACCCTGGCTCTGGGGTCCGGGGCAGGGGTGCGCT 
GCCTCAGGACAGACGGGGAAACTGAGGTCCAGAGCCGGACATCCACCGCCTGCGGAGGGA 
ACGAGAACGCGGCGCGTCCTGCCTTGCGGGCCGAGCGGCGCCAGAGCCGCCTCCTCCCG 
CCCCCCGCGCTAGATCCCCCCGCCCCGTCTTTGCCCTCGCGACGCCGCCACCTCCGGAAC 
AAGCCATGGTGGCGGCGACGGTGGCAGCGGCGTGGCTGCTCCTGTGGGCTGCGGCCTGC 
GCGCAGCAGGAGCAGGACTTCTACGACTTCAAGGCGGTCAACATCCGGGGCAAACTGGTG 
TCGCTGGAGAAGTACCGCGGATCGGTGTCCCTGGTGGTGAATGTGGCCAGCGAGTGCGGC 
TTCACAGACCAGCACTACCGAGCCCTGCAGCAGCTGCAGCGAGACCTGGGCCCCCACCAC 
TTCAACGTGCTCGCCTTCCCCTGCAACCAGTTTGGCCAACAGGAGCCTGACAGCAACAAGG 
AGATTGAGAGCTTTGCCCGCCGCACCTACAGTGTCTCATTCCCCATGTTTAGCAAGATTGCA 
GTCACCGGTACTGGTGCCCATCCTGCCTTCAAGTACCTGGCCCAGACTTCTGGGAAGGAGC 
CCACCTGGAACTTCTGGAAGTACCTAGTAGCCCCAGATGGAAAGGTGGTAGGGGCTTGGGA 
CCCAACTGTGTCAGTGGAGGAGGTCAGACCCCAGATCACAGCGCTCGTGAGGAAGCTCATC 
CTACTGAAGCGAGAAGACTTATAACCACCGCGTCTCCTCCTCCACCACCTCATCCCGCCCAC 
CTGTGTGGGGCTGACCAATGCAAACTCAAATGGTGCTTCAAAGGGAGAGACCCACTGACTC 
TCCTTCCTTTACTCTTATGCCATTGGTCCCATCATTCTTGTGGGGGAAAAATTCTAGTATTTTG 
ATTATTTGAATCTTACAGCAACAAATAGGAACTCCTGGCGAATGAGAGCTCTTGACCAGTGAA 
TCACCAGCCGATACGAACGTGTTGCCAACAAAAATGTGTGGCAAATAGAAGTATATCAAGCA 
ATAATCTCCCACCCAAGGCTTCTGTAAACTGGGACCAATGATTACCTCATAGGGCTGTTGTG 
AGGATTAGGATGAAATACCTGTGAAAGTGCCTAGGCAGTGCCAGCCAAATAGGAGGCATTC 
MTGMCATTTTTTGCATATAAAACAAAAAATAACTTGTTATCAATAAAAACTTGCATCCAACA 
TGAATTTCCAGCCGATGATAATCCAGGCCAAAGGTTTAGTTGTTGTTATTTCCTCTGTATTATT 
TTCTTCATTACAAAAGAAATGCAAGTTCATTGTAACAATCCAAACAATACCTCACGATATAAAA 
TAAAAATG AAAGTATCCTCAAAAAAAAAAAAAAAAAAAN NNNNN 
>486 

tGGCGgccgcCCGGGCAGGTACGCGGGAGTGTGgattgAACAGAAAATTGGAAATCATa 
gtcAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGActggggtgttTTCTGCTTAAAA 
ATTTCAAttcTCGTGGTAACAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGC 
CATTGGGGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTTA 
AAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTGAATGATTCAGGGATACAAATGGGCTT 
CTCTCATTCATTAAAAGAAAACGCGACATCTTTCTAAGATTCTCTGTGGGAAAATGAGTGTCA 
ATAAAATGCGGGTTTCTGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAA 

•>487 ■ ■ . 

cgACCCACGCGTCCGGGGGGAGCGGCGCGGAAGCCGGGCCACATAAAGGAGGGG 
GCGGCGCG^CAGGGGCGGCTCTTTCCTGGGTGGGGTTTGTGAAGTCGTGGGCCGTTAGCA , 
GGAAGCCTAACAGTCGCCCCGACGCTAGTGAGGGACCCAATCTGAGTCCCCGGCCAGCCG 
AATCCAAGCCGTGTGTACTGCGTGCTCAGCACTGCCCGACAGTCCTAGCTAAACTTCGCCA 
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ACTCCGCTGCCTTTGCCGCCACCATGCCCAAAACGATCAGTGTGCGTGTGACCACCATGGA 

TGCAGAGCTGGAGTTTGCCATCCAGCCCAACACCACCGGGAAGCAGCTATTTGACCAGGTG 

GTGAAAACTATTGGCTTGAGGGAAGTTTGGTTCTTTGGTCTGCAGTACCAGGACACTAAAGG 

TTTCTCCACCTGGCTGAAACTCAATAAGAAGGTGACTGCCCAGGATGTGCGGAAGGAAAGC 

CCCCTGCTCTTTAAGTTCCGTGCCAAGTTCTACCCTGAGGATGTGTCCGAGGAATTGATTCA 

GGACATCACTCAGCGCCTGTTCTTTCTGCAAGTGAAAGAGGGCATTCTCAATGATGATATTT 

ACTGCCCGCCTGAGACCGCTGTGCTGCTGGCCTCGTATGCTGTCCAGTCTAAGTATGGCGA 

CTTCAATAAGGAAGTGCATAAGTCTGGCTACCTGGCCGGAGACAAGTTGCTCCCGCAGAGA 

GTCCTGGAACAGCACAAACTCAACAAGGACCAGTGGGAGGAGCGGATCCAGGTGTGGCAT 

GAGGAACACCGTGGCATGCTCAGGGAGGATGCTGTCCTGGAATATCTGAAGATTGCTCAAG 

ATCTGGAGATGTATGGTGTGAACTACTTCAGCATCAAGAACAAGAAAGGCTCAGAGCTGTGG 

CTGGGGGTGGATGCCCTGGGTCTCAACATCTATGAGCAGAATGACAGACTAACTCCCAAGA 

TAGGCTTCCCCTGGAGTGAAATCAGGAACATCTCTTTCAATGATAAGAAATTTGTCATCAAGC 

CCATTGACAAAAAAGCCCCGGACTTCGTCTTCTATGCTCCCCGGCTGCGGATTAACAAGCG 

GATCTTGGCCTTGTGCATGGGGAACCATGAACTATACATGCGCCGTCGCAAGCCTGATACC 

ATTGAGGTGCAGCAGATGAAGGCACAGGCCCGGGAGGAGAAGCACCAGAAGCAGATGGAG 

CGTGCTATGCTGGAAAATGAGAAGAAGAAGCGTGAAATGGCAGAGAAGGAGAAAGAGAAGA 

TTGAACGGGAGAAGGAGGAGCTGATGGAGAGGCTGAAGCAGATCGAGGAACAGACTAAGA 

AGGCTCAGCAAGAACTGGAAGAACAGACCCGTAGGGCTCTGGAACTTGAGCAGGAACGGA 

AGCGTGCCCAGAGCGAGGCTGAAAAGCTGGCCAAGGAGCGTCAAGAAGCTGAAGAGGCCA 

AGGAGGCCTTGCTGCAGGCCTCCCGGGACCAGAAAAAGACTCAGGAACAGCTGGCCTTGG 

AAATGGCAGAGCTGACAGCTCGAATCTCCCAGCTGGAGATGGCCCGACAGAAGAAGGAGA 

GTGAGGCTGTGGAGTGGCAGCAGAAGGCCCAGATGGTACAGGAAGACTTGGAGAAGACCC 

GTGCTGAGCTGAAGACTGCCATGAGTACACCTCATGTGGCAGAGCCTGCTGAGAATGAGCA 

GGATGAGCAGGATGAGAATGGGGCAGAGGCTAGTGCTGACCTACGGGCTGATGCTATGGC 

CAAGGACCGCAGTGAGGAGGAACGTACCACTGAGGCAGAGAAGAATGAGCGTGTGCAGAA 

GCACCTGAAGGCCCTCACTTCGGAGCTGGCCAATGCCAGAGATGAGTCCAAGAAGACTGCC 

AATGACATGATCCATGCTGAGAACATGCGACTGGGCCGAGACAAATACAAGACCCTGCGCC 

AGATCCGGCAGGGCAACACCAAGCAGCGCATTGACGAATTTGAGTCTATGTAATGGGCACC 

CAGCCTCTAGGGACCCCTCCTCCCTTTTTCCTTGTCCCCACACTCCTACACCTAACTCACCT 

AACTCATACTGTGCTGGAGCCACTAACTAGAGCAGCCCTGGAGTCATGCCAAGCATTTAATG 

TAGCCATGGGACCAAACCTAGCCCCTTAGCCCCCACCCACTTCCCTGGGCAAATGAATGGC 

TCACTATGGTGCCAATGGAACCTCCTTTCTCTTCTCTGTTCCATTGAATCTGTATGGCTAGAA 

TATCCTACTTCTCCAGCCTAGAGGTACTTTCCACTTGATTTTGCAAATGCCCTTACACTTACT 

GTTGTCCTATGGGAGTCAAGTGTGGAGTAGGTTGGAAGCTAGCTCCCCTCCTCTCCCCTAC 

GACTGTCTTCTTCAGGGTCCTGAGATTTACACGGTTGGAGTGTTATGCGGTCTAGGGAATGA 

GACAGGACCTAGGATATCTTCTCCAGGATGTCAACTGAGCTAAAATTTGCCCTCCCATCCCG 

TTTAGAGTTATTTAGGCTTTGTMCGATTGGGGGATAAAAAGATGTTCAGTCATTTTTGTTTCT 

ACCTCCCAGATCGGATCTGTTGCAAACTCAGCCTCAATAAGCCTTGTCGTTGACTTTAGGGA 

CTCAATTTCTCCCCAGGGTGGATGGGGGAAATGGTGCCTTCAAGACCTTCACCAAACATACT 

AGAAGGGCATTGGCCATTCTATTGTGGCAAGGCTGAGTAGAAGATCCTACCCCAATTCCTTG 

TAGGAGTATAGGCCGGTCTAAAGTGAGCTCTATGGGCAGATCTACCCCTTACTTATTATTCC 

AGATCTGCAGTCACTTCGTGGGATCTGCCCCTCCCTGCTTCAATACCCAAATCCTCTCCAGC 

TATAACAGTAGGGATGAGTACCCAAAAGCTCAGCCAGCCCCATCAGGACTCTTGTGAAAAGA 

GAGGATATGTTCACACCTAGCGTCAGTATTTTCCCTGCTAGGGGTTTTAGGTCTCTTCCCCT 

CTCAGAGCTACTTGGGCCATAGCTCCTGCTCCACAGCCATCCCAGCCTTGGCATCTAGAGC 

TTGATGCCAGTAGGCTCAACTAGGGAGTGAGTGCAAAAAGCTGAGTATGGTGAGAGAAGCC 

TGTGCCCTGATCCAAGTTTACTCAACCCTCTCAGGTGACCAAAATCCCCTTCTCATCACTCC 

CCTCCAAAGAGGTGACTGGGCCCTGCCTCTGTTTGACAAACCTCTAACCCAGGTCTTGACAC 

CAGCTGTTCTGTCCCTTGGAGCTGTAAACCAGAGAGCTGCTGGGGATTCTGGCCTAGTCCC 

TTCCACACCCCCACCCCTTGCTCTCAACCCAGGAGCATCCACCTCCTTCTCTGfCTCATGTG 

TGCTCTTCTTCTTTCTACAGTATTATGTACTCTACTGATATCTAMTATTGATTTCTGCCTTCCT 

TGCTMTGCACCATTAGMGATATTAGTCTTGGGGCAGGATGATTTTGGCCTCATTACTTTAC 

CACCCCCACACCTGGAMGCATATACTATATTACAAMTGACATTTTGCCAAAATTATTAATAT 

MGAAGCTTTCAGTATTAGtGAfGTCATCTGTCACfATAGGTCATACAATCCATTCTTAAAGTA 

CTTGTTATTTGTTTTTATTATTACTGTTTGTCTTCTCCCCAGGGTTCAGTCCTCAAGGGGCCAT 
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CCTGTCCCACCATGCAGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACC 

CCCCTGCCTCTGTTTGACAAACCTCTAACCCAGGTCTTGACACCAGCTGTTCTGTCCCTTGG 

AGCTGTAAACCAGAGAGCTGCTGGGGATTCTGGCCTAGTCCCTTCCACACCCCCACCCCTT 

GCTCTCAACCCAGGAGCATCCACCTCCTTCTCTGTCTCATGTGTGCTCTTCTTCTTTCTACAG 

TATTATGTACTCTACTGATATCTAAAAATTGATTTCTGCCTTCCTTGCTAATGCACCATTAGAA 

GATATTAGTCTTGGGGCAGGATGATTTTGGCCTCATTACTTTACCACCCCCACACCTGGAAA 

GCATATACTATATTACAAAATGACATTTTGCCAAAATTATTAATATAAGAAGCTTTCAGTATTA 

GTGATGTCATCTGTCACTATAGGTCATACAATCCATTCTTAAAGTACTTGTTATTTGI I I I I AT 

TATTACTGTTTGTCTTCTCCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCA 

GGTGCCCCTAGCTTAGAGCCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGGCC 

TGACCTTGAGGAGTCTTGTGTGCATTGCTGTGAATTAGCTCACTTGGTGATATGTCCTATATT 

GGCTAAATTGAAACCTGGAATTGTGGGGCAATCTATTAATAGCTGC CTTAAAG TCAGT AACTT 

ACCCTTAGGGAGGCTGGGGGAAAAGGTTAGATTTTGTATTCAGGGGTTTTTTGTGTACI I I I I 

GGGI I I I I IMMATTgttTTTggAGGGGTTTATGCTCAATCCATGTTCTATTTCAGTGCc 

>488 

NCGTCCGTCTCACCCGAGCTGTCCGCACTCCAAAGAACTGGGTACTCAACACTGAG 
CAGATCTGTTCTTTGAGCTAAAAACCATGTGCTGTACCAAGAGTTTGCTCCTGGCTGCTTTGA 
TGTCAGTGCTGCTACTCCACCTCTGCGGCGAATCAGAAGCAAGCAACTTTGACTGCTGTCTT 
GGATACACAGACCGTATTCTTCATCCTAAATTTATTGTGGGCTTCACACGGCAGCTGGCCAA 
TGAAGGCTGTGACATCAATGCTATCATCTTTCACACAAAGAAAAAGTTGTCTGTGTGCGCAAA 
TCCAAAACAGACTTGGGTGAAATATATTGTGCGTCTCCTCAGTAAAAAAGTCAAGAACATGTA 
AAAACTGTGGCTTTTCTGGAATGGAATTGGACATAGCCCAAGAACAGAAAGAACCTTGCTGG 
GGTTGGAGGTTTCACTTGCACATCATGGAGGGTTTAGTGCTTATCTAATTTGTGCCTCACTG 
GACTTGTCCAATTAATGAAGTTGATTCATATTGCATCATAGTTTGCTTTGTTTAAGCATCACAT 
TAMGTTAAACTGTATTTTATGTTATTTATAGCTGTAGGTTTTCTGTGTTTAGCTATTTAATACT 
MTTTTCCATAAGCTATTTTGGTTTAGTGCAAAGTATAAAATTATATTTGGGGGGG AATA AGAT 
TATATGGACTTTCTTGCAAGCAACAAGCTA I I I I 1 1 AAAAAAAACTATTTAAC ATTCTTTTGTTT 
ATATTGTTTTGTCTCCTAAATTGTTGTAATTGCATTATAAAATAAGAAAAATATTAATAAGACAA 
ATATTGAAAATAAAGAAACAAAAAGTAACAAAAAAAAACAAAGTCCCTCGGCCNNNNNNNNN 
NN N NTAATG AAG ACTAAG AAAGTTG AAAAAAAAAAACTATTTTTG AAAAGTTAAAAAAG GGG G 
GGGCCGTTAAACTGGTTTAAAAAAAAACCTTCCCAACCCTCCCCCGGAACNNNNNNNNNNN 
NNNNN 
>489 

NAACTGGACCTTGAANCGAATACCGTTAATNATGTCCTTG GGTC CCTCCCAATAATA 
ACTCCAANCCCAACCAAGAAAGAATGANTAAAAATGAATCAAATCCTTTTCCTGGCAACCTTG 

atttcaatcccaaaacccatctctgtttaaatattgatggaaaacagaacctgtgaactccga 

tgcccaccgtcgaaaccaaaaatttcattctggaaattgcaaatggatactctgacggccga 

ccgamcctggtgaagccctttgggcgattggtgatcacctctagatccgtgaaagctggc 

tgcccccccatccgggcaagcagggccaaggtggcatcttcacattcctggaacccaccca 

gtaacagcagcaggtatttcttctggtaaatgagagcctttcgaaaactttctgccctcaagt 

atttaccataaattctctttaaagtgacatgttcagaatcagggctca gagt ttgaagtaaag 

agtcatttcttagttcagctttcagtttgtatacttcagcctctgcccttttcaaagatttctg 

gagagtcaai 1 1 1 1 ctctgttccatacttc 1 1 1 1 i cagaggcaatgatggcttcaatgttggc 

accaccattcaatgaaaacctggaagaattatctctaccagctcctgtctgtcgataccacct 

gatctgctcttccagcttcatmccatgttccttaagtcattcttctcttcagtcagttgact 

gatatgccctgtcagctcagcattttgtctcagtagtctttcagtcaatgagccacaagaag 

tacttggggacaccaagctgggctcttcaccttgctggccagttaatttctgtagttgtaaa 

ataatttcatcaatattttcctgaacccaaatgaaatcttcatcatctgctgtttcaaactgta 

gtctctcagaggctttctggggtagaacctgtagttttgmgctacacattgmgcttttgt 

ctgatcatttctaattcatgattacagccggttcctcctccattcatttcmtcmtttagcgt 

agtttgattcttttgtttctccttctattttctgttgmgmcccmtttctag 

gttaagctccacgtggttggctcattmggttctgatacagmttcttctactttctcgt^ 

tcttctcgttgtagttcttgcttctggmttcctggatgattgcttgtagtcgctgtccttca 

aggtctaacttatamcttgttgtcttttctcttccaggtggcgctgaagatcttgcagtttg 

g actgg ag ctcatgcatttttttctgtccctcagf gttggcctcctgttctgtctgcagtgtt 

TTCCTGTGAACCTGCCTATC I III I CCATTTGCTGTCGTGTTTGCAAAGAATCCAGTTTATATT 
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TTTCAGTCTCATTTMCAATTCTACTATGCGACTGTGTTTTTCCTCTAGCTGTTTCTGCAGCTC 

TTTCAGTAGGTCCTCTGAGGGCAAGGGTGGCCGAGACTGTCCAGTACCATCACTGCTCTGC 

AGCTGTGCGTGCAATTCCCGCTCCCTATCTAGGGTACTACTCATTTCCCGAATTCGAACTTT 

CTCAGATTCAAGAAGTACCTGAAGCTCTAAGTTTCGACCTTGTTCTTCTGACAACTGGGCATC 

ATATAGC ATTCTCTGTG ATTCTATTTTTTG CTG G G ATTCGTTCAGTAGTTGTTTCTGTTGTTCC 

MMGTAGATTTAGCTGAAGATTCCTTTGTTTCTGACTCTCAAGTGAAAACTTCAGATCCTCA 

AGTTCTTCTTTATCCCGTTCTTCACTGCGTCCCAACTTGGCTTTCTCTTTCTNCCAAAGCCCA 

CTGGAGCCTCTCTTG I I I I 1 1 CGGACNN 

>490 

>491 

>492 

>493 

CCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTT GAGC GGGCTTTTTGGAAGTTT 
GTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCT CTAGCAG CAGAAA 
AAACAGCAGACAMCTGCAAGAATTTCTTGGGCAGGGCCTGGGGAATGCTTTTTTATCTCAT 
ATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGCTTTTGAAGATGATGATATCACGCAC 
GTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAA 
GATGAGGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGGCTGTGAGAGGAGGAG 
ATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAATCCTGGGTTATAGATCAAAA 
GAAACCTGTTCGCTTCTATCATGATTGGAATGACAAAGAGATTGAAGTGTTGAATAAACACTT 
ATTTTTGACTTCAAAACCAATGGTCTACTTGGTTAATCTTTCTGAAAAAGACTACATTAGAAAG 
AAAAACAAATGGTTGATAAAAATTAAAGAGTGGGTGGACAAGTATGACCCAGGTGCTTTGGT 
CATTCCTTTTAGTGGGGCCTTGGAACTCAAGTTGCAAGAATTGAGTGCTGAGGAGAGACAGA 
AGTATCTGGAAGCGAACATGACACAAAGTGCTTTGCCAAAGATCATTAAGGCTGGGTTTGCA 
GCACTCCAACTAGAATACTTTTTCACTGCAGGCCCAGATGAAGTGCGTGCATGGACCATCAG 
GAAAGGGACTAAGGCTCCTCAGGCTGCAGGAAAGATTCACACAGATTTTGAAAAGGGATTCA 
TTATGGCTGAAGTAATGAAATACGAAGATTTTAAAGAGGAAGGTTCTGAAAATGCAGTCAAG 
GCTGCTGGAAAGTACAGACAACAAGGCAGAAATTATATTGTTGAAGATGGAGATATTATCTTC 
TTCAAATTTAAAAACTCAAAAACCGAAGAAGAACATAAATTTTAGTTATGCTCAGATAACATAC 
AACTTCAAAAGGCATCTGATTTTTACACATTAATTTCTGAAACCAATGCGACAAATAAGTCGG 
GACAATGGGAATCTTGACAACAAATATTTTTTG GTTGA CACTCAATATTGGTTCCCCCCCTCA 
TAAATGGGTTCATMTGTGACCGGTTGGTTCCGTTTTAACCCTCCA7TGGAGTTTCGGACCTT 
ATCCGAAACTATCCTTGTTCAGCGACATGAGAGAACGGGCCTGCTCAAAGGTTGCCGTTCAA 
TGAAAAAGGGGANNNN 
>494 

ACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCG 
GGTTCTGAGGCCTTGCTTCTCTTTACTTTTCCACTCTAGGCCACGATGCCGCAGTACGCGGG 
GGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGATGGCAGCCACCACGGG 
CTCGGGAGTAAAAGTCCCTCGCAATTTGCGACTGTTGGAAGAACTCGAAGAAGGCCAGAAA 
GGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGAAGACATGACACTTACAA 
GATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGAAAACCGAATATACAGCCTT 
AAAATAGAATGTGGACCTAAATACCCAGAAGCACCCCCCTTTGTAAGATTTGTAACAAAAATT 
AATATGAATGGAGTAAATAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATCAGTGCTAGC 
AAAATGGCAGAATTCATATAGCATCAAAGTTGTCCTGCAAGAGCTTCGGCGCCTAATGATGT 
CTAAAGAAAATATGAAACTCCCTCAGCCGCCCGAAGGACAGTGTTACAGCAA TTAAT CAAAA 
AGAAAAACCACAGGCCCTTCCCCTTCCGCCCAATTCGATTTAATCAGTCTTCATTTTCCACAG 
TAGTAAATTTTCTAGATACGTCTTGTAGACCTCAAAGTACGGGGGGAAAATCCACAAGACAG 
AATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTA 
CAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGAGCAATTGAGA 
TGTCACTTTACATGGGAGTTATCGATTGATGACGATGAAATGCCTGATTTAGAAAACAGAGTC 
TTGGATCAGATTGAATTCCTAGACACCAAATACAGTGTGGGAATACACAACCTACTAGCCTAT 
GTGAAACACCTGAAAGGCCAGAATGAGGAAGCCCTGAAG AGCTtAAAAGAAGCTGAAAACT, 
TAATGCAGGAAGAACATGACAACCAAGCAAATGTGAGGAGTCTGGTGACCTGGGGCAACTT 
TGCCTGGATGTATTACCACATGGGCAGACTGGCAGAAGCCCAGACTTACCTGGACAAGGTG 
GAGMCATTTGCAAGAAGCTTTCAMTCCCTTCCGCTATAGAATGGAGTGTCCAGiAAAtAGA 
CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAAAATTATGAACGGGCCAAGGCC 
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TGCTTTGAAAAGGTGCTTGAAGTGGACCCTGAAAACCCTGAATCCAGCGCTGGGTATGCGA 

TCTCTGCCTATCGCCTGGATGGCTTTAAATTAGCCACAAAAAATCACAAGCCATTTTCTTTGC 

TTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAGACAATGGATATATTAAGGTTCTCCTTGCC 

CTGAAGCTTCAGGATGAAGGACAGGAAGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAG 

CCAACATGTCCTCACAGACCTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGC 

TCTGTGGATAAAGCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTA 

CTGCATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTACAAA 

AGGGCAGCCTAGAGGGCAAAACAGAGAAAAGCTAGACAAAATGATAAGATCAGCCATATTTC 

ATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGGCTCATCTAGACCTGGCAAGA 

ATGTATATAGAAGCAGGCAATCACAGAAAAGCTGAAGAGAATTTTCAAAAATTGTTATGCATG 

AAACCAGTGGTAGAAGAAACAATGCAAGACATACATTTCCACTATGGTCGGTTTCAGGAATTT 

C AAAAG AAATCTG ACGTCAATGC A ATTATCCATTATTT AAAAG CTAT A AAA AT AG AAC AG G CA 

TCATTAACAAGGGATAAAAGTATCAATTCTTTGAAGMATTGGTTTTAAGGAAACTTCGGAGA 

AAGGCATTAGATCTGGAAAGCTTGAGCCTCCTTGGGTTCGTCTACAAATTGGAAGGAAATAT 

GAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTGACTTTGAGAACTCT 

GTGAGACMGGTCCTTAGGCACCCAGATATCAGCCACTTTCACATTTCATTTCATTTTATGCT 

MCATTTACTMTCATCTTTTCTGCTTACTGTTTTCAGAAACATTATAATTCACTGTAATGATGT 

AATTCTTGAATAATAAATCTGACAAAATATTAGTTGTGTTCAACAATTAGTGAAACAGAATGTG 

TGTATGCATGTAAGAAAGAGAAATCATTTGTATGAGTGCTATGTAGTAGAGAAAAAATGTTAG 

TTAACTTTGTAGGAAATAAAACATTGGACTTACACGAAAtgtttaattcattcattttattgtgaaataaaaataaaa 

tccttagctcctccaccaactgaacagaccctcttggccaaggagaccccagaaaccttaaaaactaagtttcccaaccatgacaagat 

gagagatcattcacacctcattatattccctcccttgctaactgccattggactttttccactgagttaaacagaaaccca 

>495 

NNNNCGCGGCCGCGTCGACTACGGCTGCGAGAAGCCCCGGGAATAGCAGAATAGG 
AGCMGCCAGCACTAGTCAGCTAACTAAGTGACTCAACCAAGGCCTTTTTTCCTTGTTATCTT 
TGCAGATACTTCATTTTCTTAGCGTTTCTGGAGATTACAACATCCTGCGGTTCCGTTTCTGGG 
MCTTTACTGATTTATCTCCCCCCTCACACAAATAAGCATTGATTCCTGCATTTCTGAAGATCT 
CAAGATCTGGACTACTGTTGAAAAAATTTCCAGTGAGGCTCACTTATGTCTGTAAAGATGGG 
AAAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGATTATCATTTTAGA 
ATGGTTAAGTCCTTACTGAGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGAC 
AAMTTCAGATTGCTGACTTGATGGAAGAAAAGTTCCGAGGTGATGCTGGTTTGGGCAAACT 
MTAAAMTTTTCGAAGATATACCAACGCTTGAAGACCTGGCTGAAACTCTTAAAAAAGAAAA 
GTTAAAAGTAAAAGGACCAGCCCTATCAAGAAAGAGGAAGAAGGAAGTGGATGCTACTTCAC 
CTGCACCCTCCACAAGCAGCACTGTCAAAACTGAAGGAGCAGAGGCAACTCCTGGAGCTCA 
GAAAAGAAAAAAATCAACCAAAGAAAAGGCTGGACCCAAAGGGAGTAAGGTGTCCGAGGAA 
GAGACTCAGCCTCCCTCTCCTGCAGGAGCCGGCATGTCCACAGCCATGGGCCGTTCCCCAT 
CTCCCAAGACCTCATTGTCAGCTCCACCCAACACTTCTTCAACTGAGAACCCGAAAACAGTG 
GCCAAATGTCAGGTAACTCCCAGAAGAAATGTTCTCCAAAAACGCCCAGTGATAGTGAAGGT 
ACTGAGTACAACAAAGCCATTTGAATATGAGACCCCAGAAATGGAGAAAAAAATAATGTTTCA 
TGCTACAGTGGCTACACAGACACAGTTCTTCCATGTGMGGTTTTAAACACCAGCTTGAAGG 
AGAAATTCAATGGAAAGAAAATCATCATCATATCAGATTATTTGGAATATGATAGTCTCCTAGA 
GGTCAATGAAGAATCTACTGTATCTGAAGCTGGTCCTAACCAAACGTTTGAGGTTCCAAATAA 
AATCATCAACAGAGCAAAGGAAACTCTGAAGATTGATATTCTTCACAAACAAGCTTCAGGAAA 
TATTGTATATGGGGTATTTATGCTACATAAGAAAACAGTAAATCAGAAGACCACAATCTACGA 
AATTCAGGATGATAGAGGAAAAATGGATGTAGTGGGGACAGGACAATGTCACAATATCCCCT 
GTGMGAAGGAGATAAGCTCCAACTTTTCTGCTTTCGACTTAGAAAAAAGAAGCAGATGTCA 
AMCTGATTTCAGAAATGCATAGTTTTATCCAGATAAAGAAAAAAACAAACCCGAGAAACAAT 
GACCCCAAGAGCATGAAGCTACCCCAGGAACAGAGTCAGCTTCCAAATCCTTCAGAGGCCA 
GCACAACCTTCCCTGAGAGCCATCTtCGGACTCCTGAGATGCCACCAACAACTCCATCCAGG 
AGTTTCTTCACCAAGAAAAGTGAAGACACAATCTCCAAAATGAATGACTTCATGAGGATGCA 
GATACTGAAGGAAGGGAGTCAT7TTCCAGGACCGTTCATGACCAGCATAGGCCCAGCTGAG 
AGCCATCCCCACACTCCTCAGATGCCTCCATCMCACCAAGCAGCAGTTTCTTAACCACGTT 
GAAACCAAGACTGAAGACTGAACCTGAAGAAGTTTCCATAGAAGACAGTGCCCAGAGTGAC 
CfCAAAGAAGTGATGGTGCTGAACGCAACAGAATCATTTGTATATGAGCCCAAAGAGCAGAA 
GAAMTGTTTCATGCCACAGTGGCAACTGAGMTGMGTCTTCCGAGTGAAGGTtTTTAATAT 
TGACCTAAAGGAGAAGTTCACCCCAAAGAAGATCATTGCCATAGCAAATTATGTTTGCCGCA 
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. ATGGGTTCCTGGAGGTATATCCTTTCACACTTGTGGCTGATGTGAATGCTGACGGAAACATG 
GAGATCCCAAAAGGATTGATTAGAAGTGCCAGCGTAACTCCTAAAATCAATGAGCTTTGCTC 
ACAAACTAAAGGAAGTTTTGTGAATGGGGTGTTTGAGGTACATAAGAAAAATGTAAGGGGTG 
AATTCACTTATTATGAAATACAAGATAATACAGGGAAGATGGAAGTGGTGGTGCATGGACGA 
CTGACCACAATCAACTGTGAGGAAGGAGATAAACTGAAACTCACCTGCTTTGAATTGGCACC 
GAAAAGTGGGAATACCGGGGAGTTGAGATCTGTAATTCATAGTCACATCAAGGTCATC AAGA 
CCAGGAAAAACAAGAAAGACATACTCAATCCTGATTCAAGTATGGAAACTTCACCAGACTTTT 
TCTTCTAAAATCTGGATGTCATTGACGATAATGTTTATGGAGATAAGGTCTAAGTGCCTAAAA 
AAATGTACATATACCTGGTTGAAATACAACACT ATACA T ACACA CCAC CATATATACT AGCTG 
TTMTCCTATGGAATGGGGTATTGGGAGTGCTTTTTTAATTTTTCATAGI I I I I I I I I AAT AAAA 
TGGCATATTTTGCATCTACAACTTCTATAATTTGAAAAAATAAATAAACATTATCTTTTTTGTGA 
AAAGAAAAAAAAAAGGGCGGCCGCNNNNNNNNNNN 
>496 

CAAAACAGGTCTATGTTTTGTTACGTGCCTGGGCAGGGCGCTTAGCGTAGCTGGAA 
TGCGCAGGACTGGCAGTTGCACAATAATAAATTAGTCCTGAACGTTGTATTCCAGTTGACCC 
AGGTCCTCTCGAAGAACAGAGGGGCAACTGTGCAAAATCTTGGTGACTTGCTGTACCGTGA 
AAAGGCACTTCTCCTTGAGAAGCCTGACAGTGTCGTTAATGTCCTGCTGGCGC ATGG TGAAA 
ATTTCAGGGCAACAGTAAAGCACCCTCTTTMTTTCCCTTCTCCAAGCCCAA GCTT TTGCAGG 
TAACTGGAGCGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTTTCTTCAAG 
ACCACACACACAGGCTCTGGATTCAGACCCAAGAGAATAAATTCTGAAATGATGTCCAGCAA 
CTGTTGAAGACTGGCACCTCGCCGTACACTGAGCAATTCATTAATATGGGCATTGCTGAAAC 
CCATGTCCAGGAGGGAACTCATGACCCTCTCTAGCTCCAAGGACCCTTGTACCACAGGAGT 
CCCCTGCTTCTCAAGGAGGCACTGAACAAGATTCCTCCTGCACTCTGGTTCCTGCACATAGT 
TATTGGATCTAACACAAGATAACTCCTCAATGACCCCTCCATTGGAGGCTGTAGTCAGTTTG 
CGCAACAAAGAAGCTGTCGTCCTTCTCTGTTCTCCAAGATGAGGAGTCTGCCTAGCCATACA 
GGCCCAGGTGAGGGGGATCAGGCGGTGCCAATCAAGGACCTGACGGCCGAACGCAGCCAT 
AGCGCGGAGAAGATGGCAGCCGGACGCGTGG 
>497 
>498 

NNNNNGATGGGGCGCCGGGTCCAGCGACCCACGCGTCCGGCCGTGCGGTACTTG 
TCATGGAGCTGGCACTGCGGCGCTCTCCCGTCCCGCGGTGGTTGCTGCTGCTGCCGCTGC 
TGCTGGGCCTGAACGCAGGAGCTGTCATTGACTGGCCCACAGAGGAGGGCAAGGAAGTAT 
GGGATTATGTGACGGTCCGCAAGGATGCCTACATGTTCTGGTGGCTCTATTATGCCACCAAC 
TCCTGCAAGAACTTCTCAGAACTGCCCCTGGTCATGTGGCTTCAGGGCGGTCCAGGCGGTT 
CTAGCACTGGATTTGGAAACTTTGAGGAAATTGGGCCCCTTGACAGTGATCTCAAACCACGG 
AAAACCACCTGGCTCCAGGCTGCCAGTCTCCTATTTGTGGATAATCCCGTGGGCACTGGGT 
TCAGTTATGTGAATGGTAGTGGTGCCTATGCCAAGGACCTGGCTATGGTGGCTTCAGACATG 
ATGGTTCTCCTGAAGACCTTCTTCAGTTGCCACAAAGAATTCCAGACAGTTCCATTCTACATT 
TTCTCAGAGTCCTATGGAGGAAAAATGGCAGCTGGCATTGGTCTAGAGCTTTATAAGGCCAT 
TCAGCGAGGGACCATCAAGTGCAACTTTGCGGGGGTTGCCTTGGGTGATTCCTGGATCTCC 
CCTGTTGATTCGGTGCTCTCCTGGGGACCTTACCTGTACAGCATGTCTCTTCTCGAAGACAA 
AGGTCTGGCAGAGGTGTCTAAGGTTGCAGAGCAAGTACTGAATGCCGTAAATAAGGGGCTC 
TACAGAGAGGCCACAGAGCTGTGGGGGAAAGCAGAAATGATCATTGAACAGAACACAGATG 
GGGTGAACTTCTATAACATCTTAACTAAAAGCACTCCCACGTCTACAATGGAGTCGAGTCTA 
GAATTCACACAGAGCCACCTAGTTTGTCTTTGfCAGCGCCACGTGAGACACCTACAACGAGA 
TGCCTTAAGCCAGCTCATGAATGGCCCCATCAGAAAGAAGCTCAAAATTATTCCTGAGGATC 
AATCCTGGGGAGGCCAGGCTACCAACGTCTTTGTGAACATGGAGGAGGACTTCATGAAGCC 
AGTCATTAGCATTGTGGACGAGTTGCTGGAGGCAGGGATCAACGTGACGGTGTATAATGGA 
CAGCTGGATCTCATCGTAGATACCATGGGTCAGGAGGCCTGGGTGCGGAAAGTGAAGTGGC 
CAGAACTGCCTAAATTCAGTCAGCTGAAGTGGAAGGCCCTGTACAGTGACCCTAAATCTTTG 
GAV\ACATCTGC7TTTGTCAAGtGCTACMGAACCTTGCTTTCTACTGGATTCTGAAAGCTGGT 
CATATGGTTCCTTCTGACCAAGGGGACATGGCTCTGAAGATGATGAGACTGGTGACTCAGC 
AAGAATAGGATGGATGGGGCfGGAGATGAGCTGGTTTGGCCTTGGGGCACAGAGCTGAGC 
TGAGGCCGCTGAAGCTGTAGGAAGCGCGATTCTTCCCTGTATCTAACTGGGGCtGTGATCA 
AGMGGTTCTGACCAGCTTCTGCAGAGGATAAAATCATTGTCTCTGGAGGCAATTTGGAAAT 
TATTTCTGCTTCTTAAAAAAACCTAAGATTTTTTAAAAAATTGATTTGTTTTGATCAAAATAAAG 
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GATGATAATAGATATTA I I I I I ICTTATGACAGAAGCAAATGATGTGATTTATAGAAAAACTGG 
GAAATACAGGTACCCAAAGAGTAAATCAACATCTGTATACCCCCTTCCCAGGG GTAAGC ACT 
GTTACCAATTTAGCATATGTCCTTGCAGAA I I I ill I I I CTATATATACATATATA I I I I I IACC 
AAMTGAATCATTACTCTATGTtGTTTTACTATTTGTTTGACATATCAGTATATCTGAAACACCT 
TTTCATGTCAATAAATGTTCTTCTCTAACATTTTTAAAAAAAAAAAAAAAAANNNNNNNNNNNN 

:, NN 

>499 

NNNNNAAAAAACCCCCCAAAAAGGGGGGGGAAAAAACCCCCCAAAAGGGGGAATT 
GGGGGCCCCCCCGGGGGGGTGTTTTTATTTCAA I I I I I.I AAATTTGI I I I I I I I I ATTAACAA 
GTGTAACTCTTTATTAAGATGGAATTGTTCTTATTAAAGAAATAGATGAAAATGGTTAAGTACA 
ATTAAATGGCTCCAAAAGTCTTACAATGAAAACAACAGTCCTGCCAGTTGTTCTTTCCAGAGG 
CAAATACTTTTCATTCTCTTAGTTTTTCCTTCCGTTAGTTACCTTCATGGGTTTTTCCAAATTAT 
TGI I I I I I I I I AG I I I I I CAAGTGAATGCATATATTAATACATAAAATTTTAAAAAGGCTTTTCA 
GTTTATAATGCATCCTAACAGTCCCCTGCCCCATCCCTCCTAATTCTCCAGAGCAATGACTTT 
TAACTCTTTTAGCAATGTCTTCTG I I I I I I I CCTC AC ATAACTTAGTCATTTCATTATTATATAT 
TATATAGTGATTTCTGGATATGACAGATGAGGATTTAGCTCTTACACCATCACAATCTTCACTT 
TTCCTCCCATATTGTCCCAGAGTAGTTACCATATtTAGGGGCTAAGCAGTCACATCATTATGA 
CTGTGTACATACTGCTCCTTGTTGAGAAAAACAGTGTATTATGCTCTTCCTATCCTGTACTTC 
TTTCTGCCCTAGAATGATTGCCTAACCAACCCTTTCCCCTTGI 1 1 I I I 1 1 I I I I I I I I I IACTTT 
TGCTTTATCTTCAATGAACTTCTTTCCAAATGCCCCAAATCTGGCAATAAGTTATTAI 1 1 I IAA 
GAGAAGGGATCTCACTAAGGTGGCCAGGCTGGTCTGGAACTCTTGGGCTCAAGTCGTCCTG 
CTGCTGAGCCTCCTGAGTAGCTGGGACTACAGGCATGGGCCATTCCACCCAGCTAACCGAT 
TAATATTTTTACTGTTCCTTTTTAAAGCTAGCTCCATAGCTGGAATATTGCCTGTGTTGGATCC 
TATTTGCTGGATTCATGTCATTCTCTGGTTTGTGTACTCCTTCATTTTGCTGGAGTATTTTCTC 
CAACAGCTTCCCTAAAAAGGGCACATGGAGGTAACCCCTGAGTCTTTGCTTGTCTAAAAATG 
TATTATTTTACCTTCACCCTTGATTATTTGGGTGAATATAGATTTATCAGTTGAAAATAACTTTC 
TAGMTTATGAAGGCATGGTTCCATTGTTTTCAGATTCCTTTTCGAGACAAGGTCTCTTCTGT 
CACCCCGGCTGGAGTGCAGTGGCACAATCACGACTCACTGCAGCCTTGAACTCGTGGGCTC 
AATTAATTCTTCCATCTCAGCTTCCTGACTAGATGGGAATACAGGTGTGCGCCACAATGCCC 
AGCTAAI 1 1 I IGTGI 1 1 I I IGTAGAGATGGGGCTTTGCCATGTTGCCCAAGCTGGTCTCAAGT 
GATCTGCCTGCCTTAGCCTCCCAAAGCGCTGGGATTACAGGTGTGAGCCACTGTGCCTGGC 
TGG 1 1 1 1 I CTTTTA7TTTCTCTCTACTTCATTCATTTCTCAAAGGCATCTGAAACTCCCTGGGC 
CCAAAACCAAAGTCAAACTCCATCAGAATATCCTGCTACTTATAACTTTAAAATATATCTTAAA 
TCACAATTTCTTACTACATGCAACCCTTTGGTTCAAGCAACCATCATCCCTCACTTGAACTTAT 
AATTGGTTTTCCTGCTTCTGTA 1 1 1 1 1 I I AAATTATAAAATACTTCAAATAAACCATGTGTGGC 
CTTATACTTTTTACTACATAAAAAGAATGAAGATGTGCCGGGTGTGGTGGCTCAAGCCGGTA 
ATCCCAGCACTTTGGGAGGCTGAGGTGGGTGAATCGCTTGCGGTCACGAGTTCGAGACTAG 
CCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAATACAAAAATTAGCCGGGC 
GTGGTGGCGCGCACCTGGTCCTAGCTACTTGGGAGCCTGAGGCAGGAGAATCGCTTGAAT 
CTGGGAAGGCGGAGGTTGCAGTAAGCCGAGGTCACACCATTGCATGCTAGCCTGGGCAAC 
MGAGCGAAACGCTGTCTAAAAAAAAAAGAACTTACATACTTAAACATCGAATTGCTTTAAGT 
GTTTGGCATTCACTGTTCCCGTGCATGCCAGCAGCTTCTTACTGCAAACACCTG AGACTTGC 
TATAGAGCAGCTGGACTATGTTCCGCCCACACACAGGACAGGGAGCTGACAACCAAGGAGG 
GGGGCGGGATCAATACTCCAGCTTTCCCCCCTCCATTTCCCTGTATCTCAGCAGTATGGAGC 
TTGTTATCAATGAGAACCTGCTCGCn'GACTTTAAATTGCTTTTCTTACCTTCTCAGTTCAGTTT 
CTCCGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTTCACTGAAATTT 
CAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTMGACAGAAACATACTCATTTTCCCATCAC 
TGGACTTCCAGGTTGTTTTCAA 1 1 1 1 1 CACTGTTACAAACAAGGTGGCAACATTTATCTACAAA 
CCTCTGGATATACACGTAGGAAGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGG 
GTATGTGGATCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCAAGGA 
CTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTGTAGCAGGTGCTGGG 
GACTCAGTTGGGGTCTTGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAAATGGTATCT 
GATAGAGACAAGAGTAGTGGGGAATAAAAACTAGTTGCTTAGAAATAATTATAGATCTAAAGT 
CMCAAAAAACCTTTTCTAATGTAAAAATACATACTTTTTTCAGAGGGAGGGGGAAGAACTTA 
AACTAGAAMCACCTTCAfATtMTCATTCTTCTCATATACTTCAMTT^ 
CTCCTCCTGGACATCAGAGAGAACACCTGGGTATTCTGGCAGAAGTTTATATTTCTCCAAAT 
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CMTTTCTGGAAAAAACGTGTCACTTTCAAAGTCTTGCATGATCCTTGTCACAAATAGTTTAA 

GATGGCCTGGGTGATTCATGGCTTCCTTATAAACAGAACTGCCACCAACTATCCAGACCATG 

TCTACTTTATTTGCTAATTCTGGTTGTTCAGTAAGTTTTAAGGCATCATCTAGACTTCTGGAAA 

GAAAATGAGCTCCTTGTGGAGGTTCCTTGAGTTCTCTGCTGAGAACTAAATTAATTCTACCCT 

TTAAAGGTCGATTCTTCTCAGGAATGGAGAACCAGGTCTTCTTACCCATAATCACCAGATTCT 

GTTTACCTTCTACTGAAGAGGTTGTGGTCATTCTCTGGAAATATCTGAATTCATTCCTGAGCG 

GTGGCCAGGGCAGGTCCCCGTTCTTGCCGATGCCCATGTTCTGGGACACAGCGACGATGC 

AGTTTAGCGAACCAACCATGACAGCAGCGGGAGGACCTCCGAGCCCGCTCGTTACAGCAGA 

ACGCGCGGTCAAGTTTGGCGCGAAATTGTGGCCGCCCCGCCCCCCTCGTCCCCATTTGTGC 

AGGCGAGGCCCCGCCCCCCCGCCCCGGCGCACGCAGGGTCGCGGCGTGCTCGCGCCCG 

CAGACGCCTGGGAACTGCGGCCGCGGGTTCGCGCTCCTCGCCGGGCCCATGCCGCACAG 

GGCTGCCATCCTTGCCCTGCCATGTCTCGCCGGAAGCCTGCGTCGGGCGGCCTCGCTGCC 

TCCAGCTCAGCCCCTGCGAGGCAAGCGGTTTTGAGCCGATTCTTCCAGTCTACGGGAAGCC 

TGAAATCCACCTCCTCCTCCACAGGTGCAGCCGACCAGGTGGACCCTGGCGCTGCAGCGG 

CCGCAGCGCCCCCAGCGCCCGCCTTCCCGCCCCAGCTGCCGCCGCACGTAGCTACAGAAA 

TTGACAGAAGAAAGAAGAGACCATTGGAAAATGATGGGCCTGTTAAAAAGAAAGTAAAGAAA 

GTCCAACAAAAGGAAGGAGGAAGTGATCTGGGAATGTCTGGCAACTCTGAGCCAAAGAAAT 

GTCTGAGGACCAGGAATGTTTCAAAGTCTCTGGAAAAATTGAAAGAATTCTGCTGCGATTCT 

GCCCTTCCTCAAAGTAGAGTCCAGACAGAATCTCTGCAGGAGAGATTTGCAGTTCTGCCAAA 

ATGTACTGATTTTGATGATATCAGTCTTCTAC ACGCA AAGAATGCAGTTTCTTCTGAAGATTC 

GAAACGTCAAATTAATCAAAAGGACACAACACTTTTTGATCTCAGTCAGTTTGGATCATCAAA 

TACAAGTCATGAAAATTTACAGAAAACTGCTTCCAAATCAGCTAACAAACGGTCCA AAAGC AT 

CTATACGCCGCTAGAATTACAATACATAGAAATGAAGCAGCAGCACAAAGATGCAGTTTTGT 

GTGTGGAATGTGGATATAAGTATAGATTCTTTGGGGAAGATGCAGAGATTGCAGCCCGAGA 

GCTCAATATTTATTGCCATTTAGATCACAACTTTATGACAGCAAGTATACCTACTCACAGACT 

GTTTGTTCATGTACGCCGCCTGGTGGCAAAAGGATATAAGGTGGGAGTTGTGAAGCAAACT 

GAAACTGCAGCATTAAAGGCCATTGGAGACAACAGAAGTTCACTCTTTTCCCGGAAATTGAC 

TGCCCTTTATACAAAATCTACACTTATTGGAGAAGATGTGAATCCCCTAATCAAGCTGGATGA 

TGCTGTAAATGTTGATGAGATAATGACTGATACTTCTA CCAGCT ATCTTCTGTGCATCTCTGA 

AMTMGGAAAATGTTAGGGACAAAAAAAAGGGCAACATTTTTATTGGCATTGTGGGAGTGC 

AGCCTGCCACAGGCGAGGTTGTGTTTGATAGTTTCCAGGACTCTGCTTCTCGTTCAGAGCTA 

GAAACCCGGATGTCAAGCCTGCAGCCAGTAGAGCTGCTGCTTCCTTCGGCCTTGTCCGAGC 

AAACAGAGGCGCTCATCCACAGAGCCACATCTGTTAGTGTGCAGGATGACAGAATTC GAGT 

CGAAAGGATGGATAACATTTATTTTGAATACAGCCATGCTTTCCAGGCAGTTACAGAGTTTTA 

TGCAAMGATACAGTTGACATCAAAGGTTCTCAAATTATTTCTGGCATTGTTAACTTAGAGAA 

GCCTGTGATTTGCTCTTTGGCTGCCATCATAAAATACCTCAAAGAATTCAACTTGGAAAAGAT 

GCTCTCCAAACCTGAGAATTTTAAACAGCTATCAAGTAAAATGGAATTTATGACAATTAATGG 

AACAACATTAAGGAATCTGGAAATCCTACAGAATCAGACTGATATGAAAACCAAAGGAAGTTT 

GCTGTGGGTTTTAGACCACACTAAAACTTCATTTGGGAGACGGAAGTTAAAGAAGTGGGTGA 

CCCAGCCACTCCTTAAATTAAGGGAAATAAATGCCCGGCTTGATGCTGTATCGGAAGTTCTC 

CATTCAGAATCTAGTGTGTTTGGTCAGATAGAAAATCATCTACGTAAATTGCCCGACATAGAG 

AGGGGACTCTGTAGCATTTATCACAAAAAATGTTCTACCCAAGAGTTCTTCTTGATTGTCAAA 

ACTTTATATCACCTAAAGTCAGAATTTCAAGCAATAATACCTGCTGTTAATTCCCACATTCAGT 

CAGACTTGCTCCGGACCGTTATTTTAGAAATTCCTGAACTCCTCAGTCCAGTGGAGCATTAC 

TTAAAGATACTCAATGAACAAGCTGCCAAAGTTGGGGATAAAACTGAATTATTTAAAGACCTT 

TCTGACTTCCCTTTAATAAAAAAGAGGAAGGATGAAATTCAAGGTGTTATTGACGAGATCCGA 

ATGCATTTGCAAGAAATACGAAAAATACTAAAAAATCCTTCTGCACAATATGTGACAGTATCA 

GGACAGGAGTTTATGATAGAAATAAAGAACTCTGCTGTATCTTGTATACCAACTGATTGGGTA 

MGGTTGGMGCACAAMGCTGTGAGCCGCTTTCACTGTCCTTTTATTGTAGAAAAT TACA GA 

CATCTGAATCAGCTCCGGGAGCAGCTAGTCCTTGACTGCAGTGCTGAATGGCTTGATTTTCT 

AGAGAAATTCAGTGAACATTATCACTCCTTGTGTAAAGCAGTGCATCACCTAGCAACTGTTGA 

CTGCATTTTCTCCCTGGCCAAGGTCGCTAAGCAAGGAGATTACTGCAGACCAACTGTACAAG 

AAGAAAGAAAAATTGTAATAAAAAATGGAAGGCACCCTGTGATTGATGTGTTGCTGGGAGAA 

CAGGATCAATATGTCCCAAATAATACAGATTTATCAGAGGACTCAGAGAGAGTAATGATAATT 

ACCGGACCAAACATGGGTGGAAAGAGCTCCTACATAAAACAAGTTGCATTGATTACCATCAT 

GGCTCAGATTGGCTCCTATGTTCCTGCAGAAGAAGCGACAATTGGGATTGTGGATGGCATTT 
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TCACAAGGATGGGTGCTGCAGACAAT ATATATAAAGGACGGAGTACATTTATGGAAGAACTG 

ACTGACACAGCAGAAATAAfCAGAAAAGCAACATCACAGTCCTTGGTTATCTTGGATGAACTA 

GGAAGAGGGACGAGCACTCATGATGGAATTGCCATTGCCTATGCTACACTTGAGTATTTCAT 

CAGAGATGTGAAATCCTTAACCCTGTTTGTCACCCATTATCCGCCAGTTTGTGAACTAGAAAA 

AAATTACTCACACCAGGTGGGGAATTACCACATGGGATTCTTGGTCAGTGAGGATGAAAGCA 

AACTGGATCCAGGCACAGCAGAACAAGTCCCTGATTTTGTCACCTTCCTTTACCAAATAACTA 

GAGGA ATTGCAGCAAGGAGTTATGGATTAAATGTGGCTAAACTAGCAGATGTTCCTGGAGAA 

ATTTTGAAGAAAGCAGCTCACAAGTCAAAAGAGCTGGAAGGATTAATAAATACGAAAAGAAA 

GAGACTCAAGTATTTTGCAAAGTTATGGACGATGCATAATGCACAAGACCTGCAGAAGTGGA 

CAGAGGAGTTCAACATGGAAGAAACACAGACTTCTCTTCTTCATTAAAATGAAGACTACATTT 

GTGAACAAAAAATGGAGAATTAAAAATACCAACTGTACAAAATAACTCTCCAGTAACAGCCTA 

TCTTT GTGTGACATGTGAGCATAAAATTATGACCATGGTATATTCCTATTGGAAACAGAGAGG 

TTTTTCTGAAGACAGTCTTTTTCAAGTTTCTGTCTTCCTAACTTTTCTACGTATAAACACTCTT 

GAATAGACTTCCACTTTGTAA TTAGA AAATTTTATGGACAGTAAGTCCAGTAAAGCCTTAAGT 

GGCAGAATATAATTCCCAAGCTTTTGGAGGGTGATATAAAAATTTACTTGATATTTTTATTTGT 

TTCA GTTCAGATAATTGGCAACTGGGTGAATCTGGCAGGAATCTATCCATTGAACTAAAATAA 

TTTTATTATGCAACCAGTTTATCCACCMGAACATAAGAATTTTTTATAAGTAGAAAGAATTGG 

CCAGGCATGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTAGGCAGATCA 

CCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCTTTACTAAAAA 

TATAAAGTACATCTC 

>500 

>501 

>502 

>503 

>504 

>505 

>506 

ACGCGGGGGTCTGCCGCGGTGGCCGGGTGCCGATTTGACAAGATCAAAGCTGCAG 
GAAAATGGACAGTGAGGTTCAGAGAGATGGAAGGATCTTGGATTTGATTGATGATGCTTGGC 
GAGAAGACAAGCTGCCTTATGAGGATGTCGCAATACCACTGAATGAGCTTCCTGAACCTGAA 
CAAGACAATGGTGGCACCACAGAATCTGTCAAAGAACAAGAAATGAAGTGGACAGACTTAGC 
CTTACAGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCC 
CGCT TGGAGTTCTGAGCCGATGGAAGAGTTCACfCATGTTTGCACCCGCGGTGATGCGTGC 
TTTTCGCAAGAACAAGACTCTCGGCTATGGAGTCCCCATGTTGATGGATCCTGAGCTTGAAA 
AAAAACTGAAAGAGAATAAAATATCTTTAGAGTCGGAATATGAGAAAATCAAAGACTCCAAGT 
TTGATGACTGGAAGAATATTCGAGGACCCAGGCCTTGGGAAGATCCTGACCTCCTCCAAGG 
AAGAAAT CCAGAAAGCCTTAAGACTAAGACAACTTGACTCTGCTGATT C I 1 1 I II C CI I I 1 1 I I 
TTTTTTTAAATAAAMTACTATTAACTGGACTTCCTAATATATACTTCTATCAAGTGGAAAGGA 
MTTCCAGGC CCATG GAAACTTGGATATGGGTAATTTGATGACAAATAATCTTCACTAAAGGT 
CATGT ACAGG TTTTTATACTTCCCAGCTATTCCATCTGTGGATGAAAGTAACAATGTTGGCCA 
CGTATATTTTACACCTCGA AATAA AAAATGTGAATACTGGCCAGACAAAAAACAAAAAAAACC 
GGGGGGGCCTCGGGAGTGTTTTAAAAGGATGAAAGGCACAGGTACANNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCGGTTTTTAAGGG 
GGGGTGG CCCM CCCCCAAAAGGTTTTTTATTTTGGGGGGATCCCCGGGTCCCCACCCCAA 
ATTMTTTCTTTTCCCTTTCCCGCATAAATAAATTCTTGGCCCGGGGTTTTTGGGTGGGGGAA 
GGGGNNNN 
>507 
>508 
>509 
>510 

NNNNNNNNNNGCTATGTTGCCCAAGCTTGTCTCAAACTCCTGGTCTCAAGCAATCCT 
TCTGCCCTGGCCCTCCCAAAGTTCtGGGTATTACAGGTGTGAGCCAGCACTCCTGGCCCAT 
CACAGTCTTAAAACCAAMGTTCTGTGTCCGAGGAAAACCAGGAGTGATTGGTCACTCTATT 
TATGACTCATAGCACTTACAGGCTACTTCGGCAGGGACTTNGGGTACCCCTGTTCTTGGATG 
GCACATCATTATCAGCAACAGGAACAGTTTCTCTGAGCCCTGGCCCCTGGAGAATCTCTAGC 
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TTAGCTATTTTAGACTTGGGGTCAAAGAAGAGAAGCCTCTTGCCCAACTCAGCAACACCAGA 

CAGGGGCCTCATATCTTGGCTCGTGGAAAGTAGCTTTTATACCAAGCCCTCTCCTAGGGGCA 

TAGGAGCCAGCATTCCCAGTTCTGGGGACAGAAAAG GCAGGT GCCCCATTGGAGCCGAGAT 

CCTCTACCGCAGTCGTTTGAGGAGGCGGMCTGAAGTTTTTTCTTAATTATCATGTGACGGG 

TTCTGGATTTAATGGGGGGAAAAGGGCGGAAAAGGACAAGGATCCAAACTGGCGA ATTTGC 

TGATCTTCGCGTCCCTCTCCGCTTTCCGGCCGGCAGCGCTGCCAGGGTATATTTCCI 1 1 1 I I 

CCGATCCTGCAACAGCCTCTTTAAACTGTTTAAATGAGAATGTCCTTGGCTCAGAGAGTACTA 

CTCACCTGGCTTTTCACACTACTCTTCTTGATCATGTTGGTGTTGAAACTGGATGAGAAAGCA 

CCTTGGAACTGGTTCCTCATATTCATTCCAGTCTGGATATTTGATACTATCCTTCTTGTCCTG 

CTGATTGTGAAAATGGCTGGGCGGTGTAAGTCTGGCTTTGACCCTCGACATGGATCACACAA 

TATTAAAAAAAAAGCCTGGTACCTCATTGCAATGTTACTTAAATTAGCCTTCTGCCTCGCACT 

CTGTGCTAAACTGGAACAGTTTACTACCATGAATCTATCC TATGTCT TCATTCCTTTATGGGC 

CTTGCTGGCTGGGGCTTTAACAGAACTCGGATATAATGTCTTTTTTGTGAGAGACTGACTTCT 

AAGTACATCATCTCCTTTCTATTGCTGTTCAACAAGTTACCATTA AAGTG TTCTGAATCTGTCA 

AGCTTCAAGAATACCAGAGAACTGAGGGAAAATACCAAATGTAGTTTTATACTACTTCCATAA 

AACAGGATTGGTGAATCACGGACTTCTAGTCAACCTACAGCTTAATTATTCAGCATTTGAGTT 

ATTGAGATCCTTATTATCTCTATGTAAATAAAGTTTGTTTTGGACCCC AAAAA AAAAACGAAAC 

ACAAAAAGGGGGGCGCAGAAATCAACAGGCGCACACTTCACCACACTTTTGAAAGGCCACA 

GGAGACTTAAAACGGGCACCAAACTGTTGGACACAN 

>511 

>512 

>513 

>514 

ACTGAGGCTCGAAATACACCTGGCCTCGAAAGACCCCTGTGTCCCAAAGGAGATTT 
GAGCGGCCCCTCTTTATTTTCACTTCATAGCACAGCCAAGTGTAGCTCCGACCATAGAGGAT 
GGGTTCGTTTTCAAAGTTGTCGTAGAATGTGTCTCGATACATCCGCTCC ATCGGAT TTCTGAT 
CTGTGGATTCATGTTCAGCCTCTTAGATACGCTTGTCCCTGTCCCGCTCTTTTTTTGAAGCTC 
TGTGGTTTCACTTCCTGCTTACCCCGCGGACTTGCTTAGAACTGCCAACAGACTCTTTGGAG 
AAAAAGACGTGTGATTTCCTTCCAGACTTTAAAGAATACTGTCAGAAGTTCTATCAGGCAGAG 
CTGGAGGAGTTGTCCTTTGCTGAAGACACTGAAGAGTGCAGGAAGCATATAAATGACTGGG 
TGGCAGAGAAGACTGAAGGTAAGATTTCGGAGGT 
>515 

TTGGAGCTCCCCGCGGTGGCGGCCGGGTTATTCTTTCAGTGCCTGTAACGTCCCCC 
TTCTTTGATTGGTCAACGCTCTATTTGAAAAGCCCGCCAAGGGCTGCAATTTGCCAGATAGT 
CTCATCCGGGTTG I I 1 1 I CGAAGAGGTTCTCCCGGAATGGAAATGACCGTTATCTGCAGGAG 
TGCATCGGACTCTGGCGCCAAGAGCTGGAAGCTGTGAATTAACCGTCCCTCTTACTGCAGTT 
GTACCTCGGCCGCGACCACGTCGAGCGGCCGCCCGGGCAGGTANNNNNNNNNNNNNNNN 
NNNNNNNNNCACTAGAGGCATCTCAGGTGCCTGCCCATGGGCCACACTCTTAGAGGGGGA 
TGTAGCTCTTAAAGGAGAAACATCAGC AAAGT AATCATCATTGTTTAAAACTGAGTATCGAGT 
CTCTG GTTCTTTG ACC ACTTTCTTCTTC 1 1 1 1 1 CTTCTCTGGGAGCCCAAGGTCTACTTTGTGT 
GTCTTGGTGATCATTCCGGTGGGCGAAATTTCCCCGCCTCCACGTGAGAGCCAGCTCCGCC 
GTCCCCGCGTACCTCGACCGCCACCGCGGGGAGCTCCA 
>516 
>517 

NNGGGATTCAGCATCACTTCCAGAGATGTAACAATAGGTGGCTCAGCTCCGATCTAT 
GTGAAAAACATTCTCCCCCGGGGGGCGGCCATTCAGGATGGCCGACTTAAGGCAGGAGAC 
AGACTTATAGAGGTAAATGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCT 
GTTGAGAAGCACCAAGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCC 
TTCCACCCAAGGGAACTGAATGCAGAGGCAAGCCAGATGCAGATTCCAAAAGAAACGAAAG 
CAGAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACATTTGAAGTC 
CCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGGTCAAAAGA 
GAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGCAGCATCTAAAG 
ATGGAAGGGTTCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTGTTGGGCAA 
GACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTCTACTGAAGGCAATAAACGAG 
GAATGATCCAGCTTATTGTTGCAAGGAGAATAAGCAAGTGCAATGAGCTGAAGTCACCTGGG 
AGCCCCCCTGGACCTGAGCTGCCCATTGAAACAGCGTTGGATGATAGAGAACGAAGAATTT 
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CCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCGCCCAGCAGAAATGCTGCCCT 

CAGTAGGATAATGGGTAAATACCAGCTGTCCCCTACAGTGAATATGCCCCAAGATGACACTG 

TCATTATAGAAGATGACAGGTTGCCAGTGCTTCCTCCACATCTCTCTGACCAGTCCTCTTCCA 

GCTCCCATGATGATGTGGGGTTTGTGACGGCAGATGCTGGTACTTGGGCCAAGGCTGCAAT 

CAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAGTTCTTGCTTTTCAACGAG 

AAGGATTTGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTCAA 

TTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGGTATAGCTGACGAGACTAAA 

CTCAATACAGTGGATGACCAGAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGG 

GTCTGAAGAAGTCAAGCTCGTTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAA 

TGGGGATATTCCTTTCCATCGTCCACGGCCGCGGATAATCAGAGGCAGGGGATGCAATGAG 

AGCTTCAGAGCTGCCATCGACAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGG 

CATGGAGACCTTGGAAGAAGACACAGAAGAAAGTTCAAGATCAGGGAGAGAGTCTGTATCC 

ACAGCCAGTGATCAGCCTTCCCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAG 

GTGATAAGACTGATAGAAAAAAGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAG 

GAGAAGGATAAAATGAAAGCCAAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGCC 

TTGCCAAACTGAAGCCCGAGAAGAGATGAACAACAAAGCGATTCAAAACATGTCTTGAACAG 

CACATATTGCACAGTTGTTG I I I I I I I I AAACAAACAATAAATTTACTTTTAATGAAAAAAAAAA 

AAAAAGGGCGGCCGCN 

>518 

>519 

>520 

>521 

NNNNNCCCCCGAGGGTTCCGATTAAGTGCACGGCACCTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTCGCCCTTTAACGTTGA 
GTCCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGG 
TCNATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGAT 
TTAACAAAAATTTAACG CG AATTTTAAC AAAATATT AACG CTTAC AATTTCC ATTCGCCATTC A 
GGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGCTCGAATTGCGGCCGCATGCATAAGCTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGCCGACATG I » I I I I 1 I I IGCGGCCG C I 1 1 1 1 1 1 I I 1 1 1 1 1 1 I I I 1 1 1 I I I GCAAGCGACGCT 
CAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAG 
CCGAGTGATCCACCGCTAAGAGTCCCeCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGC 
GGGCGTCCCGAGACNAAGGGNTTCGATGGACAAGAGACCCAAGCATAGAANNNNN 
>522 
>523 

NACGCGGGGAAGTGAGAGGAACCGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATG 
TAAACTCGAATAAATTTCAAAGTGCCTCCGAGGGATGCAACGGGCAAAAACTGAACTGTTCA 
GGCTTCAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGATTTTGCTAAAATGCA 
TCACCAACAGCGAATGGCTGCCTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCA 
GTGCGATGTTTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGTGGA 
CATTTTACTGGCTCAAATGTAGAAGACAGAAGTAGCTCAGGGTCCTGGGGGAATGGAGGAC 
ATCCAAGCCCGTCCAGGAACTATGGAGATGGGACTCCCTATGACCACATGACCAGCAGGGA 
(XTTGGGTCACATGACAATCTCTCTCCACCTTTTGTCAATTCCAGAATACAAAGTAAAACAGA 
AAGGGGCTCATACTCATCTTATGGGAGAGAATCAAACTTACAGGGTTGCCACCAGGAATTGG 
CGTG ATTCCTCACAG ACACAAAG ATTTCCTCTGCTG AGTAAGCGTG AGGCCCCTTAACTTGT 
GAAAGCATCATCCAGACCGTGTGAGTCTGTCTGTGTATGTGCAGAACACAGACCGTCCTTTC 
TCCGTTTGTGGGGAATACTTCCCTCGGGTGAAACTGAAGTTAAI 1 1 I I II 1 1 1 1 1 ICCAAACA 
CAAGCAGAGTCTCCTTGGAGGTGACATGGATATGGGCAACCCAGGAACCCTTTCGCCCACC 
AAACCTGGTTCCCAGTACTATCAGTATTCTAGCAATAATCiCCCGAAGGAGGCCTCTTGACAG 
TAGTGCCATGGAGGTACAGACAAAGAAAGTTCGAAAAGTTCGTCCAGGTTTGCCATCTTCAG 
TCTATGCTCCATCAGCAAGCACtGCCGACTACAATAGGGAGTCGCCAGGCTATCCTTGCTCC 
AMCCAGCAACCAGCACTTTCCCTAGCTCCTTCTTCATGCAAGATGGCCATCACAGCAGTGA 
CCCTTGGAGCTCCTCCAGTGGGATGAATCAGCCTGGCTATGCAGGAATGTTGGGCAACTCT 
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TCTCATATTCCACAGTCCAGCAGCTACTGTAGCCTGCATCCACATGAACGTTTGAGCTATCC 

ATCACACTCCTCAGCAGACATCAATTCCAGTCTTCCTTCCGATGTCCACTTTCCATCGGAGT 

GGTACAAACCATTACAGCACCTCTTCCTGTACGCCTTCTGGCAACGGGACAGACATATAATG 

GCAAATAGAGGAAGCGGGGCAGCCGGCAGCTCCCAGACTGGAGATGCTCTGGGGAAAGCA 

CTTGCTTCGCAAAGCCGAATTGAAGATCGTTTAGAAAGACTGGATGATGCTATTCATGTTCTC 

CGGAACCATGCAGTGGGCCCATGCACAGCTATGCCTGGTGGTCATGGGGACATGCATGGAA 

TCATTGGACCTTCTCATAATGGAGCCATGGGTGGTCTGGGCTCAGGGTATGGAACCGGCCT 

TCTTTCAGCCAACAGACATTCACTCATGGTGGGGACCCATCGTGAAGATGGCGTGGCCCTG 

AGAGGCAGCCATTCTCTTCTGCCAAACCAGGTTCCGGTTCCACAGCTTCCTGTCCAGTCTGC 

GACTTCCCCTGACCTGAACCCACCCCAGGACCCTTACAGAGGCATGCCACCAGGACTACAG 

GGGCAGAGTGTCTCCTCTGGCAGCTCTGAGATCAAATCCGATNACGAGGGTGATGAGAACC 

TGCAAGACACGAAATCTTCGGAGGACAAGAAATTAGATGACGACAAGNAGGATATCAAATCA 

ATTACTAGGTCAAGNTCTAGCAATAATGACGATGAGGACCCCCTCCCCGCTTCCCTGCCTCA 

CCCTCAATAAATAAATTAATTGTTGTCANNN 

>524 

TTGGAGCTCCAGGCGGTGGCGGCCGAGGTACGCGGGGCTCTTGAGGAGTGAGACT 
GCAGGAGATGTGGGCCGTGCCAAAGTGATGGCTGACACTGTGGCTCAGTTCA TCAAG AGGA 
CCATCTTGAAGATCCCCATGAGTGAACTGACAACAATCCTGAAGGCCTGGGATTTTTTGTCT 
GAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTCAGCACTTGAT 
CCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAGACATCATTTGTA 
AGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTGCCTCCTGGATTCAAGT 
GATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCATATATGCAA 
TTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGTAAAGGGCCAGGTGAAGATGT 
TGACCTTTTTGATATGAAACAATTTAAAAATTCGTTCAAGAAAATTCTTCAGAGAGCATTAAAA 
AATGTGACAGTCAGCTTCAGAGAAACTGAGGAGAATGCAGTCTGGATTCGAATTGCCTGGG 
GAACACAGTACACAAAGCCAAACCAGTACAAACCTACCTACGTGGTGTACTACTCCCAGACT 
CCGTACGCCTTCACGTCCTCCTCCATGCTGAGGCGCAATACACCGCTTCTGGGTCAGGCGC 
TGACAATTGCTAGCAAACACCATCAGATTGTGAAAATGGACCTGAGAAGTCGGTATCTGGAC 
TCTCTTAAGGCTATTGTTTATAAACAGTATAATCAGACCTTTGAAACTCACAACTCTACGACAC 
CTCTACAGGAAAGAAGCCTGGACTAGATATAAATATGGATTCAAGGATCATTCATGAAAACAT 
AATAGAAAAAGAGAGAGTCCAAACGAATAACTCAAGAACACATTTGGAGATTATCCTCAACCA 
CAACTAGGAATTGCACAATATAAGCTTGAAACGAAATTCAAAAGTGGTTGAAATGGGAGCAT 
CTTGGCTGAGAGGAAAGAACCGCTCCGATGCCTAATAAAGTTCTCTAGCCCACATCTTCTGG 
AAGCATTGAAATCCTTAGCACCAGCGGGTATTGCAGATGCTCCACTTTCTCCACTGCTCACT 
TGCATACCCAACAAGAGAATGAATTATTTTAAAGATTAGAGATAAATAAGACGTGCGTGGTTT 
CTTAAGCACAGCTCCTCCTTCTTGATATTGCACATGCACTTCAGTTCATGGCTAGCTGTATAG 
CTTCCGTCTGTAAACTTGTATTTTCAAGAATCCTTGGTATTGAATTTTTAGAAATGCTCACATA 
ATTGTTGGGACTGATTCATTCCTCCACGATATGCCTCCTCTCTCTGATATCTGCTAACTGTAG 
CCGTGTGGCATTTGAGATGAGAGGACATATTTATATATGGCCCACACTTGACTTGAGTGCTG 
AATGCTCTGAAAGCAAGCATATGGCACAGCGCTCAAGAACTGGCGTGGGGGCCTTACCATG 
GGGACCGCCCAGTCGGGAAGGGCGGGCAAGGGGGGTCCCGGATAGAGCCCAACGCTGGA 
CGGGAAAGCACCGGGAAACCACCCAACGTGCAACCACCAAGGCCTCCACGGGGGGCGCC 
CCGAGGGGGGAGAGGGCGTGGGGAACAACAGGTGGGACACCCACACAAGACCCACAAATC 
AAGACAACACGGCGAGAACAACAAGGNNN 
>525 
>526 
>527 

NNATGTGGTTACGACCCACTGTATTGAGGTGACGCGATCCATAGGCTGTGGTGTTT 
GTTTTCGCTGATCCACACAAACGTTGGGGCACTGTCTATTCATGTGTTCAAGCTGAAGGCTC 
GTTCTCGGTTGTCATTTTACAGTGTTTTTCTACGGGGTTACATTACAGGAATGTTGTAGCGAC 
GTTTAGCCCGTGGAGTATCAACGTCTTGAGACTCCGTGTGAGACTCCCTGGTTTGTTCCACA 
ACAGTGTGTTTTTAGATTCCGTACCTTrGATtMGGAAGACATCATGCCGTGMGCCMTTTA 
TATTCTGCAAtTCCGTAGTGCATGTAATGTATTCTGCCGTCTCGTAGTGTGAAGCCATGCTTG 
GCACATCCAGTTCTTTGATGTCTGGCTGCCTTCTGCGGGCCAACTGTCTTGTGGAATTCGTT 
GCTCCCAGAGATAGCTTGAACTGCAGATCCCGCACAGCATTGCACTGAGCTGTCGTTGTATC 
TGAGCCTGGACATGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACG 
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GCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGA 

CCTTCTGAGGATGATCGATAGATAAACACACCTGCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGC77TTGTGAACTTC 

TCCAA ATAAG AACAAGGACACACATTGTGTCAGGTCACG AAGATCATTCAGTTTCCATATGCT 

GAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCAC 

CCAATCTATTTCTTCCAGCTTGTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 

TTTTCGGCCGGTCATGTGTCTTCGTTCATATTGTCTGGAGGATACTCGAGCCCGCCTCGAGC 

CGCAGACCAGGAGAAGGCTTCCACACAGATGGCGATTGAGTCGTTTCCTCACAGAACTTTC 

ACTCGGGGTCCACCACATATTTGACCTCTAGTTATCCCACTAGGTTTGTTCCGAGAAATCGT 

CTGTAGGGGTTGGGAGGGTGCACTTGTCATCCTTGAAGATGAGCTTTTGGGATCTGGAGGT 

GAAGCCTTTGGTGTTCGAGCCACCCTCTTGGTTCTTGGTAGCGCAGGGACATCAAGCTCCG 

CAGAAAAGCATGTT GACTC CTGAATTCTCTGAACTCTCCTCTCCTTAAGAGGTGGCCGGGGA 

GACTTGTCAGGGGATTTTTGCAGACGGGCTGGGCTTGCTGTCTGTTTMTTGTTGTTACTTTT 

AG CTGCT CTTGTAAGGCCTTCATTTGCTCTTGCAAATTCCTTAATTCCTCTTGCAACTCTTCAT 

TCGTTTTCTCTCGCCTGGGGGCAGGAGCAGGGAGGACCCTATTTTCAGTTGACTGTGATGC 

GGGAACTTCTTCTTCATCTGTTAAGTCCTCCATATCTCCAAAGAGAGTGGCCAGATTTTCCTT 

TTCGTCTCTTGTCTCTCCTGTTTCTCCATCATCAGCCTCTTCTGTATAAGATTCACCGTCGCC 

GTCGGCATCAAAGAGCTCATCAAATGCGTCGGGCTCGCCATTTTCCCGCGTCAAGAAGTTAT 

TTTCTTCTGAATTACAATCCAAGGCTGACTCATTTTCTTCCAGCAGTGCGGTCAGCAGAGACA 

GATTGTCTTCCTCCTCATCCATGCTGTCAAGAGGACAGTTGTGACAGGAAACTTCGAAGGAG 

GCTCAGATGCCCAGATGAGCAATGTAGAATCTTGGCCGATGCCGGGACGCCTTCTTCGTTC 

ACAGCTGAACCCGCCAAAATCGGACNN 

>528 

>529 

>530 

NAGTCGACCCACGCGTCCGATTTCATCCTGTTGCCCCTCCGAAATCTATTGCTTTAG 
ATTCAGAGCCCAAGCCTCTCATTGATGTGAGTGTCATCACAAGATTTAATGAGTACAGTAAAG 
TCTTACAGTTCAAGTATTTTATGGTCCTCATTCAGGAAATGGCCTTAAAAATTGATCAAGGGT 
TTCTAGGAGCTATTATTGCACTGTTTACCCCAACAACAGACCCTGAAGCTGAAAGAAGACGG 
ACAAAGTTAATCCAGCAAGATATTGATGCTCTAAATGCAGAATTAATGGAGACTTCAATGACT 
GATATGTCAATTCTTAGTTTCTTTGMCATTTCCATATTTCTCCTGTGAAGTTGCATTTGAGTT 
TGTCTTTGGGTTCCGGAGGTGAAGAATCAGACAAAGAAAAACAGGAAATGTTTGCAGTTCAT 
TCTGTCAACTTGCTGTTGAAAAGCATAGGTGCTACTCTGACTGATGTGGATGACCTTATATTC 
AMCTTGCTTATTATGAAATTCGATATCAGTtCTACAAGAGAGATCAGCTTATATGGAGTGTT 
GTTAGGCATTACAGTGAACAGTTCTTGAAACAGATGTATGTCCTTGTATTGGGGTTAGATGTA 
CTTGGAAACCCATTTGGATTMTTAGAGGTCtGTCTGAAGGAGTTGAAGCTTTATTCTATGAA 
CCCTTCCAGGGTGCTGTTCAAGGCCCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGA 
GAAGCCTCTTTGGACACACAGTAGGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTC 
TGTTGGGAAAGGTTTGGCAGCAATTACAATGGACAAGGAATATCAGCAAAAAAGAAGAGAAG 
AGTTGAGTCGACAGCCCAGAGATTTTGGAGACAGCCTGGCCAGAGGAGGAAAGGGCTTTCT 
GCGAGGAGTTGTTGGTGGAGTGACTGGAATAATAACAAAACCTGTGGAAGGTGCCAAAAAG 
GAAGGAGCTGCTGGATTCTTTAAAGGAATTGGAAAAGGGCTTGTGGGTGCTGTGGCCCGTC 
CAACTGGTGGAATCGTAGATATGGCCAGTAGTACCTTCCAAGGCATTCAGAGGGCAGCAGA 
ATCAACTGAGGAAGTATCTAGCCTCCGTCCCCCTCGCCTGATCCATGAAGATGGCATCATTC 
GTCCTTATGACAGACAGGAATCTGAGGGCTCTGACTTACTTGAGAATCATATCAAAAAGTTG 
GAAGGAGAGACTTACCGATACGACTGTGCTATTCCTGGAAGCAAGAAGACAATCCTTATGGT 
TACAAATAGGCGAGTGTT GTGTA TAAAGGAAGTTGAAATCCTGGGCCTTATGTGTGTAGACT 
GGCMTGTCCATTTGAAGATTTTGTATTTCCTCCTAGTGTCAGTGAAAATGTGCTAAAAATTT 
CAGTTAAGGAACAGGGTCTGTTCCACAAAAAAGACAGTGCCAATCAAGGCTGTGTTCGAAAA 
GTTTACCTGAAGGAGACCGCCACAGCAGAGAGAGCATGTAATGCCATTGAGGATGCAGAGT 
CAACGAGACAGCAGCAAAAATTGATGAAGCAGTCATCAGTGAGACTTCTCAGACCCCAATTG 
CCATCTtAATCACAGACCTCAGGGGCTCCAACAGGGAGAAAAAACAATCACTGGTCTTGTCT 
ATAAGtCACTCTGCTTTA TCTTG CTAAAGACAAl 1 1 1 I CAAGCAATCCTTTAGTTTTAGTTTTCT 
GGAATAQCTAGTATTGGGTTTTCTAG I I I 1 1 1 C ACCTTTTAGTTTTTACTCTAATTTTGTMCCA 
TGTATATGCTAGCAGTCCACTTCTACGCCACCACCCAAATGGGTCAGACCCTTGAAGAAACG 
TCACTTCAAACTCAGAATGAMTTTTCATTAATATTAAAATTGTGAAGCAAAGGTCAATAGGCT 
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TATATTTAATTAAAGCCTTACTGAAGAATAAGAAATGAGCTTAGAATGACTAGTGTTCTTTGAA 

AGGI I I I I I IAI I I I IGI I I I I I IGGGGI I I I I I I I I I I I I I I GAGACCGAGTCTTGCTCTGTCG 

CCCAGGCTGGAATGCAGTGGTGCGATCTTGGCTCACTGCAATCTCTGCCTCTCGGGTTCAA 

GCGG TTCTACTGCC TCAGCC TCCTG AGTAGCTAGGATTACAGGTGTGTGCCACCACGCCTG 

GGTAAI I I 1 1 1 1 I I I I I I IGTAI I I I I AGTAGAGATGAGTTTCACCATGTTGGTCAGTCTAGTC 

TCGAACTCCTGACCTTGTGATCCGCATGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCAT 

GAGCCACCACGGCCCGCCAAAAGGCTTTAACCCATGAACAAATGTTGGATCCTGACATTTTG 

TTTMGAGTGATTTGTTCAATAATTGAACTGAGTTAACATTCTTGGTAAACCAGGTAATTGAAT 

GMGAMGGTCACTAAAGGGAGAMTGACATGTTTTCTATTTTCTTTTCATGAAAACACTGTT 

TTTCCCCCTAATAAAGCATATTTTACTTTGGTGCTTA I I I I I CCTCCTTGCAGTCTAATAAAAA 

AATCTGGACAATCAAACCTTAAAATAGCTACACTCTGCCCTCTGTAATGTAGCATTCATAAAA 

ATTTGGAAGTA7TTACATCCTCTTTCAAGATGAGCTTATATGACACAATTATTATTTGCTGATA 

CATGAAAATACTGCACTTTAAGTTTCTCAAGACTCTGAAATATGTAAMTTCAATATTTTTATAT 

TCCCAGAAA7TGTTTCTTACAGGTTGAAAGTCTTTTAAGGGCATCACAAATTAACATTTACTCC 

TMTGCACGCCTAGAATGTATTTTAMTACTTACTMGAAGMTGAAAATTCTTTGGTTGTTTT 

ATATATAAATAAGGCATATATAATGACACTGTGTTCTGTGAGGGAGCAGGCCCTGTGAGAAT 

CAATTCAGGACAGTA I I I I I I 1 1 I GTCCTTTCTCCATCCTTGATCAGAGATAAACTATTAAAAC 

TTTAAAAAATACTCAAAAATATGTAAGTTTTTTGGTTGAACCmAGATTTGCTCATAATGTTTA 

A CATAA CAACATTTATTTCAAATCACTGAATTCATGGAGATGTGGACACGCTTGGTTTGCTCT 

ATTTTTGTTTATGTGTG ATAGTG GTTCTGTCATCATCATTCATGTTTTTTAAGGCCTG GTCATA 

AAACTTTAAATTTTACTAGTGTTACTTAATGTATATTCTAAAAAGAGAATGCAGTAACTAATGC 

CCTAAATGTTTGATCTCTGTTTGTCATTAC I I I I I CAAAATTA I I I I I I I CTGTAAAGTATAATA 

TAT AAAACTTCTTG CTT AAATTG AATTTCT ATATT AGTG GTT AATTG C AG TTT ATT AAAG G G AT 

CATTATCAGTAATTTCATAGCAACTGTTCTAGTGTTTTGTGTTITTAAAACAGAATTAGGAATT 

TGAGATATCTGATTATATTTTTCATATGAA TCAC AGCTGTTGACAATGTCCCATATATTTAAGA 

AATrATATCATACTGATACTATTTGTMCATTrTGATTTGATTTAATCTCCAGGGACAGAAATA 

ATTCATTGGTAAAGTGTAATMTGCGTTTTrTAAAAATGCTTTGAGAGGTAATTACTTGCATAT 

GAGAGAMTAAAACATTTGGCACATTGTTTACAGGTGAAAAAAAAAAAAAAAAAAAAAAAAAG 

GNCGGCCCGCTNTAGAGGATCCAAGCTTACNTACGCGNGCANNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNGGGGGGGCCCTTAAATTTTTTTAAAAAAAAAACCTCCCACAC 

CTCCCCTGTGCCCNNNNNNNNNNNNNN 

>531 

>532 

NNNNNNNNNNNNNNNNNNNNNNNNCAGCTTCATTTCCATTTTTGGAGTGTGAGAGT 

TTTTrATTCAATTTG TGAAG GACAGTTTTA GAACA AAATGTTAGTAACACTCTTAGAACACTGG 

TTTGTTCATTTGACATTTTATCTGCACCMTTTTTATTACAAAAATCAAAAAAG 

TACMTATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATTTCTACAAAATCAAAA 

ACTTMTGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAACTGGATATACATAGTGGTAT 

ATATCTTAAAGCAGAAAACCCCAAAAAACAAAAACAAGGAAAAAAGAAAATACATGTCAACAG 

TCAGTTAAATATTTTGACCTGACAGmCTACAMTAGTGATTTTCACTACATATAAAGGAATC 

TGTTACATGTGGTAAAACTTCCAGAGACCAAGTAGGAAGTGTGGAATAAAAACAATAAATCCA 

AACGCAGCCCCAGGCTGGGCCTGTTTTCCATGAAGCCCAAGGCAGTGATCTTCATCATTAA 

GGAGGGACCACTGTGTCCACAACTAAAACCTTCAACCACATGGTGATCtGCAAAGCTTCATT 

GAAAAAGACAAACATTCTCTTCTTCACACAAATCACTGCAGAAATCTTTGTAAGGCTGTACCT 

TGCATAGGGAAATAGCTGTGTTCCGTCAAATTCTACAGAAAAGAGTGGAAGCAAGCC I 1 1 II 

AAAATGATGCCCA TGTG CAAAGAGATAAATTACCAGGCACCTGATTTACCACCCCAATTTATC 

TTGATCATATAATCTTTTAACAAAAAGAAAAATGGCAATATCTGGTGACAGTATTAAAAAGACA 

ATGTTGAGATTGGCATCAGAAAAACTCCAAAAGTGCACCTTATAAAAAGGACACCTCACTGTA 

GAAACATCTA TGCA CTTAGTAAGCCCTACTCATGCACAAACAAGCAGTTGCTGGGAACTTGT 

CGAAGTTTACTTTTTCAGAAAGTTGMGTATATAAAAAAAGTACAAGTTGTGACATTCGTTCM 

GTTGCTGCTACATGGGTATTCTGAGCTGGCTACCAGGAAGGACTCCTGCGTTTGCGAGAGC 

CAGGTCAGCGTCTCTAGGAGCCGTGGTGCAGGTGCATGGTGCCCAGCACGGCACTGTCGTi 

ACCGCTCCTGCACCTTCACGGACTTGGAATGCTCGACCACACTGTTCAGTTCTGGGATGGTT 

tCAGCAGTGTCCCCAAACCCGTGGTAGTGTCCATAGTACAGGTTATCCCCAATGTCTTCCAC 

CCAGGAAGGCCTACTGGCTATGCAGCTACTTGGACTCCCGTTCAGGTGCAGAGAACCGCAC 

AACTCAGGGTTAGCTCTCAGGGTCTTCTCTGGCTCCTCAGTCCCACTAATGGAGAGAGAACC 
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CTGGCTACTCGGAAACGGCTGTCCTGGGGCTAATCCACTGCTAATTCCGTTAGTTCCTGTCA 

AGCACTGGCCATTCCTGCTTTCCATCCCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATG 

TCCATTGATGACACATCCATTTGTCAATGTATTCGATACGGAGCTACTG I I I I I CATATCTGTT 

ACAACAGCAAACTCCCTATCAACGTGCATTTTGTCAGCATCGTCTTCTGTGTCGCCATTCGT 

GAGTGGCACGGCAGAATCCAAGCTTTGAGCTTCAGTTCTAGCTTTCTTTACTCCAAAGTCTT 

CTGAGTCCTCCAAGCATCTCTTTCGATTTGTTCCCACACTAATATGATTAGGAAATACATTCT 

GATGACCCCCATTTAAGATGCCATTGTTATAGAAATGGTTCAGATGACAATTCTGGAGGTTCA 

AGAGAGACTGGGCACACTCTTGGAAACCCTGGGTTTGTGCAATGTCTGCTGCTGTCAGGCC 

ACTGGCATTTCTCAGGTCGACGTGAGCCCCATT CGCCACAAGGGCACTGATGCATTCTAGG 

CTCCCAGAGCGAGCTGCCTTGTGAATGGGAGTTTCACCCTCACAATCCGGTTTGTTAATGTT 

GGCTCCTGCTTGAATCAGCCAGACCAGGCACTGAGGATGTCCCCCAAAGGCTGCAATGTGG 

GCTGGCGTCTGCGCGTACCGTGTGGTGGAGACGTTGAGTGTGGCTCCCGCTCTCACCAACT 

GCACTAAGCACTCCAACTTGCCGAAATGCGCGGCCCAGTGCACGGGCGTCCAGCCATAGAA 

GGAGTCCTCAGAGGCCAGGTGGGCGTGGGGTGTCTGCTGCAGCAGCGAGCAGAGCGTGG 

CCAGGTCCCCGTCGCGGCAGGCGCGGTGCAGCGGGAAACGGAGCGAGAGCAGCTCCTCG 

CTGGAGAAGCCCGCCTCTACGCCCGCGCCCGCTCCCGCCGCCGACATGGTCCGTCACCGG 

AGAGCGCGGGGCTCGCTGGCCTAGAGGACGCGTCGGGGAGGAGTCGAGAAGCCGCCGCC 

GCAGCACAAAGGAACGAGACTAGCGCCGCGGTCGCGTCCCACAGGCTGCCGAGCGGAGC 

GCGNNN 

>533 

>534 

NNNNGCTCAACCTTGAAGACCCACAGCGGCCCACACACAGTCATTCAAACAGCCGT 
CCTGTACTCACATCTCTGCAGATGAAAAAGCAGCTGAAAGGAGTCGAAAGGCTCCACCAATT 
CCTCTAAAACTGAAGCCTGATTACTGGAGTGACAAACTACAGAAAGAAGCAGAAGCGTTTGC 
TTATTATCGCCGGACACACACTGCCAATGAGCGGCGGCGGCGTGGTGAAATGAGGGATCTC 
TTTGAGAAATTAAAGATCACATTGGGATTACTTCATTCTTCCAAGGTTTCCAAAAGTCTCATTC 
TTACTCGAGCCTTCAGTGAAATTCAGGGACTAACAGATCAGGCAGACAAATTGATAGGACAG 
AAAAATCTCCTGACTCGAAAACGGAATATTCTGATACGGAAAGTATCGTCTCTTTCAGGTAAG 
ACAGAAGAAGTGGTCCTGAAGAAGCTAGAGTATATTTATGCAAAACAGCAAGCACTAGAGGC 
ACGAAAAAAATGAGGGAACTAAATAACGN 
>535 
>536 
>537 
>538 

ncgggccgggggtgaatcggcggagggagggactggcagtcccctcctccgcgc 
cggcccaaccctgtcgctgccgccgcgctccgagtccccattcccgagctgccgctgttg 
tcgctcgctcagcgtctccctctcggccgccctctcctcgggacgatggcgcgcggtggc 
cgcggccgccgcctggggttagccctggggctgctgctggcgctggtgctggcgccgcg 
ggttctgcgggccaagcccacggtgcgcaaagagcgcgtggtgcggcccgactcggagc 
tgggcgagcggccccctgaggacaaccagagcttccagtacgaccacgaggccttcctgg 
gcaaggaggactccaagaccttcgaccagctcaccccggacgagagcaaggagaggctag 
ggaagattgttgatcgaatcgacaatgatggggatggctttgtcactactgaggagctgaaa 
acctggatcaaacgggtgcagaaaagatacatctttgataatgtcgccaaagtctggaagga 
ttatgatagggacaaggatgataaaatttcctgggaagaatacaaacaagccacctatggtt 
actacctaggaaaccccgcagagtttcatgattcttcagatcatcacacctttaaaaagatgc 
tgccacgtgatgagagaagattcaaagctgcagacctcaatggtgacctgacagctactcg 
ggaggagttcactgcctttctgcatcctgaagagtttgaacatatgaaggaaattgtggttt 
tggaaaccctggaggacatcgacaagaacggggatgggtttgtggatcaggatgagtatat 
tgcggatatgttttcccatgaggagaatggccctgagccagactgggttttatcagaacgg 
gagcagt7taacgaattccgggatctgaacaaggacgggaagttagacaaagatgagattc 
gccactggatcctccctcaagattatgatcatgcacaggctgaggccagggatctggtatat 
gaatcagacaaaaacaaggatgagaagctaactaaagaggaaatattggagaactggaacat 
gtttgttggaagccaagctaccaattacggggaagatctcacaaaaaatcatgatgagcttt 
gatagacactcaccagmtatggcagactgtcataggcattctgttattgtcttggattgttg 
ctacmttgtcta attta cagcagttgtgatcccacaaaaagcaagtttatacctcagattgg 
ggtataaaaattgttt7tcgctcagtatttactggaaaatggacatcactagtctttcagtaa 
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GATTTCTCTCAAAACACGTGAAAACCTTGGTAAATTGCAATTCTTTCTGGGGATATATTGGTA 

CAACATGACTTAAAAC I I I I I I I I I I CTATTAAAACTTAAAGGGGAACAAAACTTGAAAAAGCC 

CTGTTCTTCAGAAGGTGAGTGGGTTGAGGGAGGCAGTAATATGAAGTGACTGCTGTGTATTT 

TAACTACCAGATTTTTTATATTTGCCACTGTTAAATAGTTGGAAAGGGGAAATTCTGATTAAGC 

GAAAGTGGTATCATCCTAGGTAAGCTTATTTCAGAACAAGTCTAATATTTCAGATTCTTTCTTT 

TCGACTTTATACTCTGAGTTATTACTTACTGTAAGTGGTGTATATGAAACCTCCATGCATTTTC 

CAGTATGGATCTGCTAATATGCACAGTAAATCCATGTCTTTGTTTGTTTTTCTATTAAAAAGCA 

ATCAAGAAAGATAATGTGAAAAAGAAAGGAATTTAGAGGTAGGGAAAAGATGAATGTCAGAC 

ATTTGAAGAACTATAGTAAAATGATAAACACTAAATATACTTGAGAAAACTTTCTTAATATGCC 

AATGAGGTAGGCCTGATCTTTGAAATAGTGAATAGGAATACAATGCATTTCCTCAGTGATCAC 

TGATTAGAATGAGTTGGTGGGATCCTTGGGAAGCCAAACGGAGCGGAGTTCTGGATCATGT 

CCCATCCAGTCCAGTGAATCCACGACCCGCAGACCTGCCCCCCCGCAACAGCTTATACCAT 

GGAATGAGGACAAGGTGATACTCTGAGCTGTGGACTGAACTGGCAGACACAACCTGTACAG 

ATTGAAATTTCACCTTGTAAGGAGGAAGTGAATGAAATAAAGGATCCCCCTAAGGAATTAAAA 

AAAAAAAAAAAAAAAAAAAAAAACCAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAACTTGGG 

GGGGGGCCCGGCACCCAATTCGCCCTATAGTGAGTCGTTTTAACAATCAACTGGCCGCCGG 

TTTAAC AACG N N 

>539 

>540 

>541 

NNNNNNNNNNNCCAGCGCGGGGGCCGAGAGAAGCAGTAGTCAATAAAGAGAGTGC 
CGTATTTCGCAGATTGGAGCTGAGCTGTGGCTACCAGAAGATAGCGAACGAATGGAAACTG 
AAAGTGGAAATCAGGAAAAGGTAATGGAAGAAGAAAGCACTGAAAAGAAAAAAGAAGTTGAA 
AAAAAGAAACGGTCACGAGTTAAACAGATGTTGATATATCACTACTTGTGTCTTTTAAC 
>542 

NNNNNCGCCGGCAATCGAGTGGCTTCCTGGCCATGGAGAGGAGATCTGGACCCGA 
GGACGCCAGGGACTCCTCTCCGTCTCCCTGGACCGCTGTGTAGGCACCTGAGTTAACGGAC 
GCTAAGCGGGGTAGGGGAAGTAACAGTGTATCATGTATGCCACTGATTCCAGGGGACACTC 
CCCTGCTTTCCTCCAACCTCAGAATGGAAATAGTCGTCACCCATCTGGCTATGTTCCAGGGA 
AGGTTGTCCCATTGCGTCCCCCTCCTCCTCCAAAGAGTCAAGCTTCAGCCAAATTTACCTCC 
ATCAGACGAGAAGACCGGGCAACCTTCGCATTCTCACCTGAAGAACAGCAAGCCCAGAGAG 
AAAGTCAAAAGCAAMGAGACACAAAAATACTTTCATTTGTTTTGCTATTACTAGTTTCTCATT 
TTTTATTGCACTTGCAATCATTTTAGGAATATCCTCAAAATATGCTCCAGATGAAAATTGCCCA 
GATCAAAATCCTCGTCTCAGGAATTGGGATCCAGGACAAGATTCTGCAAAGCAAGTTGTTAT 
CAAGGAGGGAGATATGCTCCGTCTGACCTCAGACGCCACCGTGCATTCTATAGTCATTCAG 
GATGGAGGACTGCTTGTATTTGGGGACAATAAAGATGGATCCAGAAATATTACTTTGAGGAC 
TCATTACATCCTGATCCAGGATGGTGGGGCGCTTCATATTGGAGCAGAAAAATGCCGCTATA 
AATCCAAAGCGACAATTACCTTGTATGGCAAGTCAGATGAAGGTGAAAGTATGCCAACATTT 
GGCAAAAAGTTTATTGGTGTGGAAGCTGGCGGGACACTGGAGTTACATGGGGCACGGAAG 
GCATCGTGGACGTTGTTGGCAAGGACCCTGMTTCCTCAGGCTTGCCCTTTGGGTCCTATAC 
CTTTGAAAAGGACTTTTCCCGGGGCCTCAATGTGAGGGTCATTGACCAAGACACGGCCAAA 
ATTTTGGAAAGTGAGAGATTTGATACCCATGAATACCGCAATGAGAGCAGGCGGCTTCAGGA 
GTTTCTGAGATTCCAGGATCCAGGTCGGATTGTTGCCATAGCTGTCGGGGATTCAGCCGCT 
AAAAGTCTCTTACAAGGAACCATCCAGATGATCCAGGAACGGTTGGGAAGTGAACTGATCCA 
AGGACTGGGCTACAGGCAAGCTTGGGCTTTAGTTGGTGTCATTGATGGTGGAAGCACTTC7T 
GCAATGAATCCGTGAGAAACTATGAAAATCATAGCAGTGGCGGGAAGGCTCTTGCCCAAAG 
AGAATTTTATACTGTGGATGGCCAGAAGTTCTCTGTGACAGCTTATAGTGAATGGATTGAAG 
GCGTTTCTCTTTCAGGATTCCGGGTAGAGGTTGTAGATGGAGTGAAGCTAAATTTGCTAGAT 
GATGTTAGTAGTTGGAAACCTGGAGACCAGATTGTGGTCGCAAGCACAGACTATTCCATGTA 
CCAAGCAGAGGAGTTCACTCTTCTTCGCTGTTGTG AATGCAGCCATTTTCAGGTCAAAGTCA 
AAGAAACCCCTCAGTTCCTGCACATGGGTGAGATCATAGACGGTGTAGACATGAGAGCTGA 
GGTTGGAATTCTTACCCGGAATATTGTGATCCAAGGAGAAGTGGAGGACTCATGCTACGCA 
GAAAATCAGTGCCAATTTTTTGATTATGATACCTTTGGGGGACACATTATGATAATGAAAAATT 
TTACTTCAGTCCATCTTTCTTATGTGGAATTGAAACACATGGGTCAGCAGCAGATGGGGCGA . 
TACCCTGTTCATTTTCACCTGTGTGGTGACGTGGATTATAAAGGAGGATACAGACATGCAAC 
ATTTGTGGACGGCCTGTCTATTCATCACAGCTTCTCAAGGTGCATCACTGTGCATGGGACAA 
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ATGGCTTGCTAATAAAAGACACCATTGGGTTTGACACACTAGGTCATTGTTTCTTTTTGGAAG 

ATGGTATTGAACAGAGGAATACTTTGTTCCACAATCTGGGACTCCTCACCAAGCCGGGTACT 

CTCCTGCCCACCGATAGGAACAACTCCATGTGTACCACCATGCGAGATAAAGTGTTTGGAAA 

TTACATTCCTGTGCCTGCTACTGACTGTATGGCTGTTTCAACTTTCTGGATTGCTCATCCCAA 

CAATAATCTG ATTAATAATGCAGCTGCAGGCTCACAGG ATGCTGGAATATGGTATTTA7TCCA 

CAAGGAACCAACTGGGGAATCCAGTGGATTGCAGCTCTTGGCAAAACCAGAACTCACTCCA 

TTGGGTATATTTTATAACAACAGGGTCCATTCAMTTTTAAGGCTGGCTTATTTATTGACAAAG 

GTGTCAAAACAACCAACTCTAGTGCTGCTGACCCAAGGGAATACCTCTGTTTGGACAATAGT 

GCAAGATTTCGACCTCATCAGGATGCAAACCCCGAAAAACCACGTGTTGCTGCTCTAATTGA 

CAGGCTCATTGCTTTTAAAAATAATGATAATGGAGCTTGGGTCAGAGGAGGAGATATTATCG 

TTCAAAATTCAGCATTTGCAGATAATGGAATAGGACTGACCTTTGCCAGTGATGGAAGCTTC 

CCAAGTGATGAAGGTTCCAGCCAAGAGGTATCTGAATCTCTCTTTGTTGGGGAGAGCAGGA 

ATTACGGCTTTCAGGGTGGTCAGAACAAGTATGTAGGCACTGGAGGAATAGACCAGAAGCC 

TCGAACAtTACCCAGGAACAGGACGTTCCCAATTAGAGGCTTTCAGATTTATGATGGGCCCA 

TTCATCTCACAAGGAGCACTTTCAAAAAATATGTGCCAACTCCAGATAGGTACAGCAGTGCA 

ATTGGCTTCCTCATGAAGAATTCCTGGCAGATAACCCGCAGGAATAATATCTCCCTCGTGAA 

GTTTGGTCCACATGTCTCTCTGAATGTC I I I I 1 1 GGAAAGCCTGGTCCCTGGTTTGAAGATTG 

TGAGATGGATGGTGATAAGAACTCCATATTCCATGACATTGATGGCTCTGTGACAGGATACA 

AGGATGCTTATGTGGGAAGAATGGACAACTACCTGATCCGCCATCCAAGCTGTGTAAATGTG 

TCTAAGTGGAATGCAGTGATCTGCAGTGGGACCTATGCACAGGTCTATGTACAGACATGGA 

GCACTCAGAATCTTTCTATGACCATTACACGAGATGAGTATCCGTCCAACCCTATGGTGCTC 

CGAGGTATTAATCAGAAGGCTGCCTTTCCACAGTACCAGCCTGTCGTCATGCTGGAGAAGG 

GTTATACCATCCACTGGAATGGGCCGGCACCACGGACTACATTTCTATACCTCGTCAACTTC 

AACAAG AATG ACTG GATTCG AGTTGG CCTTTGCTATCCATCAAACAC AAGTTTTCAAGTTACC 

TTTGGCTATTTGCAGCGGCAGAATGGCTCATTATCCAAAATCGAA GAAT ATGAGCCTGTGCA 

TTCACTGGAAGAACTGCAAAGAAAGCAATCCGAGAGGAAATTCTATTTTGACTCCAGCACGG 

ggttactgtttttgtatctcaaagccaaaagccacaggcatggccacagttactgttcatctc 

agggatgtgaaagagtcaagatccaagcagccacagactcaaaggacatcagtaactgcat 

ggccaaagcatacccacagtactacagaaagccgtcagtggtcaagcggatgccggccatg 

ctcactggactctgtcaaggctgtggcactcggcaggtggtgtttactagtgatcctcataa 

aagttacctccctgtgcaattccagtcacctgataaagcagaaacccagcgtggagacccgt 

ctgttatttctgtcaatggcactgactttaccttccgaagtgc aggcg tcctcctccttgttg 

tggatccgtgcagcgttccattccgcttgacggaaaaaacggtttttcctcttgctgatgtc 

agtcgcattgaagagtatttaaaaacaggcatgcctccaaggtccattgttctgttgagcac 

aagaggagaaataaagcagttaaacatttcacacttactagtacctctggga7tagccaaacc 

agctcatctttatgacaaagggagtaccatatttttgggattcagtggaaactttaaaccatc 

atggactaagctatttaccagtcctgctggacagggccttggggtgcttgaacaattcatac 

ctttgcagctggacgaatatggttgtcccagagccaccactgtccgcagaagagacctgga 

actgctaaagcaagcttcaaaagcacattagagactaactgtaacttaagtgctgggggaaa 

aaaaatgtgmctaacttatttaatttatggcattitaaaatgacactgttaacccaacggaac 

cattttccagtttgatacagaatggggagaaaagaaagcgtttgaaattattgcttggatacc 

agcttcatgcaccttctagttgtacaaaatgttaaagacgttgtttgtatttgtaaggctggt 

gtattcagagagcagatctcttattcctcagtttccacccccgtattttgtaatgaccatgag 

caatgtttttactttttgtataatggggtggggtggagtgggggcttctgagagtcagcctg 

aggtctttagaggaccagctattgtagcaccttggatacttgaagtttaatgctcagttggg 

tcgggtggcagttgacttggtggctggcatgttcagcagtgcctggggccctgtttctggg 

cagcctttgaggattttctatgatattgaatgacagttttaagtggcaactcaggcccagctc 

atgccci 1 1 1 i igcctggacatgtgctatttttattcacttatatatcaattacttgtaagggt 

taaactttcaaacaggaagtatattgggacaaaaggggtcttggggattagatatccctttaa 

tctgtgaccattgggcaaaamttttcctgcagcaaaagtctgaggctgttgggaccatttt 

tgcagctttaatccttagcctc7tttgactgtatatttgtgtttaaaatgcagagctcaactga 

atatttc c i 1 1 1 1 i gttttgtmgttttgttttmgmgtaggttgttttcctgaaccgtaaac 

ttgtatcattttaacttgcacamggaagtctgttcttggtattgctcttgcacttgggtt^ 

tgttattgttttgtgtgg a 1 1 ii 1 1a aagcttttctgttcaccctcctgccaggaaaatccca 

gaaagcttaatgataccccaaaatgattacacccagggaggaaaaaaaggagcgctttctag 

ggtcagaatcgtggagagaatactcagaaatgaacctctttaaagccttgcaggaatgagtc 
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ACTCTTACTTAATGAAATGTTAAAGCCAATTAAAAAGCATGCTGTGATGCCCAGCTTCCCTTT 

CCACAGGGTGCATGCGTCTCCTGCTGGTGAATCACATGCGGCAAGAGGCAACTGGCTCCAC 

AGCCTGGGATGCTGCCGTACCAAGAGGAAAGAAGCAGCAAAATGCCTTTACGTTGTTCTAAA 

CCCCCGACGCATAAAGTGTAGAGGAGGGATGGCCAAGGGTGGGTGGTAGAAAGTGTGTTC 

AGGCTGACACTGGCAATGAGTACAGATAATTTCACTTTCCTCTTCCAGGGGCAAAGGCTGAT 

GGCCTCTACCTTTGTATCCAGGAGAAACTGCAGAGCAGCCCTGTGACTTTACAAAATATGCT 

ACCTCAAAGTGCTACCGATAAACCTTTCTAATTGTAAGTGCCCTTACTAAGGGCACATGTCTT 

AATCAAAGTTAG I I I I I I GTTTTCTG GTTTG I 1 1 I 1 1 I I I I I I GTATATTGATGAATGAGATCTT 

ACCTATTAAATATATTATTGGATTATGGTTCCTGAAGGTCATTAGAGTGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTTTTATGACTTAAATATCTTTACGTGTGI I I I I I AGAGCTTGGTTCTTTAAA 

GATTTGGAGAAGATATGTAAATTACCAAGGCACTTGGTTTTTCTGTTTTATATACTAATAATCA 

GGGCCTAAGTTAAATAAAAATATGTGTGCATGTATTTTAAAAAAAAAAAAAAAAAAAATTGCG 

GCCGCAAGCTTATTC 

>543 

acacaccatgcacgcaaaACaaaTTGCAATAATGTGATAAGTTCTTTAAAAGaggtaaGAGcaaC 
gtGCTTTGGGAGCAGAGAAgaGGGAGAAAGcagcatcttgcctggatGAGCCAGGGGACACAgaagag 
AAGCCCACTATCTCATTTAATCTTTACAaCtCTCTTGCAAGGTTCCCTGGTTgtgAAAATACATG 
AgaTAAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTCCTGGGCTGGACCG 
TTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAGATGAGGCTTCTGGGATAGGCCcaGAA 
GTTCCTGATGACCGCGACTTCGagcCCTCCCTAGgCCCAGTGTGCCCcttcCGCtGTcaATGCCA 
TcTTCGAGTgtcagtgtctgattggtctgacacgtccaaggatctcccctacacactctctagcctcaaacacaaatacccaataag 
atgagctttagacc 
>544 

TGGCGGCCGAGGACACAATACTTACTTACAAATTTAATACTGCTTCAAGGTATTTAAT 
CTAAAATTTTACCAACTTTGATTTGTCTGGTTAGGATATTTTGTTTTAGTGGATATGCTTTAATT 
CGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 
CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGACCAACCTTGTACC 
TGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAAAGCAAGAAGAGTGCTGTGTTTGTT 
GCTATATCCCCTCCAACACCTAAGG C AATGCATTTCACATCTTG CTG AG AGCAG ATAACTCA 
ATACCTGGAACTAGAAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATC 
ATGCCACAGCTGANNNNN 
>545 
>546 

CCGGGCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGCAACCCAA 
TAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGTAATTATTAACAGTGCCCCC 
TTTCACTCTCCAAAGAGTCCCTGTCCAGACAGGTAATTGTGAAAGTCGCCTTCAGAATGACT 
GGCCGGTAAGGAAAGTGGAGTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAG 
GGCCTCATCTCAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTACT 
CTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCCAAATCCAGAAACA 
TCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAGCNNNNNNN 
>547 
>548 
>549 
>550 
>551 

GGTACATTAGCAAAAACAGTGGACTTTGTGACCTTGAAAAAGTCATTTAACATCTCTG 
AACCCTACTTTCTAAGTCTCTACMGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGT 
TACTCGGATGTGAAACTCTCCTTTTGTAGATGAAACCATTGCGTAAGGAATATAAAGACTTTT 
CCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAATGCCCATC 
TCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATTATCTCTTGGAAAAGGACCT 
CAGCAATGGAGAATATCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAG 
AATATCCCTCTCCATGTGAATGCAGTGTGTCATCTTTCTCTGTAGATCTGCCGTCATTTGGGC 
GTGTCAGAGAGTCGTTACCTGTCAAGTATCACCTACAGAATAAGACCGACTTAGTTCAAGGA 
TGTAGGAAATTTCTGTGGGAGCCCAGTTGATTGCCTTCATGTTCCTCAGGTCTCCAAACAGG 
TrrCGATTTACGTATTCCTCCTGGGCACGGGAGGCAGGGAAATGGTTATATAATTTTCTATTC 
CTCTGGATGGCTGGGATANN 
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>552 

caccgcagtgGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATTC 
AGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAA 
TCCAAGTAAATGCCTTGTC TTTGC AAATGTTTTTATATTAAATCATAAGGAAGGAACTACTTGC 
CTTAAATGTTATCAAAAGAGTTTTCTAACAAGGTTAATACCTTAGTTCTTAACA I I I I I I I I CTT 

TATGTGTAGTGTTTTCATGCTACCTTGGTAGGAAACTTATTTACAAACCATATTAAAAGGCTAA 

TTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAATATATTACAG7TCATTCCACAG 

AAAGCATCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAATCAGGGGTTTG 

GAAGGAGTAGGGAGGAGAATGAAGGAAAATGCAACCAGCATGATTATAGTGTGTTCATTTAG 

ATAMAGTAGMGGCACAGGAGAGGTAGCMAGGCCAGGCTTTTCTTTGGTTTTCTTCAAAC 

ATAGGTGAAAAAAACACTGCCATTCACAAGTCAAGGAACCCAGGGCCAGCTGGAAGTGTGG 

AGCACACATG CTGT GGAGCACACATGCTGTGGAGATTGCAGTGTGTCTGAGGTTTGTGTAG 

TAGTGGAAGATTTTAGGTATGTAGAGCAAGTTGAAAATGGATTGAGACTGCATGGTGGCATA 

AATGAGAAATTGCCTGTAGCATCTAGTCTACTTGAAGGAAGTGGAGACATAAGGAGAGACAA 

AAACAGGTTTGTGCCATAAAGTATTTTTTCAAAGACACCAAGATGTGGTAAATGAAAATTATTA 

GTTCACTTCCCTGCTGCCATGAAACTTTGCCTTAAGAAGGTGCTGGATTCCAAGGTTTGTAA 

AGGCATCTCGGTAAAGAC TGCTT TTTGAATGCATATGATTTTGCATCAGCTAGACTGAGTTGA 

TTCTGACCAGACTTGATGGTTTTAAGTCGGAACCGATAAATTTTAAAAAGGAGAAAAAATAAT 

TTGACCTAGTAGTATAAAACATGAGGCTTTAATGGTACTTTGCTATGAAAAGAAAACACTGTA 

TTCCTTATGCAAMC ACATGT ATCTTTCATTATTTATAAGTGGCCTCTCTTAGCTCAGTTACTC 

MTTCATACGTAGTATTTTTTAAAATAATTTTATATCTGTGTACCACCCCATATATTTCATATTA 

CTGTTTCACATGTACAGCTTTCTACTTCTTTGTAAGAACACCAACCAACCAAGGTTTAAGTGA 

TTAATAGGCTTGAGCACCGGGTGGCAGATGTTCTATGCAGTGTGGTTCAAGTTTCTTTGACC 

GCACTTATATGCATTGCTAATATGGAATTTAAGATACCATACACAGTCTCTCATGGACCTATC 

TCTATTGTAGAATTATGACTTATGTCTTACTTGCCAMTTTTTCTGAATGTGACCTTTTTTTGCT 

GATTTGCTGGGTTTGGGATTAACTAGCATTATTTTGCCACCTTTATATTGTATTTATAAAAAAA 

AAGTACTATCAATCATACTACTTTGGATTGTTGTGCTGGTGTAATGTGGATTTAACATCAATAA 

ATATTTGACAAATAAAAAAAAAAa 

>553 

tggcggccgaggtacccatctctgcccatcaccgctggaattttgatgacctattg 
gaaaagatctgggactatctgaaactagtgagaatttacaccAaacccaaaggccagttacc 
agattacacatccccagtggtgcttccttacttcgagcggccgccccggcagggacttcac 
accaaacactagctcaagcactgacgttattctacaggactatgaaccttcatatccacattt 
acagtccggacagataaaggaaaacaacccaaatccaggaggcaatataaaaggaagagaa 
caaaacacacattcatacactcacacttaaaaataggggaagaccaacaggggaactttcgt 
tctcttctggatgtctacttaaaaatcccatgtggt 

>554 

NNNNNCATGAGTTTCGGGACAAATTAGCTGCACATCTATCATCAGAGATTCACAATC 
AAGATCTGTATCAAGATAAAGGAATTCAAATAGCATATATATGACCATGTCTGAAAATGTCAG 
TTCTCTAGCATAATTTGTATTGAAATGAAACCACCAGTGTTATCAACTTGAATGTAAATGTACA 
CAGAAAAATATCTGATACTACAAACAGGATATAATCTTAACTTTGATCTCAG7TTCTGTTGCTT 
CATGTCACAGAGAAAACAGAGCAGGAAAATGGCAAGTAAAACAGAAGTGCACATTGCACTAA 
GCTATTGTAGAGCACAGGAAACMTCTTTTCAAAATGTCTACACTGAACTGATTCTTTAAAAC 
GATTCACTAACTGTTGTAAGAGTTAGTGCTCCCATTACTACAGTGCAAAATGTATTGTTGTTT 
CAATACAAAATTTAAAGCAATCTCAAGAGTACCTCGGCCGCCA 
>555 

TGCAGGAGTCCGACCTCCGTCTGTTCCTGGACGGAGACATCCTCCGCCAGGACAG 
AGTCTCCAAGGCTGCTACTCCTTCATCCACCTCAGCTTCCAGCAGTTTCTCACTGCCCTGTT 
CTACGCCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGG 
ACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCCCGACCTGATTCAAGTAGG 
ACACTTCTTATTCGGCCTCGCTAACGAGAAGAGAGCCAAGGAGTTGGAGGCCACTTTTGGC 
TGCCGGATGTCACCGGACATCAAACAGGAATTGCTGCAATGCAAAGCACATCTTCATGCAAA 
TAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGGAG 
GAGGAGCTGGCGMGGTGGTGQTGGCCCCGTTCMGGAAATTTCTATTCACCTGACAAATA 
CTTCTGMGTGATGCATTGTTCCTTCAGCCTGMGCATTGTCMGACtTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTT 
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GAAAGGTGCACTTACCTAACCATTCCGAACTGGGCTCGGCAGGATCTTCGCTCTCTTCGCCT 

CTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTCTGGAAGTGAAAC 

AAAGCTTCCTGAGTG ACTCTTCTGTGCG G ATtCTTTGTG ACCACGTAACCCGTAG CACCTGT 

CATCTGCAGAAAGTGGAGATTAAAAACGTCACCCCTGACACCGCGTACCGGGACTTCTGTCT 

TGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCGTGGCAGGGCACATCGAGTGGGAA 

CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCT 

GAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 

GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCA 

TGTTGCTGTACAAGACCATGACACGCCCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAAC 

TGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 

GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAG 

GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAACCAA 

GCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGAC 

TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 

CTGTAACCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 

GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATTGCAATGCTTCCGGGGCAACG 

GCACCTCCGTGCTGTGACTTTTTTTGCTGAGCAGCCTGGGATCGCTCTACGAATTACACAGG 

AAGCGGGATTCGGGTCTCTAAGATGTCTTATGAATGCAGGTCAGAGGGTCACATGTTAACAC 

TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTAI I I I I GGGAGATTCTGCAC 

GAGTCACGCACCCCCTTCACATGACGCTATGTACTTTCTGACAGGGATAATAAAGTTAGAGC 

ACTCTCGNNNNNNNNNNNNNNNNNNNNNNNN 

>556 

NNNNNNNNNNNNNCGGGGTACTTCTAGAATTAATTAACGCGGGGGAACCGAGGTAC 
GCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAATCTCAAAATAAAGAGGCAACGGCCTT 
TCTCTTCCTCTCCATCTCCCTATAGCACACCTTTTATTTCTTTTCTTCI I I I I I I IAAGCCTCAC 
GAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATCAG 
AAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCACGAAAGCGGTTGTGACT 
CCTGGGCCCAGGGAGTTGACAGCGTCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTC 
TTGAAGTGAGGCTCTGCTGTAGTCCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCAC 
TAATTTGCTCTTTCCTGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTT 
GCCAACAGTTGAACCAAGACTCTGAGGCTGATATGCAATGTCACTTACAACATTAATCAGATA 
CTGCATTTAAGATCTTGATGTGGAAGAAATGGAGGACTCAGAACCAAGGATTTCCAAGTGAT 
TTCTTCCAAAGCACAGGAATCTCACTCTGTTAAAGCTGGTCTGTTCTAACTGAGCTGGATGG 
TCCAGGCCCTATTTCTATGATCTG I I I I I I GGAACTGTTGTATTTGTGTGACACAGTGATGGA 
GCATGATGTCAACTCCCACATACTGTAACCCAGGAAGGAGCATGATGTCAGCTCAGGATACC 
GGAACCGATAAAAACTCAACACAGCTCAACTCCATAAAGGACTTCTGTTTTGTAATCTGGTTT 
CGAGATCTGATGCGTGTGTTTCTAACACCCCGTCACGTGAGGAGGTCTGACGTAGTCACCC 
AACATGACTATGAGAAAATATACTGTAAAGATGTGTGTGGGAN 
>557 
>558 
>559 

TGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTG 
GTTCTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCG 
GTTTTCCTGGCTCCTCGGCCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCGCGAAG 
CTGGGATTTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAATCATAC 
AATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCCCTATATGC 
CCTGTTTTCTCAGTTGGTCATGTGGTGGACATGTGGCTTTAAAGACCATGAAGATGAGGGGG 
CAGGCCTTGTCATATTTAAGGAACTGGGCTCATCCACAAATGCCTTGAGACAGCTACAAGGA 
TTTCCATTTTATGGTAAACCAATGCGAATACAGTATGCAAAAACAGATTCGGATATAATATCAA 
AAATGCGTGGAACTTTGCTGACAAAGAAAAGAACAAAGACCACGAAAAAAGGCAAAACTGTG 

gaacagactgagaaacacaaacaaaaagcctggccagggaactccaaattcagctaataccc 

mggaaattcmcacaaatcctcaggtcctgattacgtcgaaaatatatttttattccttaata 

acttaccagaagagactaaatgagatgatgttatccatgttgttaatcagttcctggttcagg 

aagtacgtctggtaccgggagggatgacaatgctttctgtcgacttgaaatcgttggcagg 

tggaGtggcagggtgcttacagggttttaaatcacacgggcatgtattagaataccttgcag 
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GAATAATTGGGGAGGGTTAAGACTGGGGTCTACCCGCTGGGGACACAGGGGGGCTAACGA 

GAGGGGGGACGGCTGGGGGGAAACCTGTTCNNNNNNNNNNNNN 

>560 

NNNNNCCCCCGAGGGTTCCGATTAAGTGGACGGCACCTCGACCCCAAAAAACTTGA 
TTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTCGCCCTTTAACGTTGA 
GTCCCA CGTTC TTTAATAGTGGA CTCTT GTTCCAAACTGGAACAACACTCAACCCTATCTCGG 
TCNATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGAT 
TTAACAAAAATTTAACGCGAATTTTAACAAAATATTAACGCTTACAATTTCCATTCGCCATTCA 
GGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGG 
CGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACG 
ACGTTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGAATTGGCCAAGT 
GAGCTCGAAT TGCGGCCGC ATGCATAAGCTTGCTCGAGTCTAAAGTCGACTGGGCCGAGGC 
GGCCGACATG I I 1 1 I II I I IGCGGCCGG I I 1 1 1 1 1 1 1 I I I I I I I I 1 I I I I I I GCAAGCGACGCT 
CAGACAGGCGTAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGAT 
CAATGTGTCCTGCAATTCACATTAATTCTCGCAGCTAGCTGCGTTCTTCATCGACGCACGAG 
CCGAGTGATCCACCGCTAAGAGTCCCCCTTCTGTCGTCTTCTCGCAGCCGTACCACACGGC 
GGGCGTCCCGAGACNAAGGGNTTCGATGGACAAGAGACCCAAGCATAGAANNNNN 
>561 

NATACATCAACATGCAGAAACTGTTAAGGAAGAGCACGGGTACAGAAGAGAAAACA 
GGGGGGAAAAAAAAACAGTAACATCCAGAAAACAAACGCTTCCAAGAGCTTTTCTAAGTTAA 
AAGATGGCTCACCAATGGCGAAGACGGTGTCCCTGTCAATTGTGGCCGCTTCCTTAGGGTC 
AAATAACAAAGAAGCAACTTCATCTCTAAATAAAAGGCTGGCATCCCTTTGAGGGAGGGCGA 
GTCGTTGCAGCTGCTGGGCTAAGGACGTCATCTTTCACGCCAGCGGAGTTTTAATGACACG 
GGCTGGAACTGGGAATTTGGGTATATGTTGAAAGGCAACAACTCTTCACAGCGCTTCCCACA 
TGGTACCTCGCCCGCCACCCG 
>562 
>563 
>564 
>565 

atAGGGAGTCGACCCACGCGTCCGCGGACGCGTGGGCGCCGCGGGAGCAGCCGCT 
ATCTCTGTGTGTCCGCGTGTGCGCCCGGTCCCCGCCTGCCGCACCATGGAGAGCTACCAC 
AAGCCTGACCAGCAGAAGCTGCAGGCCTTGAAGGACACGGCCAACCGCCTACGTATCAGCT 
CCATCCAGGCCACCACTGCGGCGGGCTCTGGCCACCCCACGTCATGCTGCAGCGCCGCAG 
AGATCATGGCTGTCCTCTTTTTCCACACCATGCGCTACAAGTCCCAGGACCCCCGGAATCCG 
CACAATGACCGCTTTGTGCTCTCCAAGGGCCATGCAGCTCCCATCCTCTACGCGGTCTGGG 
CTGAAGCTGGTTTCCTGGCCGAGGCGGAGCTGCTGAACGTGAGGAAGATCAGCTCCGACTT 
GGACGGGCACCCGGTCCCGAttAAcggtggccttetgttatgacaGAAACAAGCTTTCACCGACGTGGC 
CACTGGCTCCCTGGGCCAGGGCCTCGGGGCCGCTTGTGGGATGGCCTACACCGGCAAATA 
CTTCGACAAGGCCAGCTACCGAGTAGCTGGGACTACAGCTACCGAGTCTATTGCTTGCTGG 
GAGACGGGGAGCTGTCAGAGGGCTCTGTATGGGAGGCCATGGCCTTCGCCAGCATCTATA 
AGCTGGACAACCTTGTGGCCATTCTAGACATCAATCGCCTGGGCCAGAGTGACCCGGCCCC 
ACTGCAGCACCAGATGGACATCTACCAGAAGCGGTGCGAGGCCTTCGGTTGGCATGCCATC 
ATCGTGGATGGACACAGCGTGGAGGAGCTGTGCAAGGCCTTTGGCCAGGCCAAGCACCAG 
CCAACAGCCAACAGCCATCATTGCCAAGACCTTCAAGGGCCGAGGGATCACGGGGGTAGAA 
GATAAGGAGTCTTGGCATGGGAAGCCCCTCCCCAAAAACATGGCTGAGCAGATCATCCAGG 
AGATCTACAGCCAGATCCAGAGCAAAAAGAAGATCCTGGCAACCCCTCCACAGGAGGACGC 
ACCCTCAGTGGACATTGCCAACATCCGCATGCCCAGCCTGCCCAGCTACAAAGTTGGGGAC 
AAGATAGCCACCCGCAAGGCCTACGGGGAGGCACTGGCCAAGCTGGGCCATGCCAGTGAC 
CGCATCATCGCCCTGGATGGGGACACCAAAAATTCCACCTTCTCGGAGATCTTCAAAAAGGA 
GGACCCGGACCGCTTCATCGAGTGCTACATTGCTGAGCAGAACATGGTGAGCATCGCGGTG 
GGCTGTGGCACCCGCAACAGGACGGTGGCCTTCTGCAGCACTTTTGCAGCGTTCTTCACGC 
GGGCCTTTGACCAGATTCGCATGGCCGCCATCTGCGAGAGCAACATCAACGTCTGCGGCTC 
CCACTGCGGCGTTTCCATCGGGGAAGACGGGCCCTCCCAGATGGCCCTAGAAGATCTGGC 
TATGTTTCGGTCAGTCCCCACATCAACTGTCTTTTACCCAAGTGATGGCGTTGGTACAGAGA 
AGGCAGTGGAACTAGCCGCCAATAGAAAGGGTAtCTGCTTCATCCGGACCAGCCGCCCAGA 
AAATGCCATCATCTATAACAACAATGAGGACTTCCAGGTCGGACAAGCCAAGGTGGTCCTGA 
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AGAGCAAGGATGACCAGGTGACGGTTATCGGGGCTGGGGGTGACCCTGCACGAGGCCTTG 

GCCGCTGCCGAACTGCTGAAGAAAGAAAAGATCAACATCCGCGTGCTGGACCCCTTCACCA 

TCAAGCCCCTGGACAGAAAACTCATTCTCGACAGCGCTCGTGCCACCAAGGGCAGGATCCT 

CACCGTGGAGGACCATTATTATGAAGGTGGCATTGGTGAGGCTGTGTCCAGTGCAGTAGTG 

GGCGAGCCTGGCATCACTGTCACCCACCTGGCAGTTAACCGGGTACCAAGAAGTGGGAAG 

GCGGCTGAGCTGCTGAAGATGTTTGGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGG 

GCCTCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATACATTCCTGA 

GATTCTGGGAAAGGTGCTCAAAGATGTACTGAGAGGAGGGGTAAATATATGTTtgaGAAAAAT 

gaaaaaaaaaaaaaaaaaaaaaaaaaatcgggggccccccccggggggggacaccaaatgcccttttaaggagattattaaccc 

ccccctcaggggaggtttttaaaagaaannanagAATGGATGGTATAGTCAAAATGCTGAAAGAACAAAACC 

TGTCAGCTAAGAATACTGTACCCAGCAAAGCTATCCTTCaaaAATGAACGTGAAATAAACTCT 

TTCCCAGACAAGGAAAAGCTGAGATAATTCATCACCACTAGATTGGCCTAACAAGAAATGATT 

ATGCTGAGTCCTACAGCAAGAAGTGAAAAGCAGGTAATTACTGTCATGAAAACATCAGAAAT 

TATAAAACTCAcAGATAgAGATAAATTTGTAaTCAAAcTcGTaatACTCCAATACTATGATGATGC 

TgtgTaAATCTTtCagacctcaactctgaaggtTaAAAGTcaaaaTAGtaataaCta 

>566 

NACATACTGTGCTAGGTGCGAGGCTGCCTCGTGAATTCCTGGGGACTGGAGGACCT 
GTCTGGTTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGAT 
CTTGCTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGC AGCG AGATGGAGGG 
AGCTGCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTGGTGTGG 
GAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATA 
CTGGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGA 
GCAGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTGC 
TACTCCTGCTGACTGATAATGAGGCCTGGAACGGATTCGTGGCTGCTGCTGAACTGCCCAG 
GAATGAGGCAGATGAGCTCCGTAAAGCTCTGGACAACCTTGCAAGACAAATGATCATGAAAG 
ACAAAAACTGGCACGATAAAGGCCAGCAGTACAGAAACTGGTTTCTGAAAGAGTTTCCTCGG 
TTGAAAAGTAAGCTTGAGGATAACATAAGAAGGCTCCGTGCCCTTGCAGATGGGGTTCAGAA 
GGTCCACAAAGGCACCACCATCGCCAATGTGGTGTCTGGCTCTCTCAGCATTTCCTCTGGC 
ATCCTGACCCTCGTCGGCATGGGTCTGGCACCCTTCACAGAGGGAGGCAGCCTTGTACTCT 
TGGAACCTGGGATGGAGTTGGGAATCACAGCAGCTTTGACCGGGATTACCAGCAGTACCAT 
AGACTACGGAAAGAAGTGGTGGACACAAGCCCAAGCCCACGACCTGGTCATCAAAAGCCTT 
GACAMTTGAAGGAGGTGAAGGAGTTTTTGGGTGAGAACATATCCAACTTTCTTTCCTTAGCT 
GGCAATACTTACCAACTCACACGAGGCATTGGGAAGGACATCCGTGCCCTCAGACGAGCCA 
GAGCCAATCTTCAGTCAGTACCGCATGCCTCAGCCTCACGCCCCCGGGTCACTGAGCCAAT 
CTCAGCTGAAAGCGGTGAACAGGTGGAGAGAGTTAATGAACCCAGCATCCTGGAAATGAGC 
AGAGGAGTCAAGCTCACGGATGTGGCCCCTGTAAGCTTCTTTCTTGTGCTGGATGTAGTCTA. 
CCTCGTGTACGAATCAAAGCACTTACATGAGGGGGCAAAGTCAGAGACAGCTGAGGAGCTG 
AAGAAGGTGGCTCAGGAGCTGGAGGAGAAGCTAAACATTCTCAACAATAATTATAAGATTCT 
GCAGGCGGACCAAGAACTGTGACCACAGGGCAGGGCAGCCACCAGGAGAGATATGCCTGG 
CAGGGGCCAGGACAAAATGCAAAC 1 1 1 1 1 1 1 1 1 1 1 1 CTGAGACAGAGTCTTGCTCTGTCGCC 
AAGGTGGAGCTTGCAGTGAGCCGAGATATCGCCACTGCACTCCAGCCTGGGTGACAGAGC 
GAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGAATATATTGACGGAAGAATAGAGAGG 
AGGCTTGAAGGAACCAGCAATGAGAAGGCCAGGAAAAGAAAGAGCTGAAAATGGAGAAAGC 
CCAAGAGTTAGAACAGTTGGATACAGGAGAAGAAACAGCGGCTCCACTACAGACCCAGCCC 
CAGGTTCAATGTCCTCCGAAGAATGAAGTCTTTCeCTGGTGATGGTCCCCTGCCCTGTCTTT 
CCAGCATCCACTCTCCCTTGTCCTC 
>567 
>568 
>569 

GACCCACGCGTCCGCTCGCGTGTCGCTCGCTTTCTGTCAGCCTCTCTCCCTCTCCC 
TCTCCCCTCTCCTTCCTCTCGCTTCCTCTCTCGCACCTGAGCGTACGCACCTGCCCGGGCC 
CGGCTCCCTCCTCCTCTCCCCTCCCTCTTTCCCCGCCCGGCCGCGGGAGCCTCGTGGCTG 
CGTCACCGCCGCCCCCCCAGACAAGATGGACACCGCGG AGGAAGACATATGTAGAGTGTG 
TCGGTCAGAAGGAACACCTGAGAAACCGCTTTATeATCCTTGTGTATGTACTGGCAGf ATTA 
AGTTTATCCATCAAGAATGCTTAGTTCMTGGCTGAAACACAGTCGAAAAGAATACTGfGAAT 
TATGCMGCACAGATTTGCTTTTACACCAATTTATTCTCGAGATATGCCTTCACGGCTTCCAA 
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TTCMGACATATTTGCTGGACTGGTTACAAGTATTGGCACTGCAATACGATATTGGTTTCATT 

ATACACTTGTGGCCTTTGCATGGTTGGGAGTTGTTCCTCTTACAGCATGCCGCATCTACAAG 

TGCTTGTTTACTGGCTCCGTGAGCTCACTACTGACGCTGCCATTAGATATGCTGTCAACGGA 

MATTTGTTGGCAGATTGTTTGCAGGGTTGTTTTGTGGTGACGTGCACACTGTGTGCATTCAT 

CAGCCTGGTGTGGTTGAGAGAGCAGATAGTCCATGGGGGAGCACCAATTTGGTTGGAGCAT 

GCTGCCCCACCGTTCAATGCTGCGGGGCATCACCAAAATGAGGCTCCAGCAGGAGGAAATG 

GTGCAGAAAATGTTGCTGCTGATCAGCCTGCTAACCCACCAGCTGAGAACGCAGTGGTGGG 

GGAAAACCCTGATGCCCAGGATGACCAGGCAGAAGAGGAGGAGGAGGACAATGAGGAGGA 

AGATGACGCTGGTGTGGAGGATGCGGCAGATGCTAATAACGGAGCCCAGGATGACATGAAT 

TGGAATGCTTTAGAATGGGACCGAGCTGCTGAAGAGCTTACATGGGAAAGAATGCTAGGAC 

TTGATGGATCACTAG I I I I I CTGGAACATGTCTTCTGGGTGGTATCTTTAAATACACTGTTCAT 

TCTTGI I I I IGCATTTTGCCCTTACCATATTGGTCATTTCTCCCTTGTTGGTTTGGGAT TTGA A 

GAACACGTCCAAGCATCTCATTTTGAAGGCCTAATCACAACCATAGTTGGGTATATACTTTTA 

GCAATAACACTGATAATTTGTCATGGCTTGGCAACTCTTGTGAAATTTCATAGATCTCGTCGC 

TTACTGGGAGTCTGCTATATTGTTGTTAAGGTCTCTTTGTTAGTGGTGGTAGAAATTGGAGTA 

TTCCCTCTCATTTGTGGTTGGTGGCTGGATATCTGTTCCTTGGAAATGTTTGATGCTACTCTG 

AAAGATCGAGAACTGAGCTTTCAGTCGGCTCCAGGTACTACCATGTTTCTGCATTGGCTAGT 

GGGAATGGTATATGTCTTCTACTTTGCCTCCTTCATTCTACTACTGAGAGAGGTACTTCGACC 

TGGTGTCCTGTGGTTTCTAAGGAATTTGAATGATCCAGATTTCAATCCAGTACAGGAAATGAT 

CCATTTGCCMTATATAGGCATCTCCGMGATTTATTTTGTCAGTGATTGTCT TTGGC TCCATT 

GTCCTCCTGATGCTTTGGCTTCCTATACGTATAATTAAGAGTGTGCTGCCTAATTTTCTTCCA 

TACAATGTCATGCTCTACAGTGATGCTCCAGTGAGTGAACTGTCCCTCGAGCTGCTTCTGCT 

TCAGGTTGTCTTGCCAGCATTACTCGAACAGGGAGACACGAGGCAGTGGCTGAAGGGGCTG 

GTGCGAGCGTGGACTGTGACCGCCGGATACTTGCTGGATCTTCATTCTTATTTATTGGGAGA 

CCAGGAAGAAAATGAAAACAGTGCAAATCAACAAGTTAACAATAATCAGCATGCTCGAAATAA 

CAACGCTATTCCTGTGGTGGGAGAAGGCCTTCATGCAGCCCACCAAGCCATACTCCAGCAG 

GGAGGGCCTGTTGGCTTTCAGCCTTACCGCCGACCTTTAAATTTTCCACTCAGGATATTTCT 

GTTGATTGTCTTCATGTGTATAACATTACTGATTGCCAGCCTCATCTGCCTTACTTTACCAGT 

ATTTGCTGGCCGTTGGTTAATGTCGTTTTGGACGGGGACTGCCAAAATCCATGAGCTCTACA 

CAGCTGCTTGTGGTCTCTATGTTTGCTGGCTAACCATAAGGGCTGTGACGGTGATGGTGGC 

ATGGATGCCTCAGGGACGCAGAGTGATCTTCCAGAAGGTTAAAGAGTGGTCTCTCATGATCA 

TGAAGACTTTGATAGTTGCGGTGCTGTTGGCTGGAGTTGTCCCTCTCCTTCT GGGGCT CCTG 

TTTGAGCTGGTCATTGTGGCTCCCCTGAGGGTTCCCTTGGATCAGACTCCTCI 1 1 1 1 IATCCA 

TGGCAGGAGTGGGCACTTGGAGTCCTGCATGCCAAAATCATTGCAGCTATAACATTGATGG 

GTCCTCAGTGGTGGTTGAAAACTGTAATTGAACAGGTTTACGCAAATGGCATCCGGAACATT 

GACCTTCACTATATTGTTCGTAAACTGGCAGCTCCCGTGATCTCTGTGCTGTTGCTTTCCCTG 

TGTGTACCTTATGTCATAGCTTCTGGTGTTGTTCCTTTACTAGGTGTTACTGCGGAAA TGCA A 

AACTTAGTCCATCGGCGGATTTATCCA 1 1 1 1 I ACTGATGGTCGTGGTATTGATGGCAATTTTG 

TCCTTCCAAGTCCGCCAGTTTAAGCGCCTTTATGAACATATTAAAAATGACAAGTACCTTGTG 

GGTCAACGACTCGTGAACTACGAACGGAAATCTGGCAAACAAGGCTCATCTCCACCACCTC 

CACAGTCATCCCMGAATAAAGTAGTTGTCTCAACAACTTGACCTTCCCCTTTACATGTCCTT 

TTTTGTGGACTTCTCTCTTTGGAGATTTTTCCCAGTGATCTCTCAGCGTTGTTTTTAAGTTAAA 

TGTATTTGACTTGTGTTCTCAGCATTCAGAGAGCAGCGGTGTAAGATTCTGCTGTTCTCCCT 

GGATCTTCTGACATTACTGCTGTCTGAGATTTGTATATGTGTAAATACAAGTTCCTTGATACC 

CTAAMCCTTGGATTAAACAGAATGTGCATTGTACATCTTTAAACAAAATGTATATTAATTTAT 

TAMTCTAGTTGTCACTTTATTTTGGACCTGCTGTGATCTCGACAGGAAACGTGCCACAGAG 

CAGTAGTGCGCAGGCAAGACTTTTCAGTGACGCCTTGTGGAACGCAGTTCATGATGTCCTA 

GCAGCTCTCACTAAGGGAACTGTACATTCTTTCTTTCTTGGCTATTCAGACCTTACCAAGAAC 

GTTAAAGGAAACAAGTAGAAATCAGCAGTGGAGTGTCTGTGGTAAGAAAACATGAACTTTAT 

GCTTCACTGTTAGTTGTTTGTGGMGTTATTTTGTATAACACCAAAGCTGTTGTACATTTCCTA 

GTGCCTGA I I 1 1 1 1 ICATGTGTCTGTGTTTGTAATATTGTATAGTATCTTGTGCTAGGTGAGGA 

AATTATTTTTMTTTTGATMTTTMTATTCCTAGTGTGATCAG CATT GGGAGTTGGGTTTCAG 

TGGGGCATGTCTATACTTAGAGAAV\AAAAGTCGAAATGAAGATTTTCATGAGTCAGC CCCGC 

CGCCCGCCCCCACCCCACACCCACATCCTCTGTTTTCCACACACMCTATCTGTTTATTTTTT 

GTAGCAGTGGCCGAAAGTCCTGCAAGGTCATAAATCTTTCAGAGTGACATCACCAACTGTAC 

TGCATCTTACTGGATTTAGGACTTCTGAGATGCTTGTGAAGTATAGATGTGGTTGTGGTCTTA 
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GATTGACAGCATTAGAGAAGACTGGTTAGAACATCTGGTCTCGCTGGTTAGTGCCTCGTTGG 

CTGAGGACTAGGTGTGCATTTCTCCTAGCTTTTCATCAGGAAATCCCAAAGTTTCCAAAGCTT 

TTTGTTTACAGAATAMACTTCAAATAAAACCAATTCATTATTTGTCCAGAAGGAAGCTTGGCT 

GAGCTGGCCTTTTAACATAGGAATGTATTTCGTTGGAAACATTCTGAAAAATCTCAGAGAACT 

GMCCCTTACAAACTTTGTTTTCCCTCATAACCAAAGCTTCAGGTTAGAAGTTTAGAAAAATA 

GAATGGTTGGGTACATGATCTAAATGTTTAATGCTAAAGGTATATCGTAAGGGTAGTGTTTGT 

TTTT GAAC GATAATTTAGAAGTTCTCATAGAAAGCGTATAACATAGGTCTTCAGAAACTATAAA 

AGMTTTTCATATAGTATTAAMTCCATAGACTAMATCTGAGAATTTTTTAACATATGCAAGT 

CAGCCAAACATAAGCTACCAAAATAAAGAGCAATGTGTTCTGGCTGTTTTATACTTCAACAAT 

TTTTTCCCTAAGTGGTAAGCAATTACTTTAAAACATATTTTTAAAAACATCGGTATCGGGAGCT 

GCGGTGGCTCCGGCCGGTTGTCCTGGCACACAAGGAGGCGAGGCTATGCGTTCGAGGCCA 

ACCTAGGCAAAATTGGAAAAAAAAAAAAAAAAAGTAACAGAAATAATGCTTGACATAGGATTC 

AGTGTTATACTCTTTGGCACTTT 

>570 

>571 

>572 

NNNNNNNNCAAATTCTCTTTTATTGCTTTATGTCCCTGACTCATGCAGGCCAAAGGG 
TGAGGAGGAGTAATAGCCAACAAGAGCGTCCTGCAGAAAGAAACAGGCTGCGTGGGTCCG 
GAGGAGCTTGAAAGGAAGAACCCGACCAAAGGGCAGGAGACCCGGCTCTCCAGGTCGCGG 
AGGCGTGGGTGCCCAGCCAGGCGGAGTGCGGGGCGGGGCCTCTCGGGCCGCAAGGTGG 
GGCCTCCTGGGCCGGGAGGTGGGAGGTGAGCTCCGCCAGCCCAGCCCACTGCAGACAGG 
TTACCCAGGACCTCAAGGTGTGCTGCGTCACCCCGCCCGCGCTGCGCTGATTGGTTCCTCC 
AGGGAGCCCCCGCCCCCTCAGCTGTAACCGGGCCGGCTTCAGTGTCGCCGCCATCTTTGTT 
GATGTGTCAGCTCCGCAGGGGTTTGGGGAAACGGCCGCTGAGTGAGGCGTCGGCTGTGTT 
TCTCACCGCGGTCTTTTCCTCCCACTCTTGGCTGGTTGGACCCCGCTATGGAAAAGTTGGCC 
CCTGAGCCAGAGCTCCAGCAGCCTTGTTAGGGCGTGGCCTGAGGCTTGGATAAGTGGGAT 
GTAAAACGAAGATCAGGAGCAGATTTGAAGAATTACAAAGTGAATTGGTGCCAGTCAGCATG 
TCAGAGACAGACCACATAGCCTCTACTTCCTCTGATAAAAATGTTGGGAAAACACCTGAATTA 
AAGGAAGACTCATGCAACTTGTTTTCTGGCAATGAAAGCAGCAAATTAGAAAATGAGTCCAA 
ACTATTGTCATTAAACACTGATAAAACTTTATGTCAACCTAATGAGCATAATAATCGAATTGAA 
GCCCAGGAAAATTATATTCCAGATCATGGTGGAGGTGAGGATTCTTGTGCCAAAACAGACAC 
AGGCTCAGAAAATTCTGAACAAATAGCTAATTTTCCTAGTGGAAATTTTGCTAAACATATTTCA 
AAAACAAATGAAACAGAACAGAAAGTAACACAAATATTGGTGGAATTAAGGTCATCTACATTT 
CCAGAATCAGCTAATGAAAAGACTTATTCAGAAAGCCCCTATGATACAGACTGCACCAAGAA 
ATTTATTTCAAAAATAAAGAGCGTTTCAGCATCAGAGGATTTGTTGGAAGAAATAGAATCTGA 
GCTCTTATCTACGGAGTTTGCAGAACATGGTGTTTGGGGACAGGTTGTGGTGAAGGTGGGA 
AAATGGGGGGCTTTAAGGTTTAAAAAAGCCGGGTGGATTTGANNN 
>573 
>574 
>575 
>576 
>577 

cgtccgcacataTTTGTGGAGTGCCTATTACGTGCCAGAAGCTGTTCTGGACACTGAGAA 
ACAGGGATGAAGAAGAAACAGATCCAAGCCTTCCTGAGAGTAACCTCCCCAGGTTTCATGG 
ATGAGGAAACTGAAGGTCGTCCTGACTCAGGCTCATGGCTCCGACCCCGGCTTCTGTGGTT 
GGAGGGCAGCACCTTACTTAGACTCCCAGCGCACGTGGAGCAGTCTGCCGGTCGGTTGTCT 
GGCTGCGCGCGCCACCCGGGCCTCTCCAGTGCCCCGCCTGGCTCGGCATCCACCCCCAG 
CCCGACTCACACGTGGGTTCCCGCACGTCCGCCGGCCCCCCCCGCTGACGTCAGCATAGC 
TGTTCCACTTAAGGCCCCTCCCGCGCCCAGCTCAGAGTGCTGCAGCCGCTGCCGCCGATTC 
CGGGATCTCATTGCCACGCGCCCCCGACGACCGCCCGACGTGCATTCCCGATTCCTTTTGG 
TTCCAAGTCCAATATGGCAACTCTAAAGGATCAGCtGATTTATAATCTTCTAAAGGAAGAACA 
GACCCCCCAGAATAAGATTACAGTTGTTGGGGtTGGTGCTGTTGGCATGGCCTGTGCCATC 
AGTATCTTAATGMGGACTTGGCAGATGMCTTGCTCtTGTTGATGTCATCGAAGACAAATTG 
AAGGGAGAGATGATGGATCTCCMCATGGCAGCCTTTTCCTTAGAACACCAAAGATTGTCTC 
TGGCAAAGACTATAATGtAACTGCAAACTCCAAGCTGGTCATTATCACGGCTGGGGCACGTC 
AGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATCTTTAAATTCATC 
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ATTCCTMTGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGAT 

ATCTTGACCTACGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGG 

TTGCAATCTGGATTCAGCCCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCCA 

TTAAGCTGTCATGGGTGGGTCCTTGGGGAACATGGAGATTCCAGTGTGCCTGTATGGAGTG 

GAATGAATGTTGCTGGTGTCTCTCTGAAGACTCTGCACCCAGATTTAGGGACTGATAAAGAT 

AAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAAAC 

TCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATG 

AAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGA 

TGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGT 

GACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGATACACTTTGGGGGATC 

CAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGTCTAGGCTACAACA 

G G ATTCTAG GTGG AG GTTGTG C ATGTTGTCCTTTTTATCTG ATCTGTG ATTAAAGC AGTAAT A 

TTTTAAGATGGACTGGGAAAAACATCAACTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAAT 

CCACAGCTATATCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAACTGGTTAGTGTGA 

AATAGTTCTGCCACCTCTGACGCACCACTGCCAATGCTGTACGTACTGCATTTGCCCCTTGA 

GCCAGGTGGATGTTTACCGTGTGTTATATAACTTCCTGGCTCCTTCACTGAACATGCCTAGT 

CCAACATTTTTTCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATCCAATATCATGTCTT 

GTGCATAATTCTTCCAAAGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATATAA 

TGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCC 

CCAATAAACCTTGAACAGTGAAAAAAAAAAAAAAAAAAAAAAaaaaattggggcgcgccgggcccgaaaa 

gttaaacaatgggggggcgcgcagtgaagaacgggcaagggccagagagacgggccgcaagggggtttccccaaaaaaccgg 

gccggtccgaaacagggtcgggtcgggaac 

>578 

TTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCA 
GTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATAATCT 
GGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTT7TGCACAGGGAACCA 
GTGGACAGAGGTATCATTAAACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCT 
CCAGTCCTTTTAAAATCTTTGCAATGTAGGGATAA I 1 1 1 1 CTGCAGAATCCTTGCCAACAACC 
TCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGGCATCTACTGACC 
AGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAG 
>579 

acgCGTCCGCGgtcGCGTGGGTGAGCCATGTACTTCAAACAGAAGGCAGCCAATTACT 
AACTTCTGGTTGCTAGGtGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCAGTGTGAAATCTTCAGAGAAGMTTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAA 
AGACACTTTTTCAAAAATGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTGAAGAAA 
GCCCTTACAGGTCACCTTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCTGATGAACTTCGTGCTGCCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTCTACAGAGAGGAACTG 
AAGAGAGATCTGGCCAAAGACATMCCTCAGACACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGCCAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATCCACAACTTCGCAGAGTGTTTCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGtTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCACAGCTATCGTGAAGTG(^CCACAAGCAAACCAGCTTTCTTTGCAGAGAAGCTTCATCAA 
GCCATGAAAGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGGTTTCCCGTTCTGA 
AATTGACATGMTGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAGC 
CATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACT 
AAACATTCCCTTGATGGTCTCA^GCTATGATCAGMG AGTTTMTTATATATTTTGATCCTATA 
AGCTTAAATAGGAAAGlTTCTTCAACAGGATTACAGTGTAGCTACCTACATGCTGAAAAATAT 
AGCCTTTAMTCATTTTTATATTATAACTCTGTAtAATAGAGATMGTCCATTlTTTAAAMTG^ . 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGCTGAAAATAAAATGACGTCACAAGGCAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
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aaagggggggggccxigcgcaaaaaaatatcccccgcgggggggccgaagagaatcaacgcgcgctccccacgattgttctciggt 

gtacaagggggtcccccaaaaaaaaggggaatccttgtatataataacacgcgatgcggcaggggcgcgcggcgtttcacaaaaga 

cagcggggcggcgggggaaaaaagggccgaccctgggggaacccctggtgaacaaaaggaaacccctctcactctggggggcg 

ggggaagcacaataatgggagaaacaacctcgcgcccagacaacaatgatatgccaacacgcccctcagcaggagacactataat 

ccacgatctccgacatggtgcgtgtacctacgcgtgtctatccaccagccacgccaggaatactctactcaagtggccaggcgcccgca 

gacacacttttgcgacccacccacgagcgtgctaagtgaccataacgaaacaacagtacttattttacccacgcgagggcacctcgatg 

cacaacaacaacccgaccggacagcaccatgcacaccaagccaacgaataaaccaagacacacagacccaaccaaatcaacc 

aagcccggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacactgacacacacagc 

atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>580 

NNCTGTATTTTAGCAGGACTGATCGTTTTTCTAAGTAGACCTGAGCTTTGTTTATCAG 
TGAAATTCAAGGAGAAAATGAGGTTAATGAAGAGGTATCAGTTAAATATCCCCTTCTTCTCAC 
CCTGCCAAAATTAGCAGTTGGA I I I I IGGAAACTCTGGAATATTCTGGGTCATTTTGTTTTGT 
ATGTTTGTTG I 1 1 I ICGTCTTCCAAAGGTGAAAGCTATGATACAGTTCCACTTAAATTTTAGTG 
TTTTCTTACTCAGCTCAAGCATTAA 1 1 1 1 I GATTAAGTCTTAATCTGCATGACCTGTGAATCTG 
AATCCATCATCTCCCTTTCCTGCCAGCTTTTCTACAAACATTGAAATATGTTATTTGGTCAGCA 
CTTATTTCCTAGGTTCACAGCCTTGGGAGGTTGTGGCATGTCCTCCCAGTCTGGCTGGGAA 
GAGACCAGCTGTACCATCCAAATGCTTCCCTGGTCTTGATGATCTCTTCCAGAGTCGATCTG 
AGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAATGGAATTAAACCCAATTTGGAAAC 
AACATTGACCCAGTCAAAAGGTTCTAATGGTTTC I I I I I CTTCCTCCAGTTTTAGTTTGCTTTT 
ATTAAAAAAAGAAAATAGTGCATGGCCATAGCTCCTTCAGTTCTCTTATTGCAGACTAACCAT 
CAGGATGGTATCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGTACTC 
TGTAACACAAAGTGGGAAACCACTTCCTGGTGCTGCCGCTCCTGCCCCCACTTTAGGTGGG 
AGGGACGAGTTTTGCCCTCTAGATTTTAATCCAGCTGGTGTCCACCGGATGTTGCCCTCCTG 
GGGAGCAGATATCAGTCTGTGGAACTCTGGGAAAACCACAGGCACATTTTTCGGTGCGGAC 
AGATTTGCCAGCACATAACTGGGCAGCCAGCTAGAATACTTTGTGGAAATTAAGCGAGGTTT 
TCCATTTCAGCCCCATGGTGCATGGTGGTGGCCGATGAATGTGTCAGTCTGCTCAGAGAAA 
GGACAAAAAGGAAATTATTTTCAAAACTGTGTTCACTGTTTGGGTGTGTGTATGGCTCTGCAT 
GTGTGTG I I I I IGTCTCTGTATAGGTAGAGGTATTCACATCTTACTCCGACTGTAAGGTTGTC 
TTACTTCATCTCTGCCCCCACCACAGTTGCCATTTTGTAATGTCCTTCCAACATGGAGAAGAC 
ACGAGCTCTCTCCAGTTGGCATCATTTGTC I I I I I I GTTGATTGCCTCATTCTCCAGTGAACT 
CCATCTGGCCAATTGATTCAGAATCAGGGAAGATCCCTGCCCTTTGGCACATCCACTGAAAG 
GCCAAACAGCAAGTCCGAGTGAGTTTTAAATATTAATTAATCACCCTTTAI I I I 1 1 ACACTTGA 
GAGTGATTGTAATAAAGGCTGTCATTAATAAACTTGGTTCTACCTTAAAAAAAAAAAAAAATTC 
ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 
TTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCC 
TTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCAAATTGTAAGCGTTAATATTTTGGTAA 
AATTCGCGTTAAATTTTTGTAAATCAGCTCATTTGTAACCTGGCCGTCGGCNNNN 
>581 
>582 
>583 
>584 

NAGCTACCCGCGGTGGCGGCTGAGGGACATTTCGTATCGGTTATACAACATTTGTTT 
AATAAATGCAACGAACAAAGCTACACAGGACTTAGATATTGAAGCAGAAAAGGTGGTTTTAC 
AGTCCCTGCATTAACCTCTAATTCTTACTACCCTGGCCAAGAAAGCATTTTCACCTCCTGCGC 
TTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTTCTTCTCAGGCTTTCTTATTCTGATGCTGAGAT 
AGTTCTGTTCACTTAGCAACTTGGGACAGTGACACAGGGTTTGTTCTGTACAAGCAGGTTAT 
CCAAGAGGCATCCATACCCTGGGTTTTGCTCCAACCATAAGGAAAATTGATGCAGCTGTTTC 
TGACAAGGAAAAGAAGAAAACATACTTGnTGCAGCGGACAAATACTGGAGATTTGATGAAA 
ATGGCCAGTCCATGGAGCAAGGCTTCCCTAGACTAATAGCTGATGACTTTCCAGG AGTTGAG 
CCTAAGGTTGATGCTGTATTACAGGCATTTGGATTTTTCTACTTCTTCAGTGGATCATCACAG 
TTTGAGTTTGACCCCAATGCCAGGATGGTGACACACATATTAAAGAGTAACAGCTGGTTACA 
TTGCTAGGCGAGATAGGGGGAAGACAGATATGGGTGTTTTTAATAAATCTAATAATTATTCAT . 
CTAATGTANNNNN 
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>585 

NNNNNNNNCCGCCCGGCAGGTACGCGGGGATGACGCAAGAGCCCGCTCTCACTTT 
TCAGCGGCAGGCGAAGGGGGCTGAGGAAAGGAGGTGGGTCTAGGCAGGGGAAATTGGGG 
TGCCACCAGACGGAGACAGCTTGGACTACCAGAATCAAGCACTCTTTTGGAAGAGGGTAAT 
CTCTCTCCAAAAACTGAGGACACTTACCTTCCCCATATATTGAGTCCAGCTGTGTTTGGTGG 
CCCAGGTACTAATTTCAAGATGCCAGGACGTTCCAGTTCAAATTCAGGTTCAACTGGTTTCAT 
CTCCTTCAGTGGTGTAGAGTCTGCTCTCTCCTCCTTGAAAAACTTCCAAGCCTGTATCAACTC 
TGGTATGGACACAGCTTCTAGTGTTGCTTTGGATCTTGTGGAAAGTCAGACTGAAGTGAGTA 
GTGAATATAGTATGGACAAGGCAATGGTTGAATTTGCTACATTGGATCGGCAACTAAACCATT 
ATGTAAAGGCTGTTCAATCTACAATAAATCATGTGAAAGAAGAACGTCCAGAAAAAATACCAG 
ATTTAAAATTATTGGTAGAGAAGAAATTTTTGGCTTTACAGAGCAAGAATTCTGATGCAGACT 
TTCAAAATAATGAAAAATTTGTACAGTTTAAACAACAGCTGAAAGAACTAAAGAAGCAATGTA 
AGTCMCATGCTTGCTTGGTTCGGCTTTTTGAAATTAGGGAACTGACTTGATGAACAGCCCA 
GTTAACTTGATTTATAAAGTTGCTTATCTGCTGGGTGATCTCATTCTAGTGCGTTAATGTTGT 
GCMTCGGATTGGGTAATTTGGTCAATCAGCTGGCATTTTGGAAGCAAGGTTCCCAAGTGGC 
CGAAATTCCGAAGTGTGATTGTATTGTCCATTGCGGCGGAGGGGACGTGTGAAACAACATTA 
AGGGAAGCACATATTTCTAGCACAAAAAAGGGGAGCGACAAAGAACTCAGTGGCACCATGC 
GTACGACACTTGTAAGCGGCCACATAGGAGTATAATAAAGACGGGGATCAACATAGAAAAAA 
CATCATATGTATAACCATCATGTATGGTGAACGCACTCAGACAGTTGATGTTGTAGAAATAGG 
AGTTTCGAACTAGAGGACGTAATCATAGANN 
>586 
>587 

NNNCTCGTGGGCAGAGGAACAACCAGGAACTCGGGCTCAGTCTCCACCCCACAGT 
GGGGCGGATCCGTCCCGGATAAGACCCGCTGTCTGGCCCTGAGTAGGGTGTGACCTCCGC 
AGCCGCAGAGGAGGAGCGCAGCCCGGCCTCGAAGAACTTCTGCTTGGGTGGCTGAACTCT 
GATCTTGACCTAGAGTCATGGCCATGGCAACCAAAGGAGGTACTGTCAAAGCTGCTTCAGG 
ATTCAATGCCATGGAAGATGCCCAGACCCTGAGGAAGGCCATGAAAGGGCTCGGCACCGAT 
GAAGACGCCATTATTAGCGTCCTTGCCTACCGCAACACCGCCCAGCGCCAGGAGATCAGGA 
CAGCCTACAAGAGCACCATCGGCAGGGACTTGATAGACGACCTGAAGTCAGAACTGAGTGG 
CAACTTCGAGCAGGTGATTGTGGGGATGATGACGCCCACGGTGCTGTATGACGTGCAAGAG 
CTGCGAAGGGCCATGAAGGGAGCCGGCACTGATGAGGGCTGCCTAATTGAGATCCTGGCC 
TCCCGGACCCCTGAGGAGATCCGGCGCATAAGCCAAACCTACCAGCAGCAATATGGACGGA 
GCCTTGAAGATGACATTCGCTCTGACACATCGTTCATGTTCCAGCGAGTGCTGGTGTCTCTG 
TCAGCTGGTGGGAGGGATGAAGGAAATTATCTGGACGATGCTCTCGTGAGACAGGATGCCC 
AGGACCTGTATGAGGCTGGAGAGAAGAAATGGGGGACAGATGAGGTGAAATTTCTAACTGT 
TCTCTGTTCCCGGAACCGAAATCACCTGTTGCATGTGTTTGATGAATACAAAAGGATATCACA 
GAAGGATATTGAACAGAGTATTAAATCTGAAACATCTGGTAGCTTTGAAGATGCTCTGCTGG 
CTATAGTAAAGTGCATGAGGAACAAATCTGCATATTTTGCTGAAAAGCTCTATAAATGGATGA 
AGGGCTTGGGCACCGATGATAACACCCTCATCAGAGTGATGGTTTCTCGAGCAGAAATTGA 
CATGTTGGATATCCGGGCACACTTCAAGAGACTCTATGGAAAGTCTCTGTACTCGTTCATCA 
AGGGTGACACATCTGGAGACTACAGGAAAGTACTGCTTGTTCTCTGTGGAGGAGATGATTAA 
AATAAAAATCCC AG AAGG AC AG G AG G ATTCTCMCACTTTG AATTTTTTTAACTTCATTTTTCT 
ACACTGCTATTATCATTATCTCAGAATGCTTATTTCCAATTAAAACGCCTACAGCTGCCTCCTA 
GMTATAGACTGTCTGTATTATTATTCACCTATAATTAGTCATTATGATGCTTTAAAGCTGTAC 
T TGCAT TTCAAAGCTTATAAGATATAMTGGAGATTTTAAAGTAGAAATAAATATGTATTCCAT 

gttt ttaa aagattaclt tctact ttgtgtn'cacagacattgaatatattaaaltattccatat 

tttcttttcagtgaaaaattttttaaatggaagactgttctaamtcacttttttcc 

attttta gagtg gctagtagtttcttcatttgaaattgtaagcatccggtcagtaagaatgcc 

catccagttttctatatttcatagtcaaagccttgamgcatctacaaatctctttttttaggt 

tttgtccatagcatcagttgatccttagtmgtttttcatgggagacttccttcatcacatctt 

atgttgaaatcactttctgtagtgaaagtataccaaaaccaatttatctgaactaaattctaaa 

GTATGGTTATACAAACCATATACATCTGGTTAGCAAACATAAATGCTGAACATTCCATATTATT 

atagttaatgtcttaatccagcttgcaagtgaatggaaaaaaaaataagcttcaaactaggta 
ttc tggga atgatgt aatg ctctgmtttagtatgatataaagaaaacttttttgtgctaaaaa 
tactttttaamtcmttttgttgattgtagtmtttctatttggadtc 
amcattctgaagatgtacttggatttaattaaaaagttcacttagtaaaaaaaaaaaaaaagg 
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CGGCCGCTAGAACTATCTAGAGAAAAAACTCCCAACCTCCCCCTGAACCNNNNNNNNNNNN 
N 

>588 

cactTTTAATTCTTATGAACTTGGGCAAAAGGATTAAMTTCTACTTTGGTATCTTTTGA 
AAGAAAACAGAAAGTGGACATTTTAACTATAAGTTTCTTATCAGCCTACAATCAGA TGAAG GA 
MCTGGTAAAMTTTCTCACTGTMTMTTGAAGAGTCTGATATTCCACCATACTTATTTTATG 
GATGAAGTAATATTTGGGATAATATAAAAGACTTGCATAGATATGTATATCAAATTAATAGTTT 
MCTCGGATGTGAGCTTTTAATTTCTTATTTAGTTATTAAGCATACTGCCTCCTGAATTAACTG 
CTTTTCATTTTCTTCAAGATCTAATTATCATGGACCTGCAACAGTTTCTTATGTGCCTGTCCCT 
GTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACCGTGTACATCATGAGCCT 
CAGCTCAGTGACAAGGTTCACAATGATGCTCAGAGTTTTGATTATGACCATGATGCCTTCTTG 
GGTGCTGAAGAAGCAAAGACCTTTGATCAGCTGACACCAGAAGAGAGCAAGGAAAGGCTTG 
GAAAGATTGTAAGTAAAATAGATGGCGACAAGGACGGGTTTGTCACTGTGGATGAGCTCAAA 
GACTGGATTAAATTTGCACAAAAGCGCTGGATTTACGAGGATGTAGAGCGACAGTGGAAGG 
GGCATGACCTCAATGAGGACGGCCTCGTTTCCTGGGAGGAGTATAAAAATGCCACCTACGG 
CTACGTTTTAGATGATCCAGATCCTGATGATGGATTTAACTATAAACAGATGATGGTTAGAGA 
TGAGCGGAGGTTTAAAATGGCAGACAAGGATGGAGACCTCATTGCCACCAAGGAGGAGTTC 
ACAGCTTTCCTGCACCCTGAGGAGTATGACTACATGAAAGATATAGTAGTACAGGAAACAAT 
GGAAGATATAGATAAGAATGCTGATGGTTTCATTGATCTAGAAGAGTATATTGGTGACATGTA 
CAGCCATGATGGGAATACTGATGAGCCAGAATGGGTAAAGACAGAGCGAGAGCAGTTTGTT 
GAGTTTCGGGATAAGAACCGTGATGGGAAGATGGACAAGGAAGAGACCAAAGACTGGATCC 
TTCCCTCAGACTATGATCATGCAGAGGCAGAAGCCAGGCACCTGGTCTATGAATCAGACCAA 
AACAAGGATGGCAAGCTTACCAAGGAGGAGATCGTTGACAAGTATGACTTATTTGTTGGCAG 
CCAGGCCACAGATTTTGGGGAGGCCTTAGTACGGCATGATGAGTTCTGAGCTGCGGAGGAA 
CCCTCATTTCCTCAAAAGTAA TTTATT TTTACAGCTTCTGGTTTCACATGAAATTGTTTGCGCT 
ACTGAGACTGTTACTACAAACTTTTTAAGACATGAAAAGGCGTAATGAAAACCATCCCGTCCC 
CATTCCTCCTCCTCTCTGAGGGACTGGAGGGAAGCCGTGCTTCTGAGGAACAA CTCTA ATTA 
GTACACTTGTGTTTGTAGATTTACACTTTGTATTATGTATTAACATGGCGTGTTTAI I I I IGTAT 
TTTTCTCTGGTTGGGAGTATGATATGAAGGATCAAGATCCTCAACTCACACATGTA GACAA AC 
ATTAGCTCTTTACTCTTTCTCAACCCCTTATATGATTTTAATAATTCTCACTTAACTAATTTTGT 
AAGCCTGAGATCAATAAGAAATGTTCAGGAGAGAGGAAAGAAAAAAAATATATGCTCCACAA 
TTTATATTTAGAGAGAGAACACTTAGTCTTGCCTGTCAAAAAGTCCAACATTTCATAGGTAGT 
AGGGGCCACATATTACATTCAGTTGCTATAGGTCCAGCAACTG AACC TGC CATTA CCTGGGC 
AAGGAAAGATCCCTTTGCTCTAGGAMGCTTGGCCCAAATTGATTTTCTTCTTTTTCCCCCTG 
TAGGACTGACTGTTGGCTAATTTTGTCAAGCACAGCTGtGGTGGGAAGAGTTAGGGCCAGT 
GTCTTGAAAATCAATCAAGTAGTGAATGTGATCTCTTTGC AGAGCTAT AGATAGAAACAGCTG 
GAAAACTAAAGGAAAAATACAAGTGTTTTCGGGGCATACA I I I II 1 1 I CTGGGTGTGCATCTG 
TTGAMTGCTCMGACTTAATTATTTGCCTTTTGAAATCACTGTAAATGCCCCCATCCGGTTC 
CTCTTCTTCCCAGGTGTGCCAAGGMTTMTCTTGGTTTCACTACAATTAAAATTCACTCCTTT 
CCAATCATGTCATTGAAAGTGCCTTTAACGAAAGAAATGGTCACTGAATGGGAATTCTCTTAA 
GAAACCCTGAGATTAAAAAAAGACTATTTGGATAACTTATAGGAAAGCCTAGAACCTCCCAGT 
AGAGTGGGG A I 1 1 I I I I ICTTCTTCCCTTTCTCTTTTGGACAATAGTTAAATTAGCAGTATTAG 
TTATGAGTTTGGTTGCAGTG7TCTTATCTTGTGGGCTGATTTCCAAAAACCACATGCTGCTGA 
ATTTACCAGGGATCCTCATACCTCACMTGCAAACCACTTACTACCAGGCCTTTTTCTGTGTC 
CACTGGAGAGCTTGAGCTCACACTCAAAGATCAGAGGACCTACAGAGAGGGCTCTTTGGTT 
TGAGGACCATGGCTTACCTTTCCTGCCTTTGACCCATCACACCCCATTTCCTCCTCTTTCCCT 
CTCCCCGCTGCCAAAAAAAAAAAAAAAGGAAAGGTTTATGATGAATCAACAGGGTTTCAGTC 
CTTATCAAAGAGAGATGTGGAAAGAGGTAAAGAAACCACCCTTTGTTCCCAACTCCACTTTAC 
CCATATTTTATGCAACACAAACACTGTCGTTTTGGGTCCCTTTCTTACAGATGGACCTCTTGA 
GAAGAATTATCGTATTCCACG 1 1 1 1 1 AGCCCTCAGGTTACCAAGATAAATATATGTATATATAA 
CCTTTATTATTGCTATATCTTTGTGGATAATACATTCAGGTGGTGCTGGGTGATTTATTATAAT 
CTGAACCTAGGTATATCGTTTGGTCTTGCACAGTCATGTTGAGGTGGGCTCCCTGGTATGGT 
AAAAAGCCAGGTATAATGTAACTTCACCCCAGCCTTTGTACTAAGCTCTTGATAGTGGATATA 
CTCTTTTAAGTTTAGCCCCAATATAGGGTMTGGAAATTTCCTGCCCTCTGGGTTCCCCATTT 
TTACTATTAAGAAGACCAGTGATAATTTAATAATGCCACCAACTCTGGCTTAGTTAAGTGAGA 
GTGTGAACTGTGTGGCAAGAGAGCCTCACACCTCACTAGGTGCAGAGAGCCCAGGCCTTAT 
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GTTAAAATCATGCACTTGAAAAGCAAACCTTAATCTGCAAAGACAGCAGCAAGCATTATACG 

GTCATCTTGAATGATCCCTTTGAAA 1 1 1 1 I I I 1 1 1 1 GTTTGTTTGTTTAAATCAAGCCTGAGGC 

TGGTGAACAGTAGCTACACACCCATATTGTGTGTTCTGTGAATGCTAGCTCTCTTGAATTTGG 

ATATTGGTTATTTTTTATAGAGTGTAAACCAAGTTTTATATTCTGCAATGCGAACAGGTACCTA 

TCTGTTTCTAAATAAAACTGTTTACATTCATTATGGGGTATGTATGACCTTCATTTTCCAAGAA 

ATAGAACTCTAGCTTAGAATTATGGATGCTCTAAAATGTCAGAATGGGAACTCTCCTTGAAGT 

TCTCCCAAACTCAGAGACAGCACTGCCTTCTCCTAAATGATTATTCTTTTCTCCCTGTTTTCT 

GGTATTTTCTAGCATCCTTCTCACCACAGCCATAACCCTTTTTTACTTCCATTAGGCCGTATA 

ACTGGAGAGACCTGCTGCTCGTTATATAATTATCTGATACCAAACACAAGCGATTCTGAATGT 

ACACACACGTTTATCTATAGAGCATAAGGTAAAACAATTTTGTTTAACATTTTGGTATTGTTTA 

CAAATGTTATTAAAACATGCAAATTCATTTTGAGAACCTCGAGAGAATtaacctATTAACTTTAGT 

AAACACACAGTTTAAGACAAATATAAAGGTTTAGCCAAATGCAACGGGGAGGAAGCACCTGG 

AATAATTTGTG CTTGCTC AGGG GCTTGTG G ACATG GCTGTTCCTGCC AMGCTGTAGCAGTT 

ATCC AAAAGTTCTTTCAAACTCATATTTGG G GCCACTG AgttttttttgtttttttttttgTTTtgttttgTTTTTTCT 

TTATGTCTCTCCCATTTCTAAAGTGTTTTCTTAAGTTTGTTCTAATTCAGCATatatcatctcagaatgg 

atccccagca 

>589 

>590 

>591 

CGACCCACGCGTCCGCGCGAATCCGTCGCGGAACCTGTCTTCTGTCTTTACCCAGA 
GCTACCATGAGCAAGCGGAACCAGGTATCGTACGTGCGGCCAGCCGAGCCGGCGTTTCTG 
GCCCGCTTCAAGGAACGGGTCGGCTACAGGGAGGGACCCACCGTAGAGACTAAGAGAATT 
CAGCCTCAGCCCCCAGATGAAGATGGGGATCACAGTGACAAAGAAGATGAACAGCCTCAAG 
TGGTGGTTTTAAAAAAGGGAGACCTGTCAGTTGAAGAAGTCATGAAAATTAAAGCAGAAATA 
AAGGCTGCCAAAGCAGATGAAGAACCAACTCCAGCCGATGGAAGAATCATATATCGAAAACC 
AGTCAAGCATCCCTCAGATGAAAAATATTCAGGTTTAACAGCAAGCTCAAAAAAGAAGAAGC 
CAAATGAAGATGAAGTAAATCAGGACTCGGTCAAAAAGAACTCACAAAAACAAATTAAAAATA 
GTAGCCTCCTTTCTT1TGACAACGAAGATGAAAATGAGTMGTGTAMTATTTTGAATTTAGTC 
TACmGAAAGTATATGGAGTGTTCATTAAAATCACATTTTTTCCTATTATAAAGATACTACAA 
GTTCTTTATAGAAAGTTTAGGAAATAGAGAAAAAAATTTAATAAACTACATCTATTCATCAATA 
CCCCTCTGACTTAAMTGCCAACTCTATAGAAATTAGCTAGTATTAACATTTTGTTATTTCCCT 
TGTGTGGTTGTATATATATGTAAATTATATTTTTAAGCAAAATACATTTTTTGTGTGTAAACAAA 
ATTTTATAAATACAACTGTATTGCAAATGTTCTTTGTCCTGCTTCTCACTTGACATTGCATTAT 
GAGTATTCTTCCAGGTCAGTAAATTTCAAAAACCTGACATTAATAGCTACAGATAATTTCATAA 
ACATCTCATTGTATCTTTTTCATTAGCAATAGCTCCACTTTGGGTGGGGGAGATGATAATGTG 
CCTTGTTAAAAATACCTCCCCAACTCCTGCTAAGGGTGGCCATGAGACTCAGCTCTGGCAAG 
TTAAGAAATACAGGTGGAATTCTGCTTGATAAAGCTGCTGGG 1 1 1 1 1 1 GTTACAAAAGGACAG 
ACTTGGCAAACATGAGCCTTTGCTCTTATCTTTTCATCCTACTTGGAGTGCAGAGATAAAACC 
TGAGTACCTGCCGGGCGACCGCCACCGCGTGGAGCTCCAA 
>592 
>593 
>594 

CTGGAATTCTTTTTAGCGTGGTCTCGGCCG 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G AI 1 1 1 1 1 A GGAG 
CTTTTATTGTTTTAGTAATCTTAACATAACTTAAAATAAGAGAGGGGAAATGACATCTGGAGAT 
CTAGGTATGTGGCCCATTGCAATTGAGCACATTTCTTGGGTCTGTTTCTCTATCTCTAAGGG 
GAGTCTCAAAACCCCAGCTCAAAATACGACACTAACATCATGAACATGCATGAGCTTTGAAA 
AGTGCTCTGTAGTCTTATGATGATCTAGAAGAGCACTGTCCAATAGAACTTTCTGTGATGATG 
AAAAGATTCTACTTCTGACCTATTCAATAGGGTAACCACTAATCATGCATGGCTCTCAAGCAC 
TTGAMTGTTGCTAGTGTGATTGGGGAGCTGCGTTTTGAATGTTAACTMTTTAAATTTAAATC 
TTAAAAAGTTACATGTGGGTAGTGGCTGCCGTACGGAACAGTACAGCACTAGAATAATGCTG 
TGTCCTCCTGTTACACATACTCATGGTCTCTCCTACTCTCCCTTGATCACACCTGTGACATCT 
TGCMTTTATATTTGATTGTGTCATTATCTAATGTATTCCTCCTGGACTCTAAGCTCCAAATGA 
ACAAATGCTTTGTCTACTTTGCCATAACTGTGTCCCCAGTGCTTGGCATGGGACCTGGTGCA 
GAGTAAATACATCATAAATATTTTGTGAATGAATGAATGAATGAATGACCATGATTAATAAAAG 
GATATAGCTGCTCAGTCTGGTGCTGATAATGGTGGTAGTGATCAAAAGGGTTAAACCACAGG 
TCATTAAATGAAAACAGCTAACTTAGTGCTTACAGGAACCATACACTCCCTGTGTATAAACAT 
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GCCGGTGTGTGTGTACAGGTGTGTGTGTGCAAAAGCATAATAATGTGTTTGCAAAGGTTTGC 

ATTTGTGTAGTCATGTGTAGACATGTATGCTCATGTGTTtTTGTGTCAGGAT AATAAGGTGA C 

TMGACTMGACACATGCAMTCACCCAGGAAGGCAGTTTCTAAGTCATTACTTTTTATTTTG 

AAGGATTTGTGAAACTCTTCACATCATGGTAATCATACAAACTCTCACCATGATGTGAAGAGT 

TTCACAAATCCTTCAAAATAAAAAGTAATGACTTAGAAACTGCCTTCCTGGGTGATTTGCATG 

TGTCTTAGTCTTAGTCACCTTATTATCCTGACACAAAA ACAC ATGAGCATACATGTCTACACA 

TGACTACACAAATGCAAACCTTTGCAAACACATTATGCTTTTGCACACACACACCTGTA CACA 

CACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCTGTAAGCACTAAGTTAGCTGTTTT 

CATTTAATGACCTGTGGTTTAACCCTTTTGATCACTACCACCATTATCAGCACCAGACTGAGC 

AGCTATATCCTTTTATTAATCATGGTCATTCATTCATTCATTCATTCACAAAATATTTATGATGT 

ATTTACTCTGCACCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGTAGACAAA 

GCATTTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTAGATAATGACACAATCAAATA 

TAAATTGCAAGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTGTAA 

CAGGAGGACACAGCATTATTCTAGTGCTGTACTGTTCCGTACGGCAGCCACTACCCACATGT 

MCTTTTTAAGATTTAMTTTAAATTAGTTAACATTCAAAACGCAGCTCCCCAATCACACTAGC 

AACATTTCAAGTGCTTGAGAGCCATGCATGATTAGTGGTTACCCTATTGAATAGGTCAGAAGT 

AGAATCTTTTCATCATCACAGAAAGTTCTATTGGACAGTGCTCTTCTA GATC ATCATAAGACT 

ACAGAGCACTTTTCAAAGCTCATGCATGTTCATCATGTTAGTGTCGTATTTTGAGCTGGGGTT 

TTGAGACTGCCCTTAGAGATAGAGAAACAGACCCAAGAAATGTGCTCAATTGCAATGGGCC 

>595 

>596 

NCTACCCACCTTTCCCCCCCGCTTTGGACCCTCCCCGTC TGCC TCC CTTTC TCCTGC 
CCCCMCATTTTAATTTCGCCCACCCACAATTTTCAGTACAATTCATTTTATTATT TTAGTG CA 
ACAAAACATTTCCAGATTTATTTCCMTTTCAGTTTCAAMCAAACTGACCTGAMTTTTTAGT 
ATTTACTATCTGTGACAATGACCAATAAAATGTGTAAGAATATAAAAAA TAAAT TCATTCATTG 
TTGGTAGTACTCCAAATTCAATGCATAAGAACCTTTTCTATCTAAAGCATTTTCCTAAAACTGC 
AAACTAAAAATCTGATATTTAAAACATTTATGTGGTAAAATAATCTCATTTGATTATG GATAT CA 
TAAATAGAATATAAAAGATATTACATTTCTTCAAATACCATTTGTTTCACTGTGTTCAATTTTGA 
GTTTCCTAACATCCATTCTACAGGTCAATCAAAATACAAAGGCGTGCAAAT GAAA CAAGCTAT 
TG AAATG AAAT AAAATTC AAG AATAAAAGTT AG AATTAACTT ATG AGGTAACTTTTATGT AAG C 
AAACATCACAGTTGTAAGAAATGCCTCTCTTTACAAAGAGTCATTAAGATGCGCATTTTCCTA 
GAGCTATTATTTCATGTGCCCAAAATCAAGCAAAATAAAATCCCATGCTTCCTGGAATATTAA 
ATACCATGCAGTGTACTATTTAAGAAAAGAACAAGGTTAACTAACTAAAAGCAGAACTCACTT 
ATTTTTTGCTCCCTAGCCAATTAAAAATAAGtTCATTAAMGCACTTGAAATTATATATTTAACC 
TGAAAAAAAGTTGCTAAAATTCCAATATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTAT 
CCCCAAAACAGTGTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGTGCACGTAGATGG 
GCACCAAGAAGCTAAGCTTCCCTGAGCGCGTACAGAGCCGCCAGGCGACTCAATTCACGTG 
CTCCTTTTCTGGGGATGAAAAGGTGCTCACCAGATCT TTCTA TGCAACTGAGAGCTCCTAAA 
TCAAGTCAAAGGGGACCATCGTACTGAAATATTCCATATTTTCCAGTGGTCCACCAGC TGGG 
CTCAGAGGCCAGGAGCTGTTCCCCTTGCCCAGGCTGCAGACCAACCTGAATTTCAGCTTTTA 
ATGTTCTTATGGTACAGAGTGGTGCAGGATGGAAGCCA7TCAGAGCCTGATGAAATGGAACA 
GAAAACTCCCATTTTCTGTCACCTGTCAACTTCCTGTAATTCAAATCACCCTTGAATAAAATTA 
AATGTGCCTTCTGTAGTTCAGCATATAAGTCAGGTGCAAC CTGA GGCATTGCACAGTACCTG 
CCCGGCCGCCGCGCGGGCCGCCCGGGCAGGTACATTTGTTTTGCCCAGCCAATCACTCTTT 
TTTGTGAGGAGCCTAAATACAN 
>597 

NAGTCGACCCACGCGTCCGGTGAGCACCGCCCGGGAACATCTCGGGGAGCCTGGT 
TGGAAGCTGCAGGCTTAGTCTGTCGGCTGCGGGTCTCTGACTGCCCTGTGGGGAGGGTCTT 
GCCTTAACATCCCTTGCATTTGGCTGCAAAGAAATCTGCTTGGAAGAAGGGGTTACGCTGTT 
TGGCCGGGCAGAAACTCCGCTGAGCAGAACTTGCCGCCAGAATGCTCCTCCTGTTGCTGAG 
TATCATCGTCCTCCACGTCGCGGTGCTGGTGCTGCTGTTCGTCTCCACGATGGTGAGCCAAT 
GGATCGTGGGCAATGGACACGCAACtGATCTCTGGCAGAACTGTAGCACCTCTTCCTCAGG 
AMTGTCCACCACTGTTTCTCATCATCACCAAACGAAfGGCTGCAGTCTGTCCAGGCCACCA 
TGATCCTGTCGATCATCTTCAGCATtCTGTCTCTGtTCCTGTTCTTCTGCCAACTCTtCACCC 
TCACCAAGGGGGGCAGGTTTTACAfCACTGGAATCTTCCAAATTCTTGCTGGTCTGTGCGTG 
ATGAGTGCTGCGGCCATCTACACGGTGAGGCACCCGGAGTGGCATCTCAACTCGGATTACT 
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CCTACGGTTTCGCCTACATCCTGGCCTGGGTGGCCTTCeCCCTGGCCCTTCTCAGCGGTGT 

CATCTATGTGATCTTGCGGAAACGCGAATGAGGCGCCCAGACGGTCTGTCTGAGGCTCTGA 

GCGTACATAGGGAAGGGAGGAAGGGAAAACAGAAAGCAGACAAAGAAAAAAGAGCTAGCC 

CAAAATCCCAAACTCAAACCAAACCAAACAGAAAGCAGTGGAGG TGGGG GTTGCTGTTGATT 

GAAGATGTATATMTATCTCCGGTTTATAAAACCTATTTATAACACTTTTTACATATATGTACAT 

AGTATTGTTTGC 1 1 1 I I ATGTTGACCATCAGCCTC GTGTTGAGCCTTAAAG AAGTAGCT AAGG 

MCTTTACATCCTAACAGTATAATCCAGCTCAGTATTTTTGTTTTGTTTT^ 

GTTTTACCCAGAAATAAGATAACTCCATCTCGCCCCTTCCCTTTCATCTGAAAGAAGATACCT 

CCCTCCCAGTCCACCTCATTTAGAAAACCAAAGTGTGGGTAGAAACCCCAAATGTCCAAAAG 

CCCTTTTCTGGTGGGTGACCCAGTGCATCCAACAGAAACAGCCGCTGCCCGAACCTCTGTG 

TGAAGCTTTACGCGCACACGGACAAAATGCCCAAACTGGAGCCCTTGCAAAAACACGGCTT 

GTGGCATTGGCATACTTGCCCTTACAGGTGGAGTATCTTCGTCACACATCTAAATGAGAAAT 

CAGTGACMCAAGTCTTTGAAATGGTGCTATGGATTTACCATTCCTTATTATCACTAATCATCT 

AAACAACTCACTGGAAATCCAATTAACAATTTTACAACATAAGATAGAATGGAGACCTGAATA 

ATTCTGTGTAATATAAATGGTTTATAACTGCTTTTGTACCTAGCTAGGCTGCTATTATTACTAT 

AATGAGTAAATCATAAAGCCTTCATCACTCCCACATTTTTCTTACGGTCGGAGCATCAGAACA 

AGCGTCTAGACTCCTTGGGACCGTGAGTTCCTAGAGCTTGGCTGGGTCTAGGCTGTTCTGT 

GCCTCCAAGGACTGTCTGGCAATGACTTGTATTGGCCACCAA CTGTA GAT GTATA TATGGTG 

CCCTTCTGATGCTMGACTCCAGACCTTTTGTTTTTGCTTTGCATTTTCTGATTTTATACCAAC 

TGTGTGGACTAAGATGCATTAAAATAAACATCAGAGTAACAAAAAAAAAAAAAAAAAAGGGGG 

GGGCCGTTAAANNNNNNNNNN 

>598 

CCACGCGTCCGCTCTCAAAAAAtTTTTAAAATTAGGGTGGTGGTGCACACCTATGGT 
CCCAGCTGCTTGGGTGTCTTAGGCGGGAGAATCACCTGAGCCCAGGAGTTTGGGGTTGCAA 
TGAACTATGACCACACCACTGCGCTCCAGCCTAGGCAACAGAGCAAGACCCTATCTCTTAAA 
ATCAGTTCATGATGGATATTGTGGCTTCAGATGTGAAAGAAA AGATAC GGGGCTAAAATTCT 
GTATTTTCAGTGTATTCTGGTAACCAGCTAATCCMGCAGTAATTTTTGAAATGTGAAGTTTA 
GAATATATTCTAAATAAAATACGTGCAACCTCCAGTGGGAACCTCTTATTATTGGGGGAGGTA 
GTAGGAAAGGCGCTGGGTGTTCTAAAATAGGCTCTCCTGGCCCACGGCTGACTGTCTTCCT 
TGTGTCTCTGCAGTGGACGTGACTCTGGACCCAGACACGGCCTACCCCAGCCTGATCCTCT 
CTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAACAGGACGTGCCTGAGAACCCCGA 
GAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCATGCTTCATCGCCGGGAGACATTATT 
GGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCAGTGTG 
CAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGTCTTTGTGGTAT 
GGGAAAGAATANNNN 
>599 

NNNNNNGCAGGGGCCGTTTACGGAAGTGTAACGTTGAGGCCCTTCTTGTGTATCTG 
GAGAAAATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTG 
GATTTGGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGAGACTTCTGAAGAGAAG 
GCCAGAAGATACAAAGACAGACCATCCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAAT 
GATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 
TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGATGTGATGTTGGAGAACTACA 
GCAACCTGGTGGCAGTGGGGTATCAAGCCAGCAAACCGGATGCACTCTTCAAGTTGGAACA 
AGGAGAACAACTGTGGACAATTGAAGATGGAATCCACAGTGGAGCCTGTTCAGACATATGG 
AAAGTTGATCATGTGCTGGAGCGCTTGCAGAGTGAAAGCCTGGTGAACAGAAGGAAACCAT 
GTCATGMCATGATGCATTTGAAAATATTGTTCATTGCAGCAAAAGTCAGTTTCTGTTAGGGC 
AAMTCATGATATATTTGACTTACGTGGAAAMGTTTGAAATCCAATTTAACTTTAGTTAACCA . 
GAGCAAAGGCTATGAAATAAAGAACTCTGTTGAGTTTACTGGAAATGGGGACTCCTTTCTTC 
ATGCTAACCATGAACGACTTCATACTGCAATTAAATTCCCTGCAAGTCAAAAACTCATCAGCA 
CTAAGTCCCAATTCATCAGTCCCAAGCATCAGAAAACACGAAAATTAGAGAAGCATCATGTG 
TGCAGTGAATGTGGGAAAGCCTTCATCAAGAAGTCTTGGCTAACTGATCACCAGGTAATGCA 
TACAGG AGAGAAACCCCACAG ATGTAGTCTATGTG AG AAAGCCTTCTCCAGAAAGTTCATGC 
TTACTGAACATCAGCGAACTCATACAGGAGAAAAACCTTATGAATGCCCTGAATGTGGCAAA 

GCCTTTCTCAAGAAATCACGGCTCAACATACATCAGAAAACACATACCGGAGAGAAACQCTA 
TAtATGCAGTGMTGTGGAAAAGGCTTCATCCAGAAAGGAAATCTCATTGTACACCAGCGAA 
TTCATACAGGTGAGAAACCTTATATATGCAATGAATGTGGAAAAGGCTTCATTCAGAAGACGT 
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GTCTCATAGCACATCAGAGATTTCACACAGGAAAGACGCCCTTTGTGTGCAGCGAATGTGGA 

AAATCCTGTAGGCTAGGTACGAGGCTTGGTGTTGAATTCGGCCGAGGCACAGGAGAGAAAC 

CCTTTGAATGTAGTGAATGTGGGAAAGCCTTTACACAAAGCAAAAGCTCATTGTCCATCAAA 

GGACTCATACAGGAGAGAGACCCTATGGCTGTAACGAGTGTGGGAAAGCGTTTGCGTATAT 

GTCGTGTCTGGTTAAGCATAAGAGAATACACACAAGGGAGAAACAAGAGGCAGCCAAGGTG 

GAAAATCCTCCTGCAGAGAGGCACAGCTCATTACACACCAGTGATGTCATGCAGGAGAAAAA 

CTCTGCTAACGGGGCGACTACACAAGTGCCTTCTGTGGCCCCTCAGACATCATTAAACATCA 

GCGGCCTCCTCGCAAACAGGAACGTAGTCCTTGTGGGACAGCCAGTGGTCAGATGTGCAG 

CCTCAGGAGATAACAGAGGATTTGCACAGGACAGAAACCTTGTGAATGCAGTGAATGTGGTT 

GTGCCTTCCGTGATCAATTATGTCTTATTTTATGTTACAGAAAACCCATAGGAAGAAAACTCA 

GATCtATGTGGAAAAGGGTTGAGCAAAAATTTGTAGTTCATTATGTGGCCGAAAAGCATACA 

CTGAGAGAACATGTATAAGGCTGAGATAGCCTGATAAACTCATCCTATTAAAATGTATGCTGT 

GATACACAGGCAAATTTGATGTTAACCTAAGCACATACACAGCAATTGCTCGACTGTGTCAAT 

TAAATGAGTAAAGGAAGCCCAAGTACTTTTAAGTGGGAGGAAAATGACGTACCTGTGCAATC 

TTTTACAGCAGATGAGATAATTGCTGTTCCGGAGTGTTGCAGTGGACTGAAAAGCTTCATGA 

GGGGCATTGGTGGGGAAGGGGTAATCCTGTAATGGTGGCATGTGCGCACCTTTGTTTCACT 

CCGTTTCCTTAACCATGCCCCTGGGGGATATTGACACCCGACCTTCTTCGAATTGTTTGCGC 

GGGTTTGGACCCCTCTTCTTCACCTTTTATTCAAAAACACCGCTTTCGTCGAAGAAAACCGCT 

CTTCCCCTAGAGGAACGCN 

>600 

NNNAAGAAGTCTGAGGAGAGGGAAACGGAATGCTCGGTCGCCCCCACACCTGGCC 
CACCGCGGTCACGGTCTAGCCTATTGGCCCCACCGGTCTGCCCGCCCGGGGCCTGCACCA 
GCCAGGCCCCTCCGGCGCGACGCCGCCGCGGGGGGGGAGTCGACGCAGTCGCTTTCGCT 
TTCGCTCGGGAACGGGTGCAGGAAGGTCCCGGCGGCCGCCATCTCGCCGTCGTCCCGCG 
GGGTGCCCGGGGCGTTGCTCAGGCCGGCCACGGCGCCGGGGGAACTCTTCGGCAACCCG 
TCCATGTCGCCCGAGCCCAGGGATCCGTTCACGTGGTGAGGCTCCATCGCGCTCATGGCG 
GCCATGGGGCCCTCCGGGCCAGGGCCGAGCGGGAAATTAGCCCTGCCGGCGCCCTGCCC 
GATGGGGTTCATGATAGTGTACATGTTTTCGCTGGAGTTGGTGGAATCTCCAGGGCTAGGC 
ATGATGGGTGTTCCAGGGGGCCCACCTCCTCCTGGGGGTCCGGTGTAGCTGCCGGGGGAT 
GAGGAGGAGTAGGGGATCGAGTTTCCACTGGGGCTGGCCCACGGGCCACGAACTCCTGGG 
CCCATGTTCATGGCAGGCAGGCCTGGGCCGGCGAGGGAGTTGGGTGGGGGTCGCATGCC 
ACCTCCATAGCTCTGGGGCCCCACGCTGGCCATGCCACGAGGAGGCGTCACCCTCTGCATT 
GGGCCGCCCATGCTCGGATGCCCCTGGGCTCGTGGGGAGGGCTCCATGGCGCCAGGGAG 
GAGGGGCTGGGAGCCAGGGAGGCCTGCGGGAGGCTGACTCGGCATCCGCAGGGTGGGCC 
GGGGGCCCCCTGGGAAGCGCGGTGACATGAAGGGCTGGAAGAAGCCAGCCGCCATGGAG 
CCTGCGGCCATTGTGTCACCTGGGGCCATACTCCCCATAACGGGGCTGGGGGCGGCTGCA 
GCACTATAGTCCTGGAAGGCCTTGGCCTCGCCGGAGTGCTCGCAGGCCTCTCTTCTGTCAG 
GCGCCGCGCAGTACAGGTCCCAGAAGACGCACCACCAGGAGTGCAGGAACCCAGGGGGC 
TCCCCCAGCGTGATGTTCTTCTCCCATCGGATCTCAGACAGGAAGGTCTGGGCTGACTTCT 
GGGCACCGATGTGCAGCAGGTACTCATAAACGTACAGCGCCAACTTCTCGCGGGCCTGGCT 
GTCGGAGGGCACGGCCGAACCCTTGCCCCCCTTGGCGTACATGCTGCTCCACGCCGCCGC 
CGCCGGGGCCCACACCTGTCAGGCGGCGCCGCGGGCCGCGCTTGCCGTCGCCATAGCTA 
CCCCGCGCCCCGGGCCTCACCGCCCCGAGCCCCAGGCGGGCACGGCAGGCATCGTCCGC 
GCGGGGGAGCTCCAGACGGGGGCGGCGGCGGCGGCAGCGGCGGCTCCAGCTCCGGCCC 
CGGCCGCAGGGTGG C I I 1 1 1 1 1 CCTCCCTTTCCTCCGCGCGGGCTGTTCCGGGAAACGCGC 
GCTCCCCTCCTCCCGCCGCGCGCGCCCCCGCCCGCTGCCTCTCCGCCGCCCGCGGGCGC 
AGCTCTTAAAGGGGCGATGGCGGGCGCGCGGGTGGGTNCCCNNN 
>601 

NNATAAGAACTTATGGGATTTCCTACACGGAGAGAAAAAAAGATATTCCTTT ATGTF G 
TTTAAAAGTGGCAGCTGCTCTTTCTTTATTCGATTTTMTCAATGAGTATTGATTCAAGTTTTC 
CTTTCTATTTTTCCTTATGATAAGTTTCTTACAGTAGGTTATACAAGAACAAATAGCATAGAAA 
AACT ACTGGATTCAATTG ATCATCAGG AATAAG7TCTCAGAAAAACACAGGCGGAAAAATAAG 
CAAGAATCCCAAATACAGAACTTTACAAGCTGTGAAAGTTGGTCTCTTGCAATCATGTTACTG 
CTCAAATTAGAGACAATCTTATTGCTGTCTATTGGAGCAGCATCGTGGCAGATCAGCAGGCA 
ATGATGATGTTGAGAACAGCAGCAAAAATAAACAATCGfATGCtCATGAAGAACCCAAGCCT 
ACAAAATGGATACCTTTCAGAAAAGTATATACTTAAAAGACCCAAGACGTCAGGATAATAAAG 



Page 180 of 355 



WO 01/42467 



774 
Table 4 



PCT/US00/33312 



CTCTGTATTTATAATCTTTTATATGTCCTATTGTGGCTATTATGCTTAAGTAAAATAGCTAAAG 

AAAAAAAAGAAAAAAAAAACAGAAAAGATGACAATATCATAAAAATGTAGCTGTCTATTTTGG 

CAGCTATATTGCAGAATTTCTTGACTATCTTTTAATCAGCTGGGAAAAAGTCAATAACTGTAT 

GCAAATGAATAAACTGTCCATATCAAAATACAAAAGTACTATCAATAATCACCTCTGACTTTCA 

GATTTAAATTCAGTGCAATTGACAAATGCATCACTAAAGGAAAATGCAGCTTAAAAGATACTC 

AAAACATTTGTGTCTATTCCTGGGAGCACATTTTAAAATTATTGCACAG AI I 1 1 I I I AAI 1 1 1 1 A 

TTTAI I I I I I I I AAACAATAACAGAGGTCAACCACAGATGTGGACCTCCAGCAATAAAAGCAG 

GAATTCAAGTGCCAGATACTCAGCATATTAGGTTTCCTACGTAAGTCACAGGGTAATATGTTC 

TAAATATCTCTAATGTGATCCAAAACCCTAAAAAGAGCTGGCACAAAACCATCGTGAATGACT 

GCCTCTCTTGATGTAAA I I I I I AAAAATATTATTACAGTATCATAGTCCCCACTAACAACAACT 

GGGGTACATATAACAATGTATTGTGAAATTAAGTGTATTTATT CTCTT TACCAATAGCAAATGC 

TACCCTACCTTAGTAAAACCAAGAGTTGCTTCAATCAATGCTGTTTTGTAAAAATAGCAAAGC 

AACGAATGCTGAAATCAATCAAAGCTGCATTACTTGGGTTAAATCAGTTTCTACTTAGAACAC 

AGGTTAAAATTTTAGTACTAAAAGGCCTCAAAATAATTAGTGACAGAAATAGTGTTATTAATTT 

GCTAAGCTCAACAATAAGCAATTCCTTAATTAAAATCTTCGAGATATAAATTTGATGACTATTC 

TCTTCAGAAATGACATACCTGGATTATGTTAATCATGACAAGCCTTATTAGTCACACATATAAA 

CATGGCCTCATGCAATCATTTGTCTGTATATGTTACTCTAAGTTGCATGAGCACAAGGTTTAA 

TATCTATATCTTTAAGAAAATACTTGATATTATAAACAGAGTAAAAGACATGATATAGTAGTGA 

TTACTAAAAAAAAAAAAATTAGCAGCTTAAATCTATCTATATTTGAAAAAACGTAGTCACAAGT 

ACCACAAATGCAGAATCAGAGCAGCAGGAAGAAGGTTAGTGCAATTATACTTTCATTAAAAAA 

AATTCTGAATCACTGCTATTTAAAAACACCTTGMGCAAGTCTTTTGTTTGAGATTGTTTTTTA 

AACTMGGTAGCAMCATTTTGCCATGTAATGGCAGTGTTATATGCCGTTATCTTGCTTTGTA 

TAAAGAAAACAACATGAGAGA I I I I I A ATACTGGAGTTGGGTTACATTACATATTTAAGCTTCT 

ACACAGAATGATGGACACTTCGAGAAGCTAATCCTTATCCAGAAACANNNNNNNN 

>602 

caCGCGTCCGCCCACGCGTCCGccccgCGTCCGCGCCCCGCCcatacCGCCgaGGCTG 
CCGCCGGAGTCGCCACCGCCGCGCCCTCGCCCACCCGCCCGCCCGCCGCTCCCGGCCCC 
GCTCGCCCCCTCCGCCGCCGCCGCCCGCCCCTGCGACTACGCTGCGGCCTCCCGCCCGC 
TCCCGCTCGCTCCCGCGGCCCTCGCTCGCCTCGCGCCGGCAGTTTTGGGCCTACACCTCC 
CCTCCCCCCGCCAGCCGCCAAAGACTTGACCACGTAACGAGCCCAACTCCCCCGAACGCC 
GCCCGCCGCTCGCCATGGATGCCGGTGTGACTGAAAGTGGACTAAATGTGACTCTCACCAT 
TCGGCTTCTTATGCACGGAAAGGAAGTAGGAAGCCGAATGGTGAGAGTCACCATTCGGCTT 
CTTATGCACGGAAAGGAAGTAGGAAGCATCATTGGGAAGAAAGGGGAGTCGGTTAAGAGGA 
TCCGCGAGGAGAGTGGCGCGCGGATCAACATCTCGGAGGGGAATTGTCCGGAGAGAATCA 
TCACTCTGACCGGCCCCACCAATGCCATCTTTAAGGCTTTCGCTATGATCATCGACAAGCTG 
GAGGAAGATATCAACAGCTCCATGACCAACAGTACCGCGGCCAGCAGGCCCCCGGTCACC 
CTGAGGCTGGTGGTGCCGGCCACCCAGTGCGGCTCCCTGATTGGGAAAGGCGGGTGTAAG 
ATCAAAG AGATCCGCG AGAGTACGGGGGCGCAGGTCCAGGTGGCGGGGGATATGCTGCCC 
AACTCCACCGAGCGGGCCATCACCATCGCTGGCGTGCCGCAGTCTGTCACCGAGTGTGTCA 
AGCAGATTTGCCTGGTCATGCTGGAGACGCTCTCCCAGTCTCCGCAAGGGAGAGTCATGAC 
CATTCCGTACCAGCCCATGCCGGCCAGCTCCCCAGTCATCTGCGCGGGCGGCCAAGATCG 
GTGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGGAGGGACCACCTCTAGA 
TGCCTACTCGATTCAAGGACAACACACCATTTCTCCGCTCGATCTGGCCAAGCTGAACCAGG 
TGGCAAGACAACAGTCTCACTTTGCCATGATGCACGGCGGGACCGGATTCGCCGGAATTGA 
CTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTGGATGCATCTACTCAAACCACCC 
ATGAACTCACCATTCCAAATAACtTAATTGGCTGCATAATCGGGCGCCAAGGCGCCAAGGCG 
CCAACATTAATGAGATCCGCCAGATGTCCGGGGCCCAGATCAAAATTGCCAACCCAGTGGA 
AGGCTCCTCTGGTAGGCAGGTTACTAACACTGGCTCTGCTGCCAGTATTAGTCTGGCCCAG 
TATCTAATCAATGCCAGGCTTTCCTCTGAGAAGGGCATGGGGTGCAGCTAGAAGAGTGTAG 
GTTCCCTCMTMCCCCTTTCCAAACCAACAACTTTGTCTTAATCCAGCTATGTTTGCTAATAA 
ACGAAATGCATGCACTTCCCACATATAtACTTCACTGAGCCTCTGCATTCAGTACCTGGCAG 
TGAAAAAGf ATGCTTTCCCCACAAGTCAGTACTGGAGAATAAAAAtG AGAACTCCAACTAAAG 
AACMTGCCTCCTTCACCCCAGTAAfGTTATCCACATTTTCCCTACCCTCACATTAGAATAAA 
GACATCCTCCCAACTTTTCATCTCCTATCTCCAATCTGTTCATAGGAGATATATCTTTTG ATCT 
TTTATTATAAGGGTAGAATATAGATTAAGATCATCAAAATCCAATTTCACATGTGGCACTAGG 
AAAATGGAATGCTATAAAATTAATCCCCATCACCCAAGTAGGGATGCTGGTGCTTTTATACTG 
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AGTCTTTACTGCCAATAAGTGATGCTGCCTCCAAAGGAACAGCTCTACAGAAAGTTTTTGGG 

TTAGTGTTTCCCTAGCTTATTTGTGCAATGGAGAMGACAATTTCATATCAAAAAAAAAAAAAA 

AAAAAACCTGGAAAAGCTACAGATGTTAAGCTTTACTTTAAACACCAATAAAATAGGTGTCAA 

AGGAGAAAAAATGTAAAAAAAAGAGCTCCCAAACAGCCTGAGAGACCAAATTCT GCAA ATGG 

MATTTTAAAGCCCACTGAATACATTTTTCATGGATCCAAACAAATGCTACAATACTTTTAAGT 

CCTCAACTCACAGAATTAAGAGCCCTTAAGCTGTTAACTTTGTCCTGTCTTCCTATTCAGAAA 

AATGTCCCCCTAGAATCTGTGCAAAAGTAACTGATGGGAgaagatgcgtcttcgtcccatcagcatttaagtatt 

gttaActttatgtaataGCatttgggttggggattggtttgtTTCCAGTTGTACAAAAGATAGTTGTATTATGTTAGG 

TATAATTATGACCTTATTAGTGTCTTTATTTGAAGATTATGfATGATCTCAGGAGATGTGTATG 

GGTTCAAGTTGACAAGGGGTGGACTTGTGATGGTTAATACTGAGTGTCAACTTGATTGGATT 

AACAAATGCAAAGTATTAATCCTGGGTGTGTATGCGAGGGTACCTACCTGATGGgacgcaatcttc 

gtcccatcagtaatatattgttaaaatcagactttttcactgggtaattggtaggagcctataggttttcttgtgataagttcagtcctcagaaag 

caccactcttgtggcatttcagggcttaaattcttaatactctttgcttggttatccaagtctaaaacactgttccacatatgattctgcacaatct 

catatctagtcatattgcagtgctgagaattgtagttccagagaggcatgtgtggagatagggtttagagaatgttcgtgaaatgtttca 

>603 

atatgatagcacacaaaagtgtaaatttctggcaacactgggctggaatatttgcatgggccacagcgtatggagcagggtt 
gtaagtgcccctttgagaggaagaatgccatatcactgtgtgcctcagttctctcccagcctctcacatacatgtatgtcacctgcctggccc 
taaggacatttgagacctccctgtgttcttctctttgtcttgggatagcctggcttttgggaagtgttctcaaagaggcaagtgacatttgagcc 
cctacagtggctcaggtgtgaagtcttgggcttttcccctgtggacttggagtgaagccttgtcagtgactgtaatgaccaaatgaggagtta 
ttttagcttgtgtttgttactatCTtctGTcatgttaagggcATCTTCGTTGCTAGAGtaatttcTTCTAAAATATGGAAG 
GTCAACActtttccctTTAGACTTGTGGATAGTGATGGATAAAAATAACTCTCTTACTCTATAGTAA 
ACTTGCTCAAGTGCAAAAGTTATATTTAGbTTCAGCAATAGGAGTCTATAAAACTGTGAGAGA 
AAAGCCTTACTAACTGAAGTCATCCTTCAAACCTTTCTACCAGGGGTTCCAATAGCAATTGCT 
AAGAATACGGCAGCTTAAAAAAA I III I ■ I I CAATTGACAGATATTAAGAATGCCTGATATTTA 
CTGACTTGAACATTAGTTAAATTCAGTTAGGGTGACCAGAGTGTTGCTATTTGTAGAACTGTT 
GCTTGGTAGAGTCATCCAAAGTGTCTTCCTAAGCTGTAATAAATATGCTTACTAATGTTTGAC 
TGCTTAATTAATGGTCAGTAAGCATTCAGTCAGAGTTCGTTTAATACATG GAGAA AGATATAT 
GCTTTAGATCAAGGGTTAGCAAACCACTGCTTGTTTGGGCCACGGCCTGTTTTTGTATAGTG 
TGGGAGCTAAGAGTGGGTGGTGTACATTTTTAAAGGGTTATGACAACGACACAGAATAATAT 
GAGACACAAACCCTATGTGGCCCATAAAACCTAAAATTCTACTGTCTGGCTCTTCACAGAGA 
AAGTTTGCTGATCCCCGCTTTAGATMTGGGGGTGCTCTACTACTCCCCTTTTCATTTATAGT 
GTTACATAAGCCTAAATAATCACTGTAGCTGGTGGCATCATGTTTGTTACCTACTAAGTAGGT 
CAAAGTGATTGCCAGACATACACATGAAGGCCTTGAATTAGAAAGCAAAGGAAGTGAT GATG 
ACCAaTGTTTAACAAMTTCAGaCTGACTTTGTgCCTGATGCTTCMaGgctagaggTGATATTTTT 
GGTACctgaaACGTAATTT(XM;tGAtaagTACTCTTTGCCCAATTATTGCTTATCAGCTGAGATATT 
AATGTCTGAATTATTCAGCTCATATATCTTCAAGCACTCAACTAGTTCATACTTTGAAATCAAT 
TCTMTAGACMTTCTCATAACACCTTTATAGTCTTCCCATTTAAAAGGTAAATGTTGTTAGGG 
CTGGAGGGGTAAGATGCACCCTTGGTATATTGTCTGATCTCAGCAGAATCAACTACTTGGTA 
GTGTAGTCCAGAGAAMTGGGTCAMTCTATTAATTATTTTAGGATTTTGAAA7TCATAATTGA 
GACTCGTGACTTAATAGTGAACTGCTCATGGTACTTTACCCAGTCTTCAAGTTGTATG CCTTT 
TGTAGGTAGGCATTTAGATGGGATGCTTTTGAAAGCATAATTAAGAMCTTTACTTGAATTTT 
GTTTATMTGGGCTMTGTTATTTTCTTATAGTTTGCAGTGTTGATGTGGGTATTTACCTATGT 
TGGTGCCTTGT7TAATGGTCTGACACTACTGATTTTGGGTAAGTCTACAAAGCCATTGGGAT 
GAAAMTTGCTGGAAAGATTGTGTGCCAGGAGCTTAGACATTTTAGTGGAGAATATTCTCATT 
GTATGAAAAGTAGGGGATGAAAATGTGGGCCGGGCGCGGTAGCTCATGCCTGTAATCCCAG 
CACTTTGGGAGGCCAAGGTGGGCGGATCACCTGGGGCCAGGAGTTCGAGACCAGCCTGGC 
TAACATGGTGAAACCCCATTTCTACTAAAAATAGAAAAAATTagCTGGGCGTGGTgGCGCACG 
CCTGTAATCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATCACTTGAGCCCAAGAGGCAGA 
GGTTGCAGTGAGCGGAGATCGTGCCATTGCACTCCAGGTTGGGCAACAAGAGTGAAACTCC 
ATCTCAAAATMGTTTGAGGTTGTATTCTCTTTAMTMGtTGGTGATACTGCTTCCCGGTTTA 
tTGAMTGCTACCTTAGTTGCTGAAGACAGCTCGTACTAACAAACAGTGATAAACCAGATAAA 
GGGTGGCTTTATATGATGGTGCAGTCATAMTCTMCCAGGGATACCTTTATTTTATGAAATC 
TCACTGTGATATGATTTGMGCTAGAAATGGTtCCTAGCTCTAATAACTGCAGCCTCACACAG 
TTCATTCATTCCTCTGGAGTGGGTCCTCAACAGGAGATGCATCCAGAGATCCTTATGTTTTTA 
TTCATTCATTAGGAACACTGC^GGTTATCTTGAGTTGCGAGTfTAAtAGI I I I 1 1 GAGTGTTT 
ATTCCTCCCAAATCATTCCATTCTTTTTGAAAAGTTGTATATTTCCCTTTTCAGCTCTCATTTCA 
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CTCTTCAGTGTTCCTGTTATTTATGAACGGCATCAGGCACAGATAGATCATTATCTAGGACTT 

GCAAATAAGAATGTTAAAGATGCTATGGCTAAAATCCAAGCAAAAATCCCTGGATTGAAGCG 

CAAAGCTGAATGAAAACGCCCAAAATAATTAGTAGGAGTTCATCTTTAAAGGGGATATTCATT 

TGATTATACGGGGGAGGGTCAGGGAAGAACGAACCTTGACGTTGCAGTGCAGTTTCACAGA 

TCGTTGTTAGATCTTTA I I I I 1 AGCCATGCACTGTTGTGAGGAAAAATTACCTGTCTTGACTG 

CCATGTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTATGGAT TTAA ACCGTAATCATATCT 

TTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTTGCAGATA 

GTCTTGCCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGAAAA AAAA AAAAAAAAAAGC 

CCTTTTCAGTTTGTGCACTGTGTATGGTCCGTGTAGATTGATGCAGATT TTCTG AAATGAAAT 

GTTTGTTTAGACGAGATCATACCGGTAAAGCAGGAATGACAAAGCTTGCTTTTCTGGTATGTT 

CTAGGTGTATTGTGACTTTTACTGTTATATTAATTGCCAATATAAGTAAATATAGATTATATATG 

TATAGTGTTTCACAAAGCTTAGACCTTTACCTTCCAGCCACCCCACAGTGCTTGATATTTCAG 

AGTCAGTCATTGGTTATACATGTGTAGTTCCAAAGCACATAAGCTAGAAGAAGAAattcaa 

>604 

AATTTCCMGTGATCTGAACTAAAAATAGTTTCTTAGTAAGTGTAATATTAATTTTAGT 
TCAGATCACTTGGAAATTAGGGGAACTAAGGGAAACTGCAAGGGTAGAAGCAAAGAAACTAT 
TTTTGTTAATTATACTGAGCAAAGTTTGCTCCAAATGAAAAGTC ATTAC GAACTATGTATAGTA 
CCCAAGAAAAGGTCAAATTGAGTCAGAAGACTGTAAGTACCACTTTTGGCGCTCCAGAGATA 
AACCTTGTACACACTGCAGTAGAACAGTGAGTCGAATATATGAGCTATAAATAGATATCATTG 
TTAGTCTGGATAGCTCTGTGTTGAAATACTTTTTTAATGCAGATAAAAATTATCAGGAAATTAA 
CCTTATGGCACAGACCAAATACTTAGTGCATGGCTGAGTTTCTACAATTCAAGGAGCCAAGA 
AAATAGGTTCAAGATGGAATATAGTACATGCATATAAGGCAGATGCACACATGCTGGTTACTT 
TAAGATTGTGTGTGTTGATTAGTCACAATGATAGACTATAACATGAGACA ATACA AAGTTACA 
TTTTTGGACCATATTAAAACTGCAAGAAGACAGGGGTCTTACTG AAGATC TTTTAGAAAACTT 
AAATCCTGTCACAGGATATTTAGACATGT GTAGA ATGTAGCTCAATTTTTAA AAAG TAACTGA 
CCTAGAGGGTGAMGTTGAAACTGACACATTTTCAMTTAAGATTATGCTTA TTTTG TACAGA 
AAACAATGTTTAAACACAAGCAGATCTGTTGTATGTAATAAGTAACACAGAGTTTTAAAACAAA 
TTAATTAT7TAGCTTTATTGAAGTTTGTTTTTTTCCTTCCGAACCTGGAGTATCATATTATAAAC 
AGCAGTTTCACACCAGMTAGCAGTGCCCTTTCTTTTTGTACATACTGATTG GACC TTTCTTT 
ACTGTTACGTGGACACTTTCTATGTTAGTTTTGATGCATAATTCTTTGAATCCT TTTATA CAAA 
CTAGAATGTATGTGTAAGAATACCTGTCCCTGCAATGTAGTAACTACAAACTTATTTTTAAATA 
AATAGAAAACTTGTTTTTCTAAGCNNNNNNNNNNNNN 

>605 

GAGTCGACCCACGCGTCCGGGACGCTGGCGGCTCCGCGACGAGCTTTGTTTTTTC 
GGTTGGGCATGCTGCTTACCGCAGGATGATGGAAGCGACGGCCCGTACAAAGACAG AAGC 
GTTGGTTTCACTGAGTCAGTGCTGATTCTCTCAAATAGAGCTTGAAGGATAAATCTTCATTTT 
TGTTTCAACAAAACTTCGAAACAAAATGGAAGAAAATAATCTACAGTGCAGTAGTGTGGTTGA 
CGGTAATTTTGAAGMGTTCCCAGGGAGACGGCAATTCAGTTTAAACCTCCACTATACAGAC 
AGCGGTACCAGTTCGTTAAAAATTTAGTGGATCAACATGAGCCTAAGAAGGTTGCAGACCTG 
GGATGTGGTGATACTTCACTCTTAAGGCTGCTAAAAGTCAATCCATGCATTGAATTGCTTGTT 
GGAGTAGATATTAATGAGGATAAATTACGATGGAGAGGGGATTCGTTAGCTCCTTTCCTGGG 
GGATTTTCTGAAACCTCGGGATCTGAATTTGACCATCACATTGTATCATGGCTCCGTTGTGG 
AGAGAGACTCTCGTTTGCTTGGATTTGACTTGATAACGtGTATTGAATTAATAGAACATTTGG 
ATTCAGGTGATCTGGCCAGATTTCCTGAAGTGGTATTTGGGTACCTCGGCCCAAACTCGCTG 
AGCAGGCTGAGCGATATGATGGTATGGCTGCAGCCATGAAGGCAGTCACAGAACAGGGGC 
ATGAACTCTCCAACGAAGAGAGAAATCTGCTCTCTGTTGCCTACAAGAATGTGGTAGGCGCC 
CGCCGCTC7TCCTGGCGTGTCATCTCCAGCATTGAGCAGAAAACAGAGAGGAATGAGAAGA 
AGCAGCAGATGGGCAAAGAGT 

>606 

atgtttgtgattatggtcatcagttttTTTGTTTgAgTCMGGGCAGAAATATTTATTTTAAGATAATGT 

MGMTGTMGACAGGTTGCTTTGCAATTTATAATAAGAACAGTAAGTTGGAACTTAAGCTAA 

ATAAATTGCTTATTATGAAATGATTCTGAGMGTACCATAMCTGTTTATCATGTATGCTTTCT 

GTAAAAAGTTTMTATGMTTTTATGTATAAClTAATTTTTCC AAAG MCAGTTTATAGAAGGA 

MCACTG ACAATAACAGCATACATGTAGTCAGTACATTATTATT TTCAA ACCACTAGGAAATTT ■ .- 

TAAATTGATATAAGTAACAATTCAGTGAGAtAtTT^AfC TCTCA TT TTATA GATGATAAAATTC 

AAGAGTGATAATATGATGGAAATCACTGTAATTTACTTTCTTTTCTATTTTATCAGAACATTTAT 
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TTATTCACATTTTMTATTATGTTGCAGCCTTACAAATGTTTTCATCCACTCACTCTGATAAGC 

AATAAAGAATAAAATAAAGATTGCATATGTACAATGCTATTCTTCCTTGGGAAAATGACAGAAT 

TATAMGGATTTCMTGGGCTMTTTMTTTTTMTCTATAT TTGCAGG ATTTGCCATGTACGC 

AACATAGTATAACTTATAGTCAAGGATTAAAGGAMCTGCATTTTTTTCAATTACTTTAGGTAC 

CAAATCATATTAAGAACATTCAGTGTAAGGtaaaatagacctgAGGTATGTTATATGAGTGGGTAG 

GCATTTTCATTTAGTCAGTCAATTAAATCAACTTTCAAAGCAAGTGAAATTATATTCTTATACTA 

TATGGGATCCTTGAACTTATGAATAATATATTTTAAAATTACTG TCATA AATAATATTAGATAAA 

CAATGTAAAAAGTCTAACATACAAAATCAATGCTAAGAGTAACATTTTCTTGGAAATAACATTA 

CTTTTATAAATAAGCTGATGCAGATCAATTTCACATTTAATAACTTATAAAAACAAAGTCAGTG 

TTTTCTAGTTTCATATGCAAAAGCAAAGTAATAGTTGGAGTGTATGTAACCTACATTAAATATG 

TCTTAGAAAGGAAGATAAATGAACTTATCTTCCATATGCAAT ATGTA AATACGTTAATTCAGAC 

TAATTGTTCTATTTTTGTGTAGTATCTTTGTATAAACTA AGCA TTTTTAATTGAACAGATTTCTA 

TTAAGTATTATCAAATTGTTTCTCTATGTACAAATCTMTTTTGTTGTGATTCAACAGAAAGTTT 

TT ATTTTCCCTTTTA AG AC AT ATTCTTTTG AA AT AAT A AATT AT ATTT A AATT ATT ATT ACTG G CT 

GTTTAGCATCACTTTTCMGTGGTCCTTTTGCAAGAAACAAAAATATTAGCTTCTACTTAATAT 

ATACATCAGTCTTATAMCCATTTTATATTAGTCTTTTAC AATAC TCATTTGATGCTAGACATAC 

ATTAACAATATGCAGTAAGTTACAGAGTGTAAGACGTTATTTTTACTAGTGTTATTAACGTGTA 

CCACCTATGATCAGGAGCAGCTTCATGTTTAAGAAG ATAATG ACAATGACAATGATTACTGTT 

ACAACAACTACCACTGCTTCTACTATCAACACATGACTTTTTGGGGGAGGAAAATTCTACACT 

TTAAATTTCTTTACCGTATACATAAAACAATAACAGACATTCTGTTGACT TTGGC AAATAAACA 

ACAATTTTTAAAAACTTTATACAAGTCAAACAACATATGTTMTTAAGTACTTTTAAAAGTTAAA 

AGTACACGTAMCAATTGTTTTATATAGTAGCTTAATTTCTATTTCTTTTCAAAATTATCTCAGT 

GTAATTAAAAACTGGGCAAATAACAGGAATTTAATTCTAAGGGTATTATAAATCTCAAGCAATA 

TTCATCTCTGAAMTMGTTCACAGTCCAAAATCAAAGAAAATGCGATGTTCATTTTTAGGCG 

ATCAACATTCCATGAGTCATAAATTATTTTGAAATGAGGAAAATTTCTAATGAATAAATAAAAA 

AATAATATTGAAAGTACCTGCCCGGGCGGCCGGCCGAGGTACGAAATTGGGATGACATGAA 

ACACCTGTGGGACTACACATTTGGACCAGAGAAACTTAATATAGATACCAGAAATTGTAAAAT 

CTTACTCACAGAACCTCCTATGAACCCAACCAAAAACAGAGAGAAGATTGTAGAGGTAATGT 

TTGAAACTTACCAGTTTTCCGGTGTATATGTAGCCATCCAGGCAGTTCTGACTTTGTACGCTC 

AAGGTTTATTGACTGGTGTAGTGGTAGACTCTGGAGATGGTGTGACTCACATTTGCCCAGTA 

TATGAAGGCTTTTCTCTCCCTCATCTTACCAGGAGACTGGATATTGCTGGGAGGGA TATAA C 

TAGATATCTTATCAAGCTACTTCTGTTGCGAGGATACGCCTTCAACCACTCTGCTGATTTTGA 

AACGGTTCGCATGATTAAAGAAAAACTGTGTTACGTGGGATATAATATTGAGCAAGAGCAGA 

AACTGGCCTTAGAAACCACAGTATTAGTTGAATCTTATACACTCCCAGATGGACGTATCATCA 

MGTTGGGGGAGAGAGATTTGAAGCACCAGAAGCTTTATTTCAGCCTCACTTGATCAATGTT 

GAAGGAGTTGGTGTTGCTGMTTGCTTTTTAACACAATTCAGGCAGCTGACATTGATACCAG 

ATCTGAATTCTACAAACACATTGTGCTTTCTGGAGGGTCTA CTATG TATCCTGGCCTGCCATC 

ACGGTTGGAACGAGMCTTAAACAGCTTTACTTAGAACGAGTTTTGAAGGGTGATGTGGAAA 

AACTTTCTAAATTTAAGATCCGCATTGAAGACCCACCCCGCA GAAAG CACATGGTATTCCTG 

GGTGGTGCAGTTCTAGCGGATATCATGAAAGACAAAGACAACTTTTGGATGACCCGACAAGA 

GTACCAAGAAAAGGGTGTCCGTGTGCTAGA GAAACT TGGTGTGACTGTTCGATAAACTCCAA 

AGCTTGTTCCCATCATACCCGTAATGCTTTC I INI I CCTTTATTGCCAATCTTTG AACTC ATT 

CAACTCCAGGACATGGAAGAGGCCTCTCTCTGCCCTTTGACTGGAAAGGTCAAGTTTTATTC 

TGGTGTCTTGGGGAAGCTTTGTTAAAI I I I I GTTAATGTGGGTAAATCTGAGTTTAATTCAACT 

GCTTCCCTATATAGACTAGAGGGCTAAGGATTCTGTCTGCTGCTTTGTTTCTTCTAAGTAGGC 

ATTTAGATCATTCCTGTAGGCTTCCTATTTTCACTTTACTGCTCTAATGCTGCTAGTCGTAGTC 

TTTAGCACACTAGGTGGTATGCCTTTATTAGCATAAMCAAAAAAMCTTTAACAGGAGCTTT 

TACATATTACTGGGATGGGGGGTGGTTCGGGATGGGTGGGCAGCTGCTGAACCCTTTAGGG 

CATTTCCTCTGTMTGTGGCGCTITCAACTGTACTGCTGCAGC TTTAA GTACGTT AAAGC TTC 

TCCTGTGMCTTCTTAGGGAMTGTTAGGTTCAGMCTAA AGTGT TTTG GGTG GGTTTTGTTG 

CGGGGGGGAGGGTAACMTGGGTGGTCTTCTGATTTTTATT TTTG AGGTTTTGTCAACTGGA 

GTACGTAGAGGAAC ITrATTtACAGTACTTTGATTTGGCAGGTmCTTCTACtTGTGCTCTG 

CCTGGAGCTGTrtCCATATGATATAAAAAGCAAGTGTAGTATTCCATTACTATGTGGCTTAGG 

GATTTATTTG I 1 1 1 1 1 A AAATCAACGATGTTAGCTGGG ATTAG ACTCCCTACAGTCCTTCAATG 

GAAAAGTAACATTTAAAMTCCTTTGGGTMTTCAMTTACAGATTTAAAAGAGCTTAAGATCT 

G GTGTTTTGTTMTGCTTCTGTTTATTCCAG AAGCATTAAGGTAACCCATTG CCAAGTATCAT 
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TCTTGCAAATTATTCTTTTATATAACTGACCAGTGCTTAATAAAACAAGCAGGTACTTACAAAT 

MTTACTGGCAGTAGGTTATAAT TGGTG GTTT AAAA ATAACATTGGAATACAGGACTTGTTGC 

CAATTGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAACCTGGAAATACAGTAAAA 

TTTGACTGTTTAAAATGTTGGCCAAAAMATCAAGATTTAATTTTTTTATTTGTACT GAAA AACT 

MTCATAACTGTTAATTCTCAGCCATCTTTGMGCTTGAAAGMGAGTCTTTGGTATTTTGTAA 

ACGTTAGCAGACTTTCCTGCGAGTGTCAGAAAATCCTATTTATGAATCCTGTCGGTATTCCTT 

GGTATCTGAAAAAAATACCAAATAGTACCATACATGAGTTATTTCT AAGTT TGAA AAATA AAAA 

GAAATTGCATCACACTAATTACMAATACAAGTTCTGGMAAAATATTTTTCTTCATTTTAAAA 

CI I I I I I I AACTAATAATGGCTTTGAAAGAAGAGGCTTAATTTGGGGGTGGTAACTAAAATCA 

AAAGAAATGATTGACTTGAGGGTCTCTGTTTGGTAAGAATACA TCATTA GCTT AAATA AGCAG 

CAGAAGGTTAGTTTTAATTATGTAGCTTCTGTTAATATTAAGTGTTTTTTGTCTGTTTTACCTCA 

ATTTGAACAGATAAGTTTGCCTGCATGCTGGACATGCCTCAGAACCATGAATAGCCCGTACT 

AGATCTTGGGAACATGGATCTTAGAGTCACTTTGGAATAAGTTCTTACATAAATACCCCCAGC 

CTTTTGAGAACGGGGCTTGTTAAAGGACGCGTATGTAGGGCCCGTACCTACTGGCAGTTGG 

GTTCAGGGAAATGGGATTGACTTGGCCTTCAGGCTCCTTTGGTCATAATTTTAAAATATGGG 

AGTAGAAAACAACAAAGAATGGAATGGACTCTTAAAACAATGAAAGAGCATTTATCGTTTGTC 

CCTTGAATGTAGAATTTG I I I I IGATTTCATAATT CTGC TGG TAAA TGTGACAGTTAAAATGGT 

GCATTATGTATGTATATTATAATTTAGAMTACCATTTTATAATTTTACTATTCCAGGGTGACAT 

MTGCATTTAAATTTGGGATTTGGGTGGAGTATTATGTTTAACTGGAGTTGTCAAGTATGAGT 

CCCTCAGGAAAAMAAAAAAAAAAATTCTGTTTTAAAA AGCAA TCTGATTCTTAGCTCTTGAAA 

CTATTGCTACTTAAATTTCCAATAATTAAAAATTTAAAATTTTTAAATTAGaATTGCCAATACTT 

CTACATTTGAGAAGGG I I I I I I I I AGAAATACATTTagtAAAGTcCcCaAGACATTAGTCTTACAT 

TTAAACTTTTTTCTTTAAAACATGgttTTGGtGGTTAACTTTTACACAGTTCTGAGTACTGtt AATA 

TCTGGAAAGTATCTTGAgat atCagtGGA AAGCTAAAcagtCTAAATTAACATGAAATACttCATTTT 

GATTGagaaAATAAAATCaga I I 1 1 1 1 1 CAAAGtcaaacc 

>607 

NNNNNNNN N ATCGCACCATGGG ACGTTCCTACGTACGCG CG AATTG AACATCT AAG 
CTGTTCCCCCCACTCGAGCAGATCATACCAAGACCGCCGAAATTCGTATGCCAACATATCGA 
AGTATCAGTCGCGGACCGGACAAGCCCGGATTCGCCATGTACGGGCAGCTGTCCGGGCTG 
CTTTCGCCTCCGCCTGTGGATGCTGCGCCTCTCCGAACGCAACATGAAGGTGCTCCTTGCC 
GCCGCCCTCATCGCGGGGTCCGTCTTCTTCCTGCTGCT GCCG GGACCTTCTGCGGCCGAT 
GAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAATTGGAGATG 
AAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAACAGTGGATAAT 
TTTGTGGCCTTAGCTACAGGAGAGAAAGGATTTGGCTACAAAAACAGCAAATTCCATCGTGT 
AATCAAGGACTTCATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAAA 
GAGCATCTACGGTGAGCGCTTCCCCGATGAGAACTTCAAACTGAAGCACTACGGGCCTGGC 
TGGGTGAGCATGGCCAACGCAGGCAAAGACACCAACGGCTCCCAGTTCTTCATCACGACAG 
TCAAGACAGCCTGGCTAGATGGCAAGCATGTGGTGTTTGGCAAAGTTCTAGAGGGCATGGA 
GGTGGTGCGGAAGGTGGAGAGCACCAAGACAGACAGCCGGGATAAACCCCTGAAGGATGT 
GATCATCGCAGACTGCGGCAAGATCGAGGTGGAGAAGCCCTTTGCCATCGCCAAGGAGTAG 
GGCACAGGGACATCTTTCTTTGAGTGACCGTCTGTGCAGGCCCTGTAGTCCGCCACAGGGC 
TCTGAGCTGCACTGGCCCCGGTGCTGGCATCTGGTGGAGCGGACCCACTCCCCTCACATTC 
CACAGGCCCATGGACTCACTTTTGTAACAAACTCCTACCAACACTGACCAATAAAAAAAAATG 
TGGGI I I I 1 I I I I 1 1 1 I I AATAAAAAAAAAAAAAAAAAAG G G G AC AATAAG AAAG GT ACCC AAT 
TCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
AAACCCTGGCGTTACCC AACTT AAN N 
>608 

NACGAGGGGTACCGCCTCACTCCCACGCGCCCCCCAGCGCCGCGGTGCGCGGCA 
GCTGAGAGAACAGACACAGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCC 
GATCGACTTCCGCCTCGGGCAGTCAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAA 
TAGAAATAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTCGATTA TTAGC TTTAGTGA 
MTGGGCTAATAATGCTGGCAMGTGGAAAAATGTGCGATGATTTCAAGCTTTTTAGATCAG- 
CAAGCCATCCTGTTTGTGGACACTGCTGATCGCCTGGCCfCGTTAGCTAGAGATGCTCTGGT 
CGATGCACGCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGTACTAACTACTGGATCTTA . 
CCCACGGCTGCCMCCTGCATTAGGGATAAMTTATTCCTCCAGACCCAATTACCAAAATTG 
AAAAAC AAGCC ACACTCCATC AGCTG AATCAGANN N N NN 
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>609 

NNCGCCGCCGGACCGCGCCCCACCCCGCGCGCCCGAGCAGGGCGACTGTCATTA 
GCTTCCTGGACGGGACCCGGGGCGGGATCCTGGTGTCCTGAAAGGGGCCCGGGCGACCC 
TAAGAGGAAGAACTTTTGGGGGCGGGGTCCCCGGTCCCGCGTCCCCTGGGCAGCCGCTAT 
TGTCTACGCGCCTCGCTGGGCGGCGCGGGGGGCGTGATCGCGGCGGCCCCGGGCTCTGG 
GTGCGGAGACCCAGGCGGGGCTGGGCCCAGGGCGGCGGCGGGAGAAGCCGGGGAAGCC 
GAAGAGCCTGGGGAGGAGGAGCTGCGAGCGCGGGAGACGAGCAGGAGCCGCGCGGGCC 
GCGGCGAGCGCGATGCCGGCGGCGGCGGGGGACGGGCTCCTGGGGGAGCCGGCGGCGC 
CTGGGGGCGGCGGCGGCGCGGAGGACGCGGCCAGGCCCGCGGCGGCCTGCGAGGGAAG 
TTTCCTGCCTGCCTGGGTGAGCGGCGTGCCCCGCGAGCGGCTCCGCGACTTCCAGCACCA 
CAAGCGCGTGGGCAACTACCTCATCGGCAGGAGGAAGCTGGGCGAGGGCTCCTTTGCCAA 
GGTGCGCGAGGGGCTGCACGTGCTGACCGGGGAGAAGGTGGCCATAAAAGTCATTGATAA 
GAAGAGAGCCAAAAAGGACACCTATGTCACCAAAAACCTGCGGCGAGAGGGTCAGATCCAG 
CAGATGATCCGCCACCCCAATATCACTCAGCTCCTTGATATTTTAGAAACGGAAAACAGCTA 
CTACCTGGTCATGGAGCTGTGCCCTGGGGGCAACCTGATGCACAAGATCTATGAGAAGAAG 
CGGCTGGAGGAGTCCGAAGCCCGCAGATACATCCGACAGCTCATCTCTGCCGTAGAGCAC 
CTGCACCGGGCCGGGGTGGTCCACAGAGACTTGAAGATAGAGAATTTGCTACTAGATGAAG 
ACAATAATATCAAGCTGATTGACTTTGGTTTGAGCAACTGCGCAGGGATCCTGGGTTACTCG 
GATCCGTTCAGCACACAGTGTGGCAGCCCTGCCTACGCTGCACCTGAACTGCTCGCCAGGA 
AGAAATACGGCCCCAAAATCGATGTCTGGTCCATAGGTGTGAACATGTATGCCATGTTGACC 
GGGACGCTGCCTTTCACGGTGGAGCCTTTCAGCCTGAGGGCTTTGTACCAGAAGATGGTAG 
ACAAAGAAATGAACCCCCTCCCCACTCAGCTCTCCACAGGTGCCATCAGTTTCCTGCGCTCT 
CTCCTGGAACCGGATCCTGTGAAGAGGCCAAATATTCAGCAGGCACTGGCGAATCGCTGGC 
TTAATGAGAATTACACGGGCAAAGTGCCCTGTAATGTCAGCTATCCCAACAGGATTTCTCTG 
GAAGATCTGAGCCCGAGCGTCGTGCTGCACATGACCGAGAAGCTGGGTTACAAGAACAGC 
GACGTGATCAACACTGTGCTCTCCAACCGCGCCTGCCACATCCTGGCCATCTACTTCCTCTT 
AAACAAGAAACTGGAGCGCTATTTGTCAGGGAAATCTGACATCCAGGACAGCCTCTGCTACA 
AGACCCGGCTCTACCAGATAGAAAAGTACAGGGCCCCCAAGGAGTCCTATGAGGCCTCTCT 
GGACACCTGGACACGAGATCTTGAATTCCATGCCGTGCAGGATAAAAAGCCCAAAGAACAA 
GAAAAAAGAGGGGATTTTCTTCATCGACCATTCTCCAAGAAGTTGGACAAGAACCTGCCCTC 
GCACAAACAGCCCTCAGGCTCGCTTATGACACAGATTCAGAACACCAAAGCCCTCCTG AAG 
GACCGGAAGGCCTCCAAGTCCAGCTTCCCCGACAAAGATTCCTTTGGCTGCCGCAATATTTT 
CCGCAAAACCTCAGATTCCAATTGTGTGGCTTCTTCTTCCATGGAGTTCATCCCCGTGCCAC 
CGCCCAGGACCCCGAGGATTGTGAAGAAACCGGAGCCCCATCAGCCAGGGCCCGGAAGCA 
CTGGCATCCCCCACAAGGAAGACCCCCTGATGCTGGACATGGTGCGCTCCTTCGAGTCTGT 
GGATCGCGACGACCACGTAGAAGTGCTGTCTCCCTCTCATCACTACAGGATTCTGAACTCCC 
CGGTCAGCTTGGCTCGCAGAAATTCCAGCGAGAGGACGCTGTCC CCGG GTCTGCCATCCG 
GAAGCATGTCGCCTCTCCATACTCCTTTGCATCCAACTCTGGTCTCTTTTGCTCACGAAGATA 
AGAACAGCCCCCCAAAAGAGGAGGGCCTGTGTTGCCCACCTCCGGTTCCCAGCAATGGCC 
CCATGCAGCCTCTGGGGAGCCCCAATTGTGTGAAAAGCCGAGGCCGGTTCCCTATGATGGG 
CATCGGACAGATGTTAAGGAAGCGCCATCAGAGTCTGCAGCCATCTGCAGATAGGCCCCTG 
GAGGCCAGCCTGCCCCCACTGCAGCCCCTAGCCCCTGTGAACCTTGCCTTTGACATGGCCG 
ATGGGGTCAAGACCCAGTGCTAACTTGGGCCAGCGGGGTTTGGGGTATCTCTAGAAAACAG 
CAACTGAACAGAGCTCCACACATCTGTCAGGGTGTGAGCACTCCAAGGCCTCGCGTGGAGC 
ATCCTTAGTCCCACGTGTAGCTGAATCCACAGACCCAAAGCCTGCACAACCGAACCTCGCTT 
AGGGACCCCCAGAGATGCTGGAATCGCTAGGAGGGTTGGCTCCAGGGGCAGCCAATTCCT 
ATCATTCAGATCTTCCTTCCTCCCAAGTACTCACCAACCCCTTCCACTTCCCACTTCCCCCAG 
GCTTGGGGGGAAAACAGGGCATGAGCCTTCTGGGGCACTCAGATTATGGACTGTTACCAGA 
TCTTTCTTCACGCTGTGCTACATGTGTGCCTCTCACAGCAGTTGGCCACAGTTACAGGGAGA 
GAACAATATCACAGTCATTCATCCAGGCCACGTTTCCTCTGCGGAGTGTAGCAGCCCTGCCT 
TTCATAGCAGGGATTACCTGAAGGCCAGCAGGAGCCGGGGGCAGGCCCAGGATCCTCAGA 
GGAAGATGGAGAGGAGCTTCGGACCAAGATCAAACCAAACAGTQG GGACC CCAACAGAAG 
AGAMGACTGMGGAGACACTCATTTCCCMGGAAGAT TTTGATAG ATTTTTGTTGTTGTtGt 
TGTTGAMCATGCf AATGATTGAATTATCTTTtCCAAAGA I 1 1 I I I 1 1 AAAtGTGATGTCGGTA 
AATTGAMTAACATAATTTTTrAAAACTTGGA 

ATGTTTTCACAGGAGGGTTCAGTGTGGAGAGCAAAAAAGCTGACTGTGGTGATTTGCTGAGT 
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GCTGTGGCCCACAGGCAGGGCAAGTCTCGGTGGCCCTGTGTTCATCCTGTTGTTTAAGGCA 

TAGCCCTGATCCTTCTGGAAGGCATAGAACACGGTTACAGCTGGTTCTGTAGAAAGAGGGA 

AAAGATGATTGTGACAATTCAGAGCATAACTCAGATGGCGAGAAGGCAGCATTATCTCTGTG 

CGATGCTGATTTCAAGCTGCCCACAGAACTGGTGCGGCTCAGAGCTCGGCGAGTTTGCTGG 

GAGCTGGGAGCAGGCTTGCCTGGCAGAGAACCTGTTCAGATACAGGCCAGTTTCTTCTTCG 

AGGAAAGCCAAGCTCCTCAAACAGGGTTCAGTCCACGTTGTGTTTTCACACCTTTCTCCAAG 

GATCGAACCAAAGATGTGTCTCCAGTATTGTGTCTGTGCCCCTGTGTGTGTTTTGTGGACAG 

CCGTGTTGTCTGACTGTATCCAGCTGGCACTTGACAGGGTGCAGTCATTGGTGAGAAGAAT 

CAGAAAAAGAAGACCCATCAGCACAGGTTGGATAGGGGTTAGTGTAGGAGACCAGTTACAG 

AATGGCCTGGAGTCTTCAACTTTTGACCGGTGCAGGTGTGACCAGAGACCACCTCTGTGGC 

CACCTCAGATAGTCATCTCAGTCCAAGGATCCGAAAACACAAATCTAGAATTGCAAAGCCAG 

CCTTTATTTCCCTG GC AGGC AG CCTTGCCAG AAG G CAG AG AG G CAGTTCTG AATC ATTCTCT 

CATTCACCAGTGGTGACATCCTTCAGTCCCTCACATGTCTGACAGAGCGGGACAGAATGGAT 

ATTTGGCTGACCTTGGTGAGACCTGGAGCTGCCTGTTTCTTCCCTAGGGGATCACCACGGC 

TCTAGGGCATTCTAGGATGAGGTCAGACCCCTTGGCCATTGGTGTTAI I I I I I GTATAGCTTC 

AGACTGGGTTCCAGAACTTACCATTGAAAACAGAGCTTTTAGGCCAGGTGTGGTGGCTCACA 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGGAGGTGGATCGCTTGAGCTCAGGAGTTCGA 

GAGCAGCCTGGGCAACATGGTGAAAGCCCGTCTCTACCGAAAAATACAAAAAAAAATAGCTG 

GGTGTGGTGGTACGTGCCTGTAGTCCCAGCTACTTCGGGGACTGAGGTGGGAGGATCACTT 

GAACCTAGGAGGTCGAGGCTGCAGTGAGCCAAGATCATGCTACTGCACTCCAGCTTAGGTG 

GCAAAGTGAGACCCTGTCTCCAAAAAAAGAAAATAGAGCTTTATAAGCAGAGAGAAGAAAAT 

AATCATCTAAGACCATCTCTCCATTCGACATGAAGTGTACCTTTTCTAAAGACGGTTTCCAGC 

TGCAACGGCTCCACTTTGCAGGCTTGCAGGGTGTATACCTGCGCATTGGGAACTTGCTGGA 

ACCCCTGATGCATTTTCCTTGAGAGCAGGGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CGTGCTTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGT 

TGCCATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGG 

GAGTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGTGAGCACCTGACAAATC 

TATGAAACCGAGTGAAAGGAGAAATGTTAGATTCTTTATTATTTTATTATATTTATATGGAAAG 

CTCGACTCTCCCTTTGGTAAGTCCGAAGCATGTTGTCTGTTCGACCGTGACTGTCTTCCTCA 

GTCTGTGCCTGTGATTCCAGTCACCCTGTAGTTACTGACAGAAATTGACTGGACTGTCATTG 

TGTGAAGTCTAGGAGGAAATGTCCATTTTAATTGTATGATTTGGTCATAAGTAAGGACTATAT 

TTATGTCACCATTATTAGATATATGTACTTTTGTAATGACTGTGAAATACACTTTTCCCTCACT 

ACGACTGCTTCTTTATTTGCTGATAAATCTTAAAACAACTAAGTACGTTGCAAATAATAGTACA 

GGTACCATCTTTTATGTGAAGTTCTTTTT C 1 1 1 1 1 I I GAGACAGGGTCTTGCTCTGTCACCCA 

GGCTGGAGTGCAGTGGCACAATCACAGTTCACTGCAGCCTCAACCTCTCCAGATTCAAGTG 

ATCCTCCCATCTCAGCCTCCCAAGTAGCTGGGACTACAGTTGTGCACCACAATGCCTAGCTA 

A 1 1 1 1 1 1 1 IGTATTTTGTAGAAATGGGGTTTCGCCATGTTGCTCAGGCTGATCTCAAACTCCT 

GGGCTCCAACGATCTGCCCACCTTGGCCTCCCAAAGTGCTGAGATTACAGGCGTGAGCCAC 

TGTGCCTGGCCTTATGTAAAGCTCTTGACCTAGCATCTGACTGGAAACAAGCGGGAATTGCA 

TTGGGGGGCATTTTCTGGGCCAGTTTCCCTGCCTTATTTTACCTGCAATAGGTGTGCCTACA 

AAAGTCTTTCTGACATACACACTGCAGGTGGCAGTTCAAGAAGAATCAACCTTTTTCATTTGG 

GGATATTAGGATCTTCCTTGGAGACTCTGAAAATGGCACACAAAGAATGGCAGTTATGAACG 

TGACTTCTAGATTTTGTCCTTGTAGGAGGCCTTGGTCATGGATAGGGGAAGAGGGATGATG 

GGATGGAATGGGAGGGTG GGATC TAGATGACCTCTTGAAATTGTCCCAGTTACTGCTTCCTT 

CATMCTGTTCACAAAACGTTTTTCATATATACCAGCTTGTTTCCCCTGGGAAGTGAGGGGAC 

GAAGCCTTAGAGGGTGACATAGCTAGAAAGTGGAGAAGCTCACTGTTCACTGTGCAAAGCC 

CCAGTAGTCGGATTCCGGGGAAMGAACMGTATCTAGTTTTGATGACAATGTTTTCTTGTAA 

GAATCCCAACACTTTAGAATAGAAAAGGACCTAAGATTCTCTGGCTCAGCCCCAGCCTTTCT 

GAAGAAGGGAAAACTAGGGACCCAGATGGTTTAAGGACACCCCAGAGTCCCCAGATGAGCT 

GGCATTTGAGCTGGTCTGGAGCAGAGTTTCTCCCf CAAAGAACACAGAGAAATCAGAGAGT 

GGCTGCCATGGTCAGAGGGGG ATGTCAACAACAGATCAAGCCGTCATCACAACAGGTATTT 

CTGMGTTCCTGCAGGGACTAGGTCTTGCATTTTTMGTCCTTTTCAAAACTGTGCAGCTTCC 

TGAACCTTATGCTGTTTGTCCCATCCACTCTTGAAGCTGGGGAMGACAGCTTTCTTTGGGA 

ACTCTGTCTTTCtCAGTTGACTTCCCAAGTAAGCAGCAAAqGCCTGGATAGCCTTGTTATCTA 

CTtTAGGfATTMGAGGCTATtGGGTTTtACTAGATTAAATCMTAAAAGAT^CCt 

CATATCATACACTGAAGCAAATTCAGAAAGAATGCAAAACTGCTATCTTTTGGGGGAGTCTG 
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GAAGCCTGTTGGTTAGTGTATTTATTTTCTTTGTGGGGTCTTCTGTGAGCTACAGGCACAGTA 

AGAATAATTCAGAGCGGTACTGGGAGTTGGTTCAATTTCATGTCATCACTTTTCAATGAAGGG 

AGTGCATTTCCTGAGTAGTAAATGAGTATATTATTTGTGGCAGCTTTTCTGTTAAGGGAGCTT 

TCCAGACATCTGGTTGCAAAGACAAATAGGATATATATTTGTACTTCTTCTCTGTGGACATGT 

TTTTGTGACACACAGTTATCTCTAGGAGTTGACGTCTGTGGGCACTAAGGGACTGAGGTTGG 

GGGAGAAAGCTGAGGAGGCTTTGGAAGAGAAGGTGAGGAGCATTTCAGGATTTGCAGTCCG 

CCTGCACATGTATCCACATCTGAGCTGGTGGTGTTCCAATAATGAGGCATTTGGGGCAACCA 

ATTTTGGAAGGATAGAATAGCTTTATGTGGAGCAAACTTGAGGATCAATTGGAGTTGAGTGG 

TTTAAAACTTAAAGATGGCACAGGAAGCTGTATCATTTACAGGTGAAAAAAATAAATGGGTCT 

GACNNNN 

>610 ■ 

< I I I I I I CCTATATAAAGTGATACTGAAATATGCTAATTAATATATTAATTTTAGTTAAAT 
GCTGCTAATATGCATACCTCTTACTTGAAGG I I I I I AATATGTTTTGATAACTTTAATAACTTC 
AGGTGATGTCTGTATAATTTTTAAAGTGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTG 
ATTAAACGGCGTCTTG 
>611 

>612 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTGTTATAI I I I I I I I I I I IACAT 
CCCAAACAGGTCTTTTTATTTAACATAAGGCCAAAGAAGCTATCAGGCGTTGCTGAATACTGT 
CCACTAACTGTACAAAATATTGACTGCATGCCTCGCAAAGACCAAAATATCCGCTGGAATGC 
CATAGAAATAAATAACTTCTGCTATAAACACATGAAAACATATCAAACTGTTATCTCTTTAAAC 
ATATTGTAAATAAAAAAATTACCAGTACTTCTACACAATAAATATTAAGAAACCATTGACATAG 
TTGAMTGCACTCATATAAATTAACAACTTTAATTACATTAGCCAAACAGACATTGGTTAAAGA 
ACTGCATGTAGTATGCAAAACAAAACAAAACAAAACAAAAAACA AAGT AAAAAACCAACAAAA 
TAGAAACAAACAAACAAACAACATCAACCACAGAACATAAAAAGTTTTAAAATAAAACAGGCT 
TCAGATTATCTTGGCTTTCATAATTATA I I I I I CTTTTAAAGAAAAATATCAACCCATTGTCAAT 
GCACTGTTTTTCAAAGCATTTAAATAGAGGGTAAAACCCTTTGGAAATTAATACAGAAGAAAT 
GATTCACTTTATGCATAAAAAATAAATAATAATATAGCTGAGACATGTGGTTTGCTTCTGCTCT 
TGAAGATGTGAACAGCTTCTAAGCATTCATTTTCTCTGACCCATACAACAGCTTCTCAGTGAT 
ACAGGGTTTAATTTAAACACATACAATGTCCACCCCCAAACCTTCTGCCCACATCTACAAGTT 
TTATTTATTTTGTGGGTTTTCAGGGTGACTAAG I 1 1 I I CCCTACATTGAAAAGAGAAGTTGCC 
AAMGGTGCACAGGAAATCATTTTTTTAAGTGAATATGATAATATGGGTCCGTGCTTAATACA 
ACTGAGACATATTTGTTCTCTG I 1 1 1 1 1 1 AGAGTCACCTCTTAAAGTCCAATCCCACAATGGT 
GAAAAAAAAATAGAAAGTATTTGTTCTACCTTTAAGGAGACTGCAGGGATTCTCCTTGAAAAC 
GGAGTATGGAATCAATCTTAAATAAAT ATGAAA TTGGTTGGTCTTCTGGGATAAGAAATTCCC 
AACTCAGTGTGCTGAAATTCACCTGACTTTTTTGGAAAAAATAG TCGA AAATGTCAATTTGGT 
CCATAAAATACATGTTACTATTAAMGATATTTAAAGACAAATTCTTTTCAGAGCTTCTAAGAT 
TGGTGTGGGCAGATTTTTAAGAGCCTAGAGTTTAGTCTTAGAGAAAGAGTGAGGAGATAGTA 
AGGTTAGATAGAGCCACTGAGTTTCAAGAAAAAAACATACTACTAAGAATCCCATATGTTATA 
ATTTAAAGCCTTTACTTTTGGCCTCATGCTGCTAGGTGAAAGAGTGGTTGTTCACAGGACTTG 
TATTTTCCAAGATGATTAAAGATGGTAAAATACTATCTTTCAATGTTATCAAAAAATGGTAGCA 
ACTTATACTTCTATTTCAAAGCCATATAAATTTAACAAAATTAAAGTTTGTGGGTGTTTGATAA 
CCCAATCACTCAATATCCAATTAAAATATGGAATAAGTTTCAAATAAAATATGGAATTACATTT 
CTCTGCTTCTGATAACTGTGGTCACTAATCAACCCCCATGTTATCCCCGATATGTCTAGGACT 
TAGCTTAAAAAGATAGCAGATGTATTTGAGATGAGTGGGAACTATACATGGGTATCAGCTTTC 
TTGGTAMTTTCTGCTTTTTCCATGGCCTTGACCATCTTTGCTACTGCGCAGTGAACCAGGAC 
TTAATTTCTCACACTGTTTCTGCAGGTTCCGGTACCAAAGAAGATGCAGTTCAAAATACTGCC 
AGTTTTCCMGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAMCTTTTCTCA 
CCACACCCACG7TCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTC 
TCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 
GTAAGTGTATTTGCCCAGTAGTGACATTGCCTAGATATAGCCAAGTGTTATAGTATACCAACT 
TAGTAT AI 1 1 1 I CMGGAGAGGTAMCCACCTTTTGTAATGTTTGGTTTCTCACTGTT ATCTT C 
CTTTCCTATMTTAATtTATTTTMTCTACAMTTGACAT AGGGCT AAMGCTTCAATATTTTAC' 
AAAATATTMTTMTGfAATTGTTCCCAATtATTAGAAACTTTrTTCCAlTTT^ 
CCAACtTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCACATACATGAATAAT 
TTATTAGCTATTCCAGGCAAGCTAAGTACTAGAATAAACTAGATAAAAACTTGGCTTTAAGCA 
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TGTACTTTGATATTTATAAAACAAAGGTG I I I I I 1 1 I I CATTTCTGCATCTGAATCAATACAAAT 

TTACACATGAAGAATTTTGGCTGTAAATTAAAATTTTAGAGA I I I I I ACTACTGCCCTCACCTC 

TGCCTCCTCTTAACTGTTCTCTTCCTTACTCTCCCTCTCTTAACACTTTCTCTCAAATTAATTAT 

CTTTTAGTTAGTGATGACATTATTTTTCCCAGCTGGTACAGGTAATATTTCTCACAACCAAGC 

CTTAATCATTTTTAAAAAATACACTCAACTCTAATTCTGGCCTAAATATTAI I I I I CTGAAAAAG 

CTTCTGATTTAAGATTGATTCCAATAGACACTAAGTTGGAAAAACATCAGCCCAGAGTTTTGA 

TTATCATCCTGTTTTCCCCACAGGGGATAACTTGTAGAAGTGGGAGGGGCACAAAAAAGAGG 

AGGAAATTTCGGACGCGTGGGTCGACTCCCTATAGTAGN 

>613 

>614 

NNAAGAATTCGGCACGAGGGCGCCTTCTCCTCCAACTTCAATGAATGGTACGTGTG 
ACGGGTCGGGGCCTCTCTCCCTCTCCCTGTCCCCACCCCAGCGCAGCAGCCCTCCCCGCA 
GCTAGCAGCGAGGGCACCTTGTGATCATGTTGTTAAAATTATGAATCTGA I I I I I ATGATGAT 
GAAAATTTTACCAGCAGAAGGA I I I I I IAAAGI I I I I I I I I I I I I I I AATAATAATCTAGGCATG 
AAGAGCAAAAATATCCCTTCCGGAGTCTTTGAAGCTGAAAATATAAAACAAATAAAAAATAAA 
AAAATAAAAACCCACAAAAATGTTGAACCAAACCTCCCTGCTAATCTCCATGCCCACGTTCTT 
TCCCACCCTGTTCCCAGTCTTCTGACAAACTGTGTACATAGCGGACTCCTCCTTTCTCCTCC 
GAGGTGGTTTTAAAGGC I I I I I GGTGTATAGAAGTTTGTCCATTTGTAAAACTCCGGATTGCG 
TTCCTCCCCGCCTTCCACCCCTTCCCTTCCCTAMGTGATGGGCTTTCTCTTTTCTCTTTTTA 
GTTTACCCGGTTTCTTTTTAAGTMTGTGGAAGAAAATGGTTTATTTTGTATTGTGGTATTGAA 
TATTGTGTTCCTTTTTATGAGGCAACCTGATTGTAAACTTCATGTAACTATAGACTGGAAAAAA 
TGAGCCGTGCCAAAGTCTCCCTTCTGTTTCTTCAGCACATTGACCCATAGCACACACATACA 
CACCACCACCAACAACGCTTGTGAATGTA I I I I I CTGTTAGCTGGGTTTACATGTGATGTTTT 
AGTGCTTTTGCAAGTTCAATTTGTTAGTTCCTGTATGAAAGATTGTGGGGGAAAAATAAACGT 
CGTGCCGTTAGCTTTTTCCGTAATAACACCCTTCCTTCTGTAAATACCCGTTACCATATTTATC 
CATTTGTAATTAAATTATGGTATTAACTTGCTACAGAGGAAACAATATTTATAAAGAATGTTTC 
TTAACTATAAATATGTACAATTGTGGGCATAAACTGTTTCAGAI I I I I I ATTTGAAGGTTTTAA 
GTGGTTTGATCATTTCTTGTGATGTTTTGAGAGTAATGCATACAGAAATATAATAAAATGTGTT 
GAAACTGCATGAACATAAAAAAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTA 
GTAGGCGGCCGCTCTAGAGGATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTT 
CTATAGTGTCACCTAAANNNNN 
>615 
>616 

NNGCAGACAGTGACTTCGATGCTAAGAGCAGTGCGGATGATGTAATAGAAGAAACT 
AGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCCCTGAGAATGACTTCAAGCACCACA 
GGAGTCGTAACCACTCTCGTTCACCTAGTGTAGAAAGAGGGCAACAGTACGGCAAGAAGAA 
GAATGAGAAAAGAGGGCTGCTGCGCTGGAAGCATGTTTGGATGTAACCAAGCAGAAAGATC 
TCAGTGGATTTTATAGGCACCTATTAAATCAAGCAGGTGGTGAAGAGGAAGTACCTAAATGC 
AGCTTTCGTGAAGCCAGATCTGGTATAAAGGAAGAAAAATCAAGGGGCTTCTCCAATGAAGT 
AAGTTCAAAAAACAGAATACCACAAGAGAAATGCATTCTTCAAACTGATGTGAAAGTAGAGGA 
AAACCCAGATGCAGACAGTGACTTCGATGCTAAGAGCAGTGCGGATGATGAAATAGAAGAA 
ACTAGAGTGAACTGCAGAAGGGAAAAGGTCATAGAGACCCCTGAGAATGACTTCAAGCACC 
ACAGGAGTCAAAACCACTCTCGGTCACCTAGTGAAGAAAGAGGGCACAGTACCAGGCACCA 
CACGAAAGGATCACGAACGTCGAGAGGACATGAGAAAAGGGAAGATCAGCACCAGCAGAA 
GCAATCCAGAGACCAAGAGAACCATTACACTGAGCGTGATTACCGGAAAGAAAGGGATTCTC 
ATAGGCACAGAGAGGCCAGTCATAGAGATTCCCATTGGAAGAGGCATGAACAGGAAGATAA 
ACCAAGGGCGAGGGACCAAAGAGAAAGAAGTGACAGAGTATGGAAAAGGGAGAAAGATAG 
GGAGAAATATTCCCAAAGAGAACAAGAAAGAGATAGACAACAAAATGATCAGAACCGACCCA 
GTGAGAAAGGAGAGAAGGAAGAGAAAAGCAAAGCAAAGGAAGAGCATATGAAAGTAAGGAA 
GGAAAGATATGAAAATAATGATAAATACAGAGATAGAGAAAAACGAGAGGTAGGTGTTCAGT 
CTTCAGAAAGAAATCAAGACAGAAAGGAAAGCAGCCCAAATTCTAGGGCAAAGGATAAATTT 
CTTGACCAAGAAAGATCCAACAAAATGAGAAACATGGCAAAGGACAAAGAAAGAAACCAAGA 
GAAACCCTCTAATTCTGAATCATCACTGGGAGCAAAACACA6ACTCACAGAGGAAGGGCAA 
GAGAAGGGTAAAGAACAAGAGAGACCACCTGAGGCAGTGAGCAAGTTTGCAAAGCGGAACA 
AtGAAGAAACTGTAATGTCAGCTAGAGACAGGTACTTGGCCAGGCAGATGGGGCGGGTTAA 
TGCAAAGACCTATATTGAGAAAGAAGATGATTGATGGCTACCCCAAGAGAAAGATTTAAGGA 
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AGCACAGAAAACTGTAATTCCTGGA ACCT GCTG CGTAA AACCATAAAGGAGTGTGTTACCAG 

TAGTTTGGAGGGCAI I I I I AAATTTATTTTCAAAATTTTAAGTTAAAAGTCAGTCTTACAGCTT 

GGATGTTTGGATGTGGATGTTTGGCTGAATTTATATATAGTGTGTACTCATCAATACCACATT 

CTTTGTTGTATTCAAGAACCGTTAAGAGTGTGCTAATTCCCTGTAGGTACATAATGAGGAAAA 

TTTGCTCCACTACAACCATTAAAAAATAATTTTGGCCAGATACGGTAGCTCGTGCCTGTAATA 

CCAACATTTTGGGAGGCCAAGGGCAGAAGGATATTGAGGGCTAGGCATTCAAGACCAGCCT 

AGGGCAGGATAATAAGACCTTGTCTCTATTTAAAAAACAAAAAGCCTAGCATGGTAGTCCAT 

GCCTGTAGTCCCAGCTGN 

>617 

>618 

GTCGACCCACGCGTCCGGGCGGCTTCCGTAGCGGGAGGGCGAAAGATGGCGGCG 
GCAGTACTGGGACAGTTGGGTGCGTTATGGATACATAACCTGAGGAGCCGGGGGAAGCTG 
G CCTTGGGTGTTTTACCTCAATC ATATATCC ACAC AAGTG CTTCTCTTG ACATTTCTCG AAA A 
TGGGAGAAGAAGAATAAAATTGTTTATCCTCCACAACTGCCTGGAGAACCTCGGAGACCAGC 
AGAAATCTACCACTGTCGAAGACAAATAAAATATAGCAAAGACAAGATGTGGTATTTGGCAAA 
ATTGATACGAGGAATGTCTATTGACCAGGCTTTGGCTCAGTTGGAATTCAATGACAAAAAAG 
GGGCCAAAATAATTAAAGAGGTTCTCTTAGAAGCACAAGATATGGCAGTGAGAGACCATAAC 
GTGGAATTCAGGTCCAATTTATATATAGCTGAGTCCACCTCAGGACGAGGCCAGTGCCTGAA 
ACGCATCCGCTACCATGGCAGAGGTCGCTTTGGGATCATGGAGAAGGTTTATTGCCATTATT 
TTGTGAAGTTGGTGGAAGGGCCCCCACCTCCACCTGAGCCACCAAAGACGGCAGTTGCCCA 
TGCCAAAGAGTATATTCAGCAGCTTCGCAGCCGGACCATCGTTCACACTCTATGATGAGGAG 
ATTCAGACTCCACAGTGTATATATTTTGCCATTTATTTTCTAAAAATAAACAAAAATTGAAGCC 
ACACACCCCCCCCCCCACGACCGCAACAAAACACCCGCGCGGCCCCGCCGACGAAACCAC 
CCCACTCCGGACGCCGCACAACCAAAACACCACAGCCCCAACCACN 
>619 

CGACCCACGCGTCCGCCCTGAGCCGGCGGAGGAGGACAAAAACCGCCGCGACCC 
CGGCAGGGTGGGAAGTGCAGGGCAGCGCTCCCAAGACACGCTTGTTGGAGGTTCGGGCCT 
GGGTGCTTGGTTGTCTG AGCCTC C 1 1 I I 1 1 GTGTTTGCCTGGGTCCCTCGTGGCCGACGGA 
ACAATGAAGGATTGCAGTAACGGATGCTCCGCAGAGTGTACCGGAGAAGGAGGATCAAAAG 
AGGTGGTGGGGACTTTTAAGGCTAAAGACCTAATAGTCACACCAGCTACCATTTTAAAGGAA 
AAACCAGACCCCAATAATCTGGTTTTTGGAACTGTGTTCACGGATCATATGCTGACGGTGGA 
GTGGTCCTCAGAGTTTGGATGGGAGAAACCTCATATCAAGCCTCTTCAGAACCTGTCATTGC 
ACCCTGGCTCATCAGCTTTGCACTATGCAGTGGMTTATTTGAAGGATTGAAGGCATTTCGA 
GGAGTAGATAATAAAATTCGACTGTTTCAGCCAAACCTCAACATGGATAGAATGTATCGCTCT 
GCTGTGAGGGCAACTCTGCCGGTATTTGACAAAGAAGAGCTCTTAGAGTGTATTCAACAGCT 
TGTGAAATTGGATCAAGAATGGGTCCCATATTCAACATCTGCTAGTCTGTATATTCGTCCTAC 
ATTCATTGGAACTGAGCCTTCTCTTGGAGTCAAGAAGCCTACCAAAGCCCTGCTCTTTGTAC 
TCTTGAGCCCAGTGGGACCTTA 1 1 1 1 I CAAGTGGAAGCTTTAATCCAGTGTCCCTGTGGGCC 
AATCCCAAGTATGTAAGAGCCTGGAAAGGTGGAACTGGGGACTGCAAGATGGGAGGGAATT 
ACGGCTCATCTCTTTTTGCCCAATGTGAAGCAGTAGATAATGGGTGTCAGCAGGTCCTGTGG 
CTCTATGGAGAGGACCATCAGATCACTGAAGTGGGAACTATGAATCTTTTTCTTTACTGGATA 
AATGAAGATGGAGAAGAAGAACTGGCAACTCCTCCACTAGATGGCATCATTCTTCCAGGAGT 
GACAAGGCGGTGCATTCTGGACCTGGCACATCAGTGGGGTGAATTTAAGGTGTCAGAGAGA 
TACCTCACCATGGATGACTTGAGAACAGCCCTGGAGGGGAACAGAGTGAGAGAGATGTTTG 
GCTCTGGTACAGCCTGTGTTGTTTGCCCAGTTTCTGATATACTGTACAAAGGCGAGACAATA 
CACATTCCAACTATGGAGAATGGTCCTAAGCTGGCAAGCCGCATCTTGAGCAAATTAACTGA 
TATCCAGTATGGAAGAGAAGAGAGCGACTGGACAATTGTGCTATCCTGAATGGAAAATAGAG 
GATACAATGGAAAATAGAGGATACCAACTGTATGCTACTGGGACAGACTGTTGCATTTGAAT 
TGTGATAGATTTCTTTGGCTACCTGTGCATAATGTAGTTTGTAGTATCAATGTGTTACAAGAG 
TGATTGTTTCTTCATGCCAGAGAAAATGAATTGCAATCATCAAATGGTGTTTCATAACT TGGT 
AGTAGTAACTTACC7TACCTTACCTAGAAAAATATTAATGTAAGCCATATAACATGGGATTTTC 
CTCMTGATTTTAGTGCCTCCTTTTGTACTTCACTCAGATACTAAATAGTAGTTTATTCTT^ 
ATAAGTTACATTCTGCTCCTCMCCAAATGCAATTTTTTGTGTGTGTTtGAAAGCTAATTTGA 
AAAAmCATAGGTTACATTTCCTGCAGCCTATCTTrA TCCACA GAAAGTGTTTTCI II I I I I I A 
AATCMGACTTrTAAMCtGGATTTCCTCCCATCACTGtlTTrTGMGGTCCTC^ 
GTTAAGGTAAATATCTGTTTTCTTCCTGATGTCACAGCCTGAGCATACTCTGTGCATTAGGAA 
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GACCTGAGTGCATTTCCCACCATTGTCCTTTCCACATTATGTTGTAGCTGGCTGGCTGTCAG 

GCGACTACAAGACTGAGGGTCTTGTGCCTTATAGATCTTTGTATCCCCCATGGCTGACACAT 

AGTAGGTACTCAGTAAATGGTTTTATAAfGAATCAGTGAACATTTTGCTTCTATAGAAGTGTA 

CCTTCTTTGTTTCTATATTATGAMCCTCTTTATTAGAATTTGTGATTGATTCTGACAGTGTATA 

GATTTACCTTATATTGTCTTTATTTTCCATGAGCTACTAAGTCATTAGAGATACTCTGAAGCAT 

AGTTAGTTTAGGAAATCACTTCATATTGATTGTATTAGAATTATCTTGGAATTGAAGATATATC 

CCTAGAGCAGGGGACCCCAACCCCCAGGCCATGGGCCACACAGCAGGAAGAGGTGAGTGG 

TGGGCCATTGAGGAGCTTCATCTGTATTTATGGCTACTTCCCATCACTCGAATTACCACCTGA 

ACTCCACCTCTTGTCAGCTCAGTGGCAGCATTAGATTCTCATAGAAGCACAAATCCTATTGTG 

AACTCTGCATGCAAGGGATCTAGGCTATGCGCTCCTTATGAGAATCTAATGCCTGATGACCT 

GAG GTGT AACAGTTTC ATCCTG AAACC ACCCTTCACCCTG C AGTCTGTG G AA A A ATTGTCTT 

CCACAAAACTGGTCCCTGGTGCCAAAAATGTTGGGGACCACTGCTCTAGAGAGAGGTCATG 

ATATCATACCAACCAAATGGAAATGACAAATGTTTTATGTCAAGTGTTAATTGCAGAAATAAAT 

CI I I I I I I I I I I I I I I I GGTAGAAAACAAAGAGGCATACTCTGA I I I I I ATACTCTG I I I I IGCA 

GGTG CTCTTTTCTTTG AATG G AG ATTTG ATG AG GAAGTGGTT AGG ATGC AGGG AG AG CTACT 

ATGGGTGATATTTTCCTTGTTTAGGAGCTGTGAGTTAAAATTGTATCCTTTCTGGTTTATCTAA 

GGAMGTCAMTCTTGACAGAAMCATTTTTCCTTGGAAGGTCAACTCTCAGACATTGTATTT 

TGGTTTCCCTCAGTCCTCATMCTTCCTTCTTGCTGMCATATTTTATTCTCTTTTCAGAGAAG 

GAAMTMAAAGGATTCTAAMGTTTGATGCATTGGAAAAATTTCCTTGAGGCATTTAGCAAC 

ACATAGAAAATGGGCTTTGATTCTTTTCCAAMCTTTTAGCCATAGGGTCTTTTATAGACAGG 

GATAGTAAAATGAAAATTGAGAAATATAAGATGAAAAGGAATGGTAAAAATATCTTTTAGGGG 

GCTTTTMTTGGTGATCTGAMTCTTGGGAGMGCTGTTCTTTTCAGGCCTGAGGTGCTCTT 

GACTGTCGCCTGCGCACTGTGTACCCCGAGCAACATTCTAAGGGTGTGCTTTCGCCTTGGC 

TMCTCCTTTGACCTCATTCTTCATATAGTAGTCTAGGAAAAAGTTGCAGGTAATTTAAACTGT 

CTAGTGGTACATAGTAACTGAATTTCTATTCCTATGAGAAATGAGAATTATTTATTTGCCATCA 

ACACATTTTATACTTTGCATCTCCAAATTTATTGCGGCGAGACTTGTCCATTGTGAAAGTTAG 

AGAACATTATGTTTGTATCATTTCTTTCATAAAACCTCAAGAGCATTTTTAAGCCCTTTTCATC 

AGACCCAGTGAAAACTAAGGATAGATGTTTAAAAACTGGAGGTCTCCTGATAAGGAGAACAC 

MTCCACCATTGTCATTTAAGTAATAAGACAGGAAATTGACCTTGACGCTTTCTTGTTAAATA 

GATTTAACAGGAACATCTGCACATC I I I I I I CCTTGTGCACTATTTGTTTAATTGCAGTGGATT 

AATACAGCAAGAGTGCCACATTATAACTAGGCAATTATCCATTCTTCAAGACTTAGTTATTGT 

CACACTAATTGATCGTTTAAGGCATAAGATGGTCTAGCATTAGGAACATGTGAAGCTAATCTG 

CTCAAAAAGATCMCAAATTAATATTGTTGCTGATATTTGCATAATTGGCTGCAATTATTTAAT 

GTTTAATTGGGTTGATCAAATGAGATTCAGCAATTCACAAGTGCATTAATATAAACAGAACTG 

GTGGCACTTAAAATGATAATGATTAACTTATATTGCATGTTCTCTTCCTTTCACI 1 1 1 1 ICAGT 

GTCTACATTTCAGACCGAGTTTGTCAGCI 1 1 1 I I GAAAACACATCAGTAGAAACCAAGATTTT 

AAAATGAAGTGTCAAGACGAAGGCAAAACCTGAGCAGTTCCTAAAAAGATTTGCTGTTAGAA 

A 1 1 1 1G I I I GTGGCAGTCATTTATTAAGGATTCAACTCGTGATACACCAAAAGAAGAGTTGAC 

TTCAGAGATGTGTTCCATGCTCTCTAGCACAGGAATGAATAAATTTATAACACCTGCTTTAGC 

CTTTGTTTTCAAAAGCACAAAGGAAAAGTGAAAGGGAAAGAGAAACAAGTGACTGAGAAGTC 

TTGTTAAGGAATCAGG I INI I CTACCTGGTAAACATTCTCTATTCTTTTCTCAAAAGATTGTT 

GTAAGAAAAAATGTAAGACAAAAAAGGGAAAAAAAACAAACAGGGGCAGAGGCAGGCAGTA 

GCAAGAAAGCAGAGCGTAAACATCAGCTAGATGGTAACATGCAATNTCAGCTCTCTTGAAGA 

CATGGGAAACCTAAGNN 

>620 

NNAGTGTATTTATTMCATGACTMTATTTCATATTTTATTTTGTTAGAAGATTAATTTG 
TAATCATTGTACCCTGTAGATTTTGAMCMTTTTACTAGAAATTACTAATGCTGGTTCTTGAG 
TMCCTAAAAAATTGTATTTACTCAAATTTAGAATGCTATTTATAGTTCTAAGCAGTTAGATGA 
MTATTCTGATTATTCTAAAGTTGGTTTGGTACAAAATTTAGAATAAAGCAAAACTGGCAGCAC 
CACAACAAATGTGATCCTTTCACAGCAGGTCTAAAGACCCTCAGAGGCAACAAAGCATAAGT 
TAAMCACACATAAATAAGAGCCATTCTCCTGACMTTTTCTTACATCATTAAAAAGAGAAATA 
AMTCCACATTCAGTMGTTATACTGGAGGCCC^TTTCATGCTCCATGTAATTATTCCTCA 
ATGATAGTGTAAAAAATGCTTATTATTGCTAACTGATGTCTAA7TCATAGTTCAGGATGCTTCA 
ATCATGAGGC^AATGATTAGAGTGGTACATTTtMTGTTTAGTCCACTGATAGTGTGATATTA 
TTTTAATGCAAGGTtTAATTTAG 1 1 1 1 1 1 ATtACAGATtTATTGAGGTATAATTGACATACAACA 
AACTGCACATACTTAAAGTGCACAATTTGATACACAGTCTTTTAAACAGCATGAAAAGTGCCT 
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GATAACTTAAAAATGAAAAAAATTTCAATTTACACATATTATTTTAAAATAGTACATTCTAATTT 

TTATGAGACATAGATATGTATTTATAAAAAGGTAGATGGAAAGAGAAGAA ATTAA CTTA ATTCT 

MGAGCCAAATTTACTCAGMGGTTTAGAMCACCAAAATTAACAGCCAGTTTTCTTGATTTT 

CTTCTTGAAGAAGAGATTGGTGTTGACTTATGGTGAGATATACTATGGCCTTGAGAGGCAGT 

TTCAACTTGAAAAGAAGATGCAGGTTGAGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGC 

TCTCCCGTGGACTTACTTTGACAATGTTGGAAGAAT CTGGC TGGCTAGTCT GAACTGG AGTG 

GCTTGAGAACTCTGGGCTTCCTTATTCTCAMGTTCTTTTTGTTTGCAACCCTTTTTTTAGTAA 

CCTGCAGAGGTATAAACTGATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGT 

CCCAGAATATAAAGTATGATGGAAGGGCTTCCCAGGAACTGGCACCGATGGTCCCCATGGC 

ATTGAGCCAAAGAGATGAGACGACGAAGGCATTATATTAGCTGTTGGTGGGGCCAAGGAAA 

A I I I I ICTTTTAGTATAATGGTATCATCAAAGCTCTGAAATTTGAGACCTCCTTCTGCTAGCCT 

TTTTGGGC I I I I I I I I I CCCCTTTGGCAAAAGGCCTACACTTACTTCACCTATAATTACTCTTC 

CTTACAACATTCAACCTCAGGGATCCTTTCCTAGGGACTGTGTGGGACTATCCACACGGAAT 

GGAATTTATCATTATACTGGGCCTGAAAAGGGAGGAATACTACTACTTAATATCATATGCTGA 

TACAAGGTTTAGGGGGNTATTTGCAATTATATTTATAAAAAAANTAAAGGGGGCAGAAAACCG 

NCCCCNGTG AGG NGG AAGCNNN 

>621 

>622 

NGCCTTGGTGGCCATAGGCTTCTCTTTAACCAGGAAAAAGATATGCATGTGCTGTAA 
GTCCCTAGGTGCAAGCTTTTTCTTGTTATGTTTTAAACAGCTTTATAAACTATTGTTCATAGAA 
GATATTATGTACATTTATTTCAGATAAAGGACAATAAGTTTACTTTGTATCTGAACTCAAAACA 
AAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAA 
CCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATATAAACATG 
TAAAMTAGGTTGTATTTTACTCTATGTATGATGCTA ATCAA TGAAC ACTTTATTTA TTTTACAG 
AGAAMCTTATCTGTGAACTTTACTATATATCTGTTTATTTTACTTTAI I I I I I 1 1 I IAAATAAAA 
AGGGTTTTAAATGCTATGCAGTCATTAGTAGAAAATTTTTTAGGACTCTGCCTGCTCTGTAAC 
TATCTTAATATGATCTGGCAGAAACTCGCATGTATCCAAGTAAAGTAGTTTAGCTA AAGAA AG 
GTTCTTCATTGCTTTTCTGTTCACAGTTGTGGCTCTG I I 1 1 I I AAG AATG T AACTTGTTTTT AG 
ATTATACTTGCATCTGTGACTTTACTACCAGCCACGTTGACACAAAACAGGTTCTGGTTCAGG 
TAAAGTTGCGTCAGTCACCTGCAGCAGAAATCCCTCTTCATTCCTCT TCTCT GTGTTCATTCC 
TCTTCTGTGCTGTTCTGAAGCTTCTACCAATACTCTTTCCATAT TGTCT TTTTC AGTGA AGAGA 
MTGCATTCAAGATTAGGTCCCTCCTGTCTATCCAGT TTCAGGA TTTTATG TTGTT TTATACAC 
AGTTATTTCAGTATAGAAACTGGC TTTATT GCCMGTGTTTTTTTAAACATGTTTTAACTCTCA 
TATGAGCAAACTGTCCAACTTCAGTTTTTCATAAGATTAAACTTCTTA CGAT CAAATTTGTCTC 
TTGCAATGATGTGATGAGTTGCCAAATAATTGAGAT TATTT TAAAATGTTTTGTTCATATTCTT 
GTTTTATAATTAAAATTTACATTCAGTGTGTATGGG I I I I I I I I I I I ATTTTGACTCTTAATGTA 
AGGTGGATATTTCTGTCATTTTACATGGTTTCTTACTGAGATTTTATATATAAATTATAAAATGT 
TTACCAAAAAAAAAAAAAAAAAAAGATCTTTAATTAAGCGGCCGCAAGCTTATTCCGCTATAG 
TGA 
>623 

N AGTTAAG C AG ACTTTC AACC ACTG AG CTTCTTTAAAAACTTAAAAAAAAAATCTTATT 
ACCAAATCTCAGCTAGGACANAGTGTTGCTACCGGGCAGGTACAGCCATTGCTCTTTGAGTT 
TGGTCTGGCTAGCAAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTT 
AAAAAAAGI 1 1 1 1 I AAGCTGGCTGTTTTCCTACCACTTCAGAGTCCTTGACCCCGTAATTTAG 
GGTTCCCCTTCAGATTTGACTAAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAA 
TGGTCACACAAATTATACAATTTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCA 
TAAAAACATCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTGGGAG 
CAAGTAAAACTCCAAAAAAAGAGGTGTTGTACAGCAAAATAAACTTCCGATCTCTACCAAATT 
TTAAGAGATCAGGGATTTTCTGGAGGGAGTCCTCTCAGACCTCAGCAAATTGTCCTATTGGT 
TTGAGCCATAAAG7TAGCTCATGCTGGTACCAAGCACCGATAGATTTGTCAAGGGTCAGGGG 
CATCTCCACCCAGAATCCATTCATGGTTTCCAAAATGTGAACCCAGAAAATCGGAGACAGGT 
ATCAG 
>624 
>625 
>626 
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>627 

ACGCGGGGAGACACACACAGCCCTCTGCCCACCTCTGCTTCCTCTAGGAACACAGG 
AGTTCCAGATCACATCGAGTTCACCATGAATTCACTCAGTGAAGCCAACACCAAGTTCATGTT 
CGACCTGTTCCAACAGTTCAGAAAATCAAAAGAGAACAACATCTTCTATTCCCCTATCAGCAT 
CACATCAGCATTAGGGATGGTCCTCTTAGGAGCCAAAGACAACACTGCACAACAGATTAAGA 
AGGTTCTTCACTTTGATCAAGTCACAGAGAACACCACAGGAAAAGCTGCAACATATCATGTT 
GATAGGTCAGGAAATGTTCATCACCAGTTTCAAAAGCTTCTGACTGAATTCAACAAATCCACT 
GATGCATATGAGCTGAAGATCGCCAACAAGCTCTTCGGAGAAAAAACGTATCTATTTTTACA 
GGAATATTTAGATGCCATCAAGAAATTTTACCAGACCAGTGTGGAATCTGTTGATTTTGCAAA 
TGCTCCAGAAGAAAGTCGAAAGAAGATTAACTCCTGGGTGGAAAGTCAAACGAATGAAAAAA 
TTAAAAACCTAATTCCTG AAG GT A ATATTG G C AGC A ATACC AC ATTG GTTCTTGTG A ACGC A A 
TCTATTTCAAAGGGCAGTGGGAGAAGAAATTTAATAAAGAAGATACTAAAGAGGAAAAATTTT 
GGCCAAACAAGAATACATACAAGTCCATACAGATGATGAGGCAATACACATCTTTTCATTTTG 
CCTCGCTGGAGGATGTACAGGCCAAGGTCCTGGAAATACCATACAAAGGCAAAGATCTAAG 
CATGATTGTGTTGCTGCCAAATGAAATCGATGGTCTCCAGAAGCTTGAAGAGAAACTCACTG 
CTGAGAAATTGATGGAATGGACAAGTTTGCAGAATATGAGAGAGACACGTGTCGATTTACAC 
TTACCTCGGTTCAAAGTGGAAGAGAGCTATGACCTCAAGGACACGTTGAGAACCATGGGAAT 
GGTGGATATCTTCAATGGGGATGCAGACCTCTCAGGCATGACCGGGAGCCGCGGTCTCGT 
GCTATCTGGAGTCCTACACAAGGCCTTTGTGGAGGTTACAGAGGAGGGAGCAGAAGCTGCA 
GCTGCCACCGCTGTAGTAGGATTCGGATCATCACCTACTTCAACTAATGAAGAGTTCCATTG 
TAATCACCCTTTCCTATTCTTCATAAGGCAAAATAAGACCAACAGCATCCTCTTCTATGGCAG 
ATTCTCATCCCCGTAGATGCAATTAGTCTGTCACTCCATTTGGAAAATGTTCACCTGCAGATG 
TTCTGGTAMCTGATTGCTGGCAACAACAGATTCTCTTGGCTCATATTTCTTTTCTTTCTCATC 
TTGATGATGATCGTCATCATCAAGAATTTAATGATTAAAATAGCATGCCTTTCTCTCTTTCTCT 
TAATAAGCCCACATATAAATGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAAAAATGTCCA 
AAATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACCTG 
TTTTAAATGAACCAAACCAAATCATAC I I I I I CTTTGAATTTAGCAACCTAGAAACACACATTT 
CTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTTCTAAATTTTGTGATTCTATAAAACACA 
TCATCAATAAAATAGTGACATAAAAAAAAAAAAAAAA 
>628 
>629 

gcgtccgggcaaagcatctttggtgagcgaggaagaggaagatgaagaagaagat 
aaggctacccctagaagaagcaggtctagaagaagtagtatggtcttcgagtagcctttcag 
ttccccaccaagaagctggcaacaaaccagataaaaacagttcttccgagcagtgttttcta 
gcgcacgcttacagaatgagaaaaaaacaattcttgaaagaaagaaagactgtagacaggtg 
atacaaagggaagattctacctctgagtctgaggatgactctcgggatgagagccaggaga 
gttcagatgctttgctgaaaaggaccatgaacatcaaggagaacaaagccatgcttgcccag 
ttattggcggaattgaactcgatgccagatttcttcccagtacgaaccccaacctcagcttc 
taggaagaagacagtgaggcgggccttctcggagggacagatcacgcggcgtatgaaccc 
aacccggagtgcgcggcctcctgagaagtttgctctagagaacttcactgtctcagccgct 
aaatttgcggaagagttttacagcttccgaagaaggaagacaattggggggaaatgccggg 
agtacagacgacgtcaccgtatatcttcttttcggccagtggaggatatcaccgaagaggac 
ttagaaaatgttgccataactgttcgagataaaatctatgataaagttctgggtaacacgtgc 
catcagtgtcgacaaaagaccatcgacaccaagacagtgtgtcggaaccagggttgctgtg 
gtgtgcgaggacagttctgtggaccatgcctgcggaaccgctatggggaggatgtcagat 
cggcattgctggacccggattgggtgtgtcccccctgtcgtgggatctgcaattgcagcta 
ctgtcggaagggaggagagggggcgcagaagacacaaactggaagaaggttgacatagga 
attagaccacaaggggggaaaaacatagaggagagaaaaccccccaaaaaaaaaggtatcg 
caacaaacatgcataccattggtgcctaag a 1 1 1 1 1 1 1 a cagttgtgtttttatacagaaattc 
tttgtagaaattact a i nil ig ttaaagattgtttatatgcttacaaagatttctcaggaaga 
cagcagagcagaggaatctatatagatgtatgcacagacctgtctgtatgctgaactttgtt 
aaamtatctgccagttattaaaaagcacagtttaaatggggtggggttaaagttcaggtaag 
taagttagagagaaaacattgtatgatcagctcctgcacttgatctatctttggcttcccaaa. 
cagtaactcactccaggccaagtgtgccttagcacgagtgaccacagtttaatagaccacac 
acatcgtttaacctgctcttggtcattggaaatttacactgMcaaagtgcaattaaCtgtag 
aacagttttatttttattaaaacttgactgaacaaaaggggaccatcaacattgtagacactg 
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GAGGCCTTACAGAGTGCTAGCCTCTTCCTTCAGGACTCACCTGGGGCCTGCTGCTTTTATAT 

TTTG AAAG AGTTTAANN N 

>630 

NACCAAGTATAAATATAAATTACAACCCTCCCTCCTTACTATCAACGCGCCAACCCCT 
I I I I I I I I I I CCTTTAATAACGACAATTTTCA I I I I I I AGGGTTCAGTTCCAGCTGATTTTATTT 
CCTTCTCAAAAAAAGTTATTTACAGAAGGTATATATCAACAATCTGACAGGCAGTGAACTTGA 
CATGATTAGCTGGCATGA I I 1 1 I I CI I I I I I I.I CCCCCAAACATTGTTTTTGTGGCCTTGAATT 
■TTAAGACAAATATTCTACACGGCATATTGCAGAGGATGGATGGCAAAAAAAAGTTTAAAAACA 
AAAACCCTTAACGGAACTGCCTTAAAAAGGCAGACGTCCTAGTGCCTGTCATGTTATATTAAA 
CATACATACACACMTCTTTTTGCTTATTATAATACAGACTTAAATGTACAAAGATGTTTTCCA 
CTTTTTTC AATTTTTAA AC AC AACAGCTATAA ACCTG AAC ACATATG CTATC ATC ATG CCATAA 
GACTAAAACAATTATATTTAGCGACAAGTAGAAAGGATTAAATAGTCAAATACAAGAATGAAA 
AACGCAGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAAACGG 
CACGTTTTTGCTTATAAAAAAAGTGCAAAAAAGATGTGGTTTACAAGTTAAAGCTACAGAATC 
CCI I I I IGCTGTMTTGCACCAGTTTTAAAGCCTCTGGACAGAGCAGTATTTCGTTTAAAACT 
TTGTTTTTCTTAAMGCTTACAGTGTTTGGCTAATTCTCCTCCCCTTTTTACAAGACGGGGGC 
CGGAGGGTGGACACTGGTGGCAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATTG 
AAGTGTAAACATGGAGAAATTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAACCAGCCG 
CCCTGTTATAAAATCAGGAAATCCAAACAGCGATTTACACCGATTAACACCCCCTTTATATAT 
TTTTTACAAAAATACACTGAGAAAATAATCAAACGTTTTCATCTCTCTTGTCI I I I I I IGTTTTT 
TAAAAGTGTCAAAAGTCTACATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGT 
GAAGG AG ACGTAAAATG GCGTGG GTAACAAC AACTACCAAAAAAAAAAAAAAAAAAAAAG AA 
AAAATCGACACGGAAGGAATAAAGAAATAAAGGAAGTAAAAAGAAAGGAAAGAAAAAAAGGG 
ACAAAAGAAAAAATATGTTTGGCCAGTATAAATACGTCCACATATAAAATGGCATCTGATTAC 
ATTTACAAGGAAAAAGAAATACGAGGATGGAGCATCGGTGAAGGAAAAAAACACGTCTTCTC 
ATTTACACCTATAAGGAATAAACACACACACTGAGAAAAAATTTGGTCCTGAATTG I I I 1 1 (I I 
TAAAATCCAGCACAGATTTGAGTTGCGTTTGAATCCTTTAAAGAGTTAAGAATGAAAN 
>631 

NNNNNACGCCGGGCGCGGCGGCGCGCGGAGAAGTGCGGCGGAGCGGCGCCTGC 
ATTAGCAGGTATGCAAAGAAGCCTTTTCACCCTGATGTCCTTAGAGATAATATGGATCAGTCC 
AGAGTTCTCCTCTGGGTGAAAGCAGAACCCTTTATAGTGGGTGCCTTGCAGGTCCCCCCTC 
CATCCAAGTTTAGTCTTCACTATCTCAGGAAGATATCCACCTATGTGCAAATCCGGGCCACA 
GAAGGAGCTTACCCGCGCCTCTACTGGTCTACATGGAGGCACATCGCTTGTGGGAAGCTGC 
AGTTGGCCAAGGACCTGGCGTGGCTTTAGTTCGAAATATTTGATAGTCTTTCAATGAAGACA 
CCTGAGGAGCGCCTGGAATGGTCTGAGGTTCTGTCCAACTGCATGTCTGAGGAGGAAGTTG 
AAAAGCAGAGAAATCAGCTTTCAGTGGACACGCTACAGTTTCTGCTCTTCTTATACATTCAAC 
AGTTGAACAAGGTCTCCCTAAGGACATCTTTGATTGGCGAAGAGTGGCCCAGTCCCAGAAA 
CAAATCTCAGTCTCCTGACCTGACTGAAAAATCTAATTGTCATAATAAGAACTGGAATGATTA 
CAGTCACCAAGCTTTTGTCTATGATCATCTGTCTGATCTCCTCGAGCTGCTTTTAGATCCAAA 
ACAACTCACTGCATCATTTCATTCAACCCATAGTAGTCTAGTGTCTCGAGAAGCTGTTGTGGC 
GCTCAGCTTCCTTATTGAAGGfACAATAAGTAGAGCCAGGAAGATCTATCCACTTCATGAACT 
TGCACTGTGGCAACCACTGCATGCAGATAGTGGCTTCTCAAAGATCTCTAAGACTTTCTCTTT 
CTACAAACTGGAAACCTGGTTGAGGTCCTGTTTGACTGGGAATCCATTTGGTACATCAGCTT 
GCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCAAGTTGAAGGGACCACCAAAAGAGC 
TAAGATTGCTTGTAATACTCATGTGGCCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGG 
TTTACAAGCAGACACTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCAT 
CGTTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTAGGATCTGTGACAATTGAGAAGTGC 
AGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACACTTCACCTCCACAGTTGTGACAA 
TGTTAMGTCATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACAACAGGTTGCATGTTTCA 
CGTTCTTACGCCTACACGCCCACTTATTCTCTCTGGGAACCAGACAGTAACTTTTGCCCCTTT 
TCATACACATTACCCAATGCTAGAGGACCATATGGCCAGGACTGGCCTTGCTACAGTGCCTA 
ACTATTGGG ATAATCCAATGGTTGTGTGCAG AGAG AACAGCGACACAAG AGTCTTCCAGCTT . 
TTACCACCTTGTGAATTCTATGTATTrATTATTCCCTTTGAAATGGAAGGGGACACAACAGAG 
ATACCCGGGGGTCTTCCATCTGTATATCAGAAAGCACTGGGTCAAAGAGAACAGAAGATACA 
GATC^GGCAGAAAACTGTGMGGAGGCTCAtlTGACAMGGATCAAAGGMGCAGtTCCAG 
GTACTGGTAGAGAACAAGTTTTATGAATGGTTGATTAATACAGGACATCGCCAACAGCTGGA 
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cagccttgtaccccctgcagcaggctccaaacaaggagctggataaggatcttacatgcag 

acactgggccctggaaatacaaggataaatggaggatggtgctcatcttgaaacttgaaact 

aaattgggaaggtgctattgctgcttaagagacattgggacttttctgtc i i i i i i i i i i i i i i 

1 1 i i i igaggcagagtcttgttctgtcgcccaggctggcgtgcagtggcgcgatctcggct 

cactgcaagctctgcctcccgggttcacgccattctcctgcctcagcctcctgagtagctg 

ggactacaggcgcccgccaccacgcccggccaai mini i gtatttttagtagagacggg 

gtttcaccgtgttagtcaggatggtctcgatctcctgacctcgtgatccgcccatctcggcc 

tcccaaagtgctgggattacaggcgtgagccaccgtgcccagccttctgttctatttaagaa 

ctttgatttccattccattttcatttattactgtttaggccgaattttcgctaaacttctgactt 

tcatataaacatattgcttatagaacatcagaagactcatctttgtgatgcccaaatgaaaaa 

gttggtgaaggtagtaccattgtatgtatgttaatattaaagcaactgagtgtagatttgcaa 

ctatagtgcgtctctccatttgtgtGatcmagagttttattctttctagagttaaataagagt 

tttatagttctttgtaactatttaaaaggaaattgctactccttttaaaaaataattggaaagg 

mgtatgatttgttggtatatagacatagaaatagttttatactatattttagtccttaaagtat 

ggaacttaatgaaattgtttaaaaaaatcttta i i i i i cacttcctgcttcaaatttttaat 

>632 

GCCGCCCGGGCAGGTACTTGTTAAGCCACATTTGAGGTTTATGGTAAAAATCATCTT 
TTGAGTTTGCTCTTTGG I I I I I CTTCATTCCTTTTGAGGATTGGGAAAACAGAAAGATTCTTTG 
ATTTGGGTAACGAGCGCCTGTTGGTAGGAACCTGCTTGGTCGCGTCTGAGGGGGCTTGTAG 
GTGGCTCTGGCTGAAACAGGCGCCTGCGAGAGTCTGTAGGAGGGAAACCGCCATGGACGA 
TCAGGGTTGCCCTCGGTGTAAGACCACCAAATATCGGAACCCCTCCTTGAAGCTGATGGTG 
AATGTGTGCGGACACACTCTCTGTGAAAGTTGTGTAGATTTACTGTTTGTGAGAGGAGCTGG 
AAACTGCCCTGAGTGTGGTACTCCACTCAGAAAGAGCAACTTCAGGGTACAACTCTTTGAAG 
ATCCCACTGTTGACAAGGAGGTTGAGATCAGGAAAAAAGTGCTAAAGATATACAATAAAAGG 
GAAGAAGATTTTCCTAGTCTAAGAGAATACAATGATTTCTTGGAAGAAGTGGAAGAAATTGTT 
TTCAACTTGACCAACAATGTGGATTTGGACAACACCAAAAAGAAAATGGAGATATACCAAAAG 
GAAAACAAAGATGTTATTCAGAAAAATAAATTAAAGCTGACTCGAGAACAGGAAGAACTGGA 
AGAAGCTTTAGAAGTGGAACGACAGGAAAATGAACAAAGAAGATTATTTATACAAAAAGAAG 
MCMCTGCAGCAGATTCTAAAAAGGAAGAATAAGCAGGCTTTTTTAGATGAGCTGGAGAGT 
TCTGATCTCCCTGTTGCTCTGCTTTTGGCTCAGCATAAAGATAGATCTACCCAATTAGAAATG 
CAACTTGAGAAACCCAAACCTGTAAAACCAGTGACGTTTTCCACAGGCATCAAAATGGGTCA 
ACATATTTCACTGGCACCTATTCACAAGCTTGAAGAAGCTCTGTATGAATACCAGCCACTGCA 
GATAGAGACATATGGACCACATGTTCCTGAGCTTGAGATGCTAGGAAGAC7TGGGTATTTAA 
ACCATGTCAGAGCTGCCTCACCACAGGACCTTGCTGGAGGCTATACTTCTTCTCTTGCTTGT 
CACAGAGCACTACAGGATGCATTCAGTGGGCTTTTCTGGCAGCCCAGTTAACCATTTATAAG 
ATTTGGACCTTGGAGCTGAACCAGGGAGCTAGCAAAAGTAAAGCAGACTTATAAAATTATAG 
CTATGTGCAGCTGCACAACACAGTCCTTCCACTAGCAGCTGTGTTAAAGTATTTATAAGGAG 
AAMTTTCAGAACTAAGTTGAGTAATATAGGGGATATATATTTGTGAAAAATAATTTTTACTTA 
TATTTTTCAGAGGATTTGACACGATAAGCCTCATCTGATGGAAGAGAGGAATAAATAATTCAC 
CTATATGTGTTTGAGGTTGTGACAGACTTATAAAATCTTTTTAAAAAATAAAGCTATAATTTATA 
TTMGTTCTGTGGTTTTTCTCTTATTACAGTGTTTTACTTGAACACA 
TTACAACATTTACTGTTAATANNNGNNGNNNN 
>633 
>634 

TCACTAAAGGGAATAAGCTTGCGGCCGCAG I I 1 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 GCAGTTTTTG 
CTCTCAGCTGTAGCCCTGACATGAAACGCTTGCTACGTTTCTGCAGCAAAGTGGGCCGAGC 
GCAGTACGCACAGGTGTGGTGTTAGCCAGGGAGACCGAAGCCACACAGAAGGGGAGTCAG 
TAAATGTCCATCTCCACGGTGTCTGCCTTTGCCATTGGGAGGCCTGAACTAATCAAACGTTC 
ATTAATAGGATCCCAGCCTAACAGCAACGCTTATGTAGCACCATTCTTAGAAACTACCAAGTA 
TCACACAGGTACATGTGTATGGGGACCTTCCTCTTGACTGCTTGTCAAGAAAAGGATCCAGA 
GGGMCTTCTGCCCCTACTTCCATGMGTGAGATGGAACAATCATTTCCMTCTATTTTTTTA 
TCTCATGCTAAAATGAAAGTGGAGGGGAGAGGGAAGAAGGCTCCCATTCTACAATTATAAAT 
GCTGTCCTGGTAGCCTTTCTTCTCtTGCCGGCTAACAATTGTTCTAACAGCATCCCATGGAG 
GCCAGCAAATGAATGCCCCAGGGACTACAGGCAGAAAATTGTGCCTGTAAAATATCATATTC 
CTCtGGAGCTTGGTAATATAGAAATTTTACCTCTACAGATGAGGCAAACTAAAATATTGTTGT 
AACTCAAAAAGGCTTCTGAAGTGCTGAGTTAGAATAAATATATATAGATACATACACACACTA 
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CATTGCTTTGGATGCAGGTTCTTACTAATTTATATACACATGTAAAGAGAAGATACTGAAGTG 

TCTMCTGTAATTTAGCAGCAGAAAAAGAAAACTGCTTAACATATTTGCTTCTTAATCAAGTTG 

TGTTTAAAGAAATGCATTAATACTCCTATGAATTTGTATCATTGATAGTGTATCTGGATAATCC 

CAGTAACTACAGACAGAGACCTTGTGGTATGGAGGTTGCTAAATGAGGGGAACACTAATTCC 

CCCAGAGATAACATCTGAGCTGCTTTAGACTCTGGAAGTGGTTTTCAGTACCTGCCCCGCTG 

TAAACTCTGAAAACACGAACATGATTTCCAACCAAATCTTTGTGCTCAGAGCGATATTGCTAA 

AAAGAAAAAGGCATTGCAGAGGCAAAGTGGACATGGGGTTAATTAAACAAGGCCTCTGAATT 

CAGGTGTGGCATTTAGATCCTGCAATGAATGGACCTATTTTACAGAAGTCAGCGGCAAATCT 

TTTGTA I II I I I GGTACAGATGGGGTTTTGCCATGTGGACCAGGCTGCTCTCGAACTCCTGG 

CCTCAAGTGATGCACCTGCCTTGGCCTCCCGAAGTGCTGGGATTATAGGAGTGAGCCACCA 

CGCCCGGCTACGAGTTGGGTTTTAACAGAAGAGGACCTTGAATGCTGAAGCTTCACAGGGC 

GGCCAAACTAACCCTCGN 

>635 

N NN N N CCTG ATGTG GTGTTTCTG CC AC ATATGTATGTTG AC ATAGTTC AT AGTACTG 
CGCCGGTACTGCCAGTTAGACTCCACAGACCTAATTTGGATGGGGAGAAAAACTCTCATGC 
CTGACCCTTCCCCCCCCGCCAATGTTAGACCAGAGCTGTTGATCCCACACAGTCATTGTTCT 
GAAAATTCATGAACTATTCTCTCATATCCCTGAAATATCAAAGTAAGTGGCCCCTATTCCTAC 
AGATTATTTAGTTTATAAAGCTTTGCTTTTAATCATACCATAGCTTACCTGGCTAAAACTTTGC 
GTATAAAGGGGAAACTTGCTTTAATCTGTGGGATTGCGGACCCGATGCGACTTGCAGAAGG 
TAAACCGGCGTGGGTTTTGTGTGCGTTAGGTTMGGTGTTAGTGGACTTTTAATGTATCTTGT 
GAAGTATGGTTACTAGGGTAGGTTCAAGAGCTACATGCCTCTGGCTTTTGAACCCATCTATT 
AAATCI I I I 1 1 AATGCTGTACTAAGATAAATGTGAAGTCTGAGTAAGGTTGCTC TCAG AAAAA 
AAAAAAAAAAGCATATATATATATAAMTAAMTTTAGGCCATGGGAACTGGCATTTTACTTGG 
TATAGGAATTTAATGAGAACCAAATCACAAAAATACCAGATCTCCTTTTGAGATCGTGGACAA 
TCAGGCCTTTGGACAATCACCGCTTCCAGTGCCCGCTGTGCGTTGAGGTTAGA GACCTA CC 
GTTTACACGCTAGAGCCGAGAGGACGTTCMGTTTCTTAAAGATGCTGTTGGTCTTTTTTCTT 
ATGTTATTGTTTTAGTTTTGTGATTTTGATGAATAATTGAAGTTCAGAGTCACCC GTGGC TCCT 
MGGAAAAAACAGCATCATGAAAGGCAAAAAGTATTTGAAACGTAATTGTTTCAATTTTCCAC 
GCCCGTTCTCACATGCCCCCTTTAGCTTTATTTCTGGGAACATGTCACTAGACCTCAGCTAG 
CCTGACACCGCAATAACCCGTTAGGCTTTGAGGCTTTTCAGTGAATTCTTGACAT TTAAA TCT 
TCTTATAGAATTCTTTATGAAGCCTTAACTAATTCTTGTTTTTGCTTCCTCAGAAACTTTT^ 
GCATCTGCCATCCTTCATTGGA 1 1 1 1 I GTTTTGGTTTGTTGTTGCCATTCTAGCAATGAGCTTA 
GTCCTTGTACATCTGCATTAAGGTGCCGATGCAGAAGGCAAATTGGAAACACGCGCCAGCG 
GCAGTGGGGCTCAAAGCCGACCTCCATGCATCATTCTCTAGAGTTGAAAGGATTGACATTTC 
TCAGTAACTACCCGGCAAAATATATATTTTCATAATGTTGAATTTGCCTTTTAGGAAAACAATG 
TTTCATGAAACACTTGTAAGATACTTAT TTTGAMT TMTTATAAGGCATTCATATTTTTAGGAC 
TGAATTCAAAGGGAAATGCTTCTTTGAC I 1 1 1 1 1 I CATTGTTCGGTTGACTTTCAGCTTTCTGG 
AGTGACAAAGCAGCAGTGATGGGTGCTATTCCTGGTTCTGTGGTGGTTTACTTTGTCTACTA 
AGTGATTTACTTTCAAACCTCATTACAGATAATCTTACTAAAAGACTTAACATGCACACTGCTA 
AAAGGTGTTTTACTGTT7TCCATTAACGCTGTTGTATGAACAATATTTGGTGACATGTTGTCTT 
TTTGTCCTGTAGATTGTCATATCTGTTATGTAGTTATCCTTTTGGCAAGTCCTTTGAI I 1 1 1 1 1 1 
TCCTCTAGAAAATCCTCAGACTGTCMTCTTCCATATTTTGAATATTATAATGCTGTGGCCATT 
TCTATAGAAAGATTACTTGCAAGTGTGTGTCTTGAAAATAACCTCTTGTATTTGTGTGTTTATG 
TGAGTTCTGTCTAAGAGATCAGATAAGCTCTGGAAGCTTCATCATCTGTACCTACATGTAACT 
GTATCTGGGTTACATGGGCAGGCGGTACCAAGTCCTGCTCTTCGATGGGGTGGCTGAGAGA 
TAAAGGTTCCTGAACTCTCCTTGCTGTGTATGCACCACATCTGTACTTCAGAGAGGTGGAAA 
ATCATCTACMCACTGCGTTTCTTGTGGTTGTGCTGTTACTGGTATAAAGTCAAGTGCCTTCA 
ATGCTAAAGGCTCAGAAATTTTTCTTAMCTGATTTCATGTCCTATGCGAGCTTGTGTTCTAC 
MCCTGCATAACCAGTACTTGTGTAACACTTGTTTACGCTTCAATTGTACATGGTGCTTCTTA 
ACGCMTTTATAGCATTTTTATTTAAGGTACCTCCAMCTTGMTTCGTCTGTGTGMGCATTG 
TAAAACGATACATTTCTCTTTTGAGTACCATTACAGTTGTACAGAGGTTTTCACTGCTTCTATT 
TTTCTACTGATACTGACTAAGCATGNNNNN 
>636 

tATAGGGAGTCGAGCCACGCGTCCGGGTTTCGGTTGGAGGACTCGTTGGGGAGGTG 
GCCTGCGCTTGTAGAGACTGCATCCCCGAGACGATGGCGGAGGGAGATAATCGCAGCACC 
AACCTGCTGGCTGCAGAGACTGCAAGTCTGGAAGAACAGCTGCAAGGATGGGGAGAAGTG 
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ATGCTGATGGCTGATAAAGTCCTCCGATGGGAAAGAGCCTGGTTTCCACCTGGCATCATGG 

GTGTGGTTTCTTTGGTGTTTCTGATTATCTACTATCTAGATCCATCTGTTCTGTCCGGCGTTT 

CCTGTTTTGTTATGTTTTTGTGCTTGGCTGACTACCTTGTTCCCATTCTAGCGCCTAGMTTTT 

TGGCTCCAATAAATGGACCACTGAACAACAGCAAAGATTCCATGAAATTTGCAGCAATCTAG 

TAAAAACTCGACGCAGAGCTGTGGGTTGGfGGAAACGCCTCTTCACACTAAAGGAAGAAAAA 

CCTAAGATGTACTTCATGACCATGATCGTTTCGCTTGCTGCGGTTGCTTGGGTGGGACAACA 

AGTCCACAACCTGCTTCTCACCTACCTGATAGTGACTTCCTTACTATTGCTTCCTGGACTAAA 

CCAACATGGAATCATTTTGAAGTACATTGGAATGGCCAAGAGGGAGATAAACAAACTTCTCA 

AACAAAAAGAAAAGAAAAACGAATGATTCATCTGCTTTAATCAGTGTGATTAATGCAGCACCC 

ATTGCCCCGGGAACCGTTTCTGCTGTACTATCTGGATACTAAAATGTTACGGAAGTAGGTCT 

TTGTTCTCCCTCACTCTGCCCTTAGTTAATAGAAATTCAGACTCGCCAAGTAAGGCTTCGTGC 

ATAGTGTCTTCATGTCGCGTATAGTTGAGCGCGTTCTTAGCAGTTGGCTTCATGGACAACTC 

ATTAGTGTTTTGACTTTTCTTACCCAGCGTTAA7TGAATTC7TGCTTTTAGACAACTTCCI I I I I 

GTAGTGGTGAACCTTGCCCTTTAGTACAGTTCAAGTGAATCTGGATAATTGTTCATCTTTGCT 

TTAGCTTAGATACCATGTAGTGGTCTGTGGCTACAGGAAGCTGGTTCTGTCTGCTTCCACAG 

TCTGCTTAAAAAACTGTCTGACTTCGTGAATATAGAGAGCAAGTTTACCACTTCTGATGAAGA 

GACCAATTAAGATTCATTCCTCATTCTGTTTCTTTCCAGTGGGAGAAGAGTCCCCATGAAATA 

AGATGAAACTGATTCCATGCACTAGTACATGTAGGCTTCTCCCTTGTGCAAAGCTTAGCAATT 

TGTAGGAAACTTTGATCTTTTTGTCCAAGAAAAGGAATGTCTGACAGGCTTAAGCTTTCGTCC 

CCTTGCACTTAGACTCGAAGTTAGTAAATCCTTAAAGGCTTTTTAATAGCAGACTTCCAAAAG 

ATTGCATTTAGGATTTCTAGCATGCTTTTMTTTCAGATTTTCAGCTGACATTAGCTATAGTAT 

ACAGTAGGTTAAGACTCATGTCTATGACTTTCACTCTAAGACTGGCAAAAGGACAGCAGTCT 

TCTATGTTTAGTCMTATTCATTTCAGTAGMGATMTCTTATCTMTTTTTGAGACCAGAATA 

AGCCTTTTMGGTAAACCTCAAAATTATCATTTTATGGTAATACTGACCATTTTAGTCCCCTAG 

GTTTGACATGGGAGATAGTGACTACACTGGTGTCTGACI I I I I I CCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATGATAGTTGGCCTCTGGTCTACA 

AAGATTTCATAACTCCTTGGAAAGCTTCTTATAATCATTCTTAACTTCTTGGTAGCTAGAAATT 

TAGAGTAGTTGAAATCTTTAGGAATGAACTTCTGAGGGCCAAAAAATGTGACTGACGGGAAC 

AATTCTTAAACTGATTAACTAGCTGTAATATAGTTTTGTGAATTTATTGCACTGATGTTGTACC 

TTGTGGTATATCTGTCCCTATTAAATAAGTG7TGTTTTCTCCTCTTTAATATTGCTGTGAACAG 

TGGTGCCCATTGTAGCATATGTTTG A I 1 1 I 1 1 1 1 1 ATTATTTCATAAGAAAACTACGTTAATTTT 

ACCTTACTTTCATTGTAAATAAGCCTGTCTTCCTATCTGGAI 1 1 1 1 I GTGTGCATACATATTCT 

ACTGATTMCTACTTTTGCAGTTTTAATCCTGTATTATTTGTTCTACTTTGTTTTGTGTAAAAGG 

GGAAAAAATAAAAAAAGCTGGAATCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAaaa 

aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaagaaagaaaaaaaaagaaaaaaa 

aaaaaaaaaaaaaaaaaaaaaaaaaataaaaaagcacacaaaacaggcgagggcagccgagaacccagcaacaatctcga 

gagagggcgcggacaggaaatgatcgacgcccgctgcagatggtacagaacgcttagaagcaaagcgaggaaagcaagagtcc 

tgatacgatagaaacaggcgggtgcagcgcggtcaccaacaaatactgagacgaacggaagcagagacagagcgagcattagg 

agtaagaggagagagccaaccccacgcccgggggcaggcacagaggagcacagaaaaaacaaagacacatgaacaggggg 

acgcagaacaagaaaacgacgcacgaggccacacaaccaacaaacaga 

>637 

NNNGGACCGCCCTTTGCCCCCTTTGAACNCCCTTTNGNTCGGGACGCGCGCCATTG 
TGTTGGTACCCGGGAATTCGGCCATTATGGCCGGGGGCGGGTAAACAGACATGGCCGGCG 
AAGGAGATCAGCAGGACGCTGCGCACAACATGGGCAACCACCTGCCGCTCCTGCCTGCAG 
AGAGTGAGGAAGAAGATGAAATGGAAGTTGAAGACCAGGATAGTAAAGAAGCCAAAAAACC 
AAACATCATAAATTTTGACACCAGTCTGCCGACATCACATACATACCTAGGTGCTGATATGGA 
AGAATTTCATGGCAGGACTTTGCACGATGACGACAGCTGTCAGGTGATTCCAGTTCTTCCAC 
AAGTGATGATGATCCTGATTCCCGGACAGACATTACCTCtTCAGCTTTTTCACCCTCAAGAAG 
TCAGTATGGTGCGGAATTTAATTCAGAAAGATAGAACCTTTGCTGTTCTTGCATACAGCAATG 
TACAGGAAAGGGMGCACAGTTTGGAACAACAGCAGAGAtATATGCCTATCGAGAAGAACA 
GGATTTTGGAATTGAGATAGTGAAAGTGAMGCMTtGGAAGACAAAGGTTCAAAGTCCTTG 
AGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAAATTCTTCCCGAATGTGTG 
TTGCCTTCMCCATGTCTGCAGTTCAATTAGAATCCCTCAATAAGTGCCAGATATTTCCTTCA 
AAACCTGTCTCAAGAGAAGACCAATGTTGATATAAATGGTGGCAGAAATACCAGAAGAGAAA 
GTtTCATTGTGCAAAtCTMCTTCATGGCCTCGCTGGCtGTATTCCTrATATGAf GCTG AGAC 
CTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAAATCTAAAAGATGATTCTCT 
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; TCCTTCAAATCCAATAG ATTTTTCTTACAGAGTAGGTGCTTGTCTTCCTATTG ATG ATGTATTG 

AGAATTCAGCTCCTTAAAATTGGCAGTGCTATCCAGCGACTTCGCTGTGAATTAGACATTATG 

AATAAATGTACTTCCCTTTGCTGTAAACAATGTCAAGAAACAGAAATAACAACCAAAAATGAA 

ATATTCAGTTTATCCTTATGTGGG CCG ATGG CAG CTTATGTG AATCCTCATGG ATATGTG CAT 

GAGACACTTACTGTGTATAAGGCTTGCAACTTGAATCTGATAGGCCGGCCTTCTACAGAACA 

CAGCTGGTTTCCTGGGTATGCCTGGACTGTTGCCCAGTGTAAGATCTGTGGAAGCCATATTG 

GATGGAAGTTTACGGCCACCAAAAAAGACATGTCACCTCAAAAATTTTGGGGGTTAACGCGA 

TCTGCTCTGTTGCCCACGATCCCAGACACTGAAGATGAAATAAGTCCAGACAAAGTAATACT 

TTGCTTGTAAACAGATGTGATAGAGATAAAGTTAG7TATCTAAGAAATTGGTTATATTCTAAGA 

TCTGCTTTGGAAATTATTGCCTCTGATACATACCTAAGTAAACATAACATTAATACCTAAGTAA 

ACATAACATTACTTGGAGGGTTGCAGTTTCTAAGTGAAAGTGTATTTGAAACTTTTAAGTATAC 

TTTAGG AAAC AAGC ATG AACG G C AGTCTAG AATACC AG A A AC ATCT ACTTG G GTAGCTTG GT 

GCCATTATCCTGTGGAATCTGATATGTCTGGTAGCATGTCATTGATGGGACATGAAGACATC 

TTTGGAAATGATGAGATTATTTCCTGTGTTAAAAAAAAAAAATCTTAAATTCCTACAATGTGAA 

ACTGAAACTAATAATTTGATCCTGATGTATGGGACAGGTATCTGTCCAGTGCTCTAAATAACA 

AAGCTAGGGTGACAAGTACATGTTCCTTTGGAAAGAAGCAGGCATGTATATTATTATTCTAAA 

GGGGTTTGTCCCTTCCATTTCCTTACTCCTGAATACTGTTGGACATTCGCAATCGTTAATGCC 

GTTGGCCMTATGATTCCTAGTGCCGTAAGGTGGGTTGCTTGAAATACCTTGTGTCAATTTTC 

ATTGTGCATAGGAAGAAGTCCGGAAAGTTTGAAAAAAATAAGAGTAAATATAGTCAGCACCTA 

GCTAGAAACN 

>638 

CCACGCGTCCGGTTCCAAACATCTGGTGACTTCCGGAAAGCTCTGTTGACTTTGGC 
AG ATGGCAG AAG AGATG AAAGTCTG AAAGTGG ATG AGCATCTGG CCAAACAAG ATG CCC AG 
ATTCTCTATAAAGCTGGTGAGAACAGATGGGGCACGGATGAAGACAAATTCACTGAGATCCT 
GTGTTTAAGGAGCTTTCCTCAATTAAAACTMGTACAAACTCACATTACAATCCTTTGTGTTGT 
ATGTTGTTTTTACAMTGTTTTTGCATTTAGTATACAAAGATCTAGCAAAAACGMGTTTAAAA 
TTGCGAAGTCTGTTCCAGTTATTCACACTTCAGGAAACAAAATGGGAAAGCTGTATTGTAACT 
CMGGMGTACTGACACTACACTTTTGTTTTTCCATAGAGGCTGAGTAGATTACCTAGTGAGT 
ACCAGGTAATAGATGGGGGAGGGAGGTGGCAGGGAGAAGAAAAGAGGCCACCCTCTAGGG 
TGAGAGTAGAAGGGCTTGTTCCTGTGGAATGGAGAAGCCCAACTGCTTCCACTCCACCTAA 
CAGTTCTCCCTAGTTAGCCACTTCCAGAAAAGCCAGACACTGCAGGTGAGTCTCTGTTGACA 
CATCAATACTGATTAACCTTTAGCTATTTCTGATATGAAGGTAAGTGGTAGAATGGATCAACT 
CTTATCGTCAGACCAGCTATTACATGGAATTGTGGGCACCCGCCCTCTTGCTCATGGCATCT 
CCTAGAACTGTTCTGGAAGCAACAACACCTAGAAAACTAAACCTTCATTTACTGTGAACATCT 
TCTGACTGTGGCTTCCAGATGCTAGTTTACAGAACAACCACACAGCAAGACGAAGCTTATGC 
TGAGTTGACGGAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAATTGT 
TCTTTCTTMCTTTTGCATTAAAATCACATTTATTTTATAAAATAATGACAACAGTATGTGATAG 
TTGCTTTATTCATGTCmGTTTGAAAAACAAAAACCAGATAACCCTAGGTCTCTCTCCAAAAT 
TTCTTTTTTTAAAAATGTATTGNGGAAAAATATACTTGGCTTACAAAATATGCCN 
>639 
>640 
>641 

GGGAGATCTGTGTCAGAACGTGCGTGTGAGCGGATACAAAACCCGAGAGAGGCGT 
GAGCAGCGCTGTGTTTGCGAGCGGGAGCGAGGGGCGCCGGCTGGGGTGTGTGCTCCTGA 
GCTCTTCAGAAACCAGGCTGCTTTCAGGAACATTGCTGTGGATTCCCAGCTTTCAGACAACA 
CATGACTAAGACAGAATGAGACCACTCTAGTTGCCTCATGGGAAACTCGGGAAAAGACTGCA 
AAAACAACATTGTTTCTCCCTTTGGAATTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCC 
GAACTGGCCTATTCCACTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGA 
AAAGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATAGTCCTGGTGCT 
CCMGAGTTTGATTTTAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTC 
AAGTTCTAAAAGAATGGAATATGACAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGT 
>642 • . 

NNCGTCCGCCCGCGGCGGTGGGCGGGGTCCGGGGCGGGGCCGCAGGAGCAGTA 
GGTGTTAGCAGCTTGGTCGCGACAGGTGCGCTAGGTAGAGCGCCGGGACCTGTGACAGGG 
CTGGTAGCAGCGCAGAGGAAAGGCGGCTtTTAGCCAGGTATTfCAGTGTCTGTAGACAAGA 
TGGAATCATCTCCATTTAATAGACGGCAATGGACCTCACTATCATTGAGGGTAACAGCCAAA 
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GAACTTTCTCTTGTCAACAAGAACAAGTCATCGGCTATTGTGGAAATATTCTCCAAAACACCG 

AAAATCTCTCCCAGCACTTTAGAAAGGGGACCCTGACTGTGTTAAAGAAGAAGTGGGAGAAC 

CCAGGGCTGGGAGCAGAGTCTCACACAGACTCTCTACGGAACAGCAGCACTGAGATTAGGC 

ACAGAGCAGACCATCCTCCTGCTGAAGTGACAAGCCACGCTGCTTCTGGAGCCAAAGCTGA 

CCAAGAAGAACAAATCCACCCCAGAtCTAGACTCAGGTCACCTCCTGAAGCCCTCGTTCAG 

GGTCGATATCCCCACATCAAGGACGGTGAGGATCTTAAAGACCACTCAACAGAAAGTAAAAA 

AATGGAAAATTGTCTAGGAGAATCCAGGCATGAAGTAGAAAAATCAGAAATCAGTGAAAACA 

CAGATGCTTTCGGGCAAATAGANNNNNNNN 

>643 

NCGCATATCTGGGACAGTCAGGCCGGGTGTGAATCGATGGCTGCTGGGCGACCAC 
TTCCTGACAGAAGAAAAGATGTGGAGTGGGCTGCTACCtCCTGGCCTAAATGAAAGTGACG 
CTGAGTCAAACTCGGAAGATGAAGCTACGTTGGAGAACTCTGGACTTAACTTACAGGAAGAT 
AAAGAGGATGAGAGCATCAGAAAAACAGAAATCATAGATTTCTCAACAGATGAACCAAAAAC 
TGAAACAGAGTCAAATGTAAATGCCTATGAAGAGTGTCCTTCTGGAATTCCCATAGATATGTG 
GAATAAATTTCAAGAATTGCATAAAAAACATTCTGAACAGAAAAGCACAACCTCAAGATTCAG 
AGGGAAAAGAAGAAAACGCTCCAGAAAAGATAAATTGAAGAATGAAAAAGAATTACATAGTG 
AACCGTCCTCAAATGAAACCCAGTGGAAAGAGCTTACTCAGTATTTTGGAGTCAATGATAGA 
TTTGACCCGCCTGTTAAAAGGAAAAAAGTTGAGAAGTCA6GCCTTGAAAAGAGGATAGACCA 
GGCTGTGGAGGAGTGGAATATTGAGAAGGCTGAGGAACTCAGCAACCAGCTAGCTACTCGA 
GAGCTTGGTGTAAAAATTGCCAAAGCAGTTGCCTGCCACAACTTTGTAAAAGCCAAAAAGGA 
GGTTGAAAATTCACAGGCTGCCCGAAAAAAGAAGAAACTTGCATGGGGGTTTGAAGCAAAG 
AAGAGATGGGAAACCAAAAGCAACATGGGATACATGTAACTTGCCAGAGTGCTTCAAGACAT 
TTGTAGACTCAAATGCTCAATTTACTGAGAATGTTTTCCTGCCTATGTTAATATGTCAGAAAAT 
TGATAGCACTAAAACAAAAATAAGCATAAAATTTGGGATTTTGATTATCAGCTCTTTTCAGTCT 
TTCTTTAAGGACTTTGTCCTATTGAAGTGAATAAAATGAAGCATTCTGTTATTTGTATAAGAAA 
TGTMGAAAAAAAATATAGAAAGAAGAGGATAGGATTTTGTTTATTTGTATGGATGGACCCTT 
GGTATAAAATCACTTTTGGCGCTTTCCATTCATTTGGTTTAGCACAGCCAGTGAGCTTCTCGT 
GCCTCGGCCGCCACCGCGGGAGCNNN 
>644 

GCGGCCGCCCGGGCAGGTACGCGGGGACGTGACATGGGTTGGAAGATGGCGTCT 
CCCACAGACGGGACAGATCTGGAAGCATCTTTGCTAAGTTTTGAAAAACTTGACCGTGCCTC 
ACCAGATCTTTGGCCAGAACAATTACCAGGTGTTGCTGAATTTGCAGCTTCCTTCAAAAGTC 
CTATTACTAGTTCTCCACCCAAATGGATGGCTGAGATAGAACGTGATGACATCGACATGTTG 
AAAGAACTGGGGAGTCTCACCACGGCTAATTTGATGGAGAAGGTTCGAGGCCTACAGAACC 
TAGCCTATCAGCTGGGGCTGGATGAGTCCAGAGAGATGACACGGGGGAAATTCCTCAATAT 
TCTAGAGAAGCCCAAGAAGTAGCAGCTGCTTGCGGACAGGATGTCCTGGGGTCCGAAACCA 
AGCTCCCTTCCCGGTGCACCTCTAACAATGCACACCTCACTGCTTGCTTGGGAGAGGCCAG 
AGGGTGTACCTCCAGGACTGCCCTACTCCCCTGCTCCTGGCCACTCTACACGTCTGAGGAC 
ATTCAGCAGCAACGAGCAACGCAATCTGCTCTACCCAAGGATCATTGCAGTCACTCAATCAA 
CTTCAGACTTGAACCTTCTTAGCCTCGGATATCGGCCACTAGCTGCAGGCCTATCAAACCTT 
ACAAGGATCGCAACTCCTGCATCTCTCCATCTCTGCGAACGTGATTCAGGAGACCCCAAGAT 
CCTTACCGCACGCATTCGACTCAGCCATGGCAATCACTCGCGACCCGACGACGGATACATC 
CCACAGCATTGGCCTGGAACTCCATAGCAAACGGCCACCATGTTCAGGAAACCCGAAACCA 
GATTGCATTCGGAACCCTATCCCTGCGACCGTACATGGTGAACACCTCCGGATGCTAATCAG 
GTTCCCGCGATCCCCCTGTACGCAACCCGAACATGTCGCGCAAGAGCATATCGGTGTCAAA 
GATTCATACCCACAGAGCGCCACAGAGACACTATGAGATGCAGCCACAGCAATCAGACACT 
CGACAAGCACCAGCACCGGGGAAACCACTACACGCCACTCGGGTACAAGAAGAACGAACG 
CNNNNN 
>645 

NNAAGTGGCTTTATAATAATTGCCTTACTCCTCTGATTGGAGTAAGCCAACTACTGGT 
AAGGATAAAAAATAGGTCAATAGGTGTGGAtTGATGCCATGCTGGTCCTGGGAAGTCCATCC 
TAATTGCTCAGCCGCTTCAGTGCCTGTGGGTAGATTCTCTACGTACGGTAAAAGAAGACTCC .. 
TGMCCTTCCCGGTAGGCAAGTGCTTAGMGAAAMGTTTCTGGTCTAAAGGATAGAGTAGG 
AGGGCCAGCAGTCTTTGGGTGTMCAGGMGCCTGGCATTTCTCATGACTTTGTTTCTT6TA 
ACAAGACTCTACACTCATTGGCACTGTCAAfAtAtAGGAGGTGGACAGGCCATCTGCtTGCC 
TTGGAGCATCCCTTTCATTCTACCAACCTCCCAGAAATAGACAAAAAGGCAGTCAAAGTGAG 
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. TAAGCACACGAGTGAGGCTAAeGCTGGAGCAGCAGGTGGCAGTCCTGGCATTCCTTGGGT 
GCGAATATATAGGCCTCCCTGAAGTACTTCCTTATTGAAGAGTTTTAGCCCTCTACGGAAAAC 
CAGGCACATGGCAGTGATTGGGAAAAAAAAAAAACTTTCTTCGGCTAACTGGTGGATGTJAG 
CTTTCAGTGCTGTGTCCTTGAAGMTGTTGGACATGGTTTCAAAGGTTGCCAGTTTTCCATAA 
AGTACMTTCTGTGGTTCTTACTTGGMCTGCTTTATTTGGCTTTGGGAGGCCACCTCTTAGA 
CTCTGCGTTGTGGTCTTTCTAGAGTAAATCTTCCAGGGCTGACTACATTCTGGAGTTCCTTTA 
CGAACAGCTTCTCCTCTGTATA I I 1 1 1 1 CCCACTGTTTCCTCCTCCTTCTCATGTATTCTTAGA 
GGTCCAATATTCTCTTGAACTTTATGTCTTCTTAGTTCCCTTTCAAATGCTTCAGTAAACGCCT 
GTGCTTGGAATTGGCGGACATCTGTTTCTCTTGGCTTGCGCTGCCI I I I I CTCTCCAAGTGG 
AACTGTTTGTGTTTGTTAACTGGAGATGGAGAGAGCGAATGGGATCTGTANGGTGGCTTTCA 
ACGCATGGAAAGTCCTGGCCTTGACTTCTTTGGCCCATACTCCACGATGGCATCACTGTGCT 
GAGACAGTGTCTCCTCAGTTCCATCCTCTACCTNCTCATTTCCAGTATTTTCTTCTTTATGGT 
CAGTCTTTTCTTTAATCCN 
>646 

NNNNNNCGCGCACGGCATACCGAGACTACACGCAGTACGGAGAGCCTACCCGCAG 
GCGGACTGTGATCTCAGGTAGCATACTAATCCTAAGCGTTGCACATATCGCGTTATGAGATG 
CCTACTGATACAATACGGATCTGTCGGCCGAAGCCGGGCTCTCTCGGGAAGATGGCGGCTG 
TGTCGGTGTATGCTCCACCAGTTGGAGGCTTCTCTTTTGATAACTGCCGCAGGAATGCCGTC 
TTGGAAGCCGATTTTGCAAAGAGGGGATACAAGCTTCCAAAGGTCCGGAAAACTGGCACGA 
CCATCGCTGGGGTGGTCTATAAGGATGGCATAGTTCTTGGAGCAGATACAAGAGCAACTGA 
AGGGATGGTTGTTGCTGACAAGAACTGTTCAAAAATACACTTCATATCTCCTAATATTTATTGT 
TGTGGTGCTGGGACAGCTGCAGACACAGACATGACAACCCAGCTCATTTCTTCCAACCTGG 
AGCTCCACTCCCTCTCCACTGGCCGTCTTCCCAGAGTTGTGACAGCCAATCGGATGCTGAA 
GCAGATGCTTTTCAGGTATCAAGGTTACATTGGTGCAGCCCTAGTTTTAGGGGGAGTAGATG 
TTACTGGACCTCACCTCTACAGCATCTATCCTCATGGATCAACTGATAAGTTGCCTTATGTCA 
CCATGGGTTCTGGCTCCTTGGCAGCAATGGCTGTATTTGAAGATAAGTTTAGGCCAGACATG 
GAGGAGGAGGAAGCCAAGAATCTGGTGAGCGAAGCCATCGCAGCTGGCATCT TCAA CGAC 
CTGGGCTCCGGAAGCAACATTGACCTCTGCGTCATCAGCAAGAACAAGCTGGATTTTCTCC 
GCCCATACACAGTGCCCAACAAGAAGGGGACCAGGCTTGGCCGGTACAGGTGTGAGAAAG 
GGACTACTGCAGTCCTCACTGAGAAAATCACTCCTCTGGAGATTGAGGTGCTGGAAGAAACA 
GTCCAAACAATGGACACTTCCTGAATGGCATCAGTGGGTGGCTGGCCGCGGTTCTGGAAGG 
TGGTGAGCATTGAGGCCCAGTAAGACACTCATGTGGCTAGTGTTTGCCGAATGAAACTCAAC 
TCAATAAAAAACAAAAACCAAATTGGGCAGCCAACCACCACAAACAAAAAAAAAAACGGACG 
N 

>647 
>648 
>649 

ACGCGGGGAGACATGTGGAGTCCGAGCAGAGGCCAACCTGTGTCTCTTCATCTCCC 
TGGGAAAGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATA 
AACAGACTAGGTTGAATCCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 
GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGGGG 
CCTCATAGACATTCACTCCACGCAACAACCACAGAATATACATTCTTCCTATCTGTACCTCGG 
CCGCCACCGCGGGAGCNN 
>650 

NNNNCCGAGGTGACTGCAGAGCGGCTCGCGAGAGTCTCCCTCTGTTGCCAGGCTG 
GAGTGCAGTGGCGCGATCTCGGCTCACTGCAACCTCCGCCTCCTGAGTTCAAGTGATTCTC 
CTGCGTCAGCCTCACAAGTAGCTGGGACTACAGGGTTTTGGACTGATAAAGCAATGGAAGT 
GTGGCGGCGTTGGGTTGAGCGGGCTTTTTGGAAGTTTGTGGCGGAGTGAGCAGTTCTGTGA 
TATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCAGAAAAAACAGCAGACAAACTG 
CAAGAATTTCTTCAAACCCTGAGAGAAGGTGATTTGACTAATCTCCTTCAGAATGAAGCAGTG 
AAAGGAAAAGTTGCTGGAGCACTCCTGAGAGCCATCTTCAAAGGTTCCCCCTGCTCTGAGG 
AAGCTGGAACACTTAGGAG ACGTAAGATAT ACACTTGTTGTATCCAGTTGGTGGAATCGGGG 
GATTTGCAGAAAGAAATAGCGTCTGAGATCATAGGATTAGTG ATGCTGGAGGCTCACGATTT 
TCCAGGACCATTAlTGGTTGMTTAGCCMTGAGTTTAtTAGTGCTGTCAGAGAAGGCAGCC 
TAGTGAATGGAAAAfCTTTGGAGlTACTACCTATCATTCTCACfGCCCTGGCTACGAAAAAGG 
AAAATCTGGCTTATGGAAAAGGTGTACTGAGTGGGGAAGAATGTAAGAAACAGTTGATTAAC , 
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ACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTTCAAGGA 

TGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCA 

AGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCTCCTCCAAGGGAA 

GCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGATAAGCAGCACAAT 

GAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATCAGGTGAACTTCGTC 

ATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCGATCAAATTGGACTATGAACTAGGCA 

GAGAACTCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTAAGTCCC 

TTCAGCATTGCTCTTCTTCTGTCTGTAACAAGAATACAAAGATTTCAGGACCAGGTGCTTGAT 

CTTTTAAAGACTTCGGTTGTAAAGAGCTTTAAGGATCN 

>651 

GTGATTGCTGCCCTAAAGGAGAATGCTCTTTCCTTCCTCACTGGTACGCGGACGCA 
GCAGGAGGAAACTGCTCGGGCTGCAAGCAGTCTTCCAGGCTTTGCGGCTGCCAAAGGAATA 
ATTGAGACGTCTGAGTTGAGCAGGTGGAATGTCAGAAGACTGAGAACATTGTTCCTTCTTCA 
TACTGCTGCTCTGTTGCCAGAGAATCCCAATTTACACTCAAAGCTTCTTTGATTAAGTGCTAG 
GAGATAMTTTGCATTTTCTCAAGGAAAAGGCTAAAAGTGGTAGCAGGTGGCATTTACCGTC 
ATGGAGAGCAGGGATCATAACAACCCCGAGGAGGGACCCACGTCCTCCAGCGGTAGAAGG 
GCTGCAGTGGAAGACAATCACTTGCTGATTAAAGCTGTTCAAAACGAAGATGTTGACCTGGT 
CCAGCAATTGCTGGAAGGTGGAGCCAATGTTAATTTCCAGGAAGAGGAAGGGGGCTGGACA 
CCTCTGCATAACGCAGTACAAATGAGCAGGGAGGACATTGTGGAACTTCTGCTTCGTCATGG 
TGCTGACCCTGTTCTGAGGAAGAAGAATGGGGCCACGCCTTTTATCCTCGCAGCGATTGCG 
GGGAGCGTGAAGCTGCTGAAACTTTTCCTTTCTAAAGGAGCAGATGTCAATGAGTGTGATTT 
TTATGGCTTCACAGCCTTCATGGAAGCCGCTGTGTATGGTAAGGTCAAAGCCCTAAAATTCC 
TTTATAAGAGAGGAGCAAATGTGAATTTGAGGCGAAAGACAAAGGAGGATCAAGAGCGGCT 
GAGGAAAGGAGGGGCCACAGCTCTCATGGACGCTGCTGAAAAAGGACACGTAGAGGTCTT 
GAAGATTCTCCTTGATGAGATGGGGGCAGATGTAAACGCCTGTGACAATATGGGCAGAAAT 
GCCTTGATCCATGCTCTCCTGAGCTCTGACGATAGTGATGTGGAGGCTATTACGCATCTGCT 
GCTGGACCATGGGGCTGATGTCAATGTGAGGGGAGAAAGAGGGAAGACTCCCCTGATCCT 
GGCAGTGGAGAAGAAGCACTTGGGTTTGGTGCAGAGGCTTCTGGAGCAAGAGCACATAGA 
GATTAATGACACAGACAGTGATGGCAAAACAGCACTGCTGCTTGCTGTTGAACTCAAACTGA 
AGAAAATCGCCGAGTTGCTGTGCAAACGTGGAGCCAGTACAGATTGTGGGGATCTTGTTAT 
GACAGCGAGGCGGAATTATGACCATTCCCTTGTGAAGGTTCTTCTCTCTCATGGAGCCAAAG 
AAGATTTTCACCCTCCTGCTGAAGACTGGAAGCCTCAGAGCTCACACTGGGGGGCAGCCCT 
GAAGGATCTCCACAGAATATACCGCCCTATGATTGGCAAACTCAAGTTCTTTATTGATGAAAA 
ATACAAAATTGCTGATACTTCAGAAGGAGGCATCTACCTGGGGTTCTATGAGAAGCAAGAAG 
TAGCTGTGAAGACGTTCTGTGAGGGCAGCCCACGTGCACAGCGGGAAGTCTCTTGTCTGCA 
AAGCAGCCGAGAGAACAGTCACTTGGTGACATTCTATGGGAGTGAGAGCCACAGGGGCCAC 
TTGTTTGTGTGTGTCACCCTCTGTGAGCAGACTCTGGAAGCGTGTTTGGATGTGCACAGAGG 
GGAAGATGTGGAAAATGAGGAAGATGAATTTGCCCGAAATGTCCTGTCATCTATATTTAAGG 
CTGTTCAAGAACTACACTTGTCCTGTGGATACACCCACCAGGATCTGCAACCACAAAACATC 
TTAATAGATTCTAAGAAAGCTGCTCACCTGGCAGATTTTGATAAGAGCATCAAGTGGGCTGG 
AGATCCACAGGAAGTCAAGAGAGATCTAGAGGACCTTGGACGGCTGGTCCTCTATGTGGTA 
AAGAAGGGAAGCATCTCATTTGAGGATCTGAAAGCTCAAAGTAATGAAGAGGTGGTTCAACT 
TTCTCCAGATGAGGAAACTAAGGACCTCATTCATCGTCTCTTCCATCCTGGGGAACATGTGA 
GGGACTGTCTGAGTGACCTGCTGGGTCATCCCTTCTTTTGGACTTGGGAGAGCCGCTATAG 
GACGCTTCGGAATGTGGGAAATGAATCCGACATCAAAACACGAAAATCTGAAAGTGAGATCC 
TCAGACTACTGCMCCTGGGCCTTCTGAACATTCCAAAAGTTTTGACAAGTGGACGACTAAG 
ATTMTGMTGTGTTATGAAAAAAATGAATAAGTTTTATGAAAAAAGAGGCAATTTCTACCAGA 
ACACTGTGGGTGATCTGCTAAAGTTCATCCGGAATTTGGGAGAACACATTGATGAAGAAAAG 
CATAAAAAGATGAMTTAAAAATTGGAGACCCTTGCGTGTATTTTCAGAAGACATTTCCAGAT 
CTGGTGATCTATGTCTACACAAAAGTACAGAACACAGAATATAGAAAGCATTTCCCCCAAACC 
GACAGTCCAAACAAACCTCAGTGTGATGGAGCTGGTGGGGCCAGTGGGTTGGCCAGCCCT 
GGGTGCNNN . 
■ >652 

NNCCAACTGCTCCTGCGCCGCGGTGGCGGCCGCCCGCGGCTCCGAGCGCCQGAA 
GGGCCAGGTCTCAGGGCTCCTGGAGCTGCAGGCGGCGG6AGGGGCTACAAATGCTTGACT 
CAGTGATGCAGAACCTTTCAGAGTTAGCTGGAAGGCACAGCCCTGCCTCTTGATGCAGCCT 
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GGATCCAGCCGGTGTGAAGAGGAGACCCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTC 

TAGCCTTTGCAAAACTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTGCG 

AGGTGTATTTTTGTACAATGGACATCCAATAAAACAGGTAGATGTCTTGGGAACTGTCATTGG 

AGTGAGAGAAAGAGATGCTTTCTACAGTTATGGAGTGGATGACAGCACTGGAGTTATAAACT 

GCATCTGCTGGAAAAAGTTGAATACtGAGTCTGTATCAGCTGCTCCAAGTGCAGCAAGAGAG 

CTCAGCTTAACCTCACAACTTAAGAAGCTACAAGAGACCATTGAGCAGAAAACAAAGATAGA 

GATCGGGGACACGATCCGAGTCAGAGGCAGTATCCGCACATACAGAGAAGAGCGAGAGATT 

CATGCCACCGCTTACTATAAAGTGGACGACCCAGTGTGGAACATTCAAATTGCAAGGATGCT 

TGAGCTGCCCACTATCTACAGGAAAGTTTATGACCAGCCTTTTCACAGCTCAGCCCTAGAGA 

AAGAAGAGGCACTAAGCAATCCAGGCGCCCTGGACCTCCCCAGTCTCACGAGTTTGCTGAG 

TGAAAAAGCCAAAGAATTCCTCATGGAGAACAGAGTGCAGAGCTTTTACCAGCAGGAGCTG 

GAAATGGTGGAGTCTTTGCTGTCCCTTGCCAATCAGCCTGTGATTCACAGTGCCTGCTCCGA 

CCAAGTGAATTTTAAGAAGGACACCACTTCCAAGGCAATTCATAGTATATTTAAGAATGCTAT 

ACAACTGCTGCAGGAAAAAGGACTTGTTTTCCAGAAAGATGATGGTTTTGATAACCTATACTA 

TGTAAACCAGAGAAGACAAAGACCTGCACAGAAAAGATCCACCGGATTCACTTCACGCAGG 

ACTCGCCAGAAAACCCACATCCCCTGGAGGCAGGGCTGCCACTACCCAGGCATTCTTGGCC 

TGGGTCGCCTGAACAACAGCCGGGACTGAGCCGAGGCGGGCCGCAGCAGTCCGGGAGCC 

CGGGAGACCCGAGGGCCATGGCGGACACGGGCCCTCAACGGCCTCGGGGAAACACCGGA 

CACCGCGAN 

>653 

NNNCAGTGGCCTGCTAAAACATGCACTCTCTGGTTTAAAGTTTGCCAAAGGTGGTGC 
TGCCCCATATGCCACTGTGCCCAGCTGACATATTCTCACTTAATAGAATTATAGAGAAATTTT 
TCATGTTTTTCTTTTTCTCTCCCAC I I I I I CATATTCCTCTTTTTCA I I I I I GCCTTTCCGTTTCT 
GTCTATGATGTAGGCTTCTGAGGAGAACCAAGAAGCTTGGCTTTAGTGGTAGAATGACAGAA 
CTTAGGGATCCCTTGCAGGCTAGAACAAAGTTCTGACCCTTAGACCAAATCTTTATGTTAAGA 
GTTTTCCAGAATTCAAAAAAAAAAAAAAATCAATCAACACAACACACACACACATACATACAC 
ACACACTGCCTTTAAAAGGAGGAGCCAATATTTGTTGTACCTGTGAACTGAGGAATTATAGAT 
AMCCTTAGGTCAAATCATTTCACAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCT 
GACAGAGAGCTTTGTCCTAG I I I I I GTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
GCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAATT 
TCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTTATAGCTC 
CCAAGGAGACCCCAAATCC I I I I I I I I I CTTTTGAGATGGAGTCTTGCTCTTGTTGCCCAGGC 
TGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCAAGTGATTC 
TCCTGCCTCAGCCTCCCCAGTAGCTGGGATTTACAGGTGCCCGCTACCATGCCTGGCTAAT 
TTTTGTATTTTTAGTAGAGACAGGCTTTCACCATGTTGGCCAGGCTGATCTCAAACTCCTGAC 
CTCAGGTGATCCACCCACCTCGGCCTCCGAAAGTGGTGGGATTACAGGAGTGAGCCACCGC 
GCCTGGCCCCGTATTCA I I I I I I ATACTGGAAAACA I I I 1 1 I I IGTAAI I I I I CTTTGCAAAGA 
AATGAGCATAAAAATGAATACTCCAAAGAAAAGGAATTATTATGGCAAATTAAAAGGGACACG 
GN 
>654 

ACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAAGTAAGTTCTCCATCCCATAAA 
GCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATGTGAATTCATCTGTTAAGCTAG 
GGGTGACACACGTCATTGTGCTATATGTA TGTG ACTTCCCTCCCCCTGCCAGAATACTCCTT 
GGTCAATTGTAGGTATTC I 1 1 1 IGGTTTAAI I I 1 1 GCCAATGTAATTAAAAAATGGTATGTCAT 
TTTTAAAATTTGTATTTCTTTCATTACAMTAAGATTGTTATGTCAGTATTGTTATTGGCTTTTC 
GTATTCCTCTTAACGTGAACCGTCTGTTCATTGTTTTTACCTGTTTTCGTTTTAGCAAGTAGTA 
CTTAATTTAAAGTGTGAACTTAATATATAAGATGCCAGGACCATCATATTGATGACAAAAATCT 
ATTATGTGGTTGTAGTGCATGTCTTGGAGTTAAACTCTTAAGTATCAAGAAGTAAAATAATTTC 
ATTGTTTCTGTTACTAACATTAAAAGTGTGCAAATTGTATAAAATTAGGTACTTGGATTAGTM 
AAGAAAAAAATTTGAATG I 1 1 I I I I I I 1 1 I ATTTTATTAAGCATGCCCAGTTATGCCAAGCATA 
GTAAATAAAGGTCAAGTAGCATTTAtAATAGAGGAAGTATTGTTATCCCTAGCATGAGTGTAA 
TGGTGATATGAAAMCTTTGTCTTGTCATTATMTAATAAAAAMTGAACATTTATTATGGAATT 
TCTATGAGCCAAAATAAANNNNN 
>655 

NNNNNNNNNNNNNNACTTCTAGAATTAATTAACGCGGGGNGAAACTACAGTGCCCA 
CGATGCACCGCGCCAGCCCCGGCCGACGGACGAGAGTGACCCGGACTTAGGCGTTCCGCC 
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TGGCCCGGCGGCGAGGAAAAAAGGCAGTTTTGAAGCATTTAGTGGCAAAAGGGGTAGGAG 

ACGGCTGCTGAAGTGTCTACTACATTCAGGGGACCTGGAAGGCTTCCAGATATCCGCAATG 

AACAATGAAAAGAAATTGTGAAAGAAGGCGCTTCCCTCAAGCCGGAACTAATGAACTCCTGG 

GTCACGTGGTGCGCACGCGCCAAAGGCACACGATAAAGGAAAACGCGGGCTTATCGTGGC 

CTTTAAAATCCGGCTTGGTGAGCTTGGGTCGCCTCTGAAGGAGAACCATTTTCCATCTCTTT 

CATAGI I 1 1 I ICCCCCAGTCAGCGTGGTAGCGGTATTCTCCGCGGCAGTGACAGTAATTGTT 

TTTGCCTCTTTAGCCAAGACTTCCGCCCTCGATCAAGATGGTGGTTGGACGGCCTTCCTAAC 

CTTTACGGGGCCTGGCGGTGCTGACGCCTGAGCTGGTAGGGGTGGAGCAGGTAGGAAACA 

GCAAATGCAGAAGCTGCTGCGCGGAAGTCGGCCATGGACTGGAAAGAAGTTCTTCGTCGGC 

GCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTAAAAGATGAA 

GAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAAAAGACAAATGAA 

TTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGATGAAGTCTTACTACAG 

AAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGCAGAGAACTGTTAGATAAT 

GAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAGACACCACCTATGATTGGAGA 

GGAAGCGATGATCAATTACGAAAACTTTTTGAAGGTTGGTGAAAAGGCTGGAGCAAAGTGCA 

AGCAATTTTTCACAGCAAAAGTCTTTGCTAAACTCCTTCATACAGATTCATATGGAAGAATTTC 

CATCATGCAGTTCTTTAATTATGTCATGAGAAAAGTTTGGCTTCATCAAACAAGAATAGGACT 

CAGTTTATATGATGTCGCTGGGCAGGGGTACCTTCGGGAATCTGATTTAGAAAACTACATAT 

TGGAACTTATCCCTACGTTGCCACAATTAGATGGTCTGGAAAAATCTTTCTACTCCTTTTATG 

TTTGTACAGCAGTTAGGAAGTTCTTCTTCTTTTTAGATCCTTTAAGAACAGGAAAGATAAAAAT 

TCAAGATATTTTAGCATGCAGCTTCCTAGATGATTTATTGGAGCTAAGGGATGAGGAACTGTC 

CAAGGAGAGTCAAGAAACAAATTGGTTTTCTGCTCCTTCTGCCCTAAGAGTTTATGGCCAGT 

ACTTGAATCTTGATAAAGATCACAATGGCATGCTCAGTAAAGAAGAACTCTCACGCTATGGAA 

CAGCTACCATGACCAATGTCTTCTTAGACCGTGTTTTCCAGGAGTGTCTCACTTATGATGGA 

GAAATGGACTATAAGACCTACTTGGACTTTGTCCTTGCATTAGAAAACAGAAAGGAACCTGC 

AGCTCTACAATATATTTTCAAACTGCTTGATATTGAGAACAAAGGATACCTGAATGTCTTTTCA 

CTTMTTATTTCTTTAGGGCCATACAGGAACTAATGAAAATCCATGGACAAGATCCTGTTTCA 

TTTCAAGATGTCAAGGATGAAATCTTTGACATGGTAAAACCAAAGGATCCTTTGAAAATCTCT 

CTTCAGGATTTAATCAACAGTAATCAAGGAGACACAGTAACCACCATTCTAATCGATTTGAAT 

GGCTTCTGGACTTACGAGAACAGAGAGGCTCTTGTTGCAAATGACAGTGAAAACTCTGCAGA 

CCTTGATGATACATGATCTCTGAAAGACTAGACTGTCTTATATTATGAGATACTTGAATGCTG 

CATGTAAAGCCTTTAAAGCAAAATCCTCAGAAATGGTCTAAATAAAACACTTGATATGCCTAG 

AGAACACANNNNNNNNNNNNNNNNNNNNNNNNN 

>656 

GAGGCCAAGAATTCGGCACGAGGAGTTTACCTGTGTGGAGCGGCGGCATGCTTGC 
AGCTCGGCGGCAGCCTGTGAGAGCTGAGGGTCAGTTCTTCGAGTAGATCTCAAGCTGCGTT 
TTCCTCCTTCTCCAAAGCAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGCAACACCTGCAAACACTAGGGATTGTGGGTCGAGCGGAAGAGCTAATGA 
GAGCCGAGCTCAGGTATCCCAAGTCAACCAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTT 
GTGCTGAGAGGGGGAAAGAAGCACAMGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTC 
TTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTT 
TCAMCAGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGT7TTGATGGA 
GTGAGGAGATTTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTTCTGTAAACCTGTTGTCATT 
TGACGTTTCCAGGCAGGCATCAACATTTACATTGTAATTCAATAGACGCTACTACTACAAAGG 
AGCTTTATTCTTCCAGCTTAATATGGTTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAACGCAAATTAGCAAAGGCGTAATTTATAACCG 
CTGCT ACCAAAGAGTGAAGTATTTGf GGAAGTTCTGACTGGAATCTAGCTCGTACATATGGA 
TTGTGGAMTAAAGGAGGACGTGGAAAGCTTGCCATATTTTATTTCAAGTTAATACTAAAGCT 
GCCAGACTTAATACMCTTTCTmMTCmATGGATCACATATmCTGAAAATTACATGAT 
>657 
>658 

aagggggamaWgagaaacataaaaacataacagaacacttcataggctactttacatgataaaataggcaaaaacaa 
catacatattttgcaagcataaacacttgggtatactaatgacagtcatacaggtataagttatgagcagacaaggtgtattcat aaaaaa 
atagcttatataactgcagtcatctgaaataccacgacaaacaacctaagtcttaagatcaatcaaaaaccatgatGGGCCi Mil 
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GCTGTAGGCCCGGGTGGTTGCTGCCGAAATGGGCAAGTTCATGAAACCTGGGAAGGTGGT 

GCTTGTCCTGGCTGGACGCTACTCCGGACGCAAAGGTGTCATCGTGAAGAACATTGATGAT 

GGCACCTCAGATCGCCCCTACAGCCATGCTCTGGTGGCTGGAATTGACCGCTACCCCCGCA 

AAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAAAGATAAAATCTTTTGTG 

AAAGTGTATAACTACAATCACCTAATGCCCACAAGGTACTCTGTGGATATCCCGTTGGACAAA 

ACTGTCGTCAATAAGGATGTCTTCAGAGATCCTGCTCTTAAACGGCAAGGCCCGACGGGAG 

GCCAAGGTCAAGTTTGAAGAGAGATACAAGACAGGCAAGAACAAGTGGTTCTTCCAGAAACT 

GCGGTTTTAGATGCTTTGTTTTGATCATTAAAAATTATAAgAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAcAagaacgcagagaacaaacccagcaaacgccgacacacaacggaagacgaagcagacagcaaggacaggaacc 

acgaagaggcaggcaaacacaagcagacgagaaggcaacacaacaaaagaccagcagccagagcgacaggaagcaccac 

cacgcggagggagaggaaaagagaagaaccgcaccggacaggcgcagcggcacaggcggaccgcgcggcgcggagtccac 

caaaccaagcgacgggacgcgcgaaagagagaaggcggcgaaagcaacaagagcacacgtgacggaaacaagccacacgg 

aagcggaactcagaacggacgcaccggccggaagtgacagagcagaaaagaggctgaacagaagacgccagcaacaggcac 

acagcaggaagccacgcacggagtcaacgacaataccgagcggcaggaagggaagaggagcggacgaggggcactcgccag 

acgagcagcacgaagggacgaggcacggaacgcacggagagggaagagcaggaagaaacagacaacgacaagcgaagaa 

cggca 

>659 

GAGGCCAAGAATTCGGCACGAGGAGTTTACCTGTGTGGAGCGGCGGCATGCTTGC 
AGCTCGGCGGCAGCCTGTGAGAGCTGAGGGTCAGTTCTTCGAGTAGATCTCAAGCTGCGTT 
TTCCTCCTTCTCCAAAGCAGGGATGGGAAGGTGGAGGCTACTGGTTGAAGAGAAGAAAGGG 
GTTGGGGGAATGCAACACCTGCAAACACTAGGGATTGTGGGTCGAGCGGAAGAGCTAATGA 
GAGCCGAGCTCAGGTATCCCAAGTCAACCAGAATCAAATGCGCAGTACGCCACAAGGCATT 
TAATGCCCACAGTAACAGGGCTGTTTGACAGTGGCAGAAGAGGACGGGAC TAAAG TTACTTT 
GTGCTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTC 
TTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATAT ATTAC AGATTT 
TCAAACAGGTGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTGATGGA 
GTGAGGAGA7TTGGTTGAATGAACGCTAAGATGGCCAGACGCACCTCTTCGATCTCAACTCT 
GCAGCCTGGGATTCCAGAGCTGCAAACAACCACTGAATTCGTTCTGTAAACCTGTTGTCATT 
TGACGTTTCCAGGCAGGCATCAACATTTACATTGTAATTCAATAGACGCTACTACTACAAAGG 
AGCTTTATTCTTCCAGCTTAATATGGTTGCTGCGGGAACACTGCAGGCGAAACGACTTTGGG 
GACGGCCCCGCGCGGAACCCTTGGGAACAACGCAAATTAGCAAAGGCGTAATTTATAACCG 
CTGCTACCAAAGAGTGAAGTATTTGTGGAAGTTCTGA CTGG AATCTAGCTCGTACATATGGA 
TTGTGGAAATAAAGGAGGACGTGGAMGCTTGCCATATTTTATTTCAAGTTAATACTAAAGCT 
GCCAGACTTAATACAACTTTCTfTTMTCTTTATGGAfCACATATTTTCTGAAAATTACATGAT 
>660 

NACCCACCAGAAACATATTATACTATACACACTCAGCCTGGCTGTTAAGAGCTGGAG 
ACTGAAAGTGGTGTTGATTGACCGTGGACCCAGGGAAATATCTCAGTGGTTAAGGATACTCT 
GTGTGTCTTACAAACAGAGACACAGATGCTGCCTAAGAACGAGGTCCTCCTGGAACCGGTG 
CCAGGGAAGGATTTTGTTGCTCACACTAGTCTTGATCTTCTGGGCTCGAGTGATCCTCCTGC 
CTAAGTGTTGGGATTACAGGCATGTACCACCGCGTCTGTACCAAAGGGAAAGTTAGGTCTG 
GAGACTGAGCCACACAACACTGAAGTTCCTTTCCCGAATGCATGGCTGTTGCTTCCTGATTG 
TGTTAAGTGGTTAAGCATTGTAGCTTACCCAGATGCCTGGTATCCTGGAGTCCCAGGAGCAC 
TTTTTCTGGAAGTAGGAGCTTGTTTCCTGCAGGTGCCAAGACAGAGACCGACATTGTTTGTT 
GGCTGGGTCGGTCTCCCAGTTTTCAGCTGGCTCCAGTCTCACCTGTTGCTCACACACCCTC 
CATGTCTCCCATAGTCCCCTCGGTGGGGACAGAGGCACTGGATGAAGCCCTGCTCGTCACC 
ACAGAGACACTGTGCAACCTCAGTTTCCCCAGGTGGAGACCGGACCAACAGTGATGGCCTC 
TGCCTCTTCAGGTCATAGTACCGGTGAATACAGGCTGGCACGGCCTAGGCACTCAGTAACA 
CACGGCAGAGGCACAGGACTTAAN 
>661 

NNCATCACATCTCAACATCTCAGAGCCATCGTCTAAGTGTCACATGTTCCCTCTTAAT 
CTTCTCCACCAAAAGCCCAG 1 1 1 1 1 1 1 1 1 C 1 1 1 II 1 1 A CACAAGGCCACTCCATTTACCCCCAC 
TTGCCGCTMCCTGCACTCTTGTCCMTAfACCCCTGA CCCA MTATTG TTTT TCGACCCCTC 
ACCAAGTTAGAAATCCGGCCCTTTCACAAAGGTCAACATTTTCAGCTTCTTTTAGCAGGAATG 
CTCCTTCAAAGGGTATCTGCATTCCTGTTCCCACAGCCCCCAGCATTCCTTGTCCTTTAGCT 
GCCtGGCTTCTCTAGGCACCTGAGTTCATGGTCCTGGGTTAGAAGCTGCAGAAAGGACTGT 
GCTGACTCCCTCAACTAAGGGGTGGTACTACCGCTTGCTCCTCTCAGCAGCTGACATCCCA 



Pag 204 of 355 



WO 01/42467 



798 

Table 4 



PCT/US00/33312 



GAGATCAGTTTCCTTTCTGGGAGGGACTCCTCATTGAGGGGGGTGCAGAAGACCTGCAGAC 

CTGCATCAACCCTGGTCTTTGAGGCTTCAACTCCTGAAAATCAATCAATTGAGCCCTACCTTT 

ACCAGACCTTTAGTCTCTCTTCTTCTGTTTCTTTTTGGCTTTCTGGACAGTGCTGACTCCAGC 

TCTTTCCTTCTTGGGATGCTGCTGCCTCTTCCTCTTACCTCTGCTGCTTGAGCCAGTGTGTG 

CTCTGCTCTCTGCTTCCCTAGCCCCGCTATCCTTCTCATCCCTTACATCCAAGATGTCCTCCT 

CCTCTTGATGCTGCTGTCTTTTCTTCTTGCTTTTCCTGCTTCTTCCATCACTGCATGCTCTGCT 

CTCTGCTTCCCTGGTTCCACCACCTAAAACAGTTTCCTCACCTCTATCTTCTAGGTTCAAGTC 

CTCCTCCTCCTGTTGCTGCCTCTTCTTTCTTCGGCTGCATGGGTCAGCATATGCCCTGCTCT 

CTACCTCCTCTGTCCTGACACTGCCTGCAGCCTCCTTGCCTTTTCCTCCTTCCTCCAAGACC 

CCCATCTTCTCCTCTTCATGGTGCCACCTCTTC I I I I I CTTCCCTTTCCTGAGGGACTGATTG 

GTTTGCTCTCTGCTATTCAATTCCCCAAGCCCACTTGTTCCTGCAGCGTCCTCCTTCTCATTC 

CCTTTAGTTGTACCCTCTCTTTCATCTGAGACCTTTCCTTCTTGATGTCGCCTTTTCTTCTTCT 

TGCTTTTTCTGATGTTCTGCTCAGCATGTTCTGGGTGCTTCTCATCTGCATCATTCCTTTCAG 

ATGCTGTAGCTTCTTCCTCCTCTTTCTGCCTCCTTTTCTTTTTCI I I I I I I I GGGGGGCTTGCT 

CTCTGACTGCAGTTGAGGGGCCCCAGGGTCCTGGCCTTTGAGACGAGCCAGGAAGGCCTG 

CTCCTGGGCCTCTAGGCGAGCAAGCTTGGCCTTCATTGTGATCCCAAGACGGGCAGCCTTG 

TGTGCTGTTCGCCCCTCACAGGCTTGGAGCAGCATCTCATCAGTCAGAATCTTTGGGGACTT 

GGACCCCTGGTTGTCGTCATCACTGCAGCTCTCCAAGTCTTTGTTTGGCTTCTCTCCACCTG 

AAGTCAATGTAGCCATCTTGACAAACTTCTGATACAGCAAGTTGGGCTTGGGATGATTATAAC 

GGGTGGTCTCCTTAGAAAGGCTCCTTATCTGTACTCCATCCTGCCCAGTTTCCACTACCAAG 

TTGGCCGCAGTCTTGTTGAAGAGCTCATTCCACCAGTGGTTTGTGAACTCCTTGGCAGGGTC 

ATGTCCTACCCCATGAGTGTCTTGCTTCAGTGTCACCCTGAGAGCCTGAGTGATACCATTCT 

CCTTCCGGCCGAGGCCTTTGCCTTGAGTCCATCCATGCTTTAGCAGCTGCTCCTCAGCAAAC 

TTCATCCCACGACTCTTGACCTCTGGGGTGACATTCATGGTGAGAAAAAAGTCTCTATCCTC 

AGACTCTCACCAGAGAAGAAGAGGTGATATCATCCGTCATTGCTGGGTCCGCTCCGCGGAA 

ACATGTGCCGGACCTGACTTGTGCGCCGCCATCTTCCCCCGCGTACCCCTGCCCGCGCGG 

CCCGCTCTTAGAACTGAGTGGATCCCCCGGGCTGCAGGNAATTCGATGATCAAGCTTATCG 

ATACCCGTCGTACCTCGAGGGGGGGGGCCCGGTACCCCCAGCTGTTTGTTCCCNNNNN 

>662 

>663 

NATGCCCAGTCCCCACGACACCTCCCACTTCCCACTGTGGCCTGGGTGGGCTCAG 
GGGCTGCCCTTGACCTGGCCTAGAGCCCTCCCCCAGCTGGTGGTGGAGCTGGCACTCTCT 
GGGAGGGAGGGGGCTGGGAGGGAATGAGTGGGAATGGCAAGAGGCCAGGGTTTGGTGGG 
ATCAGGTTGAGGCAGGTTTGGTTTCCTTAAAATGCCAAGTTGGGGGCCAGTGGGGCCCACA 
TATAAATCCTCACCCTGGGAGCCTGGCTGGCTTGCTCTCCTTCCTGGGTCTGTCTCTGCCAC 
CTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTGCTGGTCA 
CTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGTAAGGGGGAAAT 
GAAGGAACTTCTGCACAAGGAGCTGCCCAGCTTTGTGGGGGAGAAAGTGGATGAGGAGGG 
GCTGAAGAAGCTGATGGGCAGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCCAGGA 
GTATGCTGTTTTCCTGGCACTCATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAG 
ACCGACCCTGAAGCAGAACTCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTG 
ATGCCTTTGAGTTTTGTATTCAATAMCTTTTTTTGTCTGTTGATAAAAAAAAAAAAAAAAAAAC 
AAAAGAGAAAAAACCCTGCGGGGGGACATAATATTGCGCGGGGCGGCGAGAAACAAAGGG 
GGTAGATTGACAGGGGCGCAGTGGCGCCACAACAGCGGTGCTTCCCTGTACCCCCACGTTT 
TTTTTGTGACCCAGGGGTGGAACAACTCTACGCGCGGCGCCCCCAATATTGGGACGGCGC 
GCGATAAAATTCAGAAAACCGCCCGCGTACCCCTGGATTAGAGTAGCGCGCCGAGGCAAAC 
AGCTAGCGCAATCATGAGATCAGCAAGGGCGACTCACCCACGCAGGCTCCATGGATGACGT 
GCATGCATCTATCCCACGCGCTCTGCCTCGACTCACGCTAGCCGGCGAGCGAACTCACGCG 
GCCCGCAGCTGCTCGTGTAATCCCGTGCCCGCATTGACACGCAGCAGCCCCG AGCACGCA 
CTTCATGCGTATCGTTCAGCGAtCGGGGAGCAGCCCGGCGTCGACGATCCCAAGCGAAGC 
GCGCCGCAGGACCACCACTGCTGCGGCTAAGAN 
>664 

CGACCCCGCGTCXDGAGATAGCCTTTTGGAGTCGAAGATGAGGAAAAGCCTGTATTT 
TATAGTCTTGGAAGTGTCTTCTTTTGCCAGGACAGAGAGAGGAGCTTCAGCAGTGAGAGCAA 
CtGAAGGGGTTAATAGTGG'AACTTGGCtGGGTGTCTGTTAAACnTnTCCC 
CTGGGTTTCCCCTTGAAGGGATTTCCCTCCGCCTCTGCAACAAGACCCTTTATAAAGCACAG 
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ACTGGTACGCCTCCGCGGTATCTGCATCGGGC CTCA CTGGCTTCA GGAGC TGAATACCCTC 

CCAGGCACACACAGGTGGGACACAAATAAGGGTTTTGGAACCACTATTTTCTCATCACGACA 

GCAACTTAAAATGCCTGGGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAA 

TGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGACCACCCCAGAATCTAGAT ATCTT GCTCAGA 

TTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTGAGTCCCCATTTTTCTCTTGG 

AGAACCCAGATAGATAGTCCACTGAATGGGAAGGTGACGAATGAGGGGACCACATCTACGC 

TGACAATGAATCCTGTTAGTTTTGGGAACGAACACTCTTA CCTGT GCACAGCAACTTGTGAAT 

CTAGGAAATTGGAAAAAGGAATCCAGGTGGAGATCTACTCTTTTCCTAAGGATCCAGAGATT 

CATTTGAGTGGCCCTCTGGAGGCTGGGAAGCCGATCACAGTCAAGTGTTCAGTTGCTGATG 

TATACCCATTTGACAGGCTGGAGATAGACTTACTGAAAGGAGATCATCTCATGAAGAGTCAG 

GAATTTCTGGAGGATGCAGACAGGAAGTCCCTGGAAACCAAGAGTTTGGAAGTAACCTTTAC 

TCCTGTCATTGAGGATATTGGAAAAGTTCTTGTTTGCCGAGCTAAATTACACATTGATGAAAT 

GGATTCTGTGCCCACAGTAAGGCAGGCTGTAAAAGAATTGCAAGTCTACATATCACCCAAGA 

ATACAGTTATTTCTGTGAATCCATCCACAAAGCTGCAAGAAGGTGGCTCTGTGACCATGACC 

TGTTCCAGCGAGGGTCTACCAGCTCCAGAGATTTTCTGGAGTAAGAAATTAGATAATGGGAA 

TCTACAGCACCTTTCTGGAAATGCAACTCTCACCTTAATTGCTATGAGGATGGAAGATTCTGG 

AATTTATGTGTGTGAAGGAGTTAATTTGATTGGGAAAAACAGAAAAGAGGTGGAATTAATTGT 

TCAAGAGAAACCATTTACTGTTGAGATCTCCCCTGGACCCCGGATTGCTGCTCAGATTGGAG 

ACTCAGTCATGTTGACATGTAGTGTCATGGGCTGTGAATCCCCATCTTTCTCCTGGAGAACC 

CAGATAGACAGCCCTCTGAGCGGGAAGGTGAGGAGTGAGGGGACCAATTCCACGCTGACC 

CTGAGCCCTGTGAGTTTTGAGAACGAACACTCTTATCTGTGCACAGTGACTTGTGGACATAA 

GAAACTGGAAAAGGGAATCCAGGTGGAGCTCTACTCATTCCCTAGAGATCCAGAAATCGAG 

ATGAGTGGTGGCCTCGTGAATGGGAGCTCTGTCACTGTAAGCTGCAAGGTTCCTAGCGTGT 

ACCCCCTTGACCGGCTGGAGATTGAATTACTTAAGGGGGAGACTATTCTGGAGAATATAGAG 

TTTTTGGAGGATACGGATATGAAATCTCTAGAGAACAAAAGTTTGGAAATGACCTTCATCCCT 

ACCATTGAAGATACTGGAAAAGCTCTTGTTTGTCAGGCTAAGTTACATATTGATGACATGGAA 

TTCGAACCCAAACAAAGGCAGAGTACGCAAACACTTTATGTCAATGTTGCCCCCAGAGATAC 

aaccgtcttggtcagcccttcctccatcctggaggaaggcagttctgtgaatatgacatgct 

tgagccagggctttcctgctccgaaaatcctgtggagcaggcagctccctaacggggagct 

acagcctctttctgagaatgcaactctcaccttaatttctacaaaaatggaagattctggggt 

ttatttatgtgaaggaattaaccaggctgg aagaa gcagaaaggaagtggaattaattatcc 

mgttactccaaaagacataaaacttacagcttttccttctgagagtgtcaaagaaggagaca 

ctgtcatcatctcttgtacatgtggaaatgttccagaaacatggataatcctgaagaaaaaag 

cggagacaggagacacagtactaaaatctatagatggcgcctataccatccgaaaggccca 

gttgaaggatgcgggagtatatgaatgtgaatctaaaaacaa agttg gctcacaattaagaa 

gtttaacac7tgatgttcaaggmgagaaaacaacaaagactatttttctcctgagcttctcg 

tgctctattttgcatcctccttaataatacctgccattggmtgataatttactttgcaagaaa 

agccaacatgaaggggtcatatagtcttgtagaagcacagaaatcaaaagtgtagctaatgc 

ttgatatgttcmctggagacactatttatctgtgcaaatccttgatactgctcatcattcctt 

gagaaaaacaatgagctgagaggcagacttccctgaatgtattgaacttggaaagaaatgcc 

catctatgtcccttgctgtgagcaagaagtcaaagtaaaacttgctgcctgaagaacagtaa 

ctgccatcaagatgagagaactggaggagttccttgatctgtatatacaataacataatttgt 

acatatgtaaaataaaattatgccatagcaagattgcttaaaatagcaacactctatatttaga 

ttgttaaaataactagtgttgcttggactattataattta atgc atgttaggaaaattt cacat 

taatatttgctgacagctga(xtttgtcatctttcttctattttattccc tttca ca amtt^ 

ttcctatatagtttattgacaataatttcaggttttgtamgatgccgggttttatatttttata 

gacaaataataagcaaagggagcactgggttgactttcaggtactaaatacctcaacctatg 

gtataatggttgactgggtttctctgtatagtactggcatggtacggagatgtt tcacg aag 

tttgttcatcagactcctgtgcmcnttcccaatgtggcctaaaaatgcaacttctttttattt 

tcttttgtamtgtttaggtttttttgtatagtaaagtgatmttrctggaatta , 

aaaaaaaaaaaaaccactacaggagaaaacaccccaaaAAtaagacaaaacaacagaggaag 

ccgaaagtgacacgcaacacacaacagccatatgacaaagaacgactccccactcagagga 

caaccataaataacaccacagcccagccacatcagataaagcagccagataacgaacaaccc 

atcaacatgacaatgcgaccaaacgaccaccatgcgggagaaacagcagcaccacttcacg 

agaattgcaaccagcaaacaacaagccacx3gacacgacgaagacacacacaaatgacaaga 

aagcccagacctcg aaacnn 
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>665 

ATAGGGAGTCGACCCACGCGTCCGGCGGGGAGGTCGCTCGACTCGGGGGGCGGC 
CGCCCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGGCCAACCCTC 
ACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAGCCAGAAGAGAACACGCC- 
TCTCAATGGTGCCGACAAGGTCTTCCCTTCTTTGGACGAGGAGGTCCCCCCGGCCGAGGCT 
AACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGAT 
GATCATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTGC 
AGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCAAACAAAACATTCTTC 
ATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGA 
MGGCTCACAGATGTGTACAGTACATCGCCCTCTCTGAGTCGTTATTTTACTTCAGTTGAAAT 
AGTGGACTTCAGTGGTGAAAATGCCACAGTAACGTATGACCTGCAATTTGGGGTTCCATCAG 
ATGATGAAAATTTTATGAAGTATATGATGAGTGAGGAGTTGGTGCTGGGCATTTTTGCTACAG 
GATTTCCGTGATCAGAATATACCTGGTTGTGAGAGTCTGGGGCTTGATCCAACATCCCTCTT 
GCTCTATGAATGAAGTGATGGAGGCTGGTCTCTGTCTGAAAGCAGTGCTCTACCAAAGTCCT 
GGAGATTGAAGGGGATCCACTCGGGTTTGCAGAGAAGATTCTGTGGATTAATACAGAAGCA 
CCAGCAACACCAGAGGGGTGGAGACTCCTTTCTCTCCCGATTCTACAGTCTGGCTCTAAGC 
CCAGTAAAACAGCTCCCGAGCACTGCTTCAGCTGGGTCCAGTCTTGACAAAGGCAGGAAGC 
CAGCTAGGGTGGGGGCGATAGGGTCAGCGGGTATGTCCCACTGTTGGAGGTCACTGGTAT 
TCTGNNN 
>666 

TCCGGAAATCTACAAGAATCATAGAATTCAATAAAAAAGGTAGAAAGTAATTTTTTTA 
CTTAAAAATATAAATTAAAATAAATTTTTAAAATCATAAGCACATAAATAGAACTTACCAGGGA 
GAAAGAAAAACCTGAAGGCACAATTTCTTTTCTGTTCAAAATGTGAACCCAGGATGTCTCTAG 
ATGATGATGGATGATAGGTGGGGAGA I I I I I I I I 1 1 I I I I AATACAGAATCTCATAGTTTTGGA 
TTAATTAGCACCAATCAGTTTAAACACTGACTGTTAGAATAGCTGCATGGGI I I I I I ICTTTAA 
ACTAATTAAGCGTTGGCTACTTAGTATAAGTAAGTATAAGCCGAATTAAGGTTCTGCTACATC 
TGTGTTTAG AATA 1 1 1 I I 1 1 AAAACTAAATAAGTGTTGGCTAGTTTTGCGGTGTAAGCAGAATT 
AAGGTTCTGCTACCTCTGTGTTTAGAATATTCCCAATGGATTTTTCAI I 1 1 I CAGGTGCTATTT 
TTTGACCCTGTATAGACTTTAATTTAAAATGAATTTGGTAACGTTTCTCCTCTGTCTCTACATA 
TATTCATGCTTTCACCTGCTCTTTTAACACCTGCTTTTAGTATCTGAGGCACI I 1 1 ICTGAACT 
CTACTTGTGCACTGGATCCCTCCTCCTTTCTCTGCCAGGCTGTGTTTACTTTATCCTTACATC 
ACCACTTAGTGATTCCTTTCTTTGTATAAACATGGTAAATGTCTTCATTAGCCTAAAAGGAAAG 
ACCAAATAAAACCTTTCCTACCACTTGGATGCATTTGCATCCTGACTTCTGAAATGCCTCCAG 
CCTCCATTTTCTCCCTTCCCAGTTATTCCTTAGCCCAGCCATCTCTGTCTTTAGCTCCTACAA 
TTTTCTTAGGATATTCTGGGAAAGATGAGCGGAGACTGCCCGCCTTGTCAAATCTAGTGTCT 
1 1 1 1 I ICAGTCCTCACACTGCTTGACCTATGTATAACCTCCTATACTTCCCTCTTTGCATACTC 
CTCTGGGTTTTCTGTGGTAGTCAAGATTCCTCCCTGAGATTTATTTCCCATGAGTCTTGACCC 
CTCCCCTCAGTTGGTGCTATTTCCCCCTACCCGCCCTCCGATGATCTTATCAGAGCCCACAG 
GTTCAGTTTTCTTTCATGCTACCTGAATGTCCTGATAAACTGGCTCGCTCTCTTCTTTACCTTC 
CATAATGGCATTACCATTTACCACGCCACCCAAGATACTTACTAGGAACCTCAAAGTATTGTA 
TTCTTTTTCTCCATCACACTCATACTTAATCATCAAGTCCTTTTGAGCTTGTCTCCTCTTGAAT 
ATGTCCCTTCTTAATTCCTGCTGCCTTCTTAGTAAAGGCCTTCATTCTTTTTTCCCTAGTAATA 
ATCTTTTCCATATGTTCCAGTTAAAATACCATGTTCTCCCTATTCCTTATTACATAGCTAGCAT 
TCCTTGAAAAAAAACAATTCTCTCAGGCCTCCATACCTTTAGCATG7TACCCACTCTGCCTCT 
GCTCTTCTGGAACTAGAACACTCATCCTTGAAGGCTGGGCTTCTGTATGAAGGTTGGTCCTG 
CCTCCTTACTTGAGGTGAAGCTTTGTACATGCCTGTATTACGGACATCCTCTTATTTAAGTGT 
TTGTCTCTTTCGTCATTGGGACTCCAGCACCCAGCATAGTCCCTAGTATACTAGTTGGTGCC 
GAATAAATAGTAGCTATTATTAGAAAAGGAAGGGTGAAATTGACATGGGAGTTAGTAAAATGT 
ATATGGAAATGATTTTTAAAGGGAAAGGTMTGATtTTCTGGCAGGAAAAGCAGCAATGACAA 
GATTACTTAAGTCTTGTGAAATAACACTTCTCTTeCTTGACCTGCTGCTTCCCI I I I I IACCAC 
ACACACACGCACACATACCACAGCCCTTTGAGACTGAAAGCAGCTCTATTGAGAATAGTAGT 
GTCMCTGTATTATGTAGAAATTCfAMGTTTTTGGGATTATTTCATAGCCCTGACCTTGCTAC 
TTCTCTCCACmATGTGGCAGGtTTAATCTCAGGTCTCCCTCATACACTtCTCAGCCTCAGC 
ACCTMCCCfCACACMCACTCCAGTATTGATGCAGTCMTCTrGTATMCATTTTTTGAATGT 
CCAAtGTGGAAAGCACGATGTfGGAAATTATACAGAGGTGAATAAGACAAAAACTCtTGCTC 
TCAAAGATGTCAGTCTTTTTCTTTGCAAGGATAACACATGTAGAGTAAAATGCATAAAGGGGA 
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CTMTTTTAMTGTACAGCTTAATTAATT7TTATGTATGTTAACACCCATGTCACCACCATGTTT 

AGGACATTTCCAGCACCCCTGAAATTTCCTTCATGCCCCTTCCCAGTCTGTACCTACACCTCT 

AAATCTATTTTCAATCTTAATGGCCTTTTAAATAACTGGGCTTCTCACAACCATAGTGAACAGA 

AACAGCTGGGTTGTCAACGTCTAACCTAATACTTCAGGAAAACTCATGATGGTTTCCATGTTA 

AGAGAGACATGGAGCAGGGCACTGGCATGGTGGATGGATCACGCCTGTAATCCCAGCACTT 

TGGGAGGCCGAGGTAGGGGGATTGCTTGAGCCCAGGAGTTCAAGACTAGCCTGGGTAATAT 

AAGGAAAACCTGTCTCTGCAAAAAAAAAAAAACAAAAGAGGTTCACCCCCATTTGGAAAAACT 

TCCCAGGCCCAGGGGTTAGAAAAAATCATTATCGGGAAATTGGCATTTGGCCCAGGGTATTT 

ACAAATTCGGGGCCACTCCCCATTAAAGCTACCAAGGCCTC TCTTC CACAGCACTTGGGACC 

ACACCTACTTTACCGTCCTCTTGGGATCCAAAAAAAAGGCCATTTTGCCAAGTTAACTCTTAG 

G CCA A A A AACCTAGCTGG GG CG CTCCC ACTACCCGG ACTTC AAATTCTG CC AC AG CGTTC A 

GTCACCAACCACGCTGGTTCTGTACCCAAGACTTTCGATCTGGAAAGAAAGACTCGAAAAAA 

GCGATATTCAAGACTGTCTTGCACCGCAAACGCAGGGAGCTCCTAACCGCGCGACAN 

>667 

GCGTCCGGGCTGATTTAATTGACAATTATCAAAATTACTGAATACAGAGAAAGGCAG 
GCGATTTGTGCCCTAAAAGTGACTAACGAGCCTCTGTGACTCCCACTACAGCAGTTCGCAGA 
GATGAAAGTGGCAACAGCCTCGGCACTAGGGGGTTTGTATTCTAGGAGAACGGCCGATCCG 
TCAGCGCTGGCTTCAGCCCCAGGCCTCAGATAAGTTGGGCACTGGGAAGCTCAGATGAGAC 
ATCTTGCTAGCTCCTGTTTTATTCCGCTCCAAACCTGGAGCTGAGCTGAGGCCATGGTCAAA 
GCCGACTCTCCAGTACCCCCAGAAGACACTAAGGCCATATGCCTCTCCCCCACCATCATTTC 
TTTTGTCGTTTTAACAGCTGAACTTTGTTCGATTTTATCTCCCTCTACTTATCCACCAACACGA 
GAAAGTCATCTATTTGGACGATGATGTAATTGTACAAGGTACTCTCGCTAACTGCCAAGAACA 
CTTGGAAAAGAAGCAGCTGATAAGTAGGAATAACTGTCTCTCTTCATTTTTCAAATAACTTATT 
GTGCAGCAAGTTTTGACCTGCTATTAAGGTGTGAGNCAGTATTGTTGTAATGTGGAGGNNNN 
>668 

TAGGCTGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTGGGAGGCCGAGGCA 
GGCAGATCACTTGAGGTCAGGAGTTCGGGACTACCCTGACCGACATGGAGAAACCCTGTCT 
CTACTAAAAAAAATACAAAATTAGCCGGGTGTGGTGGTGCCTGACTGTAATCCCAGCTACTT 
GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGGGGCGGAGGTTGCGGTGAGCCGAG 
ATCGTGCCGTTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTCTCAAAAAAAAAAAAA 
AAAANAAAGATTCTATTAGAGATATGGCAGATGTACTCTCTGAGCTATTTAATTGATAAAGAA 
AMGTAGGAGTTCCTGCTTTTTACTAAGATGATAATCATAATTATGATCATACTGATGAAAATA 
AfAAAATTGCTCTGACTGTGGTGMGATTTTTTCCCATTTCTTCATTTAGCTATTCAGAAATAT 
ATTTCACCCTCAGTTCATAACTGATATACTGCTAGAAGTTGAGGGTCAAATCGTGGCAACACA 
CCGTGCACTTCATGGCATTGTTGAGCATGAAACAACTCTGATAGAGCCAGAAATTAAGATTC 
GCTTATGGCTTACCCAAGGTAAATGCCAAGTCAATGGCAGAATGAAAATTCAAGCTTGGGGC 
CAGGTGTGGTGGCTCACATCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAC 
TTAAGCCCAGGAGTTAGAGACCAGCTTGGTC AACATGGCAAAACCCA GTCTCTACAAA AAAC 
ANNNNNNNNNNNNNNNNNNNNNNNNNNAC 1 1 1 1 1 II I G 1 1 1 1 I 1 1 1 1 I CTGGTC G AAAATTTT 
TGTTGGAATTTrAAAGAAAAGAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGA 
AGTCAACCTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAA 
CAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAACCAGCAGATTC 
CCAGAAACTTTATGTATTTGGGAAAAGTAA AATAT ACAACAGACATATCCCTGCCCTGATTAA 
GAGGGTAGATAAAAACAAAACATAAMCAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAA 
AATACAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGTTCTGCTTTG 
AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCAAAAACGAAGATAA 
TTCCATTCAACCGCTGACTACTGAATGGGAAAGCAAACGTTGTCACGTCTTCTATTTCTCTCA 
GCAGTAACTATTACTTAAAGTCTCACTTTCCATACACAAGAGACAAAGAATCTAGTCAAAAGC 
ACATGGAATCATATCTAGTCATAGTGGTAGGTGAGCAATCAATGCCCAGGCAGCTGAAAGGT 
GGGAACTGTTAAAGCCTTACACCAAGGAAAACATAAACTTGTACCTCGGCCGCGACCGCGG 
>669 

ggcggccgaggtacagagtaggatcaataaaatctgtgtgttacagcggcagactg 
aaggacgggtgcctgttttcagccatg aggtagtccctgaccatctg agaaccaagcctg a 
ccctgaagtggaagaacaggagaagcaactgacgacagatgctgcccgcattggtgcAgat 
gcagcccaggttggabtgagtcactgccttgctggcccatccccatcccatcatgagaagc 
taggcattaccattcctgtctagtagggatacatagttggttgcgcctaagttgcttctggc 
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AGAACCCAAGGAATAAATTTCTCCATATCGTTTGCTAGTTACCCTAATCTCTGCACAAATTTGT 

GTGTTACAGAAGCAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGANNN 

>670 

NNNNCTGAGTGGCGGCGGCGGCGACGGCAAACCCGGAGCTGCCGGCCGGCGCG 
CGGGAGGAGGACGCGGGTGCGGTCTAGGAAGTAGGTCCCGGGCTCCGCGCTCAACAAAG 
ACGGGGCCGCCCCCATTAGACGGAGCTGCGGGCGGAGGCTCCATGTTGGGAAGCGGCGC 
CGTTCGTGCTTGTTAGCGGGAATCCGGGAGCCGCGGGGTGAGCTGGCGGGGGCCGGGCC 
CTAAGTGAAGATGGAGGCCCCGCTGCGGCCTGCCGCGGACATCCTGAGGCGGAACCCGCA 
GCAGGACTACGAACTCGTCCAGAGGGTCGGCAGCGGCACCTACGGGGACGTCTATAAGGC 
CAGAAA TGTACACACAGGAGAGCTGGCTGCAGTAAAAATCATTAAATTGGAGCCTGGAGATG 
A l I I I ICTTTGATTCAACAAGAAATATTTATGGTTAAAGAATGTAAACATTGTAACATCGTTGC 
CTACTTTGGGAGTTATCTTAGTCGGGAAAAACTATGGATTTGTATGGAATACTGTGGTGGCG 
GATCACTTCAAGATATTTACCATGTTACTGGACCATTATCAGAATTGCAAATAGCCTATGTAT 
GCAGAGAAACCT TACAG GGTCTTGCCTATTTGCATACTAAAGGCAAAATGCATAGAGATATC 
AAAGGTGCTAATATTTTATTGACAGACCATGGCGATGTAAAATTAGCTGACTTTGGTGTGGCT 
GCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATTGGCACCCCTTACTGGATGGC 
CCCAGAAGTTGCAGCAGTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCA 
GTAGGAATAACAGCAATTGAACTTGGAGAACTTCAGCCACCTATGTTTGATCTCCACCCAAT 
GAGGGCTCTCTTCTTAATGT CAAAA AGTAATTTTCAGCCTCCAAAACTAAAGGACAAAACAAA 
ATGGTCATCAACATTCCATAATTTTGTCAAAATAGCACTAACCAAAAACCCAAAAAAAAGACC 
AACTGCTGAAAGACTTCTGACTCACACTTTTGTTGCACAGCCAGGTCTCTCTAGAGCCCTAG 
CAGTTGAACTGTTAGACAAAGTGAACAATCCAGATAACCACGCACATTACACTGAAGCAGAT 
GACGATGACTTTGAGCCCCATGCAATCATTCGTCATACCATTAGATCTACAAACAGGAATGC 
CAGAGCTGAACGGACAGCTTCAGAAATAAATTTTGACAAATTACAATTTGAACCTCCTCTGAG 
AAAAGAA ACAG AAGCACGAGATGAAATGGGATTGTCATCAGACCCAAATTTCATGTTACAGT 
GGAATCCTTTTGTTGATGGTGCAAATACTGGCAAATCAACCTCAAAACGTGCAATACCACCT 
CCCCTACCTCCTAAGCCAAGGATAAGCAGTTACCCTGAAGACAACTTTCCGGATGAAGAAAA 
AGCATCAACCATAAAACATTGTCCTGATTCAGAAAGCAGAGCTCCCCAAATTCTCAGAAGAC 
AGAGTAGCCCAAGTTGTGGGCCTGTGGCAGAGACTTCTTCTATTGGAAATGGTGATGGTATT 
TCAAAACTGATGAGTGAAAATACAGAAGGATCAGCACAAGCACCACAGTTACCACGAAAAAA 
GGACAAACGAG ACTT CCCTA AACCAG CCATCAATGGCCTTCCACCCACCCCAAAAGTTCTGA 
TGGGAGCATGCTTTTCAAAAGTTTTTGATGGCTGTCCTTTGAAAATTAATTGTGCAACATCCT 
GGATACATCCTGATACAAAAGATCAGTACATTATTTTTGGAACTGAAGATGGTATTTACACAC 
TGAATCTCAATGAGCTACATGAGGCAACGATGGAACAGTTATTTCCACGGAAGTGTACTTGG 
CTGTATGTTATCAATAATACTTTAATGTCATTATCAGAAGGAAAAACCTTTCAGCTCTACTCTC 
AGAATCTTATAGCTTTGTTTGAACATGCCAAAAAACCAGGATTAGCTGCCCATATTCAAACTC 
ACAGGTTTCCAGACCGAATACTACCAAGAAAATTCGCTTTAACAACAAAGATTCCTGATACAA 
AAGGCTGCCACAAATGTT GCATA GTCAGAAACCCTTACACGGGACATAAATACCTCTGTGGA 
GCTTTACAGT CTGGA ATTGTTTTACTTCAGTGGTATGAGCCAATGCAGAAATTCATGTTGATA 
AAGCACmGATTTTCCTTTGCCMGTCCTTTGMTGTTTTTGAAATGCTGGTGATACCTGAA 
CAGGAATACCCTATGGTCTGTGTAGCTATTAGCAAAGGCACTGAATCGAATCAGGTAGTTCA 
GTlTGAGACAATCAATTTGAACTCTGCATCTTCATGGTTTACAGAAATTGGTGCAGGCAGCCA 
GCAGTTAGATTCCATTCATGTAACACAGTTGGAGAGAGATACCGTTTTAGTGTGTTTAGACAA 
ATT TGTG A AAATT GTAAATCTACAAGGAAAATTAAAATCAAGTAAGAAACTGGCCTCTGAGTT 
AAGTTWGATTTTCGCATTGAATCTGTAGTATGCCTTCMGACAGTGTGTTGGCTTTCTGGAA 
ACATGG GATG CAGGGTAAAAGCTTCAAGTCAGATGAGGTTACCCAGGAGATTTCAGATGAAA 
CMGAGTTTTCCGCTTATTAGGATCAGACAGGGTTGTCGTTTTGGAAAGTAGGCCAACAGAA 
AATCCTACTGCACACAGCAAtGTCTACATCTTGGCTGGACATGAAAATAGTTACTAAGCAACA 
GAAACTGATCTCAAATGACAGGAAAATGAATATACTCCATTGAAAGGAAAAATAAGGAAATTC 
MTACAAACTGCACTA TGAT TTGCTTTAAcfATTATGGGTTATATTGCAAATGATCTGTACTTT 
AGGGTAGAATTCMTATTTTCTGCAGCTGGAAACAGCTAGTCTATCTCTTGCCACTGTGTGGT 
GGT TATATCAA GTTTGCTTAATAAAAGCTATGAGACAAATAGTCCTCTAGTTCCAGGAAACAC 
AGfCTTTTTTTAAAAAAAACAATGTTTGTMCMGGGTGCGATGGTATTT^ 
ATTATCTTMGAGAGGTAAATTTAGTGATCATTTTATATCATGTCTTATTCCTTCtTAATGAACA 
TMTTTGTTAMTTCTCAAGCAAGGTTTTCACTTTTATATTGGCCATTCTGTATGTTTTTGTAAA 
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ACAGAATAlTTAATCCTTATTTATTAATCTCTTGCTGGAGTGGTGTAAT GTATC TAACTT TTAG 

CAAAGGAGGGTTGCAGAGCAGCTTAAA I I 1 1 1 I I I ATAATGTATAAGAAT TTTGT TTATCTTTT 

MGAGTAGTAAAGTACTTTGAGTGTTTGGGGGTTCAACACACACATGCAAT TTTGC TTAACAA 

MGTATTTTATAATACAGTTTCATACAGMTTACCTTAAAAGGGAGTCTTATGTTTTCAACTAC 

AGATAGTTGTAAGGGATCATACAGAAGATATTGATGATAGTTGAAATATTCTTAGAAGGGGTG 

TGTATGTCTAGCTGTGTCTACCATGTGTATGTATTCTTGACAAGCAGTATAAAATACCTGTGA 

I I I I ICTTTACATTAGGGATAATGCATAAGGAATTAATCTTCATATATATTATCATCCCTAATGT 

AGCAGGGGGAAGTATTTAATTGCCCATGATATGTATTTTACTTATACTATGC CAGA GAGGAAA 

CTATAAAGTAATTACACATGTAATCTTGGGTTTTTCACATATGTAGGTATTCATTTTGAGTAGG 

TTG AAG AAG A AAAAAAAT ATTTAAATG AATTG A ATTCCT G ATG G G ATAGT ATC A AT AAGT ATTT 

AAAAGCCAGTATTCTAAAAATAATAAAGGGTAGGGTCATTTTTGAGTTTGTTTTTCTTTTGCTA 

TTGTTAATATTCAAAATTAAAGTGTTACATTGGTACCTGTTGTCTTAATG CATTT ATTGAGAAC 

AGCATTGAGATGATGAACAAGGGGTTAGCAATAGCAAACTCTATAATTATTTTGACTAATTAC 

TTAAGAGGAAAACAGTATAAGTATCTCATTCAGTATTTAGCAATTCTGTAAAATAAGTATTATC 

TCTATTTTTCAGATGAGGAAGTAAGGGTTTAGCAAGGTTAAGAGATCTATCCAATTTACACAG 

CAAGTTAGTAGTTGAGCCTGACCATGAGTCTT 

>671 

>672 

NNACACATTGTAATATTATATCATGTATAGTTGTACGCAGCTCTGTGCATAACTGTGG 
TAACTTTGTGGGTCGCTCCTGTGGGTCCTGAAACAATGCAGTTCTCCCCGCGTATGCGACAT 
CCGGCTGATGGTCATGGAGATCCGCAATGCTTATGCTGTGTTATATGACATCATCCTGAAGA 
ACTTCGAGAAGCTCAAGAAGCCCAGGGGAGAAACAAAGGGAATGATCTATTGAGA GCCCT C 
TCTCCCATTCTGTGATGAGTACTCTTCTGCACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTC 
GAACCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGAC CCGTGAGCC AACCACTTTC 
CGATGCCAGGGTTCTGACACCTCACCTGGCATAATATAAAGTGI I I I I I 1 1 1 IATACCCTTCC 
ACTTGGAAAGACTACAGAGGAATCTTGCACTGCAT AGTT CAAACTAAAAAGAGAAGAGTTAAT 
TACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGA 
AGTGTCTGGTA I I I I ICAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAAT 
AAAGGATGGAGACATGCTTATTTTATTTAACTCCCCCAAAAAAAAAAAAAAAAAAAAGTACCT 
GCCCGGGCGGCCGCCCCGGGCGGCCGCTCN 
>673 

>674 

CCACCTAATAAATAAATCCTTGCATGACAAACCTGCAAAATATTTTATCAGCTGTTATT 
GGAAAGTGATTTTAAGCAATTGCTTCCTCAGTGTCAGGGCACATGTGAATTTCCACACCAAA 
CAGAGCATGAGGAACCAGTTGACATGCTGGGTTGTGACTGGCAGC7TTAGCAGCCTCGGTA 
CTGAAGCCACACCAGTGTCCGGATGGAAGTCTGCA TCTGA GGTTGCTCAGTGTC CCGG TCA 
TTCATTTACACATTTTAACTTGCATTAMGAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCAC 
TGATCTCAAAATAAACTGGTTTTTTTCAAAAAAAAA AAACAA AAA CAAA AAAAAACACAAAAGC 
TGCATGTCTAAAATTACATGGAGTTAGTGTCTATTC 1 1 1 1 IC C CCTT TTGCAGCAACTTACACA 
GCATTTTTAACACC I HUM I CTAG I 1 1 1 1 1 1 G TTCGGTTTTGTTTTCCATCAGGAATTTGAGT 
TCTCTCTAACCCAGCTTACTGTGGGACATAGGAAAACTCAGTAGAAATACC TTTG GTGATCTT 
GTTGAGTTTAAGTCTGATCTTGATCTTAMCTCAGTAAGCCACTATCTGCAA TTTTGT ACATTA 
TATAGTA7TTTGAAGATATGGMCCTTATGAAAAAAAAATAGCAAATTAGTTCTTTTTCCCCCA 
GAGGGGAAAGTTATGTTCTGCAAATAGTGTGTGTCTTATTTTACTGTTGAACAGCAATTGCTA 
TTT A I 1 1 1 1 1 I ATTGCCTAGAACTTCAACATGTTGTATAGGAATCCTGTAGTGCCACTAGTTAA 
ATGCCX3AATTCTCATCTGGATGTTACCATCAAACATCAGTACACTTGTCATTTCACATGTGTT 
TAATGTGACAGTTTTTCAGTACTGTATGTGTTAATTTCTACTTTTTTTAATATTTAAAATTGCTT 
TTAAATAAACATATTCTCAGTTGATCCCAAAAAAAAAAAAAAAACCCACGCGTCCGCGGACGC 
GTGGCGGACNN 
>675 
>676 

NNNNCTATCCCAGGAGCCCCGGGCAGGAGGCCCGGGCAGGAGCACCGCATGCTG 
GCCTCCCTCCCTCACAGGCTCGGTGTGCCCCAGCAGACCTAGCTGCCAGCAGTGACAACAT 
GCGTTACCTTCATGTCCACTGACGGGTCCCCCTGCAGCAGTGCCCACTCATACTGGACGAT 
GGCGTGGTCATCTGTGCTCTCGCGGCCGTCTAGAACCAC CCCGT CTGTGGGCAGATGCAG 
AACCACATCCTGCCCAGCCTTGCTAAGTGGAGGCGCATCCTTTTCTGAGAAAGAAAATAAAT 
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AATTCATAAAAGATGATTTCTTA I I I I I ICTAATTTATGGAGAGGTATCTTGTTTGCTGAATAG 

ATATGATTCGGCAAATAACTGCTAAGAGAATCCATATTAAATGGAAATTATTTTTCTATTTATTT 

TATGATCGTGGAATTTAGCTATAATATGCGCAGAAGAGGCTGTGTGGAGTGTTGGCTGGTAG 

CGATTTTGGGTACAAGGCAGCATACGAGGTCCCACCAATGTGTAAATATGGAGAAGCAGTTT 

TATTTTCTAGAGTGGATTTTTCACTTAATTTTAAAATCACTTAAGTTCAAAATACTGTTAAATAA 

ATTTATTTTAAAAGATTATTATTATTTTAGATGAN 

>677 

Nl I I I I I I I I I I I I ICCI I I I I I I I I I I I I I I I I I I I I I I I I I I IAAACTATTTAATTCACT 
CCTTTATTCTGGGATGTATATTACAGATAACACAACTCACAAATATACCATCAGACATTGAAAA 
CTAAGGCCATTCTGTGAGTTAI I I I I AAAACTTGGTGTTTTGCACATAATGATCTTAAAAAAAA 
ATGAATTACCAAAACCAAGATTCTCTTCTAAAATGAAAATTTAATGCAGGTAGAGGATAACTTT 
AGGGCTATATCTMTCTGMGCTTATCAGGTAGCAAAACCATTTTCGTTTTCTACAGCATAAA 
TAACAGCTCTAAGGCAACCACTACCTCAGCATGAAGCTCATTTCTCCACGTTAGAGTAGTGT 
TTACCTGCTACAGTGACCAGTGTTTAGAGACCATTTCCCTTTCAGTAGCAAAAAGAGACTTTA 
CCTAAGAAACACACTACATACTACAGAATCCTTGGAACAAGAAACAGAAAGGGAGCTGTAAC 
TAAGGCACTGAAAGCACATTATTTGTATAAAGAAATGTAAACAATTTAACACCAACAGGCTCC 
CTCCGTTGGAGTCTTTATTGTAAATGCACACAGGGGCATCATAGTCAGGGCTAGAGTTTGAA 
GTCTGGGTGAAACAAATGTTTCTGCAGAGTTCAGAGTCTTGGCTGCCAATATATTTCTAACAT 
GGTGCTGTTGAATTAACTATTTCAAAGTGACTCAAGTGGAAGCTGGTATTTCCCTTGAATCTG 
AGTTTTAATAGCATTAACAAACAAGGAAGAATTTTATAGGAGTCCTAAAATTATGGGCTCTTTC 
TAACATTTATTTGAGTCTTTTATCAAGTTCTTCTAATGAATTTTAGGATTATTTTGGCTTATTTC 
ATCAAGGAAGTTTGGTGTAAGAACTTGTTACCTAATGAGTGCCCCTCCTTGTAAGTTCATATT 
TCAAGTTACATGGTTCATGCCATAAATAAACCACACTTGCTTTAACATCGTTCAGAATGGTAC 
ATTTAACAATTGGACATACAGCACTGTAAACAATTCAAAGTCCATTGAGCTTACCATGAAAGA 
ACTGAAACGTATGTAGGAACTGTGTCCTGCTGCAGACAAGCAGCTGCTCTGGCTCTGGTGC 
GGTGCGGTGCAGTGAGGTGAGGTGGGCTGGTGTGTGAAGGGAGAATTCCTGAGGCCAGTC 
ACMTTATTGMGCTAMTTMTTTCTTCCTGACACTTTAGCATTAATTCTAAGTAGTTCTAAG 
TTCTAAACCATTAACTGTATAGTTAANNNNNNNN 
>678 
>679 

NAGTTGTGGGTCTTCCTTTGCAACGTTTCTTCTTCGCTGTGCCTCTGGTCGCCATCA 
CAAACTGCATTAGGAAATGAGAGCGAGCATGTGGCCTGGCTTCTTGATGGAGATCGTCCTC 
GCTCTTTTCATAAAGGGTCCTAGATGAACACCGATTCCCTCCTGTGGTGATTGGCTATGGCA 
GCCAGTGTCCCGTGTCCTCTCCATATGAGGAGTGAGGGCCTGCAGATCCCTCCATTGGCCA 
GCCTGGTTCTGGGAGAGAGATACTGAACTCAGCTTGGCCCTGGTCCCATTTCTTCCAGTACC 
CGCTGGTGGTCTCTGCCCTCACCAGAGCTGGAAGGACTTGATGTGGTTTGACCACATCACT 
GTAGGATTTTCTCCCAGATGGGGATGACCAGCTGCATCACTCCCCAGAGTCCTTCCGGAGA 
AATAAAAGCATAGGCATGGCGGCTAAGGGAAGAAGGCATAAGAAGGCAGATTGAGGATTGT 
TMGAAGACTCCGCCCTTGCCCCCAGCTCTGCCTACCATAGTATTGCTCCCTTTTGGTCACT 
GATGCACATGACTAAGAAGAGTTCTCTCCTGAGTAACTACATGACTTTGGAGATCTTTGTCAT 
TCTCTTCACTGCTTATCTTCCAGAACTCATGATTACCCACACATGCCTTTTTACCAGGCAGTA 
AGAAATGCAGCCCCCCTAGGTAGTAGCATGGTCCCCTCCTTGGCCCACTCCACTCTTGCCC 
TCMCCTCTTTCAACCAAACATTATCACCCACCTTAAGAAATTAAAAAATAATTCTGTCCCAGT 
CTGTCTGAACTTAGTACATGATCCAGGATGTGATGGGATCTTAGGGCTTGGCTGGAAGGTTT 
CTCCAGTCAGCCATCTAGCAGAGCTGCAGATCTGGGCTGGGCTGTTGGCTAAAGTGCTCTT 
CACAGACACCTCATTCGGCTCTTCCTTCAGCTTCTTCACTTATTTCTTACTCAGTCACTACTC 
AGCTCCTTGTCCATGTGTCCTTGAAGCCATCCTAGGTCTTATTCTGATTCTGAATTCTTCAGT 
CACCCATAAGCTTGTCCTTACCGGGAGTCAGTGGGTGTGTGTTCCCAGGTGGACTTAACCAT 
TCTTCTCCTTTATGATCCTTTCCCTTGGGTGGACMGTGTGATTTGGTTGTMGGCCATTTTT 
CAAGTTGCCTATACATTGATAAAAGAAATCCCACTAACGGAAGTAGACTGCATGCCAGATTTC 
AGTGTCTTTCTCCAGGGGCCAAGGTTGGACCCAGAAGTGCATGGGGTGCTTGGTGTCGTTC 
AGTGATGTAGTAAGGATACACGGTTCCAGACACGGCACMGAAATGCCTTCCTTGGCAGTTC 
AGCACCTTTTCTACAAATCTTTATTCTCTGTGAGCATGACACCCTACCG I INI I I CAACCGG 
7TGTCGTTAAATCCTAAAAAATMGTTGTTCTACCTTTCTGTTCTACAGACCCACAGATGCAG 
GGCAGTCAGCdGTGGCAGTGTTTGAAGCATCAATTGGGAGGGGAAGGTGGTTTCCTGTGCA 
GGAGGGGCAGGTCAGATTGCAGGATAGTTGTGCTCAGGCGCAGGTGGGCAGGCACGCTAA 
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ACACATTGGTTTTCCCCCTCAGACCATTCCCGGAGTAATAAATCCAGTTGGAGCAGCAGTGA 

TGAGAAGAGGGGATCGACACGTTCCGATCACAACACCAGTACCTGCCCGGGCGGCCGCCA 

CCCN 

>680 

NCAGCTTAGTGATGACTTTCCAAGCTTCGTTGAGAATCTGAAGTCGGTCACTCTCAG 
GAGGATAAGGCAAGGCCAAGTTTAATCCCAGTGATCGAAAAAGAAGATGCTTGGGGAAACC 
AGATTCATCACACTCTTTAATCATGCCAATGAAATCCATAGACCTTGTGGCGATGAACTCAGC 
CCGGAAGGCAGACATCACAGAATTCMCAGCAAGGCATTGTTTCCTAGTTTCTTACACCTTT 
CCATCATCTCGGTCAGCAGAGCCTCGGGGGCATGGTAGGAGATGCACTGGAAGATCCAGTC 
CATGGCAGGCGGGTACAAGGGGAGGTAAGATGGGAGCTCCACTCCTTGGACCACCAGCTG 
GTTCTGGACCGTATCCCCATGAATCTGTTTGAACGTAAGGAGGAAGTCAAAAAAGTTCTTATT 
TAGGGTTTCTTTGAGATGTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGCACGGGCA 
TACACCGACACTAGTGGGTCTCCGATCCCTCTGATCATGCATGTCAACCGGGGCAGGCACT 
CTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGGATGCCTCCACGTAAAATC 
TTGGAATGAGTTCCCTGATGGAGGCAATCTTGAAAAACCAATTTAGGCATGTTTCCTTGGCC 
TTGCCATTTGCATTCTCTGGAGAAAAGTGATCTGGTAAGACGCTGCGGCTATCCACACACAT 
GGAAAAGATGCGCTCGTACACGAGCTTTCCAAATGTATCAAGTATGTCGGTGATAAGGACAA 
ATTTCCGGACGCGTGGGTCGACACN 
>681 

NACCGTACAGTGCCTGCCTTTTCCGTTGTACCTGAGCATGCTCAGGGACGGTGAGC 
CTTGAGAGCTGAGGCTTCGGCAGAAAACAGCCCTCCTGGGTAAATTCTCATTACTTGCCTAC 
TCAAAAGGATTGACAGAGTTTCCTGTTGTCTTGCCTGCACTTGGCCCCAGTTAAGAGGAGGT 
TGAGATCTATAGTACCAGCAACATAAGAGGTAAAGCTCTGTGGCTGGTTTGTATGGGCCAGT 
TAGCCCTGCCAGCTGTTTCTGCCTTCTCATGTCTGTCCTGGATCCTAGCTCGGTCTCTCTGA 
GTGGCCTCACCTGATCGAGAAAGCAGCTTCGTCATTCTTTAGCATCAAACCTGGTGTCTCCC 
AGTGTGGGGAGAGCCTTTTGTCTTTGGAGTTGGGCCTAACCTGTCCCTCGCTGTCCTTTCTC 
CTCTAGGTTGTGCGCTTGCGACTTGGACACCATGCTGAGGGCACTGTGCCCCTTTCCTGGG 
TGTGGACAACAGGTCATAGGGAAAGGGGAGGGCTCTAGCGGGAAATTCCTTTGTAAACCAG 
TCTGTGTTCCTGTCATTTTAGATCGAACACCAGGGGGACAAGCTGGAGATGGCGAGAGAGA 
AACATCAGGCTTCCCAGAAGGAAAATAAACAGCTGAGTCTGAAGGTGGATGAACTGGAGAG 
GAAACTGGAGGCGACCAGTGCCCAGAATATCGAGTTCCTACAGGTGATTGCCAAGAGGGAG 
GAGGCAATCCACCAGTCCCAGCTGCGGCTGGAGGAGAAAACACGGGAATGTGGGACCCTG 
GCAAGGCAGTTGGAGAGTGCCATTGAAGATGCGAGGAGGCAGGTGGAACAAACCAAGGAG 
CACGCACTCTCCAAGGAGCGAGCAGCCCAGAACAAAATCCTGGACCTTGAGACCCAGCTGA 
GCAGAACCAAAACGGAATTGAGCCAGCTGCGGCGGAGCCGTGATGATGCGGACCGCCGCT 
ACCAGAGCCGGCTGCAAGACCTGAAAGATCGCCTGGAGCAGTCCGAGAGCACCAACCGCA 
GCATGCAGAACTACGTCCAGTTCCTCAAATCATCATACGCCAACGTGTTTGGGGATGGTCCC 
TATTCCACCTTCCTGACTAGCTCTCCCATCCGCTCCCGATCTCCTCCTGCCTGAGGCCACTT 
ATCAGGGCCTGGAGCCCTGATGGAAGCCATAGGAACTCCAGAGTTGCCAAGCCATAGCTGA 
GAAGCCTGGTGGTTTTCCTCTCCCAGTGAAAAAATGGGTTCAGGGTCTTGTCCTTAGCTACT 
AGCTCTAGAAAAGTCCCAAAAGCAGCAGAAGGTGAAGCAGGAAGCACTTGGTTTTCTCCTTC 
CTGATATAGTCACCTGTTGGAAGTGTTAAAATTTCCTCGACAGGCCTTAAATTTACTACTACA 
TTAGGGTACCACATTTTACTTACATGATTTGTTCCTTCTTTCTGAGAAMTATTTCATGGATTT 
CCACAGTCCTTACGCTCATGTTAGGATTCTCCCAGTTTTCTGCTAACAGGGAGTCTCTGGGT 
GAGCCCACTGTTTTTTCGTCAAGCGNN 
>682 

CTATAGGGAGTCACCCACGCGTCCGGGCGGAGCTCCTTGTTAACGACATCCCCAAC 
CTCTGCTAACGGGAGCACTTCCTGAAGCTGAAGGTCAGCATAGACAAAGGGCCTCAGAATC 
GCGCAGGCGCAATTGTGCCCTGGTTCGCCAAGATGTCGTTCCCAAAGTATAAGCCGTCGAG 
GCTGCGCACTCTGCCTGAGACCCTCGACCGAGCCGAATACAACATATCTCCGGAAACCCGG 
CGGGCGCAAGCCGAGCGGTTGGCCATAAGAGCCCAGCTGAAACGAGAGTAGCTGCTTCAG 
TACAACGATCCCAACCGCCGAGGGCTCATGGAAAATCCTGCCTTGCTTCGTTGGGCCTATG 
CAAGAACAATAAATGTCTATGCTAAtTTCAGACCCACTCCTAAAAACTCACTCATGGGAGCTC 
TGTGTGGATTTGGGCCCCTCATCTTCATTTATTATATTATCAAAACtGAGAGGGATAGGAAAG 
AAAAACTTATCCAGGAAGGAAAATTGGATCGAACATTTCACCTCTCATATTAAGTCTGGCAAt 
GATGACTATATGTATTCCTGCCTAAATAAATCATCTATTAATCATTAAAAAAAAAAAAACAAAA 
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AAAAAAAAAAAAAGAAAACAACAACAAAAAACAACACAAAAACAAACACCACAAACAAAAAAA 

AAAAAAGGGGGGGGGGCCGCAAAAAAATACTCTTCCCCGGGGGGGGCACCCATTTCTTCC 

CCCCCCTTCI I I I I I I I I AAACGAGGGGGGCCCCCCAACAGGGGGGGTCATAATAAAAAAAA 

AGGCGGGGGGGGGCTATAAAACCCCGCCGGCGAGGCGAAACACCGTCACCCGGCGACAC 

GTTAGGGCAGACACCCACCCGCCGGGGGGGGGGACAACTGGGCACCACACCACCGAGAT 

AGCCGCCCGGACAAAAAAACTCGCGGTGCAGGCGGCACCCGACTCTACCGCCGGCGAACC 

TCGCCCGTTTCTTGAACATTAGGGGCCCCACGACAAGGTCGACAGCAACCACCGAATCCAG 

CACACTAACGTCAAGCCGTACGGCCAGAACCACTGTCAGAGACACACCACNN 

>683 

>684 

>685 

>686 

>687 

ACGCGGGGGCGGCTTCTTAGCTTTACGATGGCAACAAGTATGGCGGCTGCTAGTG 
GTAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGGAAAGAACAGACCCGGAATGCCAGGGC 
CGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGC 
GACTTCGGGGTGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCTCA 
CAGGAACACTCTGTGAAGAAAAAGAAGAAAAAAGACAAGCATTCAAAAAAAGCAAAGAAAGA 
AAAGAAAAAAAAGAGCAAGAAACAGAAATATGAAAAAAACAATGAGTCATCTGATAGCTCATC 
AAGCTCTGAAGATGAGTGGGTTGAGGCTGTTCCATCCCAGACTCCTGACAAGGAAAAAGCC 
TGGAAAGTGAAAGATGAAAAGTCAGGAAAAGATGACACCCAAATTATCAAGAGGGATGAGTG 
GATGACTGTTGATTTTATGTCTGTTAAAACTGTGTCATCATCATCACTCAAAGCTGAAAAGGA 
AACTATGAGGAAAATAGAGCAAGAGAAAAACCAAGCGCTTGAACAGTCCAAACTGATGGAAA 
GAGAATTGAATCCGTACTGGAAGGATGGTGGGAGAGGTCTTCCACCTGAAGACTGTAGTGT 
GTCATCGATTACTAAAGTTTCAGTGGTAGAAGATGGTGGATTAAGCTGGCTAAGGAAATCTT 
ATCTAAGAATGAAGGAACAAGCTGAGAAACAAAGTAGAAACTTTGAGGACATTGTAGCCGAA 
AG ATATGGGTCAATG G AAATATTTCAGTCAAAATTAG AAG ATGCTG AAAAAG CTG CATCCAC 
GAAAGAAGATTATAGACGGGAACGGTGGAGGAAACCCACATATTCAGATAAAGCACAAAATT 
GTCAAGAAAGTAGAGAATCAGACTTAGTAAAATATGGTAACAGTTCAAGGGATAGATATGCTA 
CAACAGATACTGCAAAAAATAGCAATAATGAAAAATTTATTGGTGATGAAAAAGATAAGAGAC 
CTGGGTCTTTAGAMCGTGTAGAAGAGAATCTMCCCMGGCAAAATCAAGAGTTTTCTTTTG 
GCAATTTGAGAGCTAAATTCTTGAGACCCTCTGATGATGAAGAACTGTCATTTCACAGCAAG 
GGCAGAAAATTTGAACCACTTAGTTCATCTTCAGCATTGGTAGCTCAGGGCTCTTTGTGTAGT 
GGTTTTAGAAAA 
>688 

NNNNNNNNNNNNNNNNNAAATTTAATTTCCTCAGCAAGGCCATTTTTTAACTTTCTG 
CAGAAAGGGTACACTCGCCAGCGGTTTTGCCACAAGAGTATACGGAACAAAGGAGACAGGC 
TCATTTATAATCTGACGCGGCCACCCTCCTGCTGCGTTCGGTTTCCATTGGCTGGGACGGG 
ACCTCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAAGG 
CATAGGAGAACAAAGGAAGGAGGAAGTAACTTGTGGAATATTGAGAAAGGTAAAAACACCTT 
TAAATAAGGAAGAGGAACAGGCTATGACCTAATGCTTGTTTGGATCAGTATAAGCATGTTAG 
GGCAMTATTTAGGCTAAATTGTGGGAGCTAAGAACATAAAGTATATTGATTTTTTATTATGG 
CTAGCAGATATTTAAGAATGTTAGCACAGGTCTTTGAATAAATTTTGCTTCTAAGAGAAGTTA 
CTATTGGGCCCTAATTATATGGGGAGTAMGTCTTTGAAGAGGAACCTCTATTTACTTTTTAC 
AATTCCCCC I 1 1 1 1 ATTTTATAATTCCTCTTCAAACTTCTTTAATATGTTTTGACTTAATTGCTTT 
GTTTGCCCTTCTAAGAGAAGTAATTTTTTCCAAATGGGGTGGAGGAAAAGTTAGAGTTAACTC 
TTTAAGAATGGTAGAGACAAGT 
>689 

NNNNNGTGCAGTAGACGTGTGTATAGTTTTATGACCAGGAAAAAGAGTTGTAGCTCT 
GTGTTGATTTTTCTTATCTCCTGCCCTCCCTGTCCAAAAGAAAAGACATAAATTAAACTAGGA 
ACTGAGAGGGATAAGTTAGACCTAGCACTGCCACCAGCCCAGTGCTCTCTCAGAGAATCAC 
ATTGCCTTGTGTCATTCTAGGTGGCCCCAGCAGATGGCTTCTCTGATCTTGCCATGCAAGTA 
ATGACGTGTCCATCTAAGAACTACATTCTCTCTGTGATCAGTGGGAGCATCTGTATATTGTTC 
CTGATTGGCCTGATGTGTGGACGGATCACCAAGCGAGTGACACGAGAGCTCAAGGACAGGT 
AGAGCCACCTTGACCACCAAAGGAACTACCTAfCCAGTGCCCAGTTTGTACAGCCCTCTTGT 
ATAGCATCCCCACTCACCTCGCTCTTCTCAGAAGTGACACCAACCCCGTGTTAGAGCATTAG 
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CAGATGTCCACTGCGTTGTCCCATCCAGCCTCCACTCGTGTCCATGGTGTCCTCCTCCTCCT 

CACCGTGCAGCAGCAGCAGCTGGTCGCTGGGGTTACTGCCTTTGTTTGGCAAACTTGGGTT 

TACCTGCCTGTAGACAAGTCTCTCTCATACCAACAGAACTTCCGGTACTTCCAGAACCAACT 

CACCTGACCN 

>690 

NNGCGGCCGCAGGAATCTTGCTTGTCTTATA I I I I 1 1 I I I I I I I I CACACAGAAACCA 
ACCACATTTTTACTGCATCTGCTCCACGCTGGATTCCAACATGCTGGCCCGGAGCGTGGCT 
GGCTGGAAGCAACTCCAACAGG I I I 1 1 CCCTTCCCCGTCATGTACATTATTTATTTTTGATCC 
TACTCACTGTCCCAAGTCCAGAGGCAGTTACAAAAAACACTCTTGATGCAAACCGTGAGTGG 
CTACAACACACGGATGGGGGTGGGCGCGATTCCCACAACAGGGAGTGGAATCCGGGAAGA 
TGATATATAGGGGCAAGACGCCCCCTTACTTGCTAAGAGTATATGGAGCTCAAAACCCACAA 
TTGCTTTGTTTTGTTTCTCAGTTCCTGGAGTATGTTGAAACTACTTGCTCTTAACATTAGTTCG 
TATTTTTCATCAGATATCTGACCTGATTTAAAACATGTTTGTTTGCATACATCTTTTTGTAGTG 
CACCTTATAGTTATTCCTACTGATATAGGATGAAGATTATAAATATCTGCATAAAAAGAGAAAC 
CATGTGACTCTATATGAAGACAACCATCACATTCCACAGCACATCATTGGTTCATTTTCGAAT 
TGTCAAGCAGTATTTGAAATGAGAGAGAGAGAGAATATAACTGAACACAAGCAC CACG ACAA 
MCMTCATAACAACAGAACCAAACCCAAACTTCTCTATTATTAATCATGTTAAAATTTTAGCT 
TTGTTTCTAACACTTTTCTTTACTTGTTATTTTAAGCTCCAGTAGCAGGATCAGATTT CTGC TG 
CCTCTAGGCAAATGAGTTATGATCTGATCTCGAGTTCCAAGGGAAAATGCTCAAAGTTTTATT 
TTCCCCAGTTGAATAAACAGTACCATGTATATTATCTCTCGTGTTAGAATAGTGTTGTCTTCAC 
ATAAGACTCAAATAATGGTATTAGTCATTCATTTCCCTGAACACAGACACCCTCATGCGTGCT 
GACAGGTTTATAAGGATGCGGTGGCAGCCGCGGGTTCTGGGAGCTGCTAGACGGCCGAGT 
TTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCT 
CTCAGATGCTTGGCTTG I 1 1 I I CAAGAGAACCTTTTTCGATATTCATTGCTCCATCGATTGGA 
TCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGAAT CCTT 
GCTAAATATTCCAGTTGTTTTGAAGGTTGTACCCTGGCCGGCCGCCCGGGCAGGTACATTTT 
GCTTCTTAGAAAAGCTAAGTCCTGGGTTCCCTCTGATTTTAGGTTCCAGGAACTTTCTTGGAA 
CACCCGATCGCAGANNNNNN 
>691 

NNNGCAGCCTCCGGAGTCAGTGCCGCGCGCCCGCCGCCCCGCGCCTTCCTGCTC 
GCCGCACCTCCGGGAGCCGGGGCGCACCCAGCCCGCAGCGCCGCCTCCCCGCCCGCGCC 
GCCTCCGACCGCAGGCCGAGGGCCGCCACTGGCCGGGGGGACCGGGCAGCAGCTTGCG 
GCCGCGGAGCCGGGCAACGCTGGGGACTGCGCCTTTTGTCCCCGGAGGTCCCTGGAAGTT 
TGCGGCAGGACGCGCGCGGGGAGGCGGCGGAGGCAGCCCCGACGTCGCGGAGAACAGG 
GCGCAGAGCCGGCATGGGCATCGGGCGCAGCGAGGGGGGCCGCCGCGGGGCAGCCCTG 
GGCGTGCTGCTGGCGCTGGGCGCGGCGCTTCTGGCCGTGGGCTCGGCCAGCGAGTACGA 
CTACGTGAGCTTCCAGTCGGACATCGGCCCGTACCAGAGCGGGCGCTTCTACACCAAGCCA 
CCTCAGTGCGTGGACATCCCCGCGGACCTGCGGCTGTGCCACAACGTGGGCTACAAGAAG 
ATGGTGCTGCCCAACCTGCTGGAGCACGAGACCATGGCGGAGGTGAAGCAGCAGGCCAGC 
AGCTGGGTGCCCCTGCTCAACAAGAACTGCCACGCCGGCACCCAGGTCTTCCTCTGCTCGC 
TCTTCGCGCCCGTCTGCCTGGACCGGCCCATCTACCCGTGTCGCTGGCTCTGCGAGGCCG 
TGCGCGACTCGTGCGAGeCGGTCATGCAGTTCTTCGGCTTCTACTGGCCCGAGATGCTTAA 
GTGTGACAAGTTCCCCGAGGGGGACGTCTGCATCGCCATGACGCCGCCCAATGCCACCGA 
AGCCTCCAAGCCCCAAGGCACAACGGTGTGTCCTCCCTGTGACAACGAGTTGAAATCTGAG 
GCCATCATTGAACATCTCTGTGCCAGCGAGTTTGCACTGAGGATGAAAATAAAAGAAGTGAA 
AAAAGAAAATGGCGACAAGAAGATTGTCCCCAAGAAGAAGAAGCCCCTGAAGTTGGGGCCC 
ATCAAGAAGAAGGACCTGAAGAAGCTTGTGCTGTACCTGAAGAATGGGGCTGACTGTCCCT 
GCCACCAGCTGGACAACCTCAGCCACCACTTCCTCATCATGGGCCGCAAGGTGAAGAGCCA 
GTACTTGCTGACGGCCATCCACAAGTGGGACAAGAAAAACAAGGAGTTCAAAAACTTCATGA 
AGAAMTGAAAMCCATGAGTGCCCCACCTTTCAGTCCGTGTTTAAGTGATTCTCCCGGGGG 
CAGGGTGGGGAGGGAGCCTCGGGTGGGGTGGGAGCGGGGGGGACAGTGCCGCGGGAAC 
CCGGTGGGTCACACACACGCACTGGGCCTGTCAGTAGTGGACATTGTAATCCAGTCGGC7T 
GTTCTTGCAGCATTCCCGCTCCGTTGCCTCCATAGCCACGCTCCAAACCCCAGGGTAGCCAf 
GGCCGGGTAAAGCAAGGGCGATTTAGATTAGGAAGGTTTTTAAGATCCGCAATGTGGAGGA 
GCAGCCACTGCACAGGAGGAGGTGACAAACCATTTCCAACAGCAACACAGCCACTAAAACA 
CAAAAAGGGGGATTGGGCGGAAAGTGAGAGCGAGCAGCAAAAACTACATTTTGCAACTTGT 
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TGGTGTGGATCTATTGGCTGATCTATGCCTTTCAAGTAGAAAATTCTAATGATTGGCAAGTCA 

CGTTGTTTTCAGGTCCAGAGTAGTTTCTTTCTGTCTGCTTTAAATGGAAACAGACTCATACCA 

CACTTACAATTAAGGTCAAGCCCAGAAAGTGATAAGTGCAGGGAGGAAAAGTGCAAGTCCAT 

TATGTAATAGTGACAGCAAAGGGACCAGGGGAGAGGCATTGCCTTCTCTGCCCACAGTCTTT 

CCGTGTGATTGTCTTTGAATCTGAATCAGCCAGTCTCAGATGCCCCAAAGTTTCGGTTCCTAT 

GAGCCCGGGGCATGATCTGATCCCCAAGACATGTGGAGGGGC AGCC TGTGCCTGCCTTTG 

TGTCAGAAAAAGGAAACCACAGTGAGGCTGAGAGAGACGGCGA TTTTC GGGCTGAGAAGGC 

AGTAGTTTTCAAAACACATAGTTAAAAAAGAAACAAATGAAAAAAATTTTAGAACAGTCCAGC 

AAATTGCTAGTCAGGGTGAATTGTGAAATTGGGTGAAGAGCTT AGGAT TCTAATCTCATGTTT 

TTTCCTTTTCACATTTTTAAAAGAACAATGACMACACCGACTTATTTTTCAAGGTTTTAAAACA 

GTCTACATTGAGCATTTGAAAGGTGTGCTAGAACAAGGTCTCCTGATCCGTCCGAGGCTGCT 

TCCCAGAGGAGCAGCTCTCCCCAGGCATTTGCCAAGGGAGGCGGATTTCCCTGGTAGTGTA 

GCTGTGTGGCTTTCCTTCCTGAAGAGTCCGTGGTTGCCCTAGAACCTAACACCCCCTAGCAA 

AACTCACAGAGCTTTCCG I I I I I I I CTTTCCTGTAAAGAAACATTTCCTTTGAACTTGATTGCC 

TATGGATCAAAGAAATTCAGAACAGCCTGCCTGTCCCCCCGCACI I I I I ACATATATTTGTTT 

CATTTCTGCAGATGGAAAGTTGACATGGGTGGGGTGTCCCCATCCAGCGAGAGAGTTTCAA 

MGCMAACATCTCTGCAGTTTTTGCCAAGTACCCTGAGATACTTCCCAAAGCCCTTATGTTT 

AATCAGCGATGTATATAAGCCAGTTCACTTAGACAACTTTACCCTTCTTGTCCAATGTACAGG 

MGTAGTTCTAAAAAAAATGCATATTAATTTCTTCCCCCAAAGCCGGATTCTTAATTCTCTGCA 

ACACTTTGAGGACATTTATGATTGTCCCTCTGGGCCAATGCTTATACCCAGTGAGGATGCTG 

CAGTGAGGCTGTAAAGTGGCCCCCTGCGGCCCTAGCCTGACCCGGAGGAAAGGATGGTAG 

ATTCTGTTAACTCTTGAAGACTCCAGTATGAAAATCAGCATGCCCGCCTAGTTACCTACCGG 

AGAGTTATCCTGATAAATTAACCTCTCACAGTTAGTGATCCTGTCCTTTTAACACCTTTTTTGT 

GGGGTTCTCTCTGACCTTTCATCGTAAAGTGCTGGGGACCTTMGTGATTTGCCTGTAATTTT 

GGATGATTAAAAAATGTGTATATATATTAGCTAATTAGAAATATTCTACTTCTCTGTTGTCAAA 

CTGAAATTCAGAGCAAGTTCCTGAGTGCGTGGATCTGGGTCTTAGTTCTGGTTGATTCACTC 

AAGAGTTCAGTGCTCATACGTATCTGCTCATTTTGACAAAGTGCCTCATGCAACCGGGCCCT 

CTCTCTGCGGCAGAGTCCTTAGTGGAGGGGTTTACCTGGAACATTAGTAGTTACCACAGAAT 

ACGGAAGAGCAGGTGACTGTGCTGTGCAGCTCTCTAAATGGGAATTCTCAGGTAGGAAGCA 

ACAGCTTCAGAAAGAGCTCAAAATAAATTGGAAATGTGAATCGCAGCTGTGGGTTTTACCAC 

CGTCTGTCTCAGAGTCCCAGGACCTTGAGTGTCATTAGTTACTTTATTGAAGGTTTTAGACCC 

ATAGCAGCTTTGTCTCTGTCACATCAGCAATTTCAGAACCAAAAGGGAGGCTCTCTGTAGGC 

ACAGAGCTGCACTATCACGAGCCTTTGTTTTTCTCCACAAAGTATCTAACAAAACCAATGTGC 

AGACTGATTGGCCTGGTCATTGGTCTCCGAGAGAGGAGGTTTGCCTGTGATTTCCTAATTAT 

CGCTAGGGCCAAGGTGGGATTTGTAAAGCTTTACAATAATCATTCTGGATAGAGTCCTGGGA 

GGTCCTTGGCAGMCTCAGTTAAATGTTTGAAGAATATTTGTAGTTATCTTAGAAGATAGCAT 

GGGAGGTGAGGATTCCAAAAACATTTTATTTTTAAAATATCCTGTGTAACACTTGGCTCTTGG 

TACCTGTGGGTTAGCATCAAGTTCTCCCCAGGGTAGAATTCAATCAGAGCTCCAGTTTGCAT 

TTGGATGTGTAAATTACAGTAATCCCATTTCCCAAACCTAAAATCTGI 1 1 1 1 CTCATCAGACTC 

TGAGTAACTGGTTGCTGTGTCATAACTTCATAGATGCAGGAGGCTCAGGTGATCTGTTTGAG 

GAGAGCACCCTAGGCAGCCTGCAGGGAATAACATACTGGCCGTTCTGACCTGTTGCCAGCA 

GATACACAGGACATGGATGAAATTCCCGTTTCCTCTAGTTTCTTCCTGTAGTACTCCTCTTTT 

AGATGCTAAGTCTCTTACAAAAGCTTTGAATACTGTGAAAATGTTTTACATTCCATTTCATTTG 

TGTTGI 1 1 1 1 I I MCTGCATTTTACCAGATGTTTTGATGTTATCGCTTATGTTAATAGTAATTCC 

CGTACGTGTTCATTTTATTTTCATGCTTTTTCAGCCATGTATCAATATTCACTTGACTAAAATC 

ACTCAATTAATCAATAAAAAAAAAAAGGGGGGGGGCAAAGAAACCTCANNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGCC 

TTTAAACTAGTTTAAAAAAAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>692 ■ 

NNNNNNNNNNGCCTGAGGTGGGTGGCGGTGGAAGTTAAGGGAGTCAGGGGCTATC 
GCTCCTCGAGACTCGCAGTCGCGGCCACTGCAGTCACTTCGCCAGTTAGCCCTTAGGGTAG 
GAGTCGCGCCGGGAGCGGGTGTGTGGACGGCGCTTTGTTGCCTGAGATGAAGTTGGAGCC 
CTTGTrTTTGACATTGGATCCTATACTGTGAGAGCTGGTTATGCTGGTGAGGACTGCCCCAA 
GGTGGATTTTGCTACAGCTATTGGTATGGTGGTAGAAAGAGATGACGGAAGCACATTAATGG 
AAATAGATGGCGATAAAGGCAAACAAGGCGGTCCCACCTACTACATAGATACTAATGCTCtG 
CGTGTTCCGAGGGAGAATATGGAGGCCATTTCACCTCTAAAAAATGGGATGGTTGAAGACTG 
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GGATAGTTTCCAAGCTATTTTGGATCATACCTACAAAATGCATGTCAAATCAGAAGCCAGTCT 

CCATCCTGTTCTCATGTCAGAGGCACCGTGGAATACTAGAGCAAAGAGAGAGAAACTGACA 

GAGTTAATGTTTGAACACTACAACATCCCTGCCTTCTTGCTTTGCAAAACTGCAGTTTTGACA 

GCATTTGCTAATGGTCGTTCTACTGGGCTGATTTTGGACAGTGGAGCCACTCATACCACTGC 

AATTCCAGTCCACGATGGCTATGTCCTTCAACAAGGCATTGTGAAATCCCCTCTTGCTGGAG 

ACTTTATTACTATGCAGTGCAGAGAACTCTTCCAAGAAATGAATATTGAATTGGTTCCTCCAT 

ATATGATTGCATCAAAAGAAGCTGTTCGTGAAGGATCTCCAGCAAACTGGAAAAGAAAAGAG 

AAGTTGCCTCAGGTTACGAGGTCTTGGCACAATTATATGTGTAATTGTGTTATCCAGGATTTT 

CAAGCTTCGGTACTTCAAGTGTCAGATTCAACTTATGA TGAAC AAGTGGCTGCACAGATGCC 

AACTGTTCATTATGAATTCCCCAATGGCTACAATTGTGATTTTGGTGCAGAGCGGCTAAAGAT 

TCCAGAAGGATTATTTGACCCTTCCAATGTGAAGGGGTTATCAGGAAACACAATGTTAGGAG 

TCAGTCATGTTGTCACCACAAGTGTTGGGATGTGGATTTCCAAGCATTTCAACAGATGTGGA 

TTTCCAAGCAAGAATATGAAGAAGGAGGGAAGCAGTGTGTAGAAAGAAAATGCCCTTGAGAA 

AGAGTTCCCAAGCTTCTACCTTCCTTTTGTGACCTTACGTTTCATAGCTTTAGTATACTCAGG 

AAAAGAATGACCATCTTTTGTAGAATGTTTATACATTTTTGCATATTTCAATTTCCACTTAAATT 

TTTTAAAGCTTTAACTGGCTCTATAAATTAAGTTTGTGCTTTCCT TGAA ATGCACTTATTCTTAT 

TACAAGCATTTTATAATTTTGTATAMTGTCTATTTTCTCTMATATTTTG CTTTCA GTAAAATG 

CTTTCCAACTCTGTTTAGTGTATTAATTACCAGTGGATTGGTAGAACTGCI I 1 1 I ATTGACTAG 

TAAAAGTTACTGCCTATGCTTTTTACCTTAGGCTTACAGAATTAAATAAAAATTAGCCATTCCA 

GAAATATATTTTGGACTGTTGTGCACTGTGATTACTACTTTAAGGACTAAATGTATTTCTCATT 

ATTTTGAATCAAAGTCCTCCGTTTATTAACAGCAATACCCACATCCTCTTCATAGCCTATTAAC 

AACAGAGGTAAAACTATTATTCAAATTCAAAAACTACGGTATTGCCTTTGCTGTGGCAGTTAC 

CATCACCTTCACACTCTAAGGTAGCAGGTGACATTTAAAGCCTGCTTAAATGTCAGAATTTAT 

AAAGTGGGAATCTCATCTGAACTTTATACCTGATTTTTAGAAGCAAATTAGCTTCTACCAAATT 

AGCTAATTAGCATGCCATATTCACACTTAGAACAACTGATTAGTAAAGTCACTTGACTAAAAA 

CAGAATTTCTTTATAAACCACTTAACATATTTACTCCTGTACA CAGAC TATTCAAGAAAAACAA 

AATGGTAAATTTAATAGTTCAGACATCTTAGACAAGACTTGACTTTTGGGCTTCAGCAAGATG 

TGGAAAC I I I I I I AAAAGAAI I I I I GCTTTCTTTCTCTCTAAATTTTCCTTCCGTGCTTTGATGC 

GGGCTCGTTTCTCACGTTCCAGTCTGAGAAAATGGTCCACATAAGGCAAGGCAAAGAATCGT 

TTCCTATTGTATCTTTTATTTAGGTGCCAAGGTATAACCCACTGCTTGAACTTGTGCCAGATG 

ATTCTTCCAAAGATGTCTCTTCTCCAAGCACCAGGTCTAGCTCTTTCTTGACCAGTCTGAAGA 

AGCCTTAGGGCATCTTCTCTTTCCTGGACAACTTTATCTAATGCATCCATGGAATCTACTACC 

TTATCTAACCGCTCTGGACTTGGCATTGGCAATGTCTGCCGCTTGGCCTCCTGCTCT AGGG T 

TAGAAGCATGTTTCTTTCTTTCAGTAAGACATACCAAAGTT TGTGTA AATCTTCATTA CTTTT G 

TTCCTTAGTTGCTGACAGGTCCATGCTGCTCCAGATTTTACTTTTTCTTGCCCCCAG I I 1 1 1 1 

GGGTCATCAAAAAATTCTTCTAGTCCTTTCCTTGACAATGTGGTATGAAGTAATCTATATTGG 

TGAAAGGATGTCACATTTGGTGTACTCTTAGGCAACAAACTAAGAGAAGACCTGCAACCCGA 

GTGAGCAGCGTCCTTGGGATTTACTAGGGAACAAGCTGCCTTCAGGAACGCTGAGGCTCTT 

CTACAAATACCCACTAGACTGGTCGCAGCCATGTTTCTAATGGAGACCGTCAGTTTCACCTA 

GGCCAGCAAN 

>693 

>694 

>695 

CCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCATTCAGGCAGCGAGAGCAGA 
GCAGCGTAGAGCAGCACAGCTGAGCTCGTGAGGCAGGAGACTCAGCCCGAGGAAATCGCA 
GATAAGTTTTTAATTAAAAAGATTGAGCAGTAAAAAGAATTAGAACTCTAAACTTAAGCTAATA 
GAGTAGCTTATCGAAATATTACTTAGTCTTAATAATCTAAGAAGATCTTAAGAGATAACATGAA 
GGCTTATTTAAACAGTTTGAAAAAGGAAATGAGGAGAAAAGTATTTGTACTGTATAATGGAGG 
CTGACCAGAGCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGT 
TTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTA AATAG AATCTAAGTGGCATTTAAA 
ACAGTAMGTTGTAGAGMTAGTTTGAAAATGAGGTGTAGTTTTAAAAGATTGAGAAAAGTAG 
GTTAAGTTGACGGCCGCCACCGCGGTGGAN 
>696 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGACCGATGGCGCGATTTCA 
CAATCCTGCAGAACGGCCATACAAATTGCCAGACCTGTGCACAACGCTGGACACCACCTTG 
CAGGACATTACAATAGCCTGTGTCTATTGCAGACGACCACTACAGCAAACCGAGGTGCATGT 
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GTTGTCTGAAACCGCTGTGTCCAGCAGAAAAATTAAGACACCTAAATAGCAAACGAAGATTT 

CATAAAATAGCAGGAAGCTATACAGGACAGTGTCGACGGTGCTGGACCACAAAACGGGAGG 

ACCGCAGACTAACACGAAGAGAAACCCAAGTATAACATCAGATATGCGTGGACCAAAGCCC 

ACCTTGCAGGAAATTGTATTAGATTTATGTCCTTACAATGAAATACAGCCGGTTGACCTTGTA 

TGTCACGAGCAATTAGGAGAGTCAGAGGATGAAATAGATGAACCCGACCATGCAGTTAATCA 

CCAACATCAACTACTAGCCAGACGGGATGAACCACAGCGTCACACAATACAGTGTTCCTGTT 

GTAAGTGTAACAACACACTGCAGCTGGTAGTAGAAGCCTCACGGGATACTCTGCGACAACTA 

CAGCAGCTGTTTATGGACTCACTAGCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 

AACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCA 

AACTCCTGGGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTG 

AGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGC 

Allll I GCATCAAGGGGTAACAGGGACATTAGGC I I I I I I I CTCTTAGACTCCAAACAGTAAG 

GTCAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGTGGTGGGGGGAGG 

ACATTTTCCAGCACTAATTAACAGGTTTTATGATTCACTAGGTTGGCCCAACTACTGTTCTCA 

CCTAATTCCCAGGCACAGCGTGTCAGGAGGCCAAATGACACTTTCCAGTGCAAGTGCTTGTA 

GTATGAAGGGGGCAGAGATCACCTAGTGACCATCAAGCAGGCCATCCAGAGGCAAAACTCC 

TTATGTGAGGAATTTAGAAGTAATTAGACTCCCCTGTTATTTAAAGCTGGCATCTGGGTCCAG 

GCTTCTTCCCCAAAAACTTGTAAGTAACTAGAATTTCTACATGTCTCCCATGCATGCATGTCA 

AAACTTATCGTGCAACCCTTGCTGACATTAAGACACCAAAATGTCCAAAAATGTAATCATTTA 

TCATGACCTAAGTGGTTAATATGGCCCAAATTCCCTTTAAGCTCCTGCTTTAAGGTTCATAAA 

TATCCCTAAGGAAAATCCACTCAGTCCTCTCTTGCTGAGGCACCCTGCTGTACCTGCCCGGG 

CGGCCGCTCCACCGCGGTGAGCNNNNN 

>697 

GGCGGCCGCCCGGCGCGACCGGGTGAGACAGCGTCAGGCGCTTGATTTCCCTGA 
GTCCCGGTGCCTCAGCTGCCCAGTGCCCACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTC 
TACAGAAGGATTTTGCAAACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGAAA 
GATTGGGCAAGAGAAGAATTCAGAAGAAACAAAAGTGCCACCGAAGAGGATACAATCCGGA 
TGATGATTACTCAAGGCAATATGCAGCTCAAGGAGTTAGAAAAA ACAC TTGCTTTAGCAAAAT 
CTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTTTTGTTGCATTTAGGATT 
AACAATGGACAACACAAAGCCCAGTCTTACTATTTATATGTACAGTATTTGGTGATAGAGAGC 
AAAGGAAAAACACATCAGAACAGTTGCCTTAACACTGAAAAACATACCCTGCATTTTGAAAAT 
GTTTATGGATGTCTCAGCAGTTCTTAAAAGAAGAAAAAAACCACTAACAAATGGCCAGTAGAT 
GCTGGACACAATCATTAGGGGAAGTGTAAATCAAAACTACTATGAGGTCGGGTGTAGTGGCT 
CATGCTTGTTATTCCAGTACTTTAGGAGGGTGTGGTAGGGGATCACTTGAGGCCAGGAGTTC 
AAG ACCAGCCTGGCCACATGGTG AAACTTATCTCTACTAAAAN N N 
>698 

NNNNNNNNNNNNNNNNNNGCAGGTTTTTGTCCACATTMTTTTCATTGACTTTCTAT 
CATTCTTAGCTGTCAGTCTGATATTGTACTAATCATATTCATTATAGACAGGATAAAAACTGAT 
AAAAATTTATTAGTAATTTCTTGAGCATAGCACTTTGGTAGGGCAAAAGCATGGTATCAGATG 
TACTCCAGGGCAGATGTCTTATTTGCTAGCCTTCCTGGTCAGTGTGTCTTCACTTTCTCTTGG 
TTTGTAGGCAGCATTACAGAAACAACAGGAAGTAGTAGGGGCTGGGTCTTCCTTGCCTACAT 
CATCAAAAGTGAATGCAACTGTACCAAGTAATATGATGTCAGTTAATGGACAGGCCAAAACA 
CACACTGACAGCTCCGAAAAAGAACTGGAACCAGAAGCTGCAGAAGAAGCCCTGG AGAA TG 
GACCAAAAGGTAGGTTTTGCATATGTGTTTGTCCAGATGTCATMTTCCAAATCTTGTTTTAAA 
TTCCTGATAGTGGCCATTGACAAGCATCACTCAGTGTGTTGCCAGAATTCACTCTGCCATGT 
TATAAACCTGAAAATCCATGCCTGTAGTCCCAGTCTCTGGATGTAGTGGTGCACGCCTGTAA 
TCCCAGCTACTTGGGAAGCTGAGGCAGGAGAATCGCTTGCACCCAGGAGGTGGAGGTTGC 
AATGAGCTGAGATCACGCCGCTGCACTCCATCCTGGGTGACAGAGCAAGACTCTGCCCCTC 
TCtTeCACGACATGAACAGCAAGGACAGAAGATTGTCCCCAGCTACGGAAAACAAGCTCCG 
GCTGCATTACCGTAGGGTCGTCAGGAACAAACACGATCCCTACGAGCGGGGCGTGTACCTC 
GGCCGCCACC 

>699 

CGCGGTGGCGGCCGAGGTA C 1 1 1 1 1 1 I 1 1 1 1 II I I I II I GTTAGTGTTTTCTGATGTC 
TTTtCTAACAAATCTTTGCCTGCCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAG 
CTTTAGCTTTTGTGTTTGGGACTATGATCCAtATTTAGTGAATTTTATTTTTGG 
GTGCATGTTGCCCAAACTGGTCTGGAACCACCACACGCAGCTAATTTTTGTGAATTGCGGGT 
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ACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGTG 

GAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGA 

CCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGGA 

AGTTGGG ATCAG AC AGTTAAACTGTG GG ATCCCAG AACTCCTTGTAATGCTG GG ACCTTCTC 

TCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTGGGAACAGCA 

GGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAGCGCAGGGAG 

TCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAGGGTTATGTATT 

AAGCTCTATTGAAGGCGAGTGGCAGTGAGTATTGGACCCAAGCCCTGAGGTACAGAAGAAG 

TATGCCTTCAAATGTCACAGACTAAAAGAAAATAATATGAGCAGATTTACCCAGTCATGGCAT 

TTCTTTTCACAATATCCACAATACATTTGCCACAGGTGGTTCTGATGGCTTGTAAATATTGGG 

ATCCATTTAACAAAAGCGACTGTGCACTTGCATCGGGTACCCAGAGCATCGATACTTGCCTT 

CAGCATGATGGATACGCTTGGACAAGCGCTCATTGTTGACGGTGGACCAAAACTCCGGAAT 

GGTTTCACTCCGCAGGGCGTGGGAACAACCAGGCACGATTAGACAATCGCAACAGGCGCG 

GCGATAAACACAGACCCAGGGGGTTCATTAAACCGCATTTAGACCGCGAGCAGGGGTCTCA 

ACCCGCGGGGGGAGGCAGCAACGCACTTGGTAATGAGCACAGNNN 

>700 

>701 

>702 

>703 

TGCAGGAGTCCGACCTCCGTCTGTTCCTGGACGGAGACATCCTCCGCCAGGACAG 
AGTCTCCAAGGCTG CTACTCCTTCATCCACCTCAG CTTCCAGCAGTTTCTCACTGCCCTGTT 
CfACGCCCTGGAGAAGGAGGAGGGGGAGGACAGGGACGGCCACGCCTGGGACATCGGGG 
ACGTACAGAAGCTGCTTTCCGGAGAAGAAAGACTCAAGAACCCCGACCTGATTCAAGTAGG 
ACACTTCTTATTCGGCCTCGCTAACGAGAAGAGAGCCAAGGAGTTGGAGGCCACTTTTGGC 
TGCCGGATGTCACCGGACATCAAACAGGAATTGCTGCAATGCAAAGCACATCTTCATGCAAA 
TAAGCCCTTATCCGTGACCGACCTGAAGGAGGTCTTGGGCTGCCTGTATGAGTCTCAGGAG 
GAGGAGCTGGCGAAGGTGGTGGTGGCCCCGTTCAAGGAAATTTCTATTCACCTGACAAATA 
CTTCTGAAGTGATGCATTGTTCCTTCAGCCTGAAGCATTGTCAAGACTTGCAGAAACTCTCAC 
TGCAGGTAGCAAAGGGGGTGTTCCTGGAGAATTACATGGATTTTGAACTGGACATTGAATTT 
GAAAGGTGCACTTACCTAACCATTCCGAACTGGGCTCGGCAGGATCTTCGCTCTCTTCGCCT 
CTGGACAGATTTCTGCTCTCTCTTCAGCTCAAACAGCAACCTCAAGTTTCTGGAAGTGAAAC 
AAAGCTTCCTGAGTGACTCTTCTGTGCGGATTCTTTGTGACCACGTAACCCGTAGCACCTGT 
CATCTGCAGAAAGTGGAGATTAAAAACGTCACCCCTGACACCGCGTACCGGGACTTCTGTCT 
TGCTTTCATTGGGAAGAAGACCCTCACGCACCTGACCCTGGCAGGGCACATCGAGTGGGAA 
CGCACGATGATGCTGATGCTGTGTGACCTGCTCAGAAATCATAAATGCAACCTGCAGTACCT 
GAGGTTGGGAGGTCACTGTGCCACCCCGGAGCAGTGGGCTGAATTCTTCTATGTCCTCAAA 
GCCAACCAGTCCCTGAAGCACCTGCGTCTCTCAGCCAATGTGCTCCTGGATGAGGGTGCCA 
TGTTGCTGTACAAGACCATGACACGCCCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAAC 
TGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCT 
GACACACCTGTGCTTGGCCAAGAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAG 
GGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAACCAA 
GCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGCCTCACAAACCTGGAC 
TTGAGTATCAACCAGATAGCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAA 
CTGTAACCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTT 
GGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACTATTGATTGCAATGCTTCCGGGGCAACG 
GCACCTCCGTGCTGTGAC I III I I IGCTGAGCAGCCTGGGATCGCTCTACGAATTACACAGG 
AAGCGGGATTCGGGTCTCTAAGATGTCTTATGAATGCAGGTCAGAGGGTCACATGTTAACAC 
TAGAGTCTGTCGAGAGGTAGGATTTGACACTGGTTTTCTCACTAI I 1 1 1 GGGAGATTCTGCAC 
GAGTCACGCACCCCCTTCACATGACGCTATGTACTTTCTCACAGGGATAATAAAGTTAGAGC 
ACTCTCGNNNNNNNNNNNNNNNNNNNNNNNN 
>704 

NNCTGTGGCGCGCGTCCTTTCCACGTGTCCCGGTCACCGGCCCTGCCCCCGGGCC 
CTGTGCTTATAACCTGGGATGGGCACCCCTGCCAGTGCTGCTCTGCCGCCTGCCACCGCTG 
CCCGAGCCCGACGCTATGTCCAGCAAAGGCTCCGTGGTTCTGGCCTACAGTGGCGGCCTG 
GACACCTCGTGCATCCTCGTGTGGCTGAAGGAACAAGGCTATGACGTCATTGCCTATCTGG 
CCAACATTGGCCAGAAGGAAGACTTCGAGGAAGCCAGGAAGAAGGCACTGAAGCTTGGGG 
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CCAAAAAGGTGTTCATTGAGGATGTCAGCAGGGAGTTTGTGGAGGAGTTCATCTGGCCGGC 

CATCCAGTCCAGCGCACTGTATGAGGACCGCTACCTCCTGGGCACCTCTCTTGCCAGGCCC 

TGCATCGCCCGCAAACAAGTGGAAATCGCCCAGCGGGAGGGGGCCAAGTATGTGTCCCAC 

GGCGCCACAGGAAAGGGGAACGATCAGGTCCGGTTTGAGCTCAGCTGCTACTCACTGGCC 

CCCCAGATAAAGGTCATTGCTCCCTGGAGGATGCCTGAATTCTACAACCGGTTCAAGGGCC 

GCAATGACCTGATGGAGTACGCAAAGCAACACGGGATTCCCATCCCGGTCACTCCCAAGAA 

CCCGTGGAGCATGGATGAGAACCTCATGCACATCAGCtACGAGGCTGGAATCCTGGAGAAC 

CCCAAGAACCAAGCGCCTCCAGGTCTCTACACGAAGACCCAGGACCCAGCCAAAGCCCCCA 

ACAGCCCTGACATTCTCGAGATCGAGTTCAAAAAAGGGGTCCCTGTGAAGGTGACCAACGT 

CAAGGATGGCACCACCCACCAGACCTCCTTGGAGCTCTTCATGTACCTGAACGAAGTCGCG 

GGCAAGCATGGCGTGGGCCGTATTGACATCGTGGAGAACCGCTTCATTGGAATGAAGTCCC 

GAGGTATCTAGGAGACCCCAGCAGGCACCATCCTTTACCATGCTCATTTAGACATCGAGGCC 

TTCACCATGGACCGGGAAGTGCGCAAAATCAAACAAGGCCTGGGCTTGAAATTTGCTGAGC 

TGGTGTATACCGGTTTCTGGCACAGCCCTGAGTGTGAATTTGTCCGCCACTGCATCGCCAA 

GTCCCAGGAGCGAGTGGAAGGGAAAGTGCAGGTGTCCGTCCTCAAGGGCCAGGTGTACAT 

CCTCGGCCGGGAGTCCCCACTGTCTCTCTACAATGAGGAGCTGGTGAGCATGAACGTGCAG 

GGTGATTATGAGCCAACTGATGCCACCGGGTTCATCAACATCAATTCCCTCAGGCTGAAGGA 

ATATCATCGTCTCCAGAGCAAGGTCACTGCCAAATAGACCCGTGTACAATGAGGAGCTGGG 

GCCTCCTCAATTTGCAGATCCCCCAAGTACAGGCGCTAATTGTTGTGATAATTTGTAATTGTG 

ACTTGTTCTCCCCGGCTGGCAGCGTAGTGGGGCTGCCAGGCCCCAGCTTTGTTCCCTGGTC 

CCCCTGAAGCCTGCAAACGTTGTCATCGAAGGGAAGGGTGGGGGGCAGCTGCGGTGGGGA 

GCTATAAAAATGACAATTAAAAGAGACACTAGTCCACACACAAACAGAAAGACAACAACAAAA 

CAAAAACAACACGCGTCTCTTCTTGCGCAACAAAAAGCGACCGATATTACACCACATTCATAA 

GATACGCCCTAGGATACGGAN 

>705 

>706 

NNANMCGTACGAGTAAATTTTCATTACCTTTAATTAGGCAATGTTTCTTAGATAACC 
ATAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAAAGTAAACGCTTCA 
AAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAAATCTGATGAGACTTTATGTCTAGAGT 
AATGAATTCTTGTTAACGAATAACCAACCCCCTTTTAAAAATGGGCAAAAGATTTGAATAAAC 
ATTTCACTACAGACAATAAACAAATGGCCTTAAGCACAAGAGATGCTCAACATCAGTAATTAT 
TAGGGAAATGCCAATCAAAACTACAACGAGATACCCTATATCCACTAGTATGGCTATAATAAA 
AAAGAGTAACAAACGTTGAGGAGGATATGGAGAAACTCGAGCCCTGGTCAGGTGTGGTGGA 
TCACACCTGTAATTCCAACACTTTGGGAAGCTGAGGCAGGCAGACTACTTCACTGAACCCAG 
GAGCTCAAGAGTAGCCTGGGCAACAGGGCGAAACCCCATCNN 
>707 

TTCGGAAGGGCTGGGGCCTGAGAAGAAAGGGCGGTGATTCACAGCGCCGAGGAG 
GCAACATCCGGGATCCTCGCCCCTCTGGGGCGGAGGCGGGGCAAAAGAAGAGGGGCAGG 
ACTCGTTCCCGGGAACCGAACCTGGAATCCCCGGCGGCAGTGGGGCTGTTGCTGTTGCTG 
TGGCTGTCGCTGCCCGTCAGGCTGCCTTCTTTTGTCGTTTCCCAGCGCTGCGCAGGACTTC 
TCCTGGCGGCGCTGCGGATCCAGGGGGTCGGCTGCCAGGTACAGGTTTCCTAAAGACAAA 
AAAAAATGGAGGAATCTGTAAACCAAATGCAGCCACTGAATGAGAAGCAGATAGCCAATTCT 
CAGGATGGATATGTATGGCAAGTCACTGACATGAATCGACTACACCGGTTCTTATGTTTCGG 
TTCTGAAGGTGGGACTTATTATATCAAAGAACAGAAGTTGGGCCTTGAAAATGCTGAAGCTTT 
AATTAGATTGATTGAAGATGGCAGAGGATGTGAAGTGATACAAGAAATAAAGTCATTTAGTCA 
AGAAGGCAGAACCACAAAGCAAGAGCCTATGCTCTTTGCACTTGCCATTTGTTCCCAGTGCT 
CCGACATAAGCACAAAACAAGCAGCATTTAAAGCTGTTTCTGAAGTTTGTCGCATTCCTACCC 
ATCTCTTTACTTTTATCCAGTTTAAGAAAGATCTGAAGGAAAGCCTGAAATGTGGCATGGTGG 
GGTCGTGCCCCTCCGGAAGGCTATAGCGGGACTGGGACAATGAGAAAGGTGGCATGGCCC 
TTGCTCTGGCGGTTCCAAAATATAAACAGAGAAATGGCTGGTCTCACAAAGATCTATTAAGAT 
TGTCACATCTTAAACCTTCCAGTGAAGGTATGCATAAGATCTTCATTGGGAAGAAGGGTGGG 
TMGGGATATTCAATAAATAGCAAATTTTTATTTAACATAAGACAAGTGTGTAATATTTTCTAG 
AAATAGCCTmATTCTCAAAATATACATTAATTCAAATATATTTAATGCCTTCeTGGGATTACA 
CCCCTACCACAGGCGATCCAGACATTAATAATCAAGAATCAAATGACAGGnTATAGGTTAAT 
ATTCTGAATCCTAAAATGCCACCGTCCTACTGGAATGCTCACCAAGTGATTCTGGACTGTGT 
AAGTAGCAGGGGCAAGACTAAAAGTTGCAATAAGCCTTGGATATGGGT 
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>708 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTCCCCTGACCTCAAGAAACTCCC 
AGTCTACAGGCGAAGATACACCACCCACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CCAGTCAAAGTCACCCAGATTTGCCAAAAGACCTGGCACAAATGTCACTTCCACTATGAAGT 
CCCACTGACTTCCATATACAAGACAATCTGCTGGGAATTTCTTGGGTTGACAGCTCTTGGAT 
CCCTATTTTGAACAGTGGTAGTGTCCTGGATTACTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACATTAGAACACTTGAATCAGAT 
GGTTGGAATCGAGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTAGAGTGGTAAGTGTCTTCACATTCT 
TTAAGCACTAAAGAAAACTTTTAATTAGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCT 
GCCTTGTGTAAGTTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGAG 
CCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTCTTTGCATATGTMTATTTTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAA 
TGATAAATTTAGAGTTTATTTTCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTT 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 
>709 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTAATTTTTCA 
ACAAAAATTCTTTATTGTCTTGGTAACAAAAGAAGCATACTAAAAATTCTCAATAAGGCACAGT 
GTCTCTAGAAGCTTGAGCATTCAACATAAACTTCTAATTAACACGA ACTT GTGCTCTTATTTCA 
GCCATTGCTGTGTGGGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTT ACAAT GAATTACTT 
CCATCAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACATGTTTTA 
>710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTCCCAGAG 
GCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCATGAGAATTTGGGGGAGACA 
GTCAGACTGTAGCGATGATTCTGGAGTATTCATCATTTAAGAGACACTTAAAAATGATCAGAA 
AGGAGAGGATGAAGGCTAGAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACT 
GCAGATATCTCCAGTACCTGGTGACCAGATGTACAGCAGCAGTGTGACTACCGTGGGTGCA 
GGTACCAGTAAGCAAATAAGAACTGAAGCAGGGCAGATATTTCATTTGGGCACCCACTGAGT 
TTTTGGTGATGGGTATAGCTATTTGATTTTGGAGTCTAGGGTGGATTTAAGTCTGGCTTAGAA 
ATATGGCTCTAAGGGGACATTCAGCATAAAAGTTAAAAAAAAAAAAAAAAAACCCACAGAGAA 
AGAGTGAGGAAAGAGGGAGGGCCAAGGGTAAAACCTTAGAACTTGAATAAGCAAAGAAGTC 
CCAGCACAGAAGCCAGAGGGAGAAAGAAACCAAGGAGTGTGAGGCTGGAAGAGAGAGGGT 
GGAAGATGCNNNNNNNNNN 
>711 

ACI I I I I I I I I I I I I I I 1 1 I I I I I I 1 1 I I I GATAGCCATATACCAAATAAATGTTCTGTG A 
CTAGGGGTTATGGCACAATGGGTATTGAGACACTAAAAACTCTGCTTCAGGCTTCCATCCTC 
TTAATTTTAGAATATCTCTGATTTCCTAATTTTCTGATTGACATCTTTTGGTAGATTATCGTGTT 
TTTACmATGTTATTGACTGATCCTTTAGAATGATTTTCTTTTTGTTCTGGGAAAAAAAATC 
TTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 
>712 

ACTTACAAAAA I I 1 1 I A ACATTAGGAGGTAATTATAAGTAGATTCTGTGATTAGGACTT 
CATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAAATGGAAGACACCTG CTAGGT GA 
TACI 1 1 1 IATAAAACATATGAGTAAGTCATATATCTTTGTTAAATTTCTGTATGTTCI M II IGT 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGT TCAA ATTA 
ATTACTAAGTGATAGMGTATTCATATGCCATTAAAGATTTGCCMTTCTATTTGMTTTTATTT 
G AT AAACTTG AAAATC AAAT AAC CTAAC AG CTGTCTTTTCTTTCTTTCTAAACCCTTTTAAG AA 
TAG ATTTAATA I 1 1 1 1 CTGAGTTTTCATTAAAGAGTTATTTATGTTACGGTTTG 1 1 1 1 IATAAAA 
GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 
TTCTCTGGTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 
GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAACACTATGGTCATGAA 
AGAACTGCATCCTGAAAGGTTGTG 
>713 

NNNNCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCATGATCTTGGCTCACCACAA 
CCTCCGCCTCCCGGGTTCAtATGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACA 
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GGCATGCGCCACCACGCCCGGCCAATTTTGCATTTTCAGTAGAGGCGGGGTTTCTCCATGT 

TGGCCAGGCTGGTCTCCAACTCCCGACCTGAGGTGATCTGCCCACCTCAGCCTCCCAAAGT 

GCTGGGATTACAGGCATGAGCCACCATGCCfGGCCAAAAATAAAGAACTTTTAAGACAAACC 

TGAAAATCCCAGTAAGAGCCATCTTTTGACTGGCTTTATGTTACTCTTCAGATACCGTCTAAA 

AGGCTCAAGACCAGCCAGATTTTAGGTAGGGTTTTTTGCTGCAAAGTAGAAGCCTACTGTCT 

CTAGAAAAGAAACGCAGTACTTAGGGATCAAATGGGGTGGCAGTGGGGAGGAGGAATAGTC 

ATAAAGATCAATGGTCATTAAAATTCATTCCAAAACAAAACTGCATATATACTTTGGAGCTCCA 

CTTCTTTGTTTTCGTAAATAAAAGAAACTAATTGACGAGTATGTACAATGTGCCAGGCACCTT 

ACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAG 

GTCTTGAGCCAAAGAATTACCTGGGGTCCGTTGAGTTTCAAATCTGAAAATTTCTGTCTTTCA 

AGGTCAGCATCGCCCACAAACCGGCCGTTCTGAAACACAGCCCACAAGAAGACAATTCATTT 

TGTGGCCTTCTTTTGCTCTATCAAATACAMCGATCTTTTTTTCAAACAGGAAAAGGGCTTTC 

AAGAAGATATGTGTGGCCTGGAGTCCTTGTGTCAGTACTCATAAAAGAACCATTCACTCTTTA 

GTCTTAGCACTTTCCTCAAAATTGAAAATCAGGCCTGGAACTCTGGCAGACAGGGTCTCTGG 

AACATAAGAACGTAAACTCCACGAGGGCAGAGGGTTlTTTGGGATMGTTTAGTTTAGTCTA 

GTGCCTTGAACAGTGCCTGGCACATAACAGGTGCTCAAAAACTATTTGCTGAATAAACAGCA 

CAGACCTAGATAATTTCCCTTACATGCAACCTTTTTGGAAAGCCATAAAAATGTAAGGAAAGT 

TGGAAGGGCTAAGTTGGGGGGTTTCCAAAGAGCTTTATAGTCTCATGAATCTTCATGCAGTA 

CTACCACTGGAAACTCCCATTCCAGGCAGCTTTTTAAAGAAAGAAGCAAGATGGCTATCATG 

TCCTAATGTAAAAAACAGAAATTTAATTAAAGAAAAAAGCAAGAGATACGAGTCTCCCTTTCC 

AAGTACAAAAACAAGCACCCCAACTCCCCTCAAGAAAACAGAAGGCTCAATATCTTTACCAA 

CAATTATTAGAGCCACAGAATACATTCCAAAATGTCATCCAGAAGTTGCTGTCTTAAGCAGCA 

GGAAATAATCTAATGACATTATACCACATAAAAATATATTTGCCTGCTCCTCTTCCAGTAGAAT 

AGTGAGATCCAACCACCTTGGGAGACTCTTCCTCCACCCCACTCCCATTACATAGAGTGTAA 

TGCTGCAGGGAGAGGAAGTTAAACATTACTTTCAGGAAGAAGGAAGGGTGTGGTTTTACTGC 

TAACGGACGCGTGGTCGACTCCCTANN 

>714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACATTAATCA 
ACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCAGAGTATAAATTTAAATGAAAA 
ACCCAGACCACAGAACAAAAACAGAAATACCAAAAAATAATCACAAAATATTAAAAACAGTAT 
ATAAACACAGTGACAGAATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCT 
CACCAATTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACTCAACTGTATGT 
TTATGCAAGAGACAGATTTAAAAATAAAGAGACTCAGAAAGCTGGAAATAAAAAGAAAGTGCA 
AAGAAATAGCAAACAAATACAGGCATAAAAAAAAACAAAGATCCCAATAGT 
>715 

ACGTGTGCTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATTTGAAAACCAT 
GAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGTGGTTAGTTAACATGTTGACCATTT 
CAMGCAAAATAAGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATTTAATCTGCA 
AAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCCTAGATTATTATTAAT 
AATATCTCTATAAATATTATATTTATCAATAATGGGT 
>716 
>717 
>718 
>719 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGACAGGGTCTCGCTCTATCACCTAG 
ACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAGCTGTTTAATACA 
CCATTTTTAACCCAAAACATTAAGAAAMTATAGGAACAGTAAGTAGATTACATTTTGTAAACA 
GACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 
GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTACAAATTACATATACAATGC 
CAAAAATATTCAAAAATAACATlTITTGCACCtTMTGATTACAAATGCTAACCAGCATAAAGA 
CACTGGAAAGTTTCAGAATCTCCTCATCACATACTTTCAAATATCTTCCCTTTACN 
>720 

ACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAAATGTATTCA 
GTAAAAMTCTCTTTANnTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAG 
ATMCAGAATAGGAAGTTTAGGAGATMTGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTA 
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ATAG I I I I I IGGTCATGTATTCAGTlTACCAGCCTTiGAAGATATTTGTAGGAAATTTTAAAAGT 

TTCTCTATTTCATCCCCCATGATAAAAATTATATAGMTAAAAGCTGAATTGAACTTTCTTCAC 

AGCACACTGAAAAATATCTTCTATAGCATTAATCAGATCACAGAATGCATATTTAAACAAAAAT 

TTGACTAATTTAANNNNNNNNNNNNNNNNN 

>721 

cggtacccccaacgctgctcacagaagaggcaagattaatttcctTGACATTGAGGAGTTGTTGGATAATT 
ACTAAATTTGTCCTTGTTAAATAAAGGTATAAAACAAAGATG I I I I I I CI I I I I I AATTTAAATT 
TTTTACAGAGCTGAGTGTAAAAATGTTAACTATGTTTTCTTTAACAGAAAGTTCTG I I I I I GTG 
ATCCTTTTAAAAATAAAGCTTCACGGAAGGTATGAGAATAGTATTTTTCAACTTTAAATTTCTC 
ATTACCAGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGG 
CCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAGTATATTATTACCTATCTTTT 
TTTATTGTGTGTGTGTGTGTGTGTGTTTTAAACTAATTGGCTGAAATATCTGCCTGTTTCCCTC 
TTTACATTTTTCTTGTTTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAA 
I I I I I IAATGAAAACAGTTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAATTGA 
GAGGCCAACAGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGAGCCTATGAGGTCAGTTT 
TCCCAAAAGGAAAAAGGGCAGAAGGGATTTGTTCATTTTTACATCTCGTTTCTGTAATACACC 
TTTGACTTCATGGTTGATCAGACTTTGAAGTCTAAACAGAACGTAAGCACTTGGTGTATCGAT 
TATCATACTACACAGTAGACATGTTTTCAAGGCATATCTTGTCACTGTGTGTGCTTCTGACTT 
GTATCTTTCCCTAGAACTAAATATTTTGAAGGTCCAAACATTATACTTTGGGAAACTTGATTGA 
I I I 1 1 I I I I AATCTAGCTTTTCAGCTGATAATGGTTACACGTGGTATTATTTCAAGTCCAAGAT 
ATTATGTATTCTATTTTAACTGTTTCCCAGTTTTGTA i I I I I I GTATTGGAATGATTATGAAATT 
AATGAGAAATCTTTAGAAACAGACTACAAAAGAGTAGTTCTTAAATACAGAAGTGATTGTGAA 
ACTTTGTGATAGCMTGTGTGTAGTAGCAGTTTTGTCTCAAATACATTTATCATTTGTTACTCA 
AAGGATGTTGAAGTATTAAAAGTCATTATGCTGTCTGTGGAATCCTACTATTAGTACAGAACA 
CCCTGCAGTGA I 1 1 1 I CCGCCCATGTTAGCATTGAAGTTGTGAGCTCTACTTGCTTGTCTTTA 
TGGCCCTTTAATTCAAGTAATTGGTCAGTATCCGTATGGGTCTTTTATACCACCCGCTGGGG 
GCTAAACTAATTTAGCTGCTGCTGTATACTTACTAACAAGGAATAAATGTTAAGCTTTCTTCTC 
AGTATTGATGGATGGTATCTAAAAGTA 1 1 I I I ATGTTTCTTTAACATGGCTTAAATTTTGAACTT 
AATGTATCAAGTTAGTATGGTCATATTAATACCTGTGCTTTTCAGATTCTTCAAACACCTAAAT 
GAAAGTGATAAATTCAAAACTGATCCTTTTAGTTCCTCATTATATGATATGAAGGGATTAACTG 
TAGCAGGATAGTCAACCTGACCGTACGGCATGGTGCTTTTTTTCAGGATAAATCTTCAGACA 
AAAAAGTGCAAACAAAAGGGAAAAGGGGAGCAAAGGGAAAACAGGCCGAAGTGGCTAACCA 
AGAAACTAAAGAAGACTTACCTGCGGAAAACGGGGAAACGAAGACTGAGGAGAGTCCAGCC 
TCTGATGAAGCAGGAGAGAAAGAAGCCAAGTCTGATTAATAACCATATACCATGTCTTATCA 
GTGGTCCCTGTCTCCCTTCTTGTACAATCCAGAGGAATATTTTTATCAACTATTTTGT AAATGC 
AAGI I 1 1 1 1 A GTAGCTCTAGAAAC A I I 1 1 1 A AGAAGGAGGGAATCCCACCTCATCCCATTTTTT 
AAGTGTAAATGC 1 1 1 1 1 I IAAGAGGTGAAATCATTTGCTGGTTGTTTATTTTTTGGTACAACCA 
gttaacattccacagatggggggttagtttgtatateCTAtaatacagagcatATTAAAtggcAATATGGAGTCAGTCCTG 
CATTTAATGTCTTGAACATTTTAAATTACTTCTATTACCATGTTG 1 1 I I 1 1 AGTAGAATTGTTTC 
CTAAAGAAAACCACTCTTTGATCATGGCTCTCTCTGCCAGAATTGTGTGCACTCTGTAACATC 
TTTGTGGTAGTCCTGTTTTCCTAATAACTTTGTTACTGTGCTGTGAAAGATTACAGATTTGAAC 
ATGTAGTGTACGTGCTATTGAGTTGTGAACTGGTGGGCCGTATGTAACAGCTGACCAACGTG 
AAGATACTGGTACTTGATAGCCTC 
>722 

ACATGAACCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGAGCAAACTA 
TGTATAGGAATTCCAMGGTAACTTTTTCCTTTCATTACTTTACAGAAATACTGTCAA GTCCA A 
TAGAGAGCACAGACTTGGGAGGCGGATTGGGTGGGTTTGAATCTCTGCTCTGCCACTTTTAT 
TMTCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAG 
GAATAATAAAAATACTGAGTTCAGAGAGGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTC 
TGTAMTTGmCTGTAATGGGCAAGATAGCAMTATTTTAGATTTTGTGGACCATGCAGTCT 
TTATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCCACAGACAATATGTAAATGAAA 
AAGTGTGTCTCTGTTCCMTAAAACTTTATTTTCAAAAAGCAGCTGGCTTGTCACATCTGGCC 
TAN 
>723 

ACTf ACTTTGttGCTC I I 1 1 1 CTAAGTTTTAAAGATGGATGCCMTCTCAGGCTTCTTT 
TCGTGTGTGTATGTGCGTATGTCCATAAATTGTCTTGTAATTACAGTGTAAGCCACATCCCAC 
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AAGTTTTGATAGTCACAGAACTGTATCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTG 

ATCCCTGTGTAATTTAGAAATGTTTCATAATTTCCCTACATTGGAGGGGMGATAGTTTTGTTT 

TTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAGAGMTATGGTTTATTTTAGTCGTTTGA 

AATTTAAGATCTGCTTAATGGCAAMTGTATGGTCAGTTTTTGTAAATGTTGCCAGTAAGCTT 

GCGMTCATATGTACTCTAGTTTTGAAATCCATTGCT CAGTGG ATGTTCATTAGGCCAATTTG 

TATAATCATGTTGTACAAATCTATTCTGTTCTTAACTGI I I I I I GTTTTAAAGGTGTGGGGTCT 

TACTATGTTGCCCGGGCTGGACTCAAATTCCTCAGCCTCCCAAGTATCTAGAACTACAGGCA 

CGTGCAGCTTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>724 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTCATCACTA 
CACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAAT 
CTTATTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGTGTGTCTAAA 
CTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTTCATCAT 
GGGGGTACTGTGGACAAACCCAGGGCTGCTGGTGAGTCATGCCATCCTTACACGTCTTTCC 
TTGTAAGGTACTTTGTAGTGTCTGTCTAAATATTAGAAAGTTTCTCTGTTTCTAGATTACTTGA 
AAGCTAAGGAAAAGTTGTAGTTCTCTAATTATCMTTAGCATTTCTTTTATACTTTCAGTGTGG 
ATATTTGGGATTTGTTTATATATTTATTGCAAAGCCCTAGATCTTAGGGATTTGACN 
>725 

ACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAATTCATGAATTG 
GATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCATTTCTACCTTTGTAAGAGGCAG 
GAATATTCATTAGACTCTATGCTTGACTTTTCATATGTATTTTAACACTGTAGTAGGCTATCGG 
GTCTAGTTTAAGCTTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAAA 
TCMCTATTMCCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTTTACAAAGCAAATTAG 
ATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTTCACT TGGG TTCAAACTTAAAATCATAATA 
GTAATATACACATATTTACATTATAACCCATTACACATTATTTTCAACTCAATGCAAGN 
>726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT 
GTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAAATTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA 
AAGTATTTTATCTAAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTC 
TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 
>727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAGAAGTTCAG 
TAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGGACCCAAACCCAGGCAGTCA 
TAGAACATGCTGGTCGCTATTGGGCCGCTTGCTCTATGGGGGACGGTGCTCCAGGAACACA 
GCAATGCGGTTTAGGATTCCAGGACCTGGGGCAGCTGCTGCTTCTTTCTTAGTTCTCGACAG 
ACCACTGAGTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAACTGCTT 
CCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTGGGCAAATTCCTACTGAAT 
GTTAAGCTAGATAGGAAACAAGTTCTGACTAACACAAANN 
>728 
>729 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGA AGGGT ATT 
TGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCTCCTCTTCCMCGCCCTTCTTTCTACCCAA 
ACTCCAATATACCMTTTGTTTGMCAGTTTTACATTCTAAGTGTCCAACTATTGCTAAAGGAA 
TGGATAAATTGTTGT 
>730 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAAAAGGTATAT; 
GTGAAAAACCTTAAAAAAMTCTATTTCATTACATGTTGAAATGTTCTGTGCTTAATCCAATAC 
ATCATTTAMTTCTTTTCACATTTGGACAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCA. 
AAGTATTTTATCTAMT^GCAAATCAAAAAACATCfATMCATCTTGTTGGGGATACAAAGTTC 
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TCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAATTGGGACAAGTGC 
CCGCN 

>731 

. NNNNNNNNGTAAACTAGTCTTCTMGCTTTCATTACATTTTGTTCA AAATCA GTTGGA 
AAACTTTAATCAAATCACTCAACATTAGGAACCATATAAAAGCTACCATCTATTTTTGAAGCTT 
TTTGCAGACTGAAATTAATTGAAAAGTAAGCCTGAAAAGAGGAAGACACTAAGGAATTAAACA 
AATTCAATGATAAGAGTTCAAATGTACAAATGAAATTCTGTAATTATTATTTGGAATATCTGAA 
CTCATGAGAAAGATCTTTTGAGGGTCTTCCTATCTTGATTAAATTTATATTCTGTAACAATAGG 
ATGGAATTGAGAAGTCCTATAATTTTGATGTATCTAAGTATTGGAAAACATTTAAAGAATCATA 
AACGMCACAACTTGGTAAGTCTTGTCTTATAAATGTTAATAAATTTGTCAAAGTATTTGTTAA 
AGAAAGTATTTTGAAAGGAGGTAAAGACATAGAACCTGTGACAATCGTGGACTGAATTATTCA 
GATATGTTAACATTTACATGTCAATACCAAGACAAAAAAGAATTTACGATATCCTCCACTTAGA 
ATTTACTCTACMTTATAGTTCAACACTTGAGAGTGTCTTCTTAATTAAAAAATTATGATCTACA 
CAGAAGAGTCAACTGCTGATGTCAACAATTTCAAATTTAATAGTCAAAAAATGAAACCATAAC 
TCTAAAGATTACAAGCAATATTATAGAAAAAATTAAGAATACGACCACATTGAACGAAGATGT 
ATTCTTCAGAAAAGTACCACTAATTCTGGCATTAGAGATAGATATAGAATTAACATTAAAATAC 
GTGAATATATTCCAGTACTATTTTGCACATGCACNNNNNNNNNNNN 
>732 

>733 

NNNNNNNNNNNNNNNNNNNNNNCAACACAAATCGCTTTTAGATACCCTTTCACGAAT 
CTAATAGGTTGTCACACACTGTACAAAACTATGTGAG AACGT ATACTACTTCTCGGCCACAAC 
TACTATTTTTAGATATTCATAAAATAACCTCTGATTGTGTTTTCAC ATTGAC CCATTCAGTTCT 
GTCCAATCTTATAATTCTGATTAAATGTTCTGGGCCTCAAAACTAATTTTTAAAAGGCCACTAA 
CTCCAAATCTAGGAACAAAACACTCTGTAAGACTACTGTAACTTGTATAA AATTA ACTTGAAAA 
ATTCACTCACTCCMTAAMCTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTA 
CTCTATGAAAMGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAGTTTGCAGCAT 
CTTGTACCTGCCCNNNN 
>734 

NCATGCTCGAGCGGCCGNAGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGA 
CGCCCTTTCAGGTACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAAAGATCAAATGC 
MTAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTGAATACACAGTGAACT 
AAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATATTTACTTAGCAGAGAGGTCTTGAGA 
AAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGG 
AATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCCTAAAACAACTCCACATAAAANAACAAA 
AATCTATCTAATTGGACATTTACCTTTTTGGAAATAAAAGGCCCAGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNN 
>735 

AC I 1 1 I 1 1 1 1 I 1 1 I I I I I I I I 1 1 I GTCACAGACACAGGCTGGGAATTTCCCAAATCTTA 
CAAGTTCTCGTCCCCmCCCTTAACMCTCTTTCGGAGTATCTCCGTCCTTTCACACTTTATr 
GTAAGCGAGGAGAGCAGCCAGGCTGCACCTTTAACAT7TCATTCACAGGATCTCAGCTCAG 
CCAAGTCCTCAGCCATTTTGTAATGAGGATCAC 1 1 1 CI I CC GGTTC CCCGTGACCTGTCCCT 
CGCCTCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACTTTTCCACAACATTCTGTCTAT 
GATACCTGCATTCTCTGAGATGCTAGAAG CTTTC TCTCCAGCTCTCCCCTTTCCTCTCTGAGC 
CTTCACCCGAGTCCCCATTGATGTCCGTATTTTTACCAACAAGCTCTTCACCGCTATGGAGG 
CTTTCTCCAGCAGGTCCCTGAAAACGTCTGCANNN 
>736 

ACCTATTCATATAGTTTTATGTTATTTGTGT GAATTA AAAAATTTAGATGAAACAATTTT 
AGCATCTAATTTTTATTAAATTTGCATTCTTTCCAACTTTTTGTAGAAGTTCCAAATGAGTTTAT 
AGAACTTAAGAAATTACTCAGTCTTTGTGCTGTCCAGTTTTATAATGTATGCTTCI I I 1 1 MIC 
CCCTCAGAGGAAATAAAAGCGGAAACTGAAAAACAGAGT CCTCC TCATGGAGAAGCAAAAG 
CTGGATCAAGCACCCTTCCACCAGTGAAATCAAAGACAAATTTTATTGAAGCAGACAAGT 
>737 

NNNNNGAATTCTATTACCCAATGTT TTGTGAGT CTCCAAAAGAGTAAAGGAAACAATT 
ATTTCAAGTTTCATATTTGAAAAATAACTGA 1 1 I I I I 1 1 GTAGTAAAGAGATGCTTTATGTAGTT 
CTGGTCTTCTGGTG C 1 1 1 1 1 CTTTTCTTTTAATTTGATATGATATCTAATTTCATTCATGAATAA 
TGCGGCAACTTGTTGAAATTTTCCTTTTTGGAAATACATTAGGTCAGCCAATCAACCCTCAAT 
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GTGGAATCTACCCAGAGGAAATGATTCAGACTGGCATTTCGGCCATCGATGGGATGAACAG 

TATTGCTAGGGGGCAGAAAATTCCTATCTTCTCTGCTGCTGGGCTACCACACAATGAGGTGA 

GGACTGGGATCGGTTTGCTATGAAGTTTAGCAGACAAGAATTTCTTAATGCATCACTGTTACT 

GAGAAACCGAATAAAGGGTTTTCAAAACAAAAAAAAAAAAAAAAAAAAANNAAGN 

>738 

ACTATCTGCTCTGAATTAAAATTTAGAACAAAAATCACCTGCCGTGCCACTACACATG 
GACATMTCAACTGCTAAATTATGATTTGTTTTCTTCGAGWACTTTTCCAATT AI I I I I ACATA 
TAC AAATA TTTTCTTGGTAGAAGAACAAAAGTGGCACTATTCATTGTGTAG I I I 1 1 I IGTAACT 
TATATTTTACCCTAAGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATGGCTAAA 
TMTGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCAGCATTCTTTTATATAT 
ATCTTTCAGC ACATC TGCAATGATTTCTTTGGAATAAATTTCTAAAGTTCGCTGGATCGAAAA 
GATTCAGGGATTTTTAGTGTTCTTTCAATTTGGCAMGTATTTTTCAGAAAGAAGCCCATTTCA 
GTTCTGMTAAACAAATTCTTTTTTATGTTGCATTTAAAATCTANN 
>739 

NNCTGGGCTTTAACTCCTGGGCTCAAGTAGTCTGCCCACCACGGCCTCCCAAAGTG 
TTGGGATTACAGGAGTGAGCCACCTTGCCTGTCCCAGAGCCTGCCTCTCTTAACTGCTGCA 
CTAGACT ACCTT CTTATTTTAAAAGTTAGCCTGCATTTCTCTTACCTGCATTTTAAATTTTATTG 
AGTAGTTATTTTATGAGCAGTCTTTGAAAAATTTTCATAAAGCGGGCTCCCCCTGAAATTTTAT 
AACCCACATTCCAGATTTACCAGCTGTGAATGTCTTGCCACACCTACTTGATCTCTCGCTATG 
CGCGTACACAGTTTCCTTCTTCGAAACAATCCAGAAGTAGGCTAGCAATGGTCACCCCTACA 
TACTTCCGCACACATCTTTAAGAACAGGACACCATTACCACACCCAAGAAAACCAGCATTTAA 
TGAATTTATTCAAGAGTATCATCCAACATACTCAAATATCCACAGCTGTTCCGAAAGTATCCTT 
CAATTCTGGATCCATTGATGGTTCACAGGTTGTATTTGGCTGTTACAT C I I I 1 1 A GTTGTTATC 
CTTCAGAGTAAAACTGGCCTGCCCCTCTTTCTTTCTTTACAATATTGACTCCTTTGAGGAACC 
GGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTTTCCATGTGACCAGATTCGGGTCA 
CAAATTTCTGGCAAGAACCCTTCACAGATGACCATGTATTGGTTATTAGGTAACAATAGATTA 
CTCAAGTAGCGAACTGGGTTGGCCTTTGGCATTAGANNNNNNNNNNN 
>740 
>741 

NNNNNNNNAGTAGAGACAGGGTTTCGCCATGTTGACCAGGCTGGTCTCAAACTCTT 
GACCTCAAGTGATCCACCTGCCTTGNCTCCCAACAGCTGGCATTACAGGCGTGACACCNGT 
GCC CGGCT GAGTTATGTAAACTTCAAAAGCCCACGGCCCGGGGCACACATTCACACACCCA 
CACCTTTTATAAGGAAGCATGCGTGTTCAGGACACACATCAAACACATCACAGTGGGTATCT 
GTGAGGAGGCATTTGGGAGCTAAAGACCAATAAAGGGGAAAAAATAAATCAGCATGTTTGTG 
ATTCTATTTTTTGTTCAAAAAAAAGTCTTAGACACGTGTTATGTGTAGAGAAAAATGTTAGGAA 
GGATGTGTGCCAACATGTTCAGAGTGATATTTCTGGATGGTGGTAGTATGAGTAATTGACAT 
CTTTTCTATTTACTAATGAGCATTTTGTAACTTTTCTACCAAGAATGTTATATACAATATATACT 
TTTAAAAAATGCTAAAAGTTAACAAAACAAAAATGGATTTCATTAACTGTATAAAACACCTGTT 
CAACCTATGCAATGTCACTCGATCTACATCCAGCCACTCAAGGTCTTCCA7TGTCTGTCCTTA 
TCTTTCAGCTAGCTGCCATCCTCTCATCTCTGACTGCTTCTCTAAACCGCTCATGAGCATTAA 
TGCACTGCATCAACCTATCGTGTTCACCTTGTCCTTACTCTTGCTGTTTCGTGGCCTGCAAAG 
CCCATGTGCTCCTGCTCAGAGCACATCCAGACTCTGTTGATCCTTCAGCACAATGTTCCTCC 
CTCAATCCTTCACTGGGAACATTAGCCAATGATGACTCCATCCCTTCTAAAATACGCAGCACT 
GATGCTCTAGCATATATCAACTATMTTTCATCATTTACACCATTTAATAGAATTCTGAAGTTT 
CCTCCTACMGCCTTTTCTTCCAGAAAGTCTGTCAGTACTTCAGGTTAGAGATGACTTCAATA 
TATGTCGCAGACCTCCCAAGGTGAGCATCACACAGCACTTATCATAACCACGAAGCAGCTCC 
ACAGAGGCTAAGATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCAA 
AAAAATGAATGGMCCATCTCCATTGCTTATTTAGAGTGTTGACTCACTGAATAAGATTTTAAA 
TTAGTCAATAGTATTGGATGCCTCTATATCTGCATATCAATAGGCTCATAAACAAGGTTGCTC 
AAAGMCTGCCCATCAACCACTTGGTTTCATGTCTGGACACCACACTGTTATCTTCCTTTGGC 
CTCTGTCCATAACGGGTCCAGGCTACGTGCACGAAAGG AAAAGAATTGGGTCCTTCTCCCCT 
CCCCTGGTTTGGTTAGGAGGGCGCAGAAAGAAGTCAGGACAGACCAGGTGTGACTGTCCCT 
AACCCAAAGCAGGCTACCGTGCAGAACCCAACCCAGGACATAATCACCAGCCATGCGGGAA 
CATGGTTAGCATGACCAGCACTCATCACAACGATCCCAGCCTTTGTATTAATGGTGCCAAAT 
ATAGTmCAA^GCAATGTTCTACCATTCCCCACCTTCTAACAGTAATGAtCATTTTGATTAG 
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TTACTAATAGAAGTCCCATGGACTTAAGATCTGAGCAAATAAAGCTTTAATCTTCTTAAGCATA 

TAATTACTGGCATTTGAAAAGGCATGACATT 

>742 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGA TGAG ACTGTTACTTTCCTTCT 
TGTATAMGAGGGCAACTTTCATGTAGAAATTTTACCTCCTACTT TTAAGA AAAAGGAAAATC 
AGAGTGCTTTAAAGGAAAATCAGAGTGCTTTTCTTGCATCTGCTATTTTTCAAGTGTCTTTAAC 
TCAAAAAAATCAATATGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGA 
AAGATAGAAAGCAAAAGCAAAATAATAGGTTTAAAACTAAAAATATCCAGGTGCGGTGGCTC 
ACGCCTATAATCCCAGCACCTTGGGAGACTGAGGTGGGCAGATCATGAGGTCAGGAGTTCG 
AGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTACNNNNNNNNNNNNNN 
>743 

CCACGCGTCCGAGAMACTMCATTTACTGTATAAATGTTTGAAGGGCTTTTGTGTG 
TTGTCTTATTTAATCTTCACTCATTTTACAGATGAGGAAACTGAGGCTCACAGAGGTTAAATC 
ACTTTTGCAAGATCGCATTCAGTAGTGAAGCCATAACTGCGTAGCACGGTTCCACCTCCATG 
AGGCTGTCTTGGGTTCTTGTTTCTCAGGTGTGGTGAGCGGTCTCTTGGATCTGTGTGGTGAT 
CCGATCTTGCACTCCGTCACTGTGGCTGACTGCATTGTCACATTCACTTGGCGGAGGCCAAT 
TTCCTACAGGTGCTTTCAGGATCAGGTCACTGCGATGGTCTCTAAACACCATTCTGCTTTCTC 
TGCTCTCTTGTCTTTAGGAGCCGGGTGTGGGCTGAGCCCTGCCTGATT GATGC TGCCAAGG 
AGGAGTACAACGGGGTGATAGAAGMTTTTTGGCAACAGGAGAGAAGCTTTTTGGACCTTAT 
GTTTGGGGAAGGTATGACTTGCTCTTCATGCCACCGTCCTTTCCATTTGGAGGAATGGAGAA 
CCCTTGTCTGACCTTTGTCACCCCCTGCCTGCTAGCTGGGGACCGCTCCTTGGCAGATGTC 
ATCATCCATGAGATCTCCCACAGTTGGTTTGGGAACCTGGTCACCAACGCCAACTGGGGTG 
AATTCTGGCTCAATGAAGGTTTCACCATGTACGCCCAGAGGAGGATCTCCACCATCCTCTTT 
GGCGCTGCGTACACCTGCTTGGAGGCTGCAACGGGGCGGGCTCTGCTGCGTCAACACATG 
GACATCACTGGAGAGGAAAACCCACTCAACAAGCTCCGCGTGAAGATTGAACCAGGCGTTG 
ACCCGGACGACACCTATAATGAGACCCCCTACGAGAAAGGTTTCTGCTTGTCTCATACCTGG 
CCCACTTGGTGGGTGATCAGGATCAGTTTGACAGTTTTCTCAAGGCCTATGTGCATGAATTC 
AMTTCCGAAGCATCTTAGCCGATGACTTTCTGGACTTCTACTTGGAATATTTCCCTGAGCTT 
AAGAAAAAGAGAGTGGATATCATTCCAGGTTTGAGTTTGATCGATGGTGAATACCCCGGTGG 
CCCCGTACTCCTGATCTCTCCCCTGGGGACTCACTCATGAAGCCTGTGAAGAGCTAGCACA 
ATGTGGGAGCGAAGAGCTGGACTGAGCATTGAAGCGTGGCTTCTCCTGGAAGACTACCGGT 
GGCTATTCGGAAAAACCCAGAATCCCTCCCCGGGTGTGAAATGGGGCATTCCCGTTTCAAG 
GGAAGGGACCCGGGGGGGGATTCTTTAAAACCGTTTGGAAGCTTGCCAGGGAAAACCCCC 
AGGGGGGGGCCCCATTTCCCCCTTTTACTCN 
>744 

ACGCGGGTG 1 1 I I I I I I I GGGTAATTTTCTTGAGTTAGAAATGTAGTTAGAACTGTGA 
CTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAGATATTCATTTATCTTCCTCGTATT 
AGACTGCTTGTATAGAGACTCAGTGTTTAGACATTCATTTCTCTTCCTTGTATAA GACTC CTT 
GTATAAGACTCGGTGTTCATTTATCTTTTTAAATTAAACCACAACAAATAT ATGAG TTTTTAAC 
CATTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCTAGT7TTAAATAATNN 
>745 

AC CI I I I I I I I 1 1 1 I I U 1 1 I 1 1 1 CGTCAAAGTCACTATTTGGGCCCTAACATAATCCCT 
GCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
ACTCTCTTTCCTTAAAAGCCCTTATTTTTTAAGACACT AGAA AATAA GTTACT A TAAAA AGTGG 
TGGTCTGGGGGCT AAAAACAAAACAAAAAAAATCCTCTTTTCT ACATmTTTAGTTTTCTG 
>746 

NNCACCACGCGTCCGGGGGCGGGGCGGAGCACTCGGCGGAGCCGCTCTGCCTGC 
GTCCGCTCTTCCCGCAGCCAAGGGTGGGCGCCGGTCCTAGGAGGCGCACGGTT GTAA GCC 
AGACAAAAAGMCTGGGGTGCCCGGAGTGCCAGGTGGCGGGCMGCGGTGGGCTTTTGGG 
CGGGGTCTTTAGGATTTGCAGCTCCAGGAAGCGAGATGTCGAAGCCGCCACCCAAACCAGT 
CAAACCAGGGCAAGTTAAAGTCTTCAGAGCCCTGTATACGTTTGAACCCAGAACTCCAGATG 
MTTATAGtTTGAGGAAGGTGATATTATCTACATTACTGACATGAGCGATACGAATTGGTGGA 
AAGGCACCTCCAAAGGCAGGACTGGACTAATTCCAAGCAACTATGTGGCTGAGCAGGCAGA 
ATCCATTGACAATCCATTGCATGAAGCAGCAAAAAGAGGCAACTTGAGCTGGTTGAGAGAGT 
GTTTGGACAACAGAGTGGGTGTTAATGGCTTAGACAAAGCTGGAAGCACTGCCTTATACTGG 
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GCTTGCCACGGGGGCCACAAAGATATAGfGGAAATGCTATTTACTCAACCAAATATTGAACT 

GAACCAGCAGAACAAGTTGGGAGATACAGCTTTGCATGCTGCTGCCTGGAAGGGTTATGCA 

GATATCGTCCAGTTGCTTCTGGCAAAAGGTGCTAGAACAGACTTAAGAAACATTGAGAAGAA 

GCTGGCCTTCGACATGGCTACCAATGCTGCCTGTGCATCTCTCCTGAAAAAGAAACAGGGA 

ACAGATGCAGTTCGAACATTAAGCAATGCCGAGGACTATCTCGATGATGAAGACTCAGATTA 

ATTCCTTTCTGGAGCTTTGAGATCTAMACTTCTGTTGCTTTTGCCATTCCAAMCTTTGTCTT 

TGCCAGAAAAGTGTTGGTAACTATAAAGAAAATTATATATGAACACGGCAGTGTTGCACTGTG 

TTTGAGTAGAACGTGTAAATGAATTGTTCCCACCTTTGGTTTGCCAGTAAGTGACTGGATTCT 

TGGCACATTTGTGTTCACCAAAGTAGAACAAGAAGATATTATTTCTATTTATCAAGCAAAAGG 

AATTTTAAGA I 1 1 I I I I I I I CTTTAAAAACAAATTAGGA I I I I I I I I I I I I I I I I I I I I I I I AGTTA 

AAATGCTTTACCTCAATGGTTGAGATATTTTGMTGGATTTTTCAAGGGGGGGAAATGCTTAT 

TATAATAATAAACCAAAATACTTAACAGAAAATTGTCAGCTATTCTGACAAAAATAAACATTTT 

GAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTGTCGTTAAGTAAGTAAAGCT 

TTTTATATTTAGGTAAGAACTGATTTTA I I I I I I AAATTATATTTTATATTTATTAGCACAGAAGA 

ATAATGAGAGCCACATTTTAGTTCAACTT 

>747 

GTCGACCCACGCGTCCGACTTGGCCGGGGACGCGCTGATGGGAGGATGGACATAC 
TGGTGTCTGAGTGCTCCGCGCGGCTGCTGCAGCAGGAAGAAGAGATTAAATCTCTGACTGC 
TGAMTTGACCGGTTGAAAAACTGTGGCTGTTTAGGAGCTTCTCCAAATTTGGAGCAGTTAC 
AAGAAGAAAATTTAAAATTAAAGTATCGACTGAATATTCTTCGAAAGAGTCTTCAGGCAGAAA 
GGAACAAACCAACTAAAAATATGATTAACATTATTAGCCGCCTACAAGAGGTCTTTGGTCATG 
CAATTAAGGCTGCATATCCAGATTTGGAAAATCCTCCTCTGCTAGTGACACCAAGTCAGCAG 
GCCAAGTTTGGGGACTATCAGTGTAATAGTGCTATGGGTATTTCTCAGGTGATGTATTGTCAT 
GACTCTTGGCTGTTTGA I I I I I I I AAGTATTATTATCATCATTGCCATTTACAGAAATAATACTA 
TTACMGTTGTATC CTTAG TG AAAAGG ACATTTGCCACAGTTTGAAAAACTTGAGAAAGGAGT 
TGGGGGGGTATATGTTTTAACI I I I I I AGGCACAA I I I I I AAGGTTTGGTTAAATTTTATATGT 
ATTCTCAATATTTMGGGCAATCATTGGTACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTC 
CAGGATTGCTGTGTGGTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACC 
AGTCAGCATCCCMTTAAATA TTTGA TGTAACTGTGATCTTTGAGCCAGGCTTATATATTCATT 
TTCMGCAGAGGAGTTCCCCATTTTAAATAGAGGCATTGTCTGATGTGTTTATGGTTAACTGC 
ATCTGGCTTGGGTCTTTCTGTTTTCCTTTCTTTGCTGAATTAGAAGGGGTTACTCTGAAGAGT 
CCAGGTCTTACAGTGTGGTTT 
>748 

ACI I I I 1 1 I I I 1 1 I I I I I I 1 1 1 I I 1 1 1 I I I I 1 1 I 1 1 CATTCAAGAAAGATAATTTTACACTT 
ATTCTTTGAAAGAAAAATTCTATGGMTTTTCTTCTTCTAATTAAATTCCAAAATACATTCTCTC 
AACCCTATGCCCTCATACTAGTAACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAG 
CAAAAGGGGAAATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTTT 
CCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAANN 
>749 

N CTAATTT AG AAGGTTGTTTAC AAACCCTTTG G AAAG G AATCTTTTATTTCCC AATTTA 
AAAGGGGTTTGGATTTCCTTAAGAAGAGGCAAAA I I I 1 1 1 I GTGTGGGACCCATGCATAAAAA 
TTAMTGGATTTCCTAGTGGAGTTTTATAMTTAAMGGTCAAMCTGAAGCTTTTTATTTAGG 
CTTTTCCAAATCAAGGATAAATATCTTACGCACGATATCTAGTGACAGAGGAGAAAGTGGAAA 
ATGACCTCAAGGAAGCTACGGGCACAACTGGAAGCT7TGTAGAAATTAAACATATTCAAGGA 
GCAAGAAATGAACTTTCAGCAGTCTAAATTTTCTAAATAACCAATAGTTGCCAATCTAAAATG 
GCAG AG AAG ATG AAATTTG A TAAAC TG A A I I I I I I I I AAAAATCCATTTACCCTACAGGTTTGC 
ATTTGTTTGCTGAAATTTACC I I I I 1 1 I AGTTATATATATGTGTGTGTGTGTGTGTAATTTCTGC 
CAATAAATTCTAAATTACAAAGGTAAGAGAAAACCTAGTACATTACTAAATATATAAAGTATAT 
GTTCTGATTATGTATACTTGTTCTAGTGTCAAGT C I I 1 1 1 AAGTGGG 1 1 1 1 1 AAAAGTTTGTTA 
TTGGACTTGMTGGATTTTTGAGACTAGGTTMTTATTTTTGAGGTCTTATC 
tAAGGTACATGAATGGAGTATGGTGATTTTATAAC Al I I I I I ATCAGAATGGAAAAAGAACTG 
TTTAAMGTTTG ATA CTTTTA AATAGTTGG I I 1 1 1 1 1 GCTTACTCTGGTAATGATTTTCTACAAA 
TACATAATAAATTG 1 1 III 1 1 GATFCTATATTCTGtATGCAGTTGAATATCCATTACTTATTCTG 
CTGTGCTrrAATAGMTGGMTGTTTACAGGCCCTTAAMTATTATTmAAAAAACCTTCTGA 
AGATACATACCAAAGTTTTTCCMGAAGATTTTATAATCMTtTMTMTGT^ 
ATTCTATAATAGTATAGTTATTAAGGCAATTTTATGTTAGAGACTATTTTGTAATGTAGTGAGT 
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GGTACCTTTATAAGAAA AGTG ACTGCCMTATATTTTTATAGCTGATCTTTATAAATTCTAATG 

TTGAG TTTTTAATGATTATTTTAAATGTTTATATAGTTTAGTAAAATTTGCATCTCAAAGTATCA 

TTTTTATATTATGGGACGTTTTCAGATTGGCTMTATTTGCATTGTAAATTTTGTATGCAGTTTA 

TCTAAMTTCAAAAATACTGTCAGTACACCAGCGTTTAACATCTATATTCCAATTTGTATACAG 

TTTAAAATTGTACTGCAAAACTATTGTGTGCTCTTACACAGTATGCATCATATTGTTGTCTGTG 

AAATTAAAGGACATTTGATAGTCTACTGAATGTAAAATATAATGCTTGGTATATGAATGAN 

>750 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGTGTGTGTGT 
GTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATTCTACAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACATTAACAGAGCCAAAATGAAATTTAAAATT 
ATGGTTATACTATTATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 
T ACGC TAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTCCAATCAAGGTCTCTATGAAGTTTAGAAATGGGTTCAAAGCC 
TAGTTGT 
>751 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGTGTGTGTGT 
GTGTGTGT AGACA AAATAAAATTCAGAAAGAGAAAATCTATTCTACAATGAAATTCAATCTCTT 
ACTTAGCTATTTTGAAATTGTGTCCCAATACCACATTAACAGAGCCAAAATGAAATTTAAAATT 
ATGGTTATACTATTATTCACACTAGGTAGGGTCAGGI I I I I I I GTCTGAATTAAATGGCTCCTT 
T ACGC TAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATAGATACCTGACCC 
ATTTTAAAAAGGAAGAGGGTTCCAATCAAGGTCTCTATGAAGTTTAGAAATGGGTTCAAAGCC 
TAGTTGT 
>752 

acgCGTCCGCGgtcGCGTGGGTGAGCCATGTACTTCAAACAGAAGGCAGCCAATTACT 
AACTTCTGGTTGCTAGGTGTGGCTTCCTTTAAAATCCTATAAAATCAGAAGCCCAAGTCTCCA 
CTGCCAGTGTGAAATCTTCAGAGAAGAATTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAA 
AGACACTTTTTCAAMATGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTATTGAAAA 
TGAAGAGCAGGAATATGTTCAAACTGTGAAGTCATCCAAAGGTGGTCCCGGATCAGCGGTG 
AGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCTTGCATAAGGCCATAATGGT 
TAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCACAGCGTC 
AACAGATCAAAGCAGCATATCTCCAGGA AACA GGAAAGCCCCTGGATGAAACACTGAAGAAA 
GCCCTTACAGGTCACCTTGAGGAGGTTGTTTTAGCTCTGCTAAAAACTCCAGCGCAATTTGA 
TGCT GATGAACTTCGTGCTGCCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGA 
TTTTGGCATCAAGAACTAACAAAGAAATCAGAGACATTAACAGGGTCTACAGAGAGGAACTG 
AAGAGAGATCTGGCCAAAGACATAACCTCAGACACATCTGGAGATTTTCGGAACGCTTTGCT 
TTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATTCAG 
ATGCCAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAA 
TACCATCCTTACCACCAGAAGCTATCXJACAACTTCGCAGAGTGTTTCAGAAATACACCAAGTA 
CAGTAAGCATGACATGAACAAAGTTCTGGACCTGGAGTTGAAAGGTGACATTGAGAAATGCC 
TCACAGCTATCGTGMGTGCGCCACAAGCAAACCAGCTTTCTTTGCAGAGAAGCTTCATCAA 
GCCATGAMGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGGTTTCCCGTTCTGA 
AATTGACATGAATGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAGC 
CATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACT 
AAACATTCXXJTTGATGGTCTCAAGCTATGATCAGMGACTTTMTTATATATTTTCATCCTATA 
AGCTTAMTAGGAMGTTTCTTCAACAGGATTACAGTGTAGCTACCTACATGCTGAAAAATAT 
AGCCTrTAMTCATTTTTATATTATAACTCTGTATMTAGAGATAAGTCCATTTTTTAAAAATGT 
TTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAATACATGAGAAAGATGTCTA 
TGTAGCTGAAAATAAAATGACGTCACAAGGCAAAAAAAAAAAAAAAAAAAAAAGaaagaaaaaaa 
aaagggggggggcxcgcgcaaaaaaatatcxxxxjgcgggggggccgaagagaatcaacgcgcgctccccacgattgttctctggt 
gtaraagggggtcccccaaaaaaaaggggaatc(«gtatataataacacgcgatgcggcaggggcgcgcggcgtttcacaaaaga 
cagcggggc^gcgggggaaaaaagggccgaccctgggggaacccctggtgaacaaaaggaaacccctctc^ctctggggggcg 
ggggaag(^caataatgggagaaacaacctcgcg<xcagacaacaatgatatgccaacacgcccctcagcaggagacactataat 
ccacgatctccgacatggtgcgtgtacctacgcgl^ 

gacacactmgcgacccac^acgagcgtgctaagtgac(»taacgaaac»acagtacttattttacccacgcgagggca^ 
cacaaraacaa(X(^accggacagcaccatgcacaccaagccaacgaat^ 

aagcccggaacccagacagacatagcagctaacaccaacccagcagcaatcacaccgaacacaacacactgacacacacagc 
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atcaccacagcgccagccacagacaccacaatggcaacgcccaccaccgacactcccacacacacccgcatgacacgcatcccc 

acaccaagca 

>753 

1 1 1 I ICACAGTTTAATATATCTGAAATCATGATGCATATGCAATTAATTTCAGAATTTA 
GCTGCCTTTGI I II 1 1 1 1 1 1 1 1 1 I I IGGTATTATATAAAATAATAATGCATCTTACAGGGGAAGT 
CATAMTCCAATGAMTAAAGTATTTACCTGACATATTTTTTCCCATCTTCTTATTTCAACCATT 
TGACTGGTTGTCCAGCCCCAAATTGTTGGAC I I 1 1 I I AAACAATTCACACTGACTGGCAGTCT 
TCACCTTTAMTAGTTGAGTTCCATCCCTTTAAAATCATTTAAMACATGATTTTTAAATTTATC 
TCCATTACCTTATTTTGTGTTTAC I I I I I I ACTTTTATTTATTTCCTCCTTCTATTAGATGAATAA 
MTGTTCAATAGCTCCTCTTGTTCCCAATTCCAGGTTTTTAAACTCTATACATTTTGTAGTAAG 
TTTTAAGATCTCAGTTTACCTACTTACTTATAAATATTCATAAGAATGTATAAATTTATTTTATG 
TTTCTTACTAATACTCTAAAACAAAAAATGATCCCCGCGTTAATTAATNCTAGAAGTATCTCCG 
AGGGGGAGACCCGGTATCCCAN 
>754 

AC I I I I I I I I I I I I I I I I I IGGTGGGGAGCTGTATTTATTTCCCAGGGCTGTCAAAACA 
MTATCCATAMTTGGGTGGATTAGAACAACAAAAATTTATTGTCTCTAGAGAAGAACGTTTTC 
TTGCCATTCCCTGGCTGCTGGTCATTGCTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTAC 
ATCATTCTCATTTCTGCCTCTGTCTTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGG 
TCTTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCTACCCCAAT 
>755 

ACATGTTGGAAGGGTTTTTAAAATGTTTTGAAACTGTGCACAGGCCAAACCCAACTTT 
CAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGATAGTAGGGTATAAAAGTATC 
CTGAGAAGTTGAAAGCAGTGTGTGAATGGGGTGTTCTTTTCTCCCCACAATCCTTTCCCATC 
TGCTGACAGTAGACTTAGCACCTCACAGATGCTTGGGCCTGGAAATGAAGCCATGAAAATGA 
AGCCCTCAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 
>756 
>757 

ACTTCI I I 1 1 I I I I I 1 1 I I 1 1 I I I I AAATGAGTAGGAAGAGATGGTATCACAAACACAA 
AGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTCTCCAATGGAAGtGGGAACAAAG 
AGAAAACCCCTGTGTGTCCTAGCACAATATGGGCATTTGTGTGGATTTAATAAATGGGCATTT 
GGATTGTTGGGAAAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 
AAACTTGTCTACAATGATG 1 1 1 1 1 ICAGAAATGTTGGTGTGATTAGAACAAGTCAGCAATGAT 
GATGACAAAATATTTACATAATGTTATAGATGTGGCTTGCTAATGGAAATACCTAT CTGA GGC 
TGTTTAGGAATACACAAATTGAGAACCGTTTAGTTCAGTTTGCTTTAAAACAGTGGTTTTCTG 
AACCCTTTTTATGTTCGTGATCCTATGATTAGTAACATCTTACCATTTTAGAATCACN 
>758 

AGAAGCTTTCCAAGGAGTTATGAAATCTTTGTAGACCAGAGGCCAACTATTATCACC 
TCMGTCTGCTCTCACCAACAGCCCTTGTATTTTTCAGGGAGAAATCTCTAGGAAAAAAGTCA 
GACACCAGTGTAGTCCCCGCGTACCTGAGGGAGGAGAGACATAAATCCCTTCATCCCTAAG 
ACTGAACTATGTAACTAGCAGCCTCTGGCTTGTTTTCTACTCCCTGTCCCTCAGGATAAAATG 
TTGATATTGCTCATTTTCCTCATTTCCAACATTGTTTTAAAAC 
>759 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGACC7TGTATA 
GATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGTGAGTTGTTCAGTCTGAGGAG 
TTAGGTATAAACCCAGAGTGGTATTCTCTTTTCTGTTGTGTTTGGTTTTGCTTACATATTCAGG 
AGCTGCTCTTTACCCCCAGAACATCCGTATATATG I 1 1 1 1 1 1 CTGTTTCTAGATTTAAAAATAT 
TCCAGMGCCTGGCCTCAAGATAGATAATATTTTACTTTTAATTTGGTGCCCTTGTTTTAGAG 
ATTTGMCTGGATTGCATTTAGTAAACCAAACCCCATCTTTAAAAAAATCATCTTAAAAAAAAA 
TAGTGGGCCGGACATGATGGCTCACATCTGTAAATCCCAGCACTTTGGGAGACTGAGGTGG 
GAGGACTGCTTGAGCCCAGGAGTTTGAGACCAGCCTGGGCAACACAGTGAGACCTTTCGTC 
TACANNNNNNNNNNNNNNNNNNN 
>760 
>761 

ACAGATATAAAAAGGCTACTATTCCAAGAACAAAATCCTGGAAACAAATGfCTATCAA 
GAAAGCAAAGATAATCTAAACAGCAGCATATTCATAGGATGACAAACTATTCAACCATTATAA 
AGAAAACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCATGCTAAAAC 
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AGTAACAGCGAGCTTCCAAATTAATGTTGCCI I I I I I I I I I I I I I I CCAAACTGAAAGGAGGGT 

GGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

>762 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGGTTCTAATC 
TTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATA 
ATTCMTGMGAAGAAAGTTTTGTCTGATTCTGAGGTATGTAATATTTCATTATTATTACCATA 
TTGATATTCTCTATATAAAAAMTTTACATATTGTAGTTTTCAGGTAAAAGCTGTTGTGAACATT 
ATTTTTTGTCTAGTGTAGTTAATTTAAAAAAAAAAAAC AACTN N 
>763 
>764 
>765 

ACAGAAGCAATG I I I I I IGAAAGTTTTCTATCTGTGGTTTGTTGAATCCACAGATGCA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTAATAGCCTAATTTGTTGAGCACAGAAAAATACACTGAACCAATTCTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAG 
TATACTCTCCGTCAGG AA I I I 1 1 GTTCCCTTG ATCTTTTTGTGTTTATTG CCNNNNNNNNNNN 
NNNNNN 
>766 

ACAGAAGCAATG I I I 1 1 IGAAAGTTTTCTATCTGTGGTTTGTTGAATCCACAGATGCA 
GAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGAAAATCAGTATTTCATACAATC 
AGCTMTAGCCTMTTTGTTGAGCACAGAAAAATACACTGAACCAATTCTGATTATTGCAGAG 
AAATGATTGGCAGGATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAG 
TATACTCTCCGTCAGG A A I I I I I G TTCCCTTGATCTTTTTGTGTTTATTGCCNNNNNNNNNNN 
NNNNNN 
>767 

NNGAAAATAACCAGAGTTGGTTTCTGTCATGTACAATCAAAGGAGTCTAATGGAACC 
AAGTAGCAATGTTCCCGAAAACAAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCC 
CTCTGTATTTGCTAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTATTAA 
TAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAAATAGATTAAGAGTAGG 
AAATATATAGATGAAGATGTACTGTATAGAAGTTGTGTAAAATCAGTATGAAAGTTCAATGTT 
GCTGTTCTTGCTCAGTGATTTTAAAGAAATTGAGTAGTTCCTATGTGAI I I 1 1 I I I I AACAACT 
GCATGGTAAACTTAGATGACTCTTCCCCCTGGATTTTACCTGGGAGTGGCCTTTTTACATTTT 
TATTTAAAAGAGGGCAGGTTTGGCACTTTTATACTGATGTCACCAATGTTAATATTTCTTGGG 
ATCTCAGGAAGATTCATATTCTTTACAGCTGATACAGCACGGGCTGGAGCTCCTGCTAAGCC 
AGCCTGTATACAGAAGCAAATAAAAGAAAAAGAAAATGTACAACTCAGGTGTAGCTCATCATA 
AAACACTTACAATGTCN 
>768 
>769 

ACTT AI Hill lA CTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGTGATCCTCAT 
TCAGGATTTAGAAACAAAAGTTATACTCCACATGCTAGGGATTAGGAAGGCTAATGTGAACT 
GATCAAAAGTATGAATTATGGMTGCCTTrAGAATAATCAACTTTTAGGTMTTTGATACTGCT 
ATAATTTCAAGCTTAGAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCT 
AGATTCACTAAATGTTCATTTrGTGCCATTTGTGTTATTCTTTGTCTCATCCTAGCCCAGTCAG 
CCTAACACCACCAGGGATAAACCAGTAGTCTGAN 
>770 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGCTCTTGCATCCCAGTCTCACTTCCCA 
GAGAGGCACGAGGCCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGGTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTCAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGGCAACTACATGGGCAATGGATAAACA 
TACATGTAACACATCCCATGTTCACTTAGGGGGAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAAAAdGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCTCTCCA 
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AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 

CAACCAGAGTTAGGAGGCATCTGACAATTTGCCTGATTAGCTGT 

>771 

ACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GCTATCAAGATAAAGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGCTTGGAAACCTAATAGCTATTAATAATGAAATTTTAATTATACTCTGGATTCTAAACA 
ATGAACACACAGTGATC I I I I I GACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAAACCTTTTATTTACAGAGACTATAATTTGTC 
ACCTTCCTACCAACATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CCTGCCCGGGCN 
>772 
>773 
>774 
>775 
>776 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGNCTGCCGTGGAGAGGATGGATGGGA 
GGGGGMGMCNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 
ATGTCCTGAACAATGATCAGCAATGGCAATGGAGATGACAGAACAGAATTTAAGAAGGAATA 
AAAAAGGCTTGCTGACTACTTGGATGTGGGTGATGCTATCCTTTGACACAAAGGANNNNN 
>777 

NNNNCCGCGGCGGCTGCTGCTGCTGCAGTGGGACAGGTGGCGGCGACCGGCGGC 
GTCCGAGGAGATTTAATCCAGAGACTGACTTCACTATAGAACCCACAGTTGTATCAATGGTT 
GGGGAAAGATAGTGGCAACAGGCAAAGGAGAAACAGCTCTGACATACAAAGAAAATGAGTA 
TGCTAAAGCCAAGTGGGCTTAAGGCCCCCACCAAGATCCTGAAGCCTGGAAGCACAGCTCT 
GAAGACACCTACGGCTGTTGTAGCTCCAGTAGAAAAAACCATATCCAGTGAAAAAGCATCAA 
GCACTCCATCATCTGAGACTCAGGAGGAATTTGTGGATGACTTTCGAGTTGGGGAGCGAGT 
TTGGGTGAATGGAAATAAGCCTGGATTTATCCAGTTTCTTGGAGAAACCCAGTTTGCACCAG 
GCCAGTGGGCTGGAATTGTTTTAGATGAACCCATAGGCAAGAACGATGGTTCGGTGGCAGG 
AGTTCGGTATTTCCAGTGTGAACCTTTAAAGGGCATATTTACCCGACCTTCAAAGTTAACAAG 
GAAGGTGCAAGCAGAAGATGAAGCTAATGGCCTGCAGACAACGCCCGCCTCCCGAGCTACT 
TCACCGCTGTGCACTTCTACGGCCAGCATGGTGTCTTCCTCCCCCTCCACCCCTTCAAACAT 
CCCTCAGAAACCATCACAGCCAGCAGCAAAGGAACCTTCAGCTACGCCTCCGATCAGCAAC 
CTTACAAAAACTGCCAGTGAATCTATCTCCAACCTTTCAGAGGCTGGCTCAATCAAGAAAGG 
AGAAAGAGAGCTCAAAATCGGAGACAGAGTATTGGTTGGTGGCACTAAGGCTGGTGTAGTC 
CGGTTTCTTGGGGAGACCGACTTTGCCAAGGGGGAGTGGTGTGGCGTGGAGTTAGATGAG 
CCACTTGGGAAGAATGATGGCGCTGTTGCTGGAACAAGGTATTTTCAGTGTCAACCCAAATA 
TGGCTTGTTCGCTCCTGTCCACAAAGTTACCAAGATTGGCTTCCCTTCCACTACACCAGCCA 
AAGCCAAGGCCAACGCAGTGAGGCGAGTGATGGCGACCACGTCCGCCAGCCTGAAGCGCA 
GCCCTTCTGCCTCTTCCCTCAGCTCCATGAGCTCAGTGGCCTCCTCTGTGAGCAGCAGGCC 
CAGTCGGACAGGACTATTGACTGAAACCTCCTCCCGTTACGCCAGGAAGATCTCCGGTACC 
ACTGCCCTCCAGGAGGCCCTGAAGGAGAAGGAGCAGCACATTGAGCAGCTGCTGGCGGAA 
CGGGATCTGGAGAGGGCGGAGGTGGCCAAGGCCACGAGCCACGTGGGGGAGATAGAGCA 
GGAGCTAGCTCTGGCCCGGGACGGACATGACCAGCATGTCCTGGAATTGGAAGCCAAAATG 
GACCAGCTGCGAACAATGGTGGAAGCTGCTGACAGGGAGAAGGTGGAGCTTCTCAACCAG 
CTTGAAGAGGAGAAAAGGAAGGTTGAGGACCTTCAGTTCCGGGTTGAAGAAGAATCAATTAC 
CAAAGGTGATCTTGAGACGCAGACCAAACTGGAGCATGCCCGCATTAAGGAGCTTGAACAG 
AGCCTGCTCTTTGAAAAGACCAAAGCTGACAAACTCCAGAGGGAGTTAGAAGACACTAGGG 
TGGCTACAGTTTCAGAAAAGTCACGTATAATGGAACTGGAGAAAGAeCTAGCATTGAGAGTA 
CAGGAAGTAGCTGAGCTCCGAAGAAGGCTAGAGTCCAATAAGCCTGCTGGGGATGTGGACA 
TGTCACTTTCCCTTTTGCMGAGATAAGCTCTTTGGAAGAAAAGTTAGAAGTCACCCGTACTG 
ACCACCAGAGAGAAATAACTTCTGTGAAGGAGCATTTTGGAGCCCGGGAAGAAACTCATCAG 
AAGGAGATAAAGGCTCTGTATACCGCCACGGAAAAGCTTTCCAAAGAGAACGAGTCATTGAA 
AAGCAAGCTGGAGCATGCCAACAAAGAGAACTCAGAfGTGATAGCTCTAtGGAAGTCCAAAC 
TGGAGACTGCCATCGCATCCCACCAGCAGGCGATGGAAGAACTGAAGGTATCTTTCAGCAA 
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AGGGCTTGGAACAGAGACGGCAGAATTTGCTGAACTAAAAACACAAATAGAGAAAATGAGAC 

TAGATTACCAACACGAAATAGAAAATTTGCAGAATCAACAAGACTCTGAACGGGCTGCCCAT 

GCTAAAGAGATGGAAGCCTTGAGGGCTAAACTGATGAAAGTTATTAAAGAAAAGGAAAACAG 

TCTGGAAGCCATCAGGTCGAAACTGGACAAAGCAGAAGACCAGCATCTCGTAGAAATGGAA 

GACACGTTAAACAAATTACAGGAAGCTGAAATAAAGGTAAAGGAGCTAGAGGTACTGCAAGC 

CAAATG CAATG AACAAACCAAGGTTATTG ATAATTTTAC ATC ACAG CTCAAGG CTACTG AAG A 

AAAGCTCTTGGATCTTGATGCACTTCGGAAAGCCAGTTCCGAAGGTAAATCGGAAATGAAGA 

AACTTAGACAGCAGCTTGAGGCAGCTGAGAAACAGATTAAACATTTAGAGATTGAAAAGAAT 

GCTGAAAGTAGCAAGGCTAGTAGCATTACCAGAGAGCTCCAGGGGAGAGAGCTAAAGCTTA 

CTAACCTTCAGGAAAATTTGAGTGAAGTCAGTCAAGTGAAAGAGACTTTGGAAAAAGAACTT 

CAGATTTTGAAAGAAAAGTTTGCTGAAGCTTCAGAGGAGGCAGTCTCTGTTCAGAGAAGTAT 

GCAAGAAACTGTAAATAAGTTACACCAAAAGGAGGAACAGTTTAACATGCTGTCTTCTGACTT 

GGAGAAGCTGAGAGAAAACTTAGCAGATATGGAGGCAAAATTTAGAGAGAAAGATGAGAGA 

GAAGAGCAGCTGATAAAGGCAAAGGAAAAACTGGAAAATGACATTGCAGAAATAATGAAGAT 

GTCAGGAGATAACTCTTCTCAGCTGACAAAAATGAACGATGAATTACGTCTGAAAGAAAGAG 

ATGTAGAAGAATTACAGCTAAAACTTACAAAGGCTAATGAAAATGCAAGTTTTCTGCAAAAAA 

GTATTGAGGACATGACTGTCAAAGCTGAACAGAGCCAGCAAGAAGCAGCTAAAAAGCATGA 

GGAAGAAAAGAAAGAATTGGAGAGGAAATTGTCGGACCTGGAAAAGAAAATGGAAACAAGC 

CACAACCAGTGTCAGGAGCTGAAAGCCAGGTATGAGAGAGCCACTTCTGAGACAAAAACCA 

AGCATGAAGAAATCCTACAGAACCTCCAGAAGACGCTGCTGGACACAGAGGACAAGCTGAA 

GGGCGCACGGGAGGAGAACAGTGGCTTGCTGCAGGAGCTGGAGGAGCTGAGAAAGCAAG 

CCGACAAAGCCAAAGCTGCTCAAACAGCGGAAGATGCCATGCAGATAATGGAACAGATGAC 

CAAAGAGAAGACTGAGACTCTGGCCTCCTTGGAGGACACCAAGCAAACAAATGCAAAACTA 

CAGAATGAATTGGACACACTTAAAGAAAACAACTTGAAAAATGTGGAAGAGCTGAACAAATC 

AAAAGAACTCCTGACTGTAGAGAATCAAAAAATGGAAGAATTTAGGAAAGAAATAGAAACCCT 

AAAGCAGGCAGCAGCTCAGAAGTCCCAGCAGCTTTCAGCGTTGCAAGAAGAGAACGTTAAA 

CTTGCTGAGGAGCTGGGGAGAAGCAGGGACGAAGTCACAAGTCATCAAAAGCTGGAAGAA 

GAAAGATCTGTGCTCAATAATCAGTTGTTAGAAATGAAAAAAAGAGAATCCAAGTTCATAAAA 

GACGCAGATGAAGAGAAAGCTTCCTTGCAGAAATCCATCAGTATAACTAGTGCCTTACTCAC 

AGAAAAGGATGCCGAGCTGGAGAAACTGAGAAATGAGGTCACAGTGCTCAGGGGAGAAAAC 

GCCTCTGCCAAGTCCTTGCATTCAGTTGTTCAGACTCTAGAGTCTGATAAGGTGAAGCTCGA 

GCTCAAGGTAAAGAACTTGGAGCTTCAACTCAAAGAAAACAAGAGGCAGCTCAGCAGCTCCT 

CAGGTAATACAGACACTCAGGCAGACGAGGATGAAAGAGCCCAGGAGAGTCAGATTGATTT 

CCTAAATTCAGTAATAGTGGACCTTCAAAGGAAGAATCAAGACCTCAAGATGAAGGTGGAGA 

TGATGTCAGAAGCAGCCCTGAATGGGAACGGGGATGACCTAAACAATTATGACAGTGATGAT 

CAGGAGAAACAGTCCAAGAAGAAACCTCGCCTCTTCTGTGACATTTGTGACTGCTTTGATCT 

CCACGACACAGAGGATTGTCCTACCCAGGCACAGATGTCAGAGGACCCTCCCCATTCCACA 

CACCATGGCAGTCGGGGTGAGGAACGCCCATACTGTGAAATCTGTGAGATGTTTGGACACT 

GGGCCACCAACTGCAATGACGACGAAACCTTCTGATGAAGCCTCCAGTGGAGAACTGGGCT 

TGCTCAGACGCACTCGCATTGACACAACGTAACACCAGCATTGTGTGTGCAGACTTCAGGA 

GAACTCATGTTATTTTTTAACCCCGTCAACAAATCTAGGAAAATATTTTGATCTTCAACAAATT 

GCCCTTTAGTCTCCCCGTATGAGTTAGAATAATAAATATTTAGTAGGTGAGTTTTCACCTCGA 

ATTTTGTTTTCTTG A 1 1 1 1 1 ACGTTTGAAGACATTGCACCAGATGCCATTACATTTATTGGCCC 

CCCGACCTTGTAGAAAMCCCCTACCCTCACMTACCTTATTTAAGTAACTTTAAATTATGCC 

GTTACTTTTCATATTTGCACTAAGATATTTCCAGGCTGCATTTGTATATTTAGATTTTTTGGTTA 

AGCTTTGACACTGGAATGAGTTGAAAAMTGTGCCATTTTGCATTTTCATCTACTCATTTAAAG 

TATTTTATTCTTATTCAAAGAAATATCTGAGCTCTTTGCACTACCTGTTATCAGTAGTGCCTTT 

ACTTCAGGCTTGATAATACTTAGGfGTGATTATAAAATCATGAAGCAGGTAAAGGGAGGGGC 

AAGCCCCCAAACTGCTGTGGGGACATTTTATAATCTATATGCTGCACCCACTTAATCTACTGT 

GGTGTTTTGTTTATTAGTTTTGCAtMTTTCAGCTTCTATATATTGTATGTATATAI I I I 1 1 A AA 

AATCTATATTTTGGGAAAAAAACATACACAATGTGTCTTT C I 1 1 1 1 GGACATTTAC C I 1 1 1 1 GA 

AAAAGAAAACACTTAAAATGATCAT TAGGA CATAACAGACTAGGCCAGACATAGCATCTTGTG 

GCTTTGCAACCATTT TCATTTG TTTGTTTTCCTTTTATTTCTTCACCAGATT^ 

GAATTTTCTCGAA 1 1 1 1 1 1 1 1 ICCTTCTCTGGCAGGTATCCCCAGCAGTCAATTAACAATAAGC 

CAGTATAAAACACCTAAATAACCAATCTACAATCTCCeTTCACAAGI 1 1 II 1 1 ACTGTTTTTAG 

ATGAATGTACGATGAGAAATTCAACGTTAATAATTTTGGATTTTCTTATCACAAAAAAGAAAAT 
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GMGGACCTCAMGCACCTGAACAGTTTATCGACCAGTTTGAATCTATTTATCTTCATTTGAA 

TGTCTTCTAGAATATGTAAAAAGTCATAAAATGTATCTTCCATGCTACATGTACAATAAGAACT 

TCTATAATTGTATATATGCCTTTGATGTATTTTCCCCTCAAGATTATCAACTGTGTGTTCGACA 

GTGAATATTCAATCTGGTACCAGTTGAAATTTTTGGTTATAAATGTAATACGAATTGTTTCACA 

AACAGAAAACATGTAAAGCAGTATTAAAATTTGGCCAAACAAGTGTrCTGTATCTACTTTAATA 

MTGGTTATTCTTTTAAATGAAAAAGGAATTAGAGGAATATTGCGGCCGCAAGCTTATTCCAA 

ATAG GT AAAATC ATTAAAA A AAATATTT AATTGT AAAAAAT A I 1 1 I 1 1 I I I GGGGGGGCCTCTC 

AANNNNNNNNNNNNNNNNNNN 

>778 

AGTCTTTATCTGTTAGAGATATACATTGAAGTATTTAAAGGTGAATGATATGTTTGGG 
ATTTACTTTAAAATAATTTCAGCCCCCGCCAAAAGAGTAAGGTGTTGGGGAGGGGAAGTATA 
AGTAAAATAAGAATGGTGGACTATTGATAATTATTGAAGTTAGGCGGGAATACACACAGGAA 
CTCATGAT ACT ATTCTT ACTA I I I I I I GGTATGTTAAAAAATTTCCTTAATAAGGAG I I I I I ATT 
AATACCAGTTCTTCACATAGTCCTCCAAAAAAATAGAAGAGGAGGGAATACTTCCCAGCTTCT 
TCTGTGAAGCTAGTATTATCCTGATAACCAGCACCAAAGACATGACTGCTTACTGCAACTCG 
CTCCGGCCGCTGGGCGTAGCTGCGACTCGGCGGAGTCCCGGCGGCGCGTCCTTGTTCTAA 
CCCGGCGCGCCATGACCGTCGCGCGGCCGAGCGTGCCCGCGGCGCTGCCCCTCCTCGGG 
GAGCTGCCCCGGCTGCTGCTGCTGGTGCTGTTGTGCCTGCCGGCCGTGTGGGGTGACTGT 
GGCCTTCCCCCAGATGTACCTAATGCCCAGCCAGCTTTGGAAGGCCGTACAAGTTTTCCCG 
AGGATACTGTAATAACGTACAAATGTGAAGAAAGCTTTGTGAATTCCTGGCGAGAAGGACTC 
AGTGATCTGCCTTAAGGGCAGTCAATGGTCAGATATTGACACGAGTTCTGCAATCGTAGCTG 
CGAGGTGCCAACAAGGCTAAATTCTGCATCCCTCAAACAGCCTTATATCACTCAGAATTATTT 
TCCAGTCGGTACTGTTGTGGAATATGAGTGCCGTCCAGGTTACAGAAGAGAACCTTCTCTAT 
CACCAAAACTAACTTGCCTTCAGAATTCAAAATGGTCCACAGCAGTCGAATCTCGTCCCACA 
CCGCACAATCATGCCCTAATCCGGCGAGAAATACGAAATGGTCAGCATCGCATGTACCAGG 
TGCCATATTCATCCGGTGCAACATCTCCTTCTCATGTAACACAGGGTACAAATTATTTGGCTC 
GACTTCCTAGTCAACGTCTTACTTCCAGGCAGCTACTGTCCAAGTGGAGCTGACACGTTGCC 
AGAGTGCAGAAAACTTCAATTGTCCAAGAAACAGCACAACTCGACCATCCGAATAATCCACG 
GCGAACGTCGACACATGGCTTTCGACTACCTTGTAACGCTATGTCCGTCCCAAACAGGGCTT 
CACCCCGGACTGCGGACACCCACCCTCTCTCGTGCACCGTACCATACGCTTCAACACATCG 
TTACACTGCCACCCCTCTATAGCAGCCGCCACCCCCACAACCCGGCGTCGCACCCTAGTCC 
CAAGCACCAACCACAATTCTCCACAACACTCCCCCCTTTCGGTACACACTACAAAACCCACC 
CCACCAAATGCTCAGCCMCACGGAGTACACCTGTTCCCAGGACAACCAAGCATTTTCATGA 
AACAACCCCAAATAAAGGAAGTGGAACCACTTCAGGTACTACCCGTCTTCTATCTGGGTTCT 
CGTCCCTGTCACCCCAGGCTGGTATGCGGTGGGTGTGATCGTAGCTCACTGCAGTCTCGAA 
CTCCTGGGTTCAAGCGATCCTTCCACTTCAGCCTCCCAAGTAGCTGGTACTACAGGTGTGTG 
CCACGACACCCGGCTAAGTTTTTGAAATTrATTTTTTGTAGAGACAGGATTTTCCTATGTTGC 
CCAGGCTGGTTTCAMCTCCTGGCeGTAAGCGArrTTTCCGGCCTCCCAAAACGTTGCGATT 
ATAAGTGTGAGCCACTGCACCTGGCCCCACATTTTCTTTATCCATTTGTACATTGATGGACAC 
TTAAGATGATTCCATATCTTTGCTATTGTGAATAGTGCTTCAATAAATATGTGAATGCANNNNN 
NNNNNNNNNN 
>779 

GGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCTTGACCTCAGGTGATCCG 
CCTGCCTCCCAAAGTGCTGGGACTACAGGCGTGAGCCACCATGCATGGCCATTGATTTCTT 
MTTATAAAGATACATTAGATAATTCATTGCTCTTTATCATTCACTTTCGGTTTAAGCACAGTA 
AGTGGATCTGAAAATAATTTCAGTATATATAAATTATATATCATTATCACATAAAGTTGATGAA 
ATAGTATATAGAATGTTTGTATGCTCTAAGACTMCTTTTAGATrrTCTTTTTATTCTCTCAATG 
GTGTGCAAAGTATAAATCAAAGCCATTCTGTGAAAAACTGCTTTCCTGGGTGAAAAGCAGTG 
GCTGTGCCAGAGTCATTGTTCTTTCAAGCAGTCATTCATATCAGCGTAATGATCTGCAGCTTC 
GTAGGTATGTTTCTGCCTCTGGAAAGTTATTTrTGGTATGGTTTATACTATGATMTTTCTCTA 
TTAAAMGTTAAACTTTAAMGCCACGTAGATCC1TACCTCTTCTTACTGGAGTTTAGAAAGA 
GGGGGGTAAGANN 
>780 

CACGCGTCCGGTCGACGCCTCCTCATGCGTCCGCGTCCCGGGCTCACCGCCGCTG 
CCGCCTCGCCGAGGGGCCCGCGCGCCCAGCAGCCGCCGCCGCCGCCCGGCCGGCGCeC 
GGGGAATTGGCGGCGGGGCCCGGGGCCGCTCGAGCTAGGGTGACAGGCCCGGCCTCTAG 



Page 233 of 355 



WO 01/42467 



827 

Table 4 



PCT/US00/33312 



GGGAGGCCCGAGCCGGCGGGCGCCCCGGCCCCGCGTCTAGTTGTTCATGAAGCATGTCG 

GCCACCAGCGTGGACACCCAGAGAACAAAAGGACAAGATAATAAAGTACAAAATGGTTCGTT 

ACATCAGAAGGATACAGTTCATGACAATGACTTTGAGCCCTACCTTACTGGACAGTCAAATC 

AGAGTAACAGTTACCCCTCAATGAGCGACCCCTACCTGTCCAGCTATTACCCGCCGTCCATT 

GGATTTCCTTACTCCCTCAATGAGGCTCCGTGGTCTACTGCAGGGGACCCTCCGATTCCATA 

CCTCACCACCTACGGACAGCTCAGTAACGGAGACCATCATTTTATGC ACGA TGCTGI I II IG 

GGCAGCCTGGGGGCCTGGGGAACAACATCTATCAGCACAGGTTCAAI 1 1 I I I CCCTGAAAA 

CCCTGCGTTCTCAGCATGGGGGACAAGTGGGTCTCAAGGTCAGCAGACCCAGAGCTCCGC 

GTATGGGAGCAGCTACACCTACCCCCCGAGCTCCCTGGGTGGCACGGTGGTTGATGGGCA 

GCCAGGCTTTCACAGCGACACCCTCAGCAAGGCCCCCTCCACCCATAAAGCATAACATGGA 

CATTGGCACCTGGGATAACAAGGGGCCTGTGCCGAAGGCCCCAGTCCCCCAGCAGGCACC 

CTCTCCACAGGCTGCCCCACAGCCCCAGCAGGTGGCTCAGCCTCTCCCAGCACAGCCCCC 

AGCTTTGGCTCAACCGCAGTATCAGAGCCCTGAGCAGGCACCCCAGACCCGCTGGGTTGCC 

CCACGCAACAGAAACGCGGCGTTTGGGCAGAGCGGAGGGGCTGGCAGCGATAGCAACTCT 

CCTGGAAACGTCCAGCCTAATTGTGCCCCCAGCGTCGAATCCCACCCCGTCCTTGAAAAACT 

GAAGGCTGCTCACAGCTACAACCCGAAAGAGTTTGAGTGGAATCTGAAAAGCGGGCGTGTG 

TTCATCATCAAGAGCTACTCTGAGGACGACATCCACCGCTCCATTAAGTACTCCATCTGGTG 

TAGCACAGAGCACGGCAACAAGCGCCTGGACAGCGCCTTCCGCTGCATGAGCAGCAAGGG 

GCCCGTCTACCTGCTCTTCAGCGTCAATGGGAGTGGGCAI I I I I GTGGGGTGGCCGAGATG 

AAGTCCCCCGTGGACTACGGCACCAGTGCCGGGGTCTGGTCTCAGGACAAGTGGAAGGGG 

AAGTTTGATGTCCAGTGGATTTTTGTTAAGGATGTACCCAATAACCAGCTCCGGCACATCAG 

GCTGGAGAATAACGACAACAAACCGGTCACAAACTCCCGGGACACCCAGGAGGTGCCCTTA 

GAAAAAGCCAAGCAAGTGCTGAAAATTATCAGTTCCTACAAGCACACAACCTCCATCTTCGA 

CGACTTTGCTCACTACGAGAAGCGCCAGGAGGAGGAGGAGGTGGTGCGCAAGGAACGGCA 

GAGTCGAAACAAACAATGAGGGCGAACCAGTTTCTTACATGTTCTAACGTTTGACTTTGAAAA 

CAGTTTAAAACACGTGTGCTTGGTCAGCTCCAGTGTGTCGTCCCGTGCGGGGGTTGAGTGT 

TGCATCTTTGCCTTTCTTGTCGTTGA I I I I I GCCCAGATGGATCTGCATTTATTTGTAC I I 1 1 I 

CTATGTATTATAATCCTGTAGAAGTCACTAATAAAGGAGTAI I I I I II I GTCAGCTTATCAATC 

AGACTGATCTAATGTGAAATGTAAGTATCCTTAAAAACAAAGCATCTATTTTGGCAGAAATTG 

TGTTCTTAAATTCAGTCATTTGATATTCTGTGAGACTTCATATTTCTCATCCCTTTATTGCTTTT 

TAGCAMCATMGAAACCATGAGTCATTTTGTCATTTAGAGTATTCTGATAAAATCTCTTGAAA 

ATACTGAAATCAAAAGGTTAATGA I I I I I I GTTCATTCTGATTTGTCATTTTATTATCTGTTATC 

GGTCTAAAGTGCTAATTTACCCATTTGATTTTTCTGCTAGACAGATAACTTTTAATTTTTCAAA 

TTTGGCAGACAC I I I I I I I I 1 1 I I I I I G AAAATCTTTCCTTCCAGATCTGTTGCCCACTGAACA 

GCCACCCGTCCCTCACTGTCCTGGTGTCCGATTGGGCTGGATGGTGTTGGGGCATGATGTG 

TGGAGGAACTGGMGGTGCTTTAGGTCTGGTTCAGGGTCGGGCATTCTTTGTTGTTTGCACA 

TCTTTTTAAATTTT AC ACCTTTTCTTAAG AATTCT AATG C CGTCTTAAG 1 1 1 1 I ATACCAATAAT 

GCTGAGCTTTAAGTGTAGGATCTGGTAGTACAGACAGTGTGATGGATGATGCTGCTGGTTGT 

AAATTTCATCGTGTGTGTCTAA 1 1 1 1 1 1 1 1 CCTGTTG AATGGGTAAAAACAAAACAAAACTTTT 

TTTAGMGATGAATTTGCTGTCATGTTTTGTGGAATGAGGGACCGTTGAGCTCACTACCACC 

TGGAGTTTGAGTTGAAGCATGAAAATGGTGCCCATGCCTGACGCTCCAGCGCCTGGATCTG 

CACGTGCCCTTGTAGAGGATCCTTACCGTCCTAGAGAGCAGACGCTTTCTGAAAACTACTTG 

CTCCAAAAGACCCTCTGAGTTMCGTTTCAGCTGTATCATTAGACTTGTATTTAGAGCGTGTC 

ACTTCCTCTGMCTGTTACTGCCTGAATGGAGTCCTGGACGACATTGGGTTTTTCCTCTAGG 

AGMTACMGCCTTAATAMCAATACTATTTAGCAAAAAAAAAAAAAACTCGGCCGATTTTTG 

CCAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGT 

CGTTTTACAACGTCGTGACNNNN 

>781 

acgcGtccGGTGCGAAAGCCCCGGACTCGTGGAGTTGTGAACGCCGCGGACTCCGGA 
GCCGCACAAACCAGGGGTCGCGATGAAGCCAGGAttCAGTCCCCGTGGGGGTGGCTTTGG 
CGGCCGAGGGGGCTTTGGTGAGCGTGGTGGTCGTGGAGGCCGAGGGGGCTTTGGCGGGG 
GCCGAGGTCGAGGCGGAGGCTTTAGAGGTCGTGGACGAGGAGGAGGTGGAGGCGGCGGC 
GGCGGTGGAGGAGgaGGAAGAATGTGAtGgTGGAGCCGCATCGGCATGAGGGTGTCTTCAT 
TTGTCGAGGAAAGGAAGATGCACTGGTCACCAAGAACCTGGTCCCTGGGGAATCAGTTTAT 
GGAGAGAAGAGAGTCTCGAtTTCGGAAGGAGATGACAAAATTGAGTACCGAGCCTGGAACC 
CCTTCCGCTCCAAGCTAGCAGCAGCAATCCTGGGTGGTGTGGACCAGATCCACATCAAACC 
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GGGGGCTAAGGTTCTCTACCTCGGGGCTGTCTCGGGCACCACGGTCTCCCATGTCTCTGAC 

ATCGTTGGTCCGGATGGTCTAGTCTATGCAGTCGAGTTCTCCCACCGCTCTGGCCGTGACC 

TCATTAACTTGGCCAAGAAGAGGACCAACATCATTCCTGTGATCGAGGATGCTCGACACCCA 

CACAAATACCGCATGCTCATCGCAATGGTGGATGTGAtCTTTGCTGATGTGGCCCAGCCAGA 

CCAGACCCGGATTGTGGCCCTGAATGCCCACACCTTCCTGCGTAATGGAGGACACTTTGTG 

ATTTCCATTAAGGCCAACTGCATTGACTCCACAGCCTCAGCCGAGGCCGTGTTTGCCTCCGA 

AGTGAAAAAGATGCAACAGGAGAACATGAAGCCGCAGGAGCAGTTGACCCTTGAGCCATAT 

GAAAGAGACCATGCCGTGGTCGTGGGAGTGTACAGGCCACCCCCCAAGGTGAAGAACTGA 

AGTTCAGCGCTGTCAGGATTGCGAGAGATGTGTGTTGATACTGctgtggtttgaatgttccctccaacactc 

atgttgagacttaatccctaatgtggcaatactgaaaggtggggcctTTGAGATGTGATTGGATCGTAAGGCTGTGC 

CTTCATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGGGACTGGTGGCTTTATAAG 

AAGAGGAAAAGAGAACTGAGCTAGCATGCCCAGCCCACAGAGAGCCTCCACTAGAGTGATG 

CTAAGTGGAAATGTGAGGTGCAGCTGCCACAGAGGGCCCCCACCAGGGAAATGTCTAGTGT 

CTAGTGGATCCAGGCCACAGGAAAGAGTGCCTTGTGGAGCGCTGGGAGCAGGACCTGACC 

ACCACCAGGACCCCAGAACTGTGGAGTCAGTGGCAGCATGCAGCGCCCCCTTGGGAAAGC 

TTTAGGCACCAGCCTGCAACCCATTCGAGCAGCCACGTAGGCTGCACCCAGCAAAGCCACA 

GGCACGGGGCTACCTGAGGCCTTGGGGGCCCAATCCCTGCTCCAGTGTGTCCGTGAGGCA 

GCACACGAAGTCAAAAGAGATTATTCTCTTCCCACAGATACCTTTTCTCTCCCATGACCctttaA 

CAGCATCTGCTTCATTCCCCTCACCTTCCCAGGCTGATCTGAGGTAAActttGaagaaaaTAAAAG 

CTgtgtttgagca 

>782 

NNACAGAGAGTGGTACATGAATGACTAGTTTTCTAAGATGTCCTTTTTATTGTGAATA 
AAATATAAAAGTTAAAGGCCCTCTGCTAAGTCACATAAAGTACAGCATATAAGTTCATATAGG 
TACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGACAGATAGTAAGA 
AMGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTACTATGCACTTATCAAGATTTTACTT 
ACTTTMTTTACTGGAAATTGATTTTTTAAAAAATGACTACACTGTAACAAGGGAAGGGATCT 
GGGI 1 1 I I 1 1 GTTGTTTT ATTCTTG I 1 1 I I I 1 1 AAGTAGTTCAAATTCTGAAACTGTGATTTAAA 
AAI 1 1 1 1 1 ACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCCTTTCTGTGTAACAAAGG 
TCTCTCTGTTATCTCTTAAATTTTGTTACATCTCCCTCAGCCTCTTTCTTTGTCCGTCTCCCTT 
CTGTCATTGTCTATGGATGTTTACCTCTCTGTTCTCCTAAAAGTTTGAAGATTAGGTCAACTCT 
T ATTTCT AG TTC ATTG GT AATTT AATCTT AA I I I I 1 1 I I I CGTGA I I I I I GTTGGTTGTATAATCT 
GCTGACGTATTTTTATACTCAAGTGTAGTTTTCTATTAAAAAGAAAAGTGGTTGGATTAAAAAT 
AGTAAGCTATGTAACCCTCATGTTACTTrCACTTTCAAATATTGGGTACCTAAAACATTACTTC 
AGAGATTATGTAATCCTATTATAGTATGTTTGCTTTCCTTTATTGTTGGATTTTACATTCTGATT 
TGGCTTTCCTCCAAAAAATGTATATCATGAAAGACTAGACAGTTATTTGCAAGTGTTTAGAAA 
GGTGTTAAAAATGTAAAGCAAAGAGTCTTAACTTTCTCCTAATTGGGAGAAAAATGCTTTAAC 
ATTACTATAATAATATTCCAGGTTTGGAGGGGGTCTCCAGGCCCCATATTTGCTGTTAATAGT 
TGGACCTTTTAGACCATGTG7TATTTGCAATCCCAGAATGATTGCTTCTGCTATTAGTTAAAAA 
GATACTATTC 1 1 I I CI I ICTGTACAAGTGCAATACTCCCCTTGAAGTCTTAAAAACTATGGTGA 
1 1 1 1 1 1 1 1 i ClTTTCTGACCTATTCTTCCTTTAGCTAATGACAAAAAGAAACTCATAAAAGTCAT 
AGTATGTTAAAGGACACAACAAGCAAAGAGAAAAACACTCCACAATCAAAAGATTACAGAAT 
GTGGAAACCACTAGTCTGATCTCATGGTATCTTTATTTAAGCTAAATTTCCATGGAAATTAGTA 
ATCTTTTGCTTGAAAAATGTGTCCTAAAGTTGMClTTTTACAGATTGAATCTTCTTAGACCCT 
CGCCCAATGCTCTAAATTAAGAACCTAATACTTAATA 1 1 1 1 1 ATTTTACTTCTCCCCTTTTAGAA 
ATAMCTTTTAAATAAAAGCAAAGCACTTAGCTGAGTTTTAAACACTTACATATCACCTATTGG 
AG AA A 1 1 1 )111 1 AAAAATATTTGGAGCAGTCCTGTTTTCATACAAATTTAAGTAAGAGGTATT 
» UC I I A TACATATTTATATGTAGTGTGCTAATTTT C I I I I I 1 1 A TACCTGTGTCC CTGTA GTAA 
MCTGCTGTAATATAAATACATGTTTTGTTAAMGATAACATTTCTTTGGCATTTCTTTTAAAG 
GCAGTTACTGCATTTCTGCATTTGTACAGTATGTGTCTTGGCCATTTTAGATATTCTTTCTTTA 
ACAATACCAAAGGTAATTAGACTATiTTAAAGACTAATTGCTTGACAGTTTCTAGGGTATTTTG 
TGTTTTAGAANNNNNNNNNNNNNN 
>783 • . • . 

a7tattttatatgttatgtatatatttaggagacaaatgaacatttgtctgtatctgaa 
tcmctgtaccacccaaaaagtgtgtgccacactgcattggcctgggacataaaactggaag 
ctaaacctagtatattttccttAcatcctctgggtaccaggagtcatgtttgacagcttctct 
gcttttctgacgcatggcttccttttgttcacaattttcttactgtaagtctttcagaggtgg 
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TGAGGCTTGAGATTGCTGTTGATAGACAAGTTTTCAAGATCTATTTTCCCTTCATTCTAGGCT 

GGGGTGTCATAGAAAGTTTACCAATTTACTAGAGTGGACACTGGAGTACACTAGACCAGTTA 

GTACTCTTCACTGTCTTTGCCATGAAACTtTATAACATGGCTCTCCAGGTGTTGAATCTGGTG 

CCCTGTCACCCTGTGCTCAGGGAACACATGGGGGCAATCAGCATGTGAGGCGCAGAGGGA 

GGGCAAGCTCCCCTTGTGATATTTGAGGTATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCC 

TTATTCTCATGCTACCTCTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATAT 

TAGATGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAACTCAAGAAGCT 

CtGAAATTAATCCACCCAACAGAGAACATTACCTTCCANN 

>784 

>785 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCTGGGGTGT 
GAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCAATTTCTCCTGGATACTGA 
GGGATGACTGGATTACTGTGTGTTTGTGTGCTTG I I I I IAAGCTTCAAAAGA TTATGT GATCT 
AGGAGTTGTTAGATTTTATTATTGGTCTTAAAAGATMGCTTAGATGTGTTACTTTTTTGGAGT 
TTTAGTTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAGCAGGTAG 
AAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGN 
>786 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCA TTTAA AGGGATATCTAATGTGTTTA 
TTATTAACATMATAATGTTTTATGAAAAATGTAACCTTAG7TTTCCAAAACAAAAATGTTTAGG 
GCMGAGTMCATTATTTTACATTATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTA 
TATCTGCTTCTGCAGTTMTTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTGTC 
CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 
ATGATTTTCTTTGATACAACAACAAAACTTN 
>787 

NNNCGTCCTGGTTCTTTGAATCGATGGCTCACTCCCAGCCACTCTTGACTGACTGCC 
AGCTTAGCAGGGCGTAGCTTACCAACAAATC I I I I I I I I I I I I I AAAGCCAGACTGATTCATA 
GAAACTCCTTTACACTCTCCAGCCTCTCACCGCAAAATTACACACCCCAGTACACCAGCAGA 
GGAAACTTATAACCTCGGGAGGCAGGTCCTTCCCCTCAGTGCGGTCACATACTTCCAGAAG 
AGCGGACCAGGGCTGCTGCCAGCACCTGCCACTCAGAGCGCCTCTGTCGCTGGGACCCTT 
CAGAACTCTCTTTGCTCACAAGTTACCAAAAAAAAAAGAGCCAACATGTTGGTATTGCTGGCT 
GGTATCTTTGTGGTCCACATCGCTACTGTTATTATGCTATTTGTTAGCACCATTGCCAATGTC 
TGGTTGGTTTCCAATACGGTAGATGCATCAGTAGGTCTTTGGAAAAACTGTACCAACATTAG 
CTGCAGTGACAGCCTGTCATATGCCAGTGAAGATGCCCTCAAGACAGTGCAGGCCTTCATG 
ATTCTCTCTATCATCTTCTGTGTCATTGCCCTCCTGGTCTTCGTGTTCCAGCTCTTCACCATG 
GAGAAGGGAAACCGGTTCTTCCTCTCAGGGGCCACCACACTGGTGTGCTGGCTGTGCATTC 
TTGTGGGGGTGTCCATCTACACTAGTCATTATGCGAATCGTGATGGAACGCAGTATCACCAC 
GGCTATTCCTACATCCTGGGCTGGATCTGCTTCTGCTTCAGCTTCATCATCGGCGTTCTCTA 
TCTGGTCCTGAGAAAGAAATAAGGCCGGACGAGTTCATGGGGATCTGGGGGGTGGGGAGG 
AGGAAGCCGTTGAATCTGGGAGGGAAGTGGAGGTTGCTGTACAGGAAAAACCGAGATAGG 
GGAGGGGGGAGGGGGAAGCAAAGGGGGGAGGTCAAATCCCAAACCATTACTGAGGGGATT 
CTCTACTGCCAAGCCCCTGCCCTGGGGAGAAAGTAGTTGGCTAGTACTTTGATGCTCCCTTG 
ATGGGGTCCAGAGAGCCTCCCTGCAGCCACCAGACTTGGCCTCCAGCTGTTCTTAGTGACA 
CACACTGTCTGGGGCCCCATCAGCTGCCACAACAGCAGCCCCACTTCTGGGTCATGCACTG 
AGGTCCACAGACCTACTGCACTGAGTTAAAATAGCGGTACAAGTTCTGGCAAGAGCAGATAC 
TGTCTTTGTGCTGAATACGCTAAGCCTGGAAGCCATCCTGCCCTTCTGACCCAAAGCAAAAC 
ATCACATTCCAGTCTGAAGTGCCTACTGGGGGGCTTTGGCCTGTGAGCCATTGTCCCTCTTT 
GGAACAGATATTTAGCTCTGTGGAATTCAGTGACAAAATG GGAG GAGGAAAGAGAGTTTGTA 
AGGTCATGCTGGTGGGTTAGCTAAACCAAGAAGGAGACCTTTTCACAATGGAAAACCTGGG 
GGATGGTCAGAGCCCAGTCGAGACCTCACACACGGCTGTCCCTCATGGAGACCTCATGCCA 
TGGTCTTTGCTAGGCCTCTTGCTGAAAGCCAAGGCAGCTCTTCTGGAGTTTCTCTAAAGTCA 
CTAGTGAACAATTCGGTGGTAAAAGTACCACACAAACTATGGGATCCAAGGGGCAGTCTTGC 
AACAGTGCCATGTTAGGGTTATG 1 1 1 1 1 AGGATTCCCCTCAATGCAGTCAGTGTTTCTTTTAA 
GTATACAAGAGGAGAGAGATGGACATGGCTCATTGTAGCACAATCCTATTACTCTTCCTCTAA 
C AI I I I I G AGGAAGTTTTGTCTAATTATCAATATTGAGGATGAGGGCTCCTAGGCTCAGTGGT 
AGCTCTGGCTTAGACACCACCTGGAGTGATCACCTCTTGGGGACCCTGCCTATCCCACTTCA 
CAGGTGAGGCATGGCAATTCTGGAAGCTCATTAAAACACACATAAACCAAAACCAAACAACA 
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GGCCCTTGGGTGAAAGGTGCTATATAATTGTGAAGTATTAAGCCTACCGTATTTCAGCCATG 

ATAAGAACAGAGTGCCTGCATTCCCAGGAAAATACGAAAATCCCATGAGATAAATAAAAATAT 

AGGTGATGGGCAGATCTTTTCTTTAAAATAAAAAAGCAAAAACTCTTGTGGTACCTAGTCAGA 

TGGTAGACGAGCTGTCTGCTGCCGCAGGAGCACCTCTATACAGGACTTAGAAGTAGTATGTT 

ATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATTTTAAGCCATCTCAGATTCT 

GTCTAAAGGGG I I I I I IGGGAAGACGTTTTCTTTATCGCCCTGAGAAGATCTACCCCAGGGA 

GAATCTGAGACATCTTGCCTACTTTTCTTTATTAGCTTTCTCCTCATCCATTTCTTTTATACCTT 

TCCTTTTTGGGGAGTTGTTATGCCATGATTTTTGGTATTTATGTAAAAGGATTATTACTAATTC 

TATTTCTCTATGTTTATTCTAGTTAAGGAAATGTTGAGGGCAAGCCACCAAATTACCTAGGCT 

GAGGTTAGAGAGATTGGCCAGCAAAAACTGTGGGAAGATGAACTTTGTCATTATGATTTCAT 

TATCACATGATTATAGAAGGCTGTCTTAGTGCAAAAAACATACTTACATTTCAGACATATCCAA 

AGGGAATACTCACATTTTGTTAAGAAGTTGAACTATGACTGGAGTAAACCATGTATTCCCTTA 

TCTTTTAC I I I I I I ICTGTGACATTTATGTCTCATGTAATTTGCATTACTCTGGTGGATTGTTCT 

AGTACTGTATTGGGCTTCTTCGTTAATAGATTATTTCATATACTATAATTGTAAATATTTTGATA 

CAAATGTTTATAACTCTAGGGATATAAAAACAGATTCTGATTCCCTTGAATGTGTGAATGTTTT 

TTTCTAAAAAAAATGTGGAGAAATATGGATAATTATGACATTTATCCCTCATTAAGCTGCCTAT 

CAGTTTGATTTGGACAACTTGACATTTATTTGAGACATTAAGCTACTTTCTGGTAATATATTAG 

GCATTTCTGCAATAGCTCTTTCAGGTAACTGAATATTATTAAGCATAGTTTTATCTTGCTTTGA 

TTAAACCTCTTAGGCAAAAAATGGAACTTCATAAGCTAATACATTAGAAAGGGGTTATGATTA 

TAAATCAGAAATGCTTGTGACATTAAGAAATGAGGCACTTGTGAAATTTCTTTGAAATAGCCA 

GCTCCTCTAATGTGTCTTCAAAATATAAAGTGATTCACAAAGGCATGCATCACACCTATTTGT 

AGCAGCCCATTCATTACATAAACCAGGGCATACCTGTGTGGGCTCTGTGAGTGAAGGGAGG 

CTTCACTACTTTCTGTGAGCAGTAAGGACTGGTATCTTTCTGTGAGCAATAAGGACTGGATAA 

AGACTGCATATCCTTGTGTCGTGTCAGCACCAATACAATAAGGAGGGTTTTAATGTGAAGCA 

GGCAATCTTCCAGCCCCTTCTGGTCTTGGATGAAATAGTTGCACAGAGTATTGCACCAAAAA 

TACACAATGGAGGCTGAAAAGTTCAACATATTTTAAGTCAATTAATCAAATTGCATTGATTCTT 

GATGCTTTCTTAGAGGCCTACATGATTTCTTAGATTGCTCTGATAAACTATCATAAGGGGTCC 

ACCTCCCCTCATTTAGCTCCCCCAGGGATTTCTTTTCCCCCATGTCATACACCCAGTCCTAAA 

TCAACCCCCAAGGCTATCCTTCCATCCCTTCTGCAGAGGGAACTTTTGTCAGACTCTGCAAC 

AAACTCCTAGCTCTATCCAGAGTGTCCTCTGCTGCTAAGATTGGTATCTTTCTCCTCAAAAGC 

CTGGATGGTGAATGGGGGTGCATTAGTCAGAATTCTCCAGAGAAACAGAAAAAATAAGATTC 

GCGTGTGTGTGCAAACATATATATAAATAAATAAAAATATATTTATTNNNNNNNNNNNN 

>788 

>789 

ACTTTMTTTCTTTATAATTTGTTCAGCTATTTAAAAAGATAATCCACAATCTCCTACC 
GCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAAAAACATGGCTCATATATCTACA 
GAAGTCACAAAAATACTATAGGGCACATATACCCAGGCCTCAGCGGTGGGAAGAAAACATAC 
AACCACCGGGCAAAATGTTTGAACACTGMGACGGGAATTTTTTAGGGCCATNTCAAGACCA 
TGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGANNNNN 
>790 

NNNAAATTTTMTTGTTAAAATAACAAACTTTGCAGTGACAGAGTCTCTTTTTGGCAG 
CCATGAATAACTGTACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGG 
ACAGTGGTGATAAGAGATGGTAGGGAATGAAGTAAGTGI 1 1 1 1 1 A TGTTCCGTGTGTTATAAC 
ACCTGATTAAGAGAAAACAGAATGATGAAAATGAAAAGCGTCTTAACTGGATTCAGTTTCTCA 
CTACATAAAATACAGAAAAGTCAAGGTGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGG 
CATTCTGCGTCCTTACCGGCXmCTGTCAC^TGGATTTCXJGCCTGTTTCCTCATTGCCTCATG 
GAAATAGTTTCATATCATAGAAAGGCAAACAGGAGCTGAGCCAGTTGAAACTGAAGCCTACA 
ATCTGAGGTGGGGGGTAATCTCGAGCAGAGGTGCTAGAtGGTGAGAAAGCAAGTATGACTT 
TCGGCTGATGGGTATAGACAAGGACCTTACTATAGAGTATTCATGTGCTTCAGAGGAATAAC 
N 

>791 

ACTMTTCTTTTCCTCrrTTCCTAGAC^GATTCTAGTTTGTTGCCTTCCCTTTCCTCGG 
AAACCGCAAGTTTGTGGATGCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGC 
CAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAA 
GCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAA 
TGCTT AAAAAATATTAACAGCTTTATATCATGAAAGTTTTAACATGN 
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>792 

agGGCCGgttagaGAACTGCGCATCAGATGCGTGGccagaAAGTTCTTATATTTATGGAT 
TCGAATGACTTTTGGAAGAGTATTTCCCTCTAAAGCCAGGTAGTATTAGCTCAGAACAACATA 
ATTGTGTTGAGTTCATTCTAGGGTTTTCTTTTATATTAAGCCTGTATATAAACTTCATTATGGC 
TTGTGCTGTTACATTCCTCCCCAGCCTCCAGTAGGTAGAAGCAGTCCCTAATATAACCATGT 
AATACAGTGGTAACTTCATATCTGTTAGTTGACTGCAGCTGCATTCATGGTGAGCTGTGAATG 
TTATCTACAAAGTAGCCAGTAAAGGTTAAGTTTTAGTGTTCAGTGGTGTGGCCTTTAGCTAGC 
TACTGTG G CCTTC AG CTTC AAA A AAA AA AA AA A AAAAA AA AA A A A AA A AGT 
>793 
>794 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAGATTTTACTT 
TCAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGMTATTTTTAACATATAGCCATACT 
GTTTATTTAAATTTGTAATAATAGAAATAGAGTAATTCTACTGTTGGATTTTAATTTTTAATCAT 
ATTAMGTTTAACTGGATTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTATTAAT 
TAATTTAG G ACTTTTG GG AAAAG ATATTTCAG AAGTTC AGTGC ATATCAAAAAAG CG AACAAC 
AGAGGCTTCATCTTTTGAAAACTTCATTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAG 
AAACTGTTTTTACATCCGAGATGTGTTTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGG 
CTTCTTTAGGACATGCTAGAAGAGGAGCTTCTTAANN 
>795 

CCACGCGTCCGAAACAGAGTACATGTGATATATAGCCAAAGCTCTCTTCTCTATAAT 
ATTAGCTCTCACAGCCATTGGGGTCTTCTACCATTCAGAGCTGATAAGCAAAGATATCAGCG 
TACTGGAACACAGAACAGTGCCTTGCATACATACCTAGGACAATATCTGCCACAAGGTAGGC 
ACTCAAATATTCATTGAAGGAGTGGCAAGATGGTAACTATTCACATCAACCCCGACAGACAC 
CTTTTTGCAATGACTATAACGCGTCCTGACCAAGCCTAAAACCAATATGTGTGGTTGATTTGT 
ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCATTTCATATACCACC 
TTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGAAGCTCTCCCAAGCTCTAAATTGATT 
AATTTATTAGTTCCTAGAAGAAAGAGATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGA 
ATAGCAGTTGAAAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATT GTGTCT GTTT 
TGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAGAGAGCCATTTTTAAAA 
TTTCACATTCAATTTGTAACATTCTAGAAGACAGATTATCTTCTTTCTGTATACTGTGTGCAGT 
AGGTATTTAATAAAATATTAACAGAAATGTAAAACAGTGATTTCTCATAGG GCTAC TTATACCT 
TTGTATTTTGGTTAATGATGATMCACTTGTCAAAGGGCCCTAGGATTAACTTTTTCCCGTAA 
ACCCCCTTATTTTGTG I I 1 1 I AATAAGTTAAAGGGCCATAATTTCTTTT 
>796 
>797 
>798 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAACATTAGATA 
TGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTACATTTTCAGAAGATATTTATCCAA 
AGAA A I 1 1 1 1 1 1 1 1 1 I AATCTAAAGGAAAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTT 
TAACTGGAAAATTGATTTATGTCCTACAGTCCAT TGTGTA GTGATGTTGGATCAATCAGGTAT 
CGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 
>799 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGCTAATCTAA 
CTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTATAATGCACATCACATAATAAAAGCTT 
AAAAATGGGCTTTCACAGTTACTGTTTTCTTTTTAMTMTTGTGAGAGAGCTTTTGCATCATT 
TATTATCTAATCATGATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGT 
TTATTTTACCCMTAATACTACTTTGCCTTCWACTTAAAAATGTCCCGTGCTTAACCCTTTTG 
CTCTTTATTTTGATTTAAGCACTTGACX3CTAAAGTCCTGCTTCTGTCTTACAGAAGATTGTTGT 
GATTTAAAAAATAAAACAATCAGTACTAGAACTAGCATAAATAGTAATATCTAACATGATCATT 
TGTATTATATAGGCATATTTMGTAAAATGTGTTTCATTCCATTCAGTATTTCATAAAAGGACA 
GGCCTCTGGAAAATTAGTTTTACTCCTTAGGTTTTCTCATCCANN 
>800 

NNNCTCTATTTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAACTTACATAGCCA 
GCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATTTGTGCATGTCAGCCAGTAATT 
TCAACATACATTATAAATATGGCCAATTTTCCCAAATTCTAAATGAATGGAGATAAAATGCTAT 
ATAATAAATATGTTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAAT 
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TATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAATGCCCCCAGCA 

GCCGAGAGACCTATATTAATATCAACAGAGAAATATCACACACAGAATTAAACCACATACAGT 

AAACAAGAGCGAGGAAGTCCTGATGGATGGTAATGCTGCAACTTGGCACAGATATATTCAGT 

AGCTTCCCAGGAATACAAATCTCATGTATTAGCTGAATGTGGCAAGCTATCTCAGATTTGAAA 

GCCTAAATACTCAGA I I I I I ACTTTAGATTGAGT 

>801 

ACTGATTATTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTGTGAGTTT 
TGCATTCCAACTTGC TAATT CAACATAGATCCTAATTCCTTAAATGCTTGTAATTAGAAATTCT 
CGTGAACTGTATTGGTTTTTGTCAAGCAATCTGTTTGGGGAACTTGAGCAACTGGGGCACTG 
CTGGCTAGGGTGMGTTTATTTMTTTGTTTTTATGACATTCTTCATCTTGGAAATGGGGTTTT 
CAAATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGANNNNNNN 
>802 

CCCTTTGAGCGGCGGCCGGGCAGGTACGATAGGCATGCAATTAAAGAAGACCTGC 
CTCAAACA TTTTCT GTGTGACCTGAGGCAAGTCCTTTTATAGCTATAAACTAGGGACAATATT 
TGCTGTCATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCCTGTCGCTGTGAAAGAACT 
TAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATTTTTATCCAATTAACTTTTCA 
AAATG AAGTTATTTG CTCACTGAAACTG AAGT 
>803 

>804 

ACCTTGCACAGTGCCTTTTAMTTCATTTTGCTGGACAGTTGGCAGGCTCTTTCACTT 
GAGAGGCTATAT CTTAA CGATTTAGAATGGAGAGTTTGGCTCAAGCTCCCTGTGTGTGGTCf 
GTGCTTTCTATACTTTTATTCTTGGTATTCCAGAGTCTGGAGGCTTCT CI I I I I AAAAATTGCT 
AGGCTCCTGCCAAATGTTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAG 
GCAGATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAATTGATTAC 
CAA ATAT CCCAGTAGGGTAGAGATGCTTATATACCCCACCTCTTAAGAGAGAGGGAAGTGGA 
TGATTTTAGGGGAATAGTAAATACTTTNTATGGGAACTCACTGGGCTTGAAGAATATAACAAA 
AGCCTGGGACAAAGTCTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGNN 
>805 

ACCGGGTGGCGGCCGCCCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGG 
GGTGAAACGGGGCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 
TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTCTCTTGTAA 
TACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATAAAGGGGAGA 
GAGGCCTGCAGTGCTAACAGGAGGAGCTGGGATTCATCCTGGCTTGTTCTGATAGGTCAGT 
TAGTCTTAGAGATACCCATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCA 
TTCTTGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCTGTCCCCA 
CGTCCCACTTCAGTGAGGCATTCATGTGCACCCAGCACACTTTCTAGCTTTATTTGCCTGGA 
GGGGAAGATTCTCCAGAACCTTGTTAAGATGCACAGTGTGGTCCTTGGACTGGCAGTGTGG 
CCTCGGCAGTCCCTGGGAGCTTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTGAATCT 
AAAGCTGCATTTTA ACAA GATCCCAGCTGTTTCGTATGCACATGAAAGTTTGAGCAGCACTG 
CTCTAGAAAGTTACTTTTATCTTTACTGTGCCCACCAAAGTAATCAAACTTTGTGAAGT 
>806 

NNCTGTTTCCTGTGTGTAAAAGGACGGCACAGAAACATGGGCCATCGGTGTTTCCN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTAGGTTCACATATATAC 
ACACATATATAGATATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGTC 
TGGGAT ATAAA ATGGAATGTATGACATCCTCAAATGTCTGAATACTGTTCACTCCTATGTTTTA 
CATTTAATTTTCCAAAGCAAAACATTTCAGTTGAGGATTTTATTAGAAAATAAATAATCATTTAG 
CCATATCTAGAAACCAGAATAAACAATGGCATAAAGCCTATAGGAAAATGCAGGTCAGATTCA 
TAAATATTCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCGACCTGG 
ATTACTCCGGTCTGAACTCAGATCACGTAGGACTTTAATCGTTGAACAAACGAACCTTTAATA 
GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGTCGTAAACCCTATTGTTGATATG 
GACTCTAAATAGGATTGCGCN 
>807 

AATTCCCATGATGTCAGACCACTGGAGTTTCGAGGGGCAACACCCCATAACCGTCC 
CGCTGCAGAAGAGCATCAGACGTTCAGtAAGAATGCAAAGGGTATCTCAGTGGGAACCGCG 
GACCAGGAGAGCTCCCAAACCAACACATGGCTAGGGCTCTCTAGGCCCTTTCAGGCTAGAT 
CTTGACGAGAGAAGAGTAAAGATCTTTCTGAGGTTGGTGCAACTGAGGAAACGAAAGTTTCG 



Page 239 of 355 



WO 01/42467 



833 
Table 4 



PCT/US00/33312 



GCCTCTGCTGTCAGATCTATGAAAGGAMGAACTGTGAACTTGTCCCCTTTTGTTTTCTTTGA 
CTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACAGAAATGTCAGAAAAGT 
TGAACATCTTATGGGCACATGCGGTGAGTTACGCTAACTTATAGCATCCACTGAGATTAGCC 
GCATAGGATTCTTCCCATGTTAGAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGN 

>808 

ACTATCCCCTACCTATAAGGCATTTATAATGTGCTGGGCA TTGTG ACACTTTTCATAT 
ATTATCtCATGAMTCCTCACNMTMTTCTGMGGGTAGCTGGTATTTTTATCTCCACTTTAC 
AATTCTGAGGCTTACAGAAGTTAATTCAGTGGCCCAGGGTCACACAGTTTAC AAGTG CCACA 
TTGGTGMTATAAAGTAGCAACTTCTMG7TTCAGTCTCCCACTTCCCTAGTTATTTTCCTAAG 
GCATGAATGTCTGGGAAATAGCATGCATCAGATNTTCCACCTCTTTAAAACTCTTCAGTTCAT 
ATAATNTAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAATGTAACC 
GCAATGCACACTGCAAAACAATGCACGCTTTCTCTGTAAATT AAAA ATGCCAACCGAGCTTG 
GGAAAAGCCCATCTTTTGATATGAACCAATAGGGCAGTTTAGTTTTAGAAATAAAGAAAGTCC 
ACTGTTCCTGCNNNNNNNNNNNNNNN 
>809 

AC I I I I I I CTTTTC I I 1 1 I I 1 1 I I I II I I GGAAGAATATTGCATACCTATTAGAAAAGTC 
TTTTAACMTTAAAATTGAAMTGACTGACAAACTTACACTATTTGATTTAAATAAATAAATAAA 
TGGTCACATGATAACAATCTCCTGATTGATATGCTTTATTTAACCAGGTTCTCAAACCATTGG 
ATGTGAAMCCAAATTTTACAATGCAGAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATTA 
AACATTAAGATCGTATTTGACTAAAAATCTCTTATATACATTTCTAATACTGAA GCAA ATCGCC 
AACGTGACTGTAAATTATTTGAAAAAATCACAAATTTCAGTTAA AATTG AATAATTTTAT TATA G 
GTCTCATAATC I I I 1 1 CAGCTTAGATGGAATCAATGTGTCTTGA 1 1 1 I I ATTCTCGTTAATTTTA 
TAAGGCCTTCATCTCCTTTCGGTAAATGATTGCCCTCTCATTCCATTTAATGGTGGTTGTTAC 
ACTAGCMTCTGTGGAATTTTACATGTGGTTCGGGATTTTACAAAAANNNNN 
>810 

ACTCCATTTC I \ I I I ATTCATATTATTTCACCAAATAATATTCCACT GTGT AGATCTATC 
ACATTTCGTTTAGCAGTTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTTTTGGCTGTTAT 
GAATAATGCTGCTATGAGTCATAGAAACCATTCCTCTTACTCAAGAAACAGGTTCTCCAGAAA 
CTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATTCTCAGTATAGACCTATAGATTCACT 
TAGCTGGTGGGGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCT 
AACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 
AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCTGATTAACANAAACTAT 
CCCAAATGACTCTGCANAAACCACAATCCTGCACAAAGGTCATCACAACCTTACACAAAAAAT 
ATCTTCACAAGGACANN 

>811 ' 

ACGCGGGGAACAAACCAACATTTGAGCCAGGAATAACTAGAGAGGAACAATGGGGT 
TATTCAGAGGTTTTGTTTTCCTCTTAGTTCTGTGCCTGCTGCACCAGTCAAATACTTCCTTCAT 
TAAGCTGAATAATAATGGCTTTGAAGATATTGTCATTGTTATAGATCCTAGTGTGCCAGAAGA 
TGAAAAAATAATTGAACAAATAGAGGATATGGTGACTACAGCTTCTACGTACAGCAGCAGCA 
TTATATTGGTATAAAACAGGTATATCAAATATTAGTGAAGTGTATGGAGACACGCCAGAATGG 
ATACAAAGACAAACAGTATTACAACATAGTTTTAATGATTGT 
>812 

ACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACCCTGTGTGAT 
CCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATACAAATG CAAGG AAAAAATCATT 
TCTTTGTTTCAMGGATGCATTTCTTCCATAMGAATAATTTGTATTTATTTTTAAGGGTTTATT 
TTMCTTATACATCAGCCTATATAAAATACATTTCAAAAT GATC TGTGCTCTTTAAA TTACC AAA 
AGCAAATGTTAA 1 1 1 1 1 1 1 1 ICCCTCTAACAGATMCAAGTTTTACTCCTATGCTGATTTTTCTG 
GTGCCACTGAAGNNNNNNNNNN 
>813 

ACATGTGCATAAGAGGGMTGCTtCCCTACATTACTCCAGAATACAAAGCTTCTTTCT 
GCC7TTGTCATCCACATAATGGMGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTT 
CTCACTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTTATTCACAA 
TATCCCCAGCCTCTAGAACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATG 
AATGGATGACTGAGTCTGTGTGGGGTAATGATAGGGGTAAGGATGGGACTCTAAACTCAGG 
TTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAG AGGAGAGTTTCCTAAACTTGCCTTATG 
ATAAAAACCACCTTCAGCATTTGGTAAAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGC 
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TGMGTGGAGCTGATGAATCTGTTTTTTGTGATACTGCTGCTGCTGCGGTTTTTAACACATGC 

TTCAGGTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCNNNNNN 

>814 

>815 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAACTCCTAATATTT 
AAAAAGATGATGGAAACTTGAMTTTTATATTTMTGTTCTCATTTTTAAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAAI I I I I I IAAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCCCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGCTTTTTCCTTTCCTG C AGTG CCCTACACTGTG C ATG CCTATCAATG AAACCCTGTCC ATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>816 

NNCGCGTTGAGGCGGCTGCAGCAGTTGCGCGCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATACAAAATACAGTTAAAATAAAATGTCAACCTCCTGGAGTGATCGGTTACAGAATG 
CAGCAGATATGCCTGCTAACATGGATAAGCATGCCCTGAAAAAGTATCGTCGAGAAGCCTAT 
CATCGGGTGTTTGTGAACCGAAGTTTAGCAATGGAAMGATAAAGTGTTTTGGTTTTGATATG 
GATTATACCCTTGCTGTGTACAAGTCCCCAGAGTATGAGTCCCTTGGTTTTGAGCTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCCCCAGGAGTTGCTCAGCTTTGCTTATGATTCTACATT 
CCCTACCAGGGGACTTGTCTTTGACACACTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAACTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATCCAAATAAATTTATCCAGCGAGATGATACTGAAAGATTTTACATTCTGAACACACTATTCA 
ACCTACCAGAGACCTACCTGTTGGCCTGCCTAGTAGAI I I 1 1 1 1 ACTAATTGTCCCAGATATA 
CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCCTACCGGAGTATGTTCCAG 
GATGTAAGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 
AAATCTTGAGAAGTATGTAGTCAAAGATGGAAAACTGCCTTTGCTTCTGAGCCGGATGAAGG 
AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATACAGATAAAATTATGACTTA 
CCTGTTTGACTTCCCACATGGCCCCAAGCCTGGGAGCTCCCATCGACCATGGCAGTCCTAC 
TTTGACTTGATCTTGGTGGATGCACGGAAACCAGTC 1 1 1 1 I I GGAGAAGGCACAGTACTGCG 
TCAGGTGGATACTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCCCCTACAGCATG 
GTATCGTCTACTCAGGAGGTTCTTCTGATACGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 
GACATTTTGTATATTGGAGATCACATTTTTGGGGACATTTTAAAATCAAAGAAACGGCAAGGG 
TGGCGAACTTTTTTGGTGATTCCTGAACTCGCACAGGAGCTACATGTCTGGACTGACAAGAG 
TTCACTTTTCGAAGAACTTCAGAGCTTGGATATTTTCTTGGCTGAACTCTACAAGCATCTTGA 
CAGCAGTAGCAATGAGCGTCCAGACATCAGTTCCATCCAGAGACGTATTAAGAAAGTAACTC 
ATGACATGGACATGTGCTATGGGATGATGGGAAGCCTGTTTCGCAGTGGCTCCCGGCAGAC 
C C I 1 1 I I GCCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTCATCAACCTGCT 
GTATTACCCTTTCAGCTACCTCTTCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 
TGGAGCACACACACGTAGATATCAATGAGATGGAGTCTCCTCTTGCCACCCGGAACCGCAC 
ATCAGTGGATTTCAAAGACACTGACTACAAGGGGCACCAGCTGACACGGTCAATTAGTGAGA 
TTAAACCTCCCAACCTCTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 
GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAACCAAAACCCGAAGCACCC 
ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTAGGGTTCTACTCG 
GGGGAGGGAGGGGGCTCCATGAAAGGTAGGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 
GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 
TGTATTAGAAGAAAATAAGGGTAAAATGAGGCTGAACTGGATGTATATGGCTCCACTGTGGC 
7TGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 
GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTA7TAC 
TCCMGGTCCAACTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 
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TCCATGATCAAATGTAGTCTCTGTTAAGGTGMGTTlTCTTTTATAAGCCTTTAATTCATCCTC 

AGTGACTCTGGCAAGGCTGGTTCTCTATCACTGGCTTTGCACAGAAGTATG CTCT ACTTGCG 

TTGCTTTAGGGCAGGATTCTATTTTGAGGGAAMGACAGTATCCTTATTACCTTTTGTTTGTTT 

AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATCTGTGATAAATCTATAG 

AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 

CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGCTACCCAATT 

CCAGATTTCTTTGTCCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 

AAGAGGGCTCTGTAAGCCAGAACCTTACTAAAGTAGAGGGCACAATCAGTGTGAATAAATTC 

ACTTCAGAATCTCAAGTCAAGGCCAGGCACGGCGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGACAGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTTACCAACATG 

GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 

CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 

CAGTGAGCCAGGATTGTGCCATTGCACTCCAGCCTGGGC AACA AGAACAAAACTCCATCTC 

AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACCTCTTGTTTTAAACAAGAATGA ATCA TTA 

CTGTGTATGTTAGGGTATTAAAACTGTTTCACCAGTACAGTGAMGTTGTTTCAACATTTTAAA 

CAAACAGTGGTTATAGACTCTTTCTTTAACCATTGTATATTTTCTTCCATTCTTGTCATTGGTC 

AATAGGGGAGGGTAGATTAGCTGCTCCAGAATTCAATAAAGTGTAATATTTCTAACGGTGAC 

TTTGACCTATTCTGTAGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTG 

ACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTCTAACATGAT 

TATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGATTTTTGGAACAGGACTGTG 

AAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGG 

ATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 

CATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 

CAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAGAATGTGTGGTCATCCTAGTTACTAA 

TTACTCTCACTCMGATGGAGATGTTGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAA 

ATAATTTATGAGTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 

>817 

ACATGTAATAGACACTATGCTACAGCAAA AGCTTT TC TTATT GTCTTTAAAATTT TCCT 
GGGTGCATAAAACTATGTNGGTAACTCTTTCCCAA 1 1 1 1 I AACTTTTACATTACAAGTCATTTT 
CAGAGTAAAAAGTCATTTAACAAAGGCAGATAGAAAGGCCTCAAATCCCTGAG GACCA AAAA 
TCCCAACACATTTTCAAAAGGGAGAAAATTTCTTTAM CTTCA TGGGAAAAGTATTTTTAACAT 
AATAGAGAGGCTTTATGCAGTCTTTGACAAGATGATACTTTTGGAATAGAACAAGAAGAGGA 
AAATATTTCATATTATAATATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATCTCTG 
ATGANNNNNNNN 
>818 
>819 

NNCGCGTTGAGGCGGCTGCAGCAGTTGCGCGCTGGGATTGTTGCGGTGCGCTGGA 
GCCGAATACAAAATACAGTTAAAATAAAATGTCAACCTCCTGGAGTGATCGGTTACAGAATG 
CAGCAGATATGCCTGCTAACATGGATAAGCATGCCCTGAAAAAGTAT CGTC G AGAAG CCTAT 
CATCGGGTGTTTGTGMCCGAAGTTTAGCAATGGAAAAGATAAAGTG TTTT GGTTTTGATATG 
"GATTATACCCTTGCTGTGTACAAGTCCCCAGAGTATGAGTCCCTTGGTTTTGAGCTTACTGT 
GGAGAGATTAGTTTCTATTGGCTATCCCCAGGAGTTGCTCAGCTTTGCTTATGATTCTACATT 
CCCTACCAGGGGACTTGTCTTTGACACACTGTATGGAAATCTTTTGAAAGTCGATGCCTATG 
GAAACCTCTTGGTCTGTGCACATGGATTTAACTTTATAAGGGGACCAGAAACTAGAGAACAG 
TATCCAAATAMTTTATCCAGCGAGATGATACTGAAAGATTTTACATTCTGAACACACTATTCA 

acctaccagagacctacctgttggcctgcctagtag ai nrm i a ctaattgtcccagatata 

CCAGTTGTGAAACAGGATTTAAAGATGGGGACCTCTTCATGTCCTACCGGAGTATGTTCCAG 

GATGTAAGAGATGCTGTTGACTGGGTTCATTACAAGGGCTCCCTTAAGGAAAAGACAGTTGA 

AAATCTTGAGAAGTATGTAGTCAAAGATGG AAAACTGGCTTTGCTTCTGAGCCGG ATGAAGG 

AAGTAGGGAAAGTATTTCTTGCTACCAACAGTGACTATAAATATACAGATAAAATTATGACTTA 

CCTGTTTG ACTTCCCACATGGCCCCAAGCCTGGGAGCTCCCATCG ACCATGGCAGTCCTAC 

trTGACTTGATCTTGGTGGATGCACGGAAACCACTCTTTTTTGGAGAAGGCACAGTACTGGG 

TCAGGTGGATACTAAAACTGGCAAGCTGAAAATTGGTACCTACACAGGGCCCCTACAGCATG 

GTATCGTCTACTCAGGAGGTTCfTCTGATACGATCTGTGACCTGTTGGGAGCCAAGGGAAAA 

GACATTTTGTATATTGGAGATCACATTTTTGGGGAGATTTTAAAATCAAAGAAACGGCAAGGG 

TGGCGAAC I I I I I I GGTGATTCCTGAACTCGCACAGGAGCTACATGTCTGGACTGACAAGAG 
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TTCACTTTTCGAAGAACTTCAGAGCTTGGATATTTTGTTGGCTGAACTCTACAAGCATCTTGA 
CAGCAGTAGCAATGAGCGTCCAGACATCAGTTCCATCCAGAGACGTATTAAGAAAGTAACTC 
ATGACATGGACATGTGCTATGGGATGATGGGAAGCCTGTTTCGCAGTGGCTCCCGGCAGAC 
CCI 1 1 1 IGCCAGTCAAGTGATGCGTTATGCTGACCTCTATGCAGCATCTTTGATCAACCTGCT 
GTATTACCCTTTCAGCTACCTCTTCAGGGCTGCCCATGTCTTGATGCCTCATGAATCAACGG 
TGGAGCACACACACGTAGATATCAATGAGATGGAGTCTCCTCTTGCCACCCGGAACCGCAC 
ATCAGTGGATTTCAAAGACACTGACTACAAGCGGCACCAGCTGACACGGTCAATTAGTGAGA 
TTAAACCTCCCAACCTCTTCCCACTGGCCCCCCAGGAAATTACACACTGCCATGACGAAGAT 
GATGATGAAGAGGAGGAGGAGGAGGAAGAATAAGGAGGAAAACCAAAACCCCAAGCACCC 
ATTAAACAAGTCCTGGCAGGACTCACAGGAACAAACGAGGTCCCTGTTAGGGTTCTACTCG 
GGGGAGGGAGGGGGCTCCATGAAAGGTACGTCTGAAAAGTTTCTGAAGATTTTATTATCATA 
GATACTTGTTTTGGTTTTGTGTATCTGTACTCTCTGCAGATGGTCCAAAATTGTAATGGAGTC 
TGTATTAGAAGAAAATAAGGGTAAAATCAGGCTGAACTGCATGTATATGGCTCCACTGTGGC 
TTGTGACACTTTTAAAATCATCCGTATGTCAGTGTATCTGGATACACGAGGAAAAGGAAAGA 
GTCTCAGAGTGGAACAAAGAGTGGGAAGAGGTGATCTGTAATGTTACAAATTGTGCTATTAC 
TCCAAGGTCCAACTTTTCCAGTGCATTACATGGTATTGTATATCAGTGGAGAAATGTATTATT 
TCCATGATCAAATGTAGTCTCTGTTMGGTCAAGTTTTCTTTTATAAGCCTTTAATTCATCCTC 
AGTGACTCTGGCAAGGCTGCTTCTCTATCACTGGCTTTGCACAGAAGTATGCTCTACTTGCG 
TTGCTTTAGGGCAGGATTCTATTTTGAGGGAAAAGACAGTATCCTTATTACCTTTTGTTTGTTT 
AATAGCACAAATGCTTATTTGTTATCCAAAAACAACCTCCTTCTTATCTGTGATAAATCTATAG 
AAAGAATTTAGCTGCAAGTGGACAAAGGAACAAGCCCCCAGAAAAGAAAGGGAAGAACTGC 
CTTCTTATACTACAGAACATGCATTAGTGTGGGCTATATAGCTGTGGCTCATGCTACCCAATT 
CCAGATTTCTTTGTCCTCTAAGAGTTGATTGCTGTATATTAAAATTGAACATCAGAGGATGGG 
AAGAGGGCTCTGTAAGCCAGAACCTTACTAAAGTAGAGGGCACAATCAGTGTGAATAAATTC 
ACTTCAGAATCTCAAGTCAAGGCCAGGCACGGCGGCTCACGCCTGTAATCCCAGCACTTTG 
GGAGGCCGAGACAGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTTACCAACATG 
GAGAAACCCCATCTCTACTAAAAATACAAAATTACCTGGGCGTGGTGGTGCATGCCTGTAAT 
CCCATCATCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTG 
CAGTGAGCCAGGATTGTGCCATTGCACTCCAGCCTGGGCAACAAGAACAAAACTCCATCTC 
AAAAAATAAAAATCCCAATCCCAAGTCGAAATCACCTCTTGTTTTAAACAAGAATGA ATCA TTA 
CTGTGTATGTTAGGGTATTAAMCTGTTTCACCAGTACAGTGAMGTTGTTTCAACATTTTAAA 
CAAACAGTGGTTATAGACTCTTTCTTTAAGCATTGTATATTTTCTTCCATTCTTGTCATTGGTC 
AATAGGGGAGGGTAGATTAGCTGCTCCAGAATTCAATAAAGTGTAATATTTCTAACGGTGAC 
TTTGACCTATTCTGTAGTACMCTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTG 
ACATCAGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTCTAACATGAT 
TATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAAAGATTTTTGGAACAGGACTGTG 
AAGTGAGGCTTTTTAAAAAATTATTTTATAAGCAGAGAACACAGCCTGATAACTTAGTCAAGG 
ATATACTGTCTGTCTCACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATA 
CATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATCAGGTCAGAAATG 
CAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAGAATGTGTGGTCATCCTAGTTACTAA 
TTACTCTCACtCAAGATGGAGATGTTGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAA 
, ATAATTTATGAGTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCNNNN 
>820 

ACTAGAATTAGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTCACTTGTTT 
TCTCTTAATTCTCCAAGAAGTAATCAGGTGAATAAAGAATCATCATCAGATAATATTCTCCAAG 
ATTCTTTAAGAAATTAATTTTTATCTACTCTTAAATGATTGCACAATTATAGGATAGAAATTACT 
ATCTTGTGCTCTAATTCAAATTGCTCTTAATGATCCTAGAGAGAAATGAATTACTAGAGATAAA 
AGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTTAAC 
>821 

NNNNNNNAGTAGAGACGAGGTCTCGCCATGTGGCCCTGGCTGGTCTCGAACTCCA 
GAGCTCAAATGATCCACCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGAAATGAGCCAC 
CACACCTGGCCTGATTGTTTTTAAATGGCAGCAAGAACAGGGTTGGAGAGCAAGGGCAAAT 
CACACAGTATGTGGCATATTCAGAATTGGTTGTGAGTTTCCAGTAGAAAGCACTGAGAATAT 
CCATAGGGCAAAATGGAATAGTAATAATCCTCATTTGCCTTTGCCTTTGTACTGGAAACCAGA 
CCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTGCCACAGCGGATTTCAAAAAGACAAA 
GCAATGCAAGCCACGTGTTCAAAATGCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAG 
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ACCAGGCTAATTAGTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAG 

CCTACCACTGCTTGGCCTCAGTG TGAAT TTAGACCCCATCTTCTGATAT TTCA GGAGAAAGTA 

AAAATCTAGA 1 1 I 1 I ATCTAAAATCTTTTTMTTTTTAAACAGTCACCTGATTTTAACGAAATAC 

TATGTGTGCACAATGGAACTGTCTACGGGAATGATCTAGTCCAGAGGATACCAGGTTCCTCA 

CAATGTCTTATAAAGTTGTTTAACCCATAGTACCTGCCCGGGCGGCCGCTGCCACCGCGGT 

GGA 

>822 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTCCCACTTG 
ATACTG AAACACGTTTGTGAATTCATGGGCG ATGTCTAACTTCCCTCACCACCTTTCCGATAT 
GGACAGTTCfCATGCCCAGAAGCAAAACCTTCTTTATTGTGCCTGTCCTCCCTTGACTGTCAT 
GCATATAATCAGCATCTTTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGC 
ACCCCTTAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTGTGTCAT 
TTG 
>823 

AACACATTTTGATATATCAAGAAAATAAATGGAAATGGGGGTGATAATTTATATTTGT 
AATTTACAAATCAAACATCTATCATACACTTACTATGTACGCGGGGAGAGAAAGAGGCAACTA 
CATTGCCTGGAGGAAGCCTAAGGAACCCAGGCATCCAGCTGCCCACGCCTGAGTCCAAGAT 
TCTTCCCAGGAACACAAACGTAGGAGACCCACGCTCCTGGAAGCACCAGCCTTTATCTCTTC 
ACCTTCAAGTCCCCTTTCTCAAGAATCCTCTGTTCTTTGCCCTCTAAAGTCTTGGTACATCTA 
GGACCCAGGCATCTTGCTTTCCAGCCACAAAGAGACAGATGAAGATGCAGAAAGGAAATGT 
TCTCCTTATGTTTGGTCTACTATTGCATTTAGAAGCTGCAACAAATTCCAATGAGACTAGCAC 
CTCTGCCAACACTGGAtCCAGTGTGATCTCCAGTGGAGCCAGCACAGCCACCAACTCTGGG 
TCCAGTGTGACCTCCAGTGGGGTCAGCACAGCCACCATCTCAGGGTCCAGCGTGACCTCCA 
ATGGGGTCAGCATAGTCACCAACTGTGAGTTCCATACAACCTCCAGTGGGATCAGCACAGC 
CACCAACTCTGAGTTCAGCACAGCGTCCAGTGGGATCAGCATAGCCACCAACTCTGAGTCC 
AGCACAACCTCCAGTGGGGCCAGCACAGCCACCAACTCTGAGTCCAGCACACCCTCCAGTG 
GGGCCAGCACAGTCACCAACTCTGACTCCAGCACAACCTCCAGTGGGGCTAGCACAGCCAC 
CAACTCTGACTCCAGCACAACCTGCAGTGAGGCCAGCACAGCCACCAACTCTGAGTCCAGC 
ACGACCTCCAGTGGGGCCGGCACAGCCACCAACTCTGAGTCCAGCACAGTGTCCAGTGGG 
ATCAGCACAGTCACCAATTCTGAGTCCAGCACACCCTCCAGTGGGGCCAACACAGCCACCA 
ACTCTGAGTCCAGTACGACCTCCAGTGGGGCCAACACAGCCACCAACTCTGACTCCAGCAC 
AACCTCCAGTGGGGCCAGCACAGCCACCAACTCTGAGTCCAGCACGACCTCCAGTGGGGC 
CAGCACAGCCACCAACTCTGAGTCCAGCACAACCTCCAGTGGGGCCAGCACAGCCACCAAC 
TCTGGGTCCAGCACGACCTCCAGTGGGACCAGCACAGCCACCAACTCTGAGTCCAGCACAG 
TGTCCAGTGGGGCCAGCACAGCCACCACCTCTGAGTCCAGCACGACCTCCAGTGGGGCCA 
GCACAGCCACCAACTCTGAGTCCAGCACAGTGTCCAGTGGGGCCAGCACTGCCACCAATTC 
TGAGTCCAGCACAACCTCCAGTGGGGCCAACACAGCCACCAACTCTGGGTCCAGTGTGACC 
TCTGCAGGCTCTGGAACAGCAGCTCTGACTGGAATGCACACAACTTCCCATAGTGCATCTAC 
TGCAGTGAGTGAGGCGAAGCCTGGTGGGTCCCTGGTGCCGTGGGAAATCTTCCTCATCACC 
GTGGTCTCN 
>824 

ACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAATCAATGATAA 
TGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGGAGATATTAGATGATGACATC 
TAAGTATTAAAATAAGGAGATATTAAATGATGACTCCTAGAAATGAACCTGAATAAGGACTAC 
CGCAATGTGTGTGGTGTGGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATT 
TTCTTGCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCCAACCCAG 
CAGACCATAGGGTCCATCAGGTTACCCCACAGACACACTTTATTTCCTAAGGGCTGGCCAAG 
GCTCCCATAGAGGCGCTGTGTCAGTGAAGATGTACGACTACCTGTTGGGAAGGACAAAGGG 
GATGAGGCTCCAGAGAGAGTTGGCTGCCACAGCCTCTGCCAAGCTTTGTCTTTGGGGGCTT 
GCTGGAGAAACCTGGGCCTACGG AAGGTACG ACACCACTGGG AGGGTTGTGTAGGTGCCA , 
GGGGACCATCGTGGTTCTCTAGGGCGGTGTGGAAATTGGGTCTTGGGCTGGGTGGCATCT 
GGCAGTCATGGATAACACTTGCTTTTGGAGtTAATGTGGCCATGTGATTCCAAGTGTCATGTT 
GCTTTGTGGCAAGATTGTTGTGTGACTTG I 1 1 1 1 1 I GTTTTTGTTTTTGG I 1 1 I I I A AAGGAAA 
CTATTTGTGGGCTATAGGAAACTTTCTGATGCCTCCGGATTGTGTTAATAATAN 
>825 

GTCCGGTTGAATAGATTAG I I 1 1 I CTCAGTAACTTACTATCCAGCAGACTGGCTTTCC 
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TGAGACTTGAGGTTGTGGGTTATACTGGAATG AGACCACTGTACGTGTAGGTGGTTCAGATC 

CTGCGTMTGGCAGCATGAGGACTTAAAAGGTGGTTTTCATTTTGAAGATGGCTATGTAGCT 

TGTAAGGTGTATCACAGCAGTACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGT 

GAGAT CAATGGTAAACTGTGCAAGCTTTCTTTTTATCATTAGGAAATGTGAAACGTTGGACAA 

ATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAACAAAAAAGGGTGG 

CTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGAAAGGTGGTCTGTGG 

ATCTGTCTGAATAGAAAGAGCACAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTG 

CTTGTCTCATGTGTATGATGTGC I I I I I AAATCATGCCCCTCGTTGCCTGCCTAATCTGTGAC 

TCCCTAAAAACTAACTGGGCCCATGTAGATGGGGCTGCAACCAGAGCTGAATAACATGTTAG 

GCTCACACATGCATCAGCACTGCACACTGGAATCATTGCTCTTCCTGGACTTTGTAGAAATC 

AGTCTCAAGTGCTTCAAGAGTCTGGCTCCTGCTACTTTTATCTGTCAGGTAGCACATAAGGTT 

TGCAGGGTTTATATTTTGTATAGAATCACAGTTGTGGAGAAAAAGTAATAATTTCTCAATGAAT 

TTTAAAMTGGGCCTATTTTCTATCCCCGTGGTTCATCTGATATAATTAGTGTTCCCTGTGAAT 

TCCCCCCCTCTATGGGAAGGATGCCTTTACTCTTTATCAGTAATAAATTATGACTGTTTTCATA 

TTGCCTTAGGGTTATTTCCCTGTGTAAACCATTGTCTTTTGTTTTGGTTTTCTTTAGCATTATG 

AAGCTTTGGTATTGTACAAGGTCAGTAGTAAGATGCTCACTAGTCTCAGGGCTTGTGTAATAT 

TCTGGGAGGTCATTTAAATGCCAGAAATGGTCAAGCAATTATACACAGTATTTATGACTCTGT 

TAAGCATACCGTTTGTCTGTCACAT TAGTA GATTCTGAGATTAAAAAAAATTTTTAAAGAGTGA 

TCATTTAAATMTTTCTAAAAGGGTCTTTTCAAGCTCTAACAAAGTCACTAACAAATGCATTAT 

TTTCTACAGAATTAGATGTTAGTAGTACAGTACTGCATATTCAGGGAAAAAGTGTGAGGAATT 

GATTTCAAAATAGTTCGTTCTTGTGTTTGACCTMGAATGATTGTCGCATGMGTGTTTGTTTT 

TACAGTTTAGCATATATAAACAAACATGATAGGATTCCTTAAGATGTTACCACCCAGGGGGCC 

ACAAGCCAGCCTGCTGTCTCAGGAAGCTGTAGAAGGAGTGTTTGTCAATTTCTTGTCACTGG 

TTTGCTGACTTACTGAGGATTAATTGTTGCCTTACAATGTTACTGAAATAAACTGTTTAATATA 

AAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCTAGAGG 

ATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCACCTAAANNNN 

N 

>826 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAACTGTTTCCA 
GAGCTCAATAAGGTACGC GGGAA AGTCAACTCA6TTACCTCTGTTTGGTGTGTGTATCACTT 
GCAGATGCTGTCTACCACCTTTTCAGTGACATCCTAGAAGCTTCTCTATTACCACAGTAACTG 
GCTAACTAGATATGATCTTTCCCTAATTTTCATGAGCATCI 1 1 1 1 I CTGATATAAACCAGGGAG 
GGAAAATAACAAAGTTGCTTCACTCTGAAGGAGTATTCTCCTCTAGTACCNN 
>827 

ACATATATGAAAAGCCAACATTCTAAAGTAGAGGTTCACTTAAI I I I I 1 1 1 I I 1 1 ICAA 
GAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTAGGGGATGTAAGGATTACAGAA 
ACATCGTATTTTTTAACATATAGTATTTTTTGMTATGATTTGAATTAATATAGAAAAGTGCATT 
TTTTCCAGTTTTTTTAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGG 
GAAGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGAGGCANN 
>828 

NAGCTGTTTCCTGTGTGTAAAACGACGGCACAGATGCCGTCTCCGTCGCCGCTCCC 
TCCTGTGAGGGATACCACCGCAATTCGCCCTTATCGTGGCCGCGGCCTATGTACAAACAAG 
CTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTACCCAATTAACCACCCTAGCCCAGGAC 
GTTTTGCTTTATCACATGTTCACAGTTTGCTATTCTTTGTTCAATCTTGTAACTGACTGCAACT 
GCTTCTGTGGGTCTCTGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTA 
TCTTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGGGGAGTTTTTC 
CCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATCTCCCCATTGCCACTACACCACC 
TCCAGATGAGTCTTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTAI I I I 1 1 ICTGATTAT 
CATCCAGTTTTATATATTCATATCTGTGTGCTTTGATAATTATATATACATAC I 1 1 1 1 I GATATT 
ATTTACTTATTCTTTACATTGAAAAGGAACTTGCTCTGTAATCTACATTCCCTTTCCTCCTACA 
I 1 1 1 1 1 1 IAGTTTTCTTCATTTGGTTTCTAATTGAAACTAGAGGTAGACTGACTGTAAATAGAA 
AGTAGTTTCAGCTTCAGGACCTTTAATTTCTGAGGCTCCTTCCAATGTTCTGGACCTAATTTC 
GAATTTGCAGTATGTN 
>829 

NNNNCGAGGTCGACGGTATCATAAG 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 GTTTAAAATCATTT 
ATTATTATCAGGAGTGCCTTTTAGGTGGACCGCTCTGTATGACTCTCATGCTTCAAAACTATT 
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TTTTATTCAAGTGACTTACAATGGCCCTAGGAAACAAGTTCTGTTATTATCCCCCATTTTAAAA 

TGATGAAAATGGACAAAGCAAAAGCAAGCAACTTAACCAATACCCCATGGCCTCACAGCCTT 

TAGAATAGTCATATTATATAAATATGGCAATAACAATGCACTGAAAATGTCTCCAAAACAAACT 

CTACATTTTAAAAAATGTATAACAGGAATGTAAGGAAGGGGTCTTACTTCTCTGATTCAGGGA 

GTGCGAAATCCCTTAAACTCATATCAGACCTGfGATGAACAAACTCACACTAAGTTTTAAAAA 

CTGCTTAATTTACTTTATCATGACTAGTMTATATMGAATTTTGTATATACTTTATTAAAAATA 

ACTTTGGAAAACTA I I I I I GCCTGATCAGCAATAAAACTACTGATAAGATAAGCTGGTTATCA 

AATAATTCCCTAGTGTTAATCTGGCAAATAATTGTTATAACCCAATCTTGTGAATTGAAGACAG 

GCACATTATAGATAATCAAAAATATTAGAAACACATTTAAAATG TCCAT ATGTTTAGTATAAAT 

AGAAAATTCATTGACTAAAATAAGTCATGAAACATGGACTGGAATTTTGTGAGCTATTAAGTTT 

CATTTTGTTTTACTGTTTTAAAATTTAAATAGTTTGGCTCATTTCTACATTT GTTA AAATTGTAA 

TCTTAAAATATTAAAAAAATAACTTTACAAACACACAGATATGACTAGCCATTTTATCTAAGTTA 

TAAAATAGTTACCCCAGGGAGCCTTCAAGATCCCTATATTTTAAAGCTTATTTCAAAAACCAT 

CACTACTTCACA I I I I I AAACTGCATCCTTGCATTACAGAACTGTAAATGTGTTGTCATACAGT 

AAATATCCACATCCCAATTCTAATTACACCATTCTTGTTGTTAACACAGAGCACTGCTTCTAAT 

AAAAGCATGGCATAGTTCTACAGTTTCAATGGCAAAATTAAAGG I I 1 I I I I I GTTGAAGAGAT 

AATGAAGCAATCACCAAGATATTTGAAACAACAAAGTTAACATTACAATGATTTCAAGAAAAA 

CTAAGAATATATACACTTACATAAAACAAAAAAAAGGAATAATTCACTTTATGAGAGAAGAAAA 

GAGAGACAGATTTTTAAAATATTTGGATTCTTTAGCCCATATGGAAATTAAAAAAAAAAAAAAA 

ACTGGAGAGAGAAACAGAAAGAGACAGAGAGAAAGAGAGAGATGCTACTTGACATTTTAAAG 

ACCAAAAACTTGCAGTAGTAAAAATACATTCTGAAAGTATTTTAAAACTTAAATTTCACTGGCA 

AAAGTAGGTAACAGGGGAGACACAGATTCAGTGCCCCGCGTCTATACAAAGCACCTTTTGG 

CCACATTCCTGTCCTGGAGACCAGCCAATGTCAACTGATCTATGAATCTGTTATTGCTTGTGA 

GT 

>830 

NNNNCGCGGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGAACGCTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGCATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGCGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGATTAACGTATCTCCTCACTG 
AGAGCTCAAAGCTCATGATTTCTGAACTGGATTTCCAAGACTCTGTTTTTGTTCTGGGATTCT 
CTGAAGAATTAAACAAATTGTTGCTTCAGCTTTATCTGGACAACAGAAAAGAGATCAGAACGA 
TTCTGAGTGAATTGGCACCAAGCCTTCCCAGTTATCATAACCTTGAATGGCGACTAGATGTA 
CAGCTTGCAAGTAGAAGTCTCAGGCAACAGATTAAACCAGCAGTGACTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACCAAAGTTCTGCAGACAGACCCAGCCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAGCATTGGAAGAGATGAAGACAAACCACTGTAGGAGAGTTGTT 
CGCAACATCAAGTAGTACCAGTTTTMGGTTTTMTTCATTTGAATCACTTATGAATTGATGAT 
ATACAGCAATTACTTTTCAAAATTAATTTTTTATTAATTCATGATGATAAATACATAGTATTCCT 
CAGTATCTATTCCAAGATACTGAGGTCATAATCAGAAGCTAAGCTGGGTGCAGTGGCTCATG 
CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 
CCTTCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATATAAAAAATTAGCCAGGTGTG 
GTGGCACGCATCTATCAGAGTCCCAGCTAGTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 
AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 
AATCAGAAGCTAAAGTAAAGTTCCTTTCCTGGTGCTAACTGTGGTCTTCTTGACACAT TAAGA 
TGTATTTTGTATTTTAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATTTT 
GTATTTTAAATACATAAATAGGATTGAATCAACTAGAAATGAATCTATATGTTCTGTATATATG 
MTGACTATCTTGTTTTTGCTACTTCTTTTGACTGCTT^ 

AAATTTGAAAATAAAATTCACAATGTAATACTACTACTATGCAGAATTTTGTAAACAGTTCAGT 

ATTTTTGACTTTTAAAAACACCCCACAGTGTTAATAGCCACAGAATATTGAACATCAATAGGAT 

TTTTMTGCTATATTGTTATAGGCAGTTTATTCATTTTTCTTTGTATATGAAGATGATAAGTATC 

ATATTGCCTAAGTTTGAGTGATCATGGTTMTTAATTGGCTTAAATAGTAGTCAAATTTGTGTG 

GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCACCATACCCAAAGCATCTAGGAGACAC 

TCTGTCATTTACATTTACAMTMTGGATGCAGAGAMTATMTCMTTGTTGATTGTCCTGGA 

TACAAAmTAGTCACTTrrTATMmGMTAAACTAfGATGAGGGAAGGMGGCCATGTTTA 

TTACATTATAGGCAACTATCCCTTCTCAAAACATAACTTGATTTATGTTTTGTTTTAI I I I HAG 
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TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCCAAGACCTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAACTCTAAACTGCGCTCTAGACTTTGTCAATACTTTGCTTCGTAAG 

AATTAGGGATTTTCATATCAGAGTGATACCATGTTGCAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTACCCATTGGTCCCTGCAG 

GCATCTGGGCCACCCTTTTCCTGTAGGTATATATTGTGCCGTTGTGAAACAACTATATTATTA 

GATGTCAGCAAACTATAATCAGMATAATTTTTAATTATAGTGGCAACTTGATTAATGAAGCTC 

TCATATACAACCTCACAAACAAAAAGAAACTTTATTACGTGAAATAGTAGCATATGTCATTGG 

GTTTAAAAGCAACATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CC ACCTTCG ATG G AAG GTAA AC ATGG CTG ATCCC AGCC AAG ATG AA AC AATAGCCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

C ATGTG CTAATCCTTTTTTA A I II I I ATCAACCTGCCTTGGCCTCCTTTCACTGTACTCCATTA 

TTCCTTCTGTGATGTTCTACCTTCTTCACCTTTTGAGACCAGGGTGAGTTGGGAGCAGTTTG 

CCTACCTTCTTTTAGMTCTGGGGCTTATCTTTTAGTACAAGCCATTGAATAAGCCTCTTCCTT 

1 1 1 1 1 1 GCTCAMCATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCAGT 

ATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACtATCTAAATTTCTACTGAAG 

CTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGACTTAAATGT 

CATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTTAAATGTTT 

CACAAAATGTCMCAAGCTTGTTTTGTTATTGATATTTCCGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGCTATAAGAAGATGCTGTATCTTGAGAATTGAAAAATGA 

GAATCTGACATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGCATGTGTAGGAGCCA 

TTAAMTTCATAACAGTATGTGCCCCTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTCCTTGATA 

AATTCTCAAAGCC I I I I I I 1 1 IGTTCATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

ACTCGTAAGGACTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAACTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATTTTTTAAAAAAAAAAACCCCCCCCCCCTC 

CCCGGGACGNNNNNNNNNNN 

>831 

ACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTT 
GCTTGTTGMGGGTTAGTTATCTAGTTTCCTCCTTTT C I M i l I GGAATTTGGTCTTTTAAGGT 
CTTGATAATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTA 
CTTMTTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACT 
CTCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAACAGCTG I 1 1 1 1 
GCACTCTN 
>832 

ACCCTAGGCAGGGACAGTCAAGAAAACTTCATGGATCTGTAGTGTAAAGCTAGGGA 
GAAAGAGGAAGAGATCCTGTTTGAATTTCTGTAACTAGCGTATCTCCAGATAATGCATGAACA 
GCCAGTAAAGATGAACGCAGATTATTGATGGAAAGAACACACATGGAGAAGAGAAAAAGCAA 
GTCCACAGAGCTTTTTAACATACACTCCCTCACCCCTACCCCCAGCTTAGAAGGGCAGGAAC 
CTGCTGTCCAAAACAGGAAATATAGGAAATACCAGCfGAGAAACTATCCACTTGACGTCCAT 
GAGCCCAGCTGCCCCTCTCACCTCAGTCCTATTTTAAGTGAGTGACACACAGTCATGCTTTC 
CTTTTCTGCACCTGAAGGAGTGATGTCACTGCAGACTGAGTGCTTATTAGAGGTGATGATAG 
AGTTATTlTTAGACCTGGGMTGGTGTAA^CAlTTTGCCTCAGCCTAATCATTGGATCCTTC 
AAGGAAATGGATATTCTGATGGACATCCCAGCGGGTGTCCTATCAAATGGAACCTTAGCTCT 
CAGGCAACTTGTTAGTTTGAAGGGAGTGAGAATGAGGCCAAGAATGACTCCTGGCTCCTCCA 
CTCTGCCATCACAGGCTGAGGCAGAGCGTGCCACATCAGAATGCCCCCCCCGTGCCAGTGG 
AAGTGATCTCTMGTAAAACTATTCCTGCCCTCTCTAGCCTACTTTCTCTGGTCCGCGN 
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- >Q33 

AC I I 1 1 I 1 1 I I I I I 1 1 I I I I I I I I I I I GGGTCAAGTAGAAATCAAACAGTCCTAATGGA 
GTTCATATCTTATGGCATTATAG AAAG G CTTAGTTATG AAACTATCTTGTTATTGTTACTATTA 
CATTGCCTGGCTCATATATATAMGCATTTAGAGAGACTGTTCCAATAACTCTCATTTAATTG 
GTGAAAAAATTAAATATTGGTTTAGATACTTACCTAAATATTACTAGTT AAATTC AAAGTAAAT 
GAGTCTGTATCTTTAAAACTACtTGGCAGTAA TMTT TTTAAMGTAGATTTTTATTGCTTTTCT 
TGAACTAACTAGTGTTCATACAACACAGGTAGTTTTA TTTG TGCCTGGAATTA AGGAG TGAGA 
CACATTTGTAMATGTTCACAATCAAGGCCTGTCCCATTTTMAATCTCACAAGTTTTTCTTCA 
TGATTAACACAATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGT TCAAT CT GTGCT C 
TAGTAAATATMCTTGTGAGGAAAMGTAAAAAGGTCAAGAGTCTMTTCATnTCAGTTTTTA 
AAACTATANNNN NNN 
>834 

ACI I I I I I I I I I I I I I I I I I I I I I I I I IGGI I I I I I I ATCTGACCACTTCCAGGAACAAA 
GCCAGG GCTCTCTGG G C ACCTG AGTATCC ATTCTCTTTGTATC ATCC ATTCC ATGTCC AG AA 
CACATTCACATCCATGCTTATAGTTCCTCATTGCCTGAAGCCTGCTGGGTGGGGCATAGTAT 
GAATACTTGCCCTCATCATCCCCATTTCACAGATGCATAAACAGAGGCCAGTCAGTATGCCT 
GCAGACTGTGGATAGAGCCCGAAGCCTCAGGTTAGGCAGCT TGCAT CCAGCTGTGAGTCCC 
AGCTAGGGGAACTGAGTCAGCCTCCATCACTCCGTGTGTCGGTTTTCTGACCTCTCAGGTG 
GGTATCATGATGCTGGCTTTGGAGGGTAGCTGTGAGTATTAAATTACGCTGATGCAGGGCA 
GGTGAGCCCCCCAAATTGGGGtTTAGCTTGCGAGAGTTCTTGGCTNNN 
>835 

AC I I I I I I I 1 1 1 I I I I I I I I 1 1 I I I I I 1 1 I H I IA ATTCAATGGAAGAAAAGTCCAGCTTA 
ATAACTTTAATGGAGAAAGAAGGAAGCAGTATAAATTTGTGGAGACTCCAATCACATGTCCTC 
CACTCTGCTACCCTGGGCCCAAAATAAGGGAGGAGACACTCAGAGCCAGGTG TTTCCCTTG 
ATGGGAATGTGATCAGGTGCGACATGGGCTCACAGCCTCACTGAGGCTGGATCI 1 1 I I 1 1 IC 
TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATCATGAGGGTATTTCGTTACTTTACTTA 
CNNNNNN 

>836 

NNNNNNNATTGTAAAAACATGCCAAAGCANAGCAGAGGCTTTTATTGCAGATAAGGC 
TGTGTTTTCGCTCAGAGACCAATTGTGTAGATGCCTAGGACATAAATGGTGGGGATCGCTAT 
TGAAATTAAATTAATTATTGTAAGTAGGACTCAGTTCTGTAACACATCTAATGATATGCTGCTC 
AGTTCTGTAACACATCTAATGGTATGTTTTGATACAGATGCATCCAAGAAGTCAGATTCAAAT 
CCGCTGACTGAAATACTTAAGTGTCCTACTAAAGTGGTCTTACTAAGGGTAAGAAGCTGAGG 
AAAGCAAGCTCTCTGCCTGCCTAGATTTGTGTGTGTCACCCCAGCCTACCCTGCTCCCCCTA 
AAAGTTAAAACTGAAAATGATACTTTTGCAAATAATACTtTGGGCAGATCCCACGTAAGGCTG 
ATTTTAGA 1 1 1 1 I CACTAATGTGTAAGTCTCTTTGCTAAGTACA GTGT TTAAGACTGCAGTGAG 
TMTTAAATATTTGAAATTGCTAGAGCTTCAGATAGTT TATAC ATTTTGGTGCTTG CATAG ATG 
CTTTTGTAACTCTTTACAGGCTTAATATATGTTTTAGTGTTTTAAAGAAATACTAACTTTTGGGT 
GCTTTGGGGATGAAATTTTTCATTATGTCGTTTGGGATTGAGAACATTTACCATCA CTAAGT C 
ATATTTATATACCTCTGCTAGGTGTTTGTAAGTTATACTTGGTACTTGAATTTGTTTATTTTTGT 
GTTTAAAGAACATGGTTGGTGCGGGAGAGGTGGATGAAGACTTGGAAGTTGAAA CCAA GGA 
AGAATGTGAAAAATATGGCAAAGTTGGACAATGTGTGATAT TTGA AGTAAGAGCGTTTTCTTT 
TGATGTTTATAACACAAGTTGTAATTGGCACATTACAAAACATTTTCTACAAACAGGACAGGG 
TATGCTATAAGTAACATTCTTACTGCAGAAGATGACAGGCGTTGGTTATTTGTACTTCTCTTG 
CTCAATTATTACAGTTTTAAACATAAAGACAATGATTTCAAGTTTTATTTGATGAAGAAACAGG 
AATGCTTCATGATTGAGGATCAGTATGATGACtGAAGACCTTGATTCTAGCGTGCTCAGTAG 
TTTAGTTCCTTAGACATGCCTTTGGTTTCAGTCATTTGGTGAGTATTTAGTGCCTCTCACATG 
CACTGCACTGTGCGGAGAGCACTTGGATTACAGGAAGCATGCTCTGTACTCTCAGTGGTGT 
GTTCAGTTGAAGAAACACATAAAATAACTGAAAGATATtCAGTTACTAGACTAGGTAGTATTG 
ACTAAGTTCAGGAGTTGAGA>UAGGATTAGATCAGTGAAAAAATAGACTGCCTTGTGAGCAA 
TAGCAGATATGGGCTGCGCTTTGAAACGAACAGGTGGGATTTGCAGGGAAGGGTATTCTGA 
TTGGGATAATGGCTCGTAGGAGACAGTGAAGATCAGGACTACCAAAATGGAATGGATGGGC 
CTGTTGGGGATTAGCAGAAGfGCTTAGGTGGGTGGAATTACAGAGGGCTA GGAAA GCTAGA 
CAGACTAGTCAAMTGAGACCTGATGtGAAAGGCCAGTAGGGCACCAGCCTTTJTAATCTGA 
AAGCTCf GCTTCCTCTG tTTCI 1 1 A TCCTGTTGCTGGTTGTTGACCACATAATTATTTGTTTAC 
GTCATCAGCTGGCACAGGGCCTTTATGAGGTCAGAGACTGCCTAGCCCTGTGTTCCTGGCA 
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CCTAACAATGCCTGTCATAAAAACAGGCATTCAGTACGTTTTTGATGATGAACAAATTATACT 

TATTTCCTTGGTATTTGACAACTACTTGACTGTATATGATGATAATTAGAATATCCACTCTGAG 

AAATC ATTTAAAAG AG AAAACTC ATTC AATG CAATCTCAAATGCCTTTACTCATCACG CTCTCA 

TTTTCTTCCAGATTCCTGGTGCCCCTGATGATGMGCAGTACGGATATTTTTAGAATTTGAGA 

GAGTTGAATCAGCAATTAAAGCGGTTGTTGACTTGAATGGGAGGTATTTTGGTGGACGGGTG 

GTAAAAGCATGTTTCTACAATTTGGACAAATTCAGGGTCTTGGATTTGGCAGAACAAGTTAAG 

GGCGAATTCGAAGCTTACGTAGAACAAAAACTCATCTCAGAAGAGGATCTGAATAGCGCCGT 

CGACCATCATCATCATCATCATTGAGTTTAAACGGTCTCC 

>837 

ACM I I I I I I I I I I I I I I I I I I I I I IGCAAACTTTAATAGGTTTTCTTAGCTTGACAACT 
C ATTCTCTATATTC ACG AAC ATCTCCTG ACTTGTTCCTTC AGTG G AG AT ACCCTTTTCTAG CC 
AGAGTTGGCAAAAGTAGCAATAGCATGCATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTT 
GTTGCATAAAGTAGGAGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCT 
CTTTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATG 
TAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCT 
GAGGAAAAATTCATAGCAATTTATAACAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAG 
ATTTTGTCAGMCTTACTAGACTMGGATNTATTGCATATTTTTTACTAATTAAATGTTGGGGA 
TGNNN 
>838 
>839 

ACAGACMGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGTCGGTTTGGA 
ATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGTCATGTGCAGACTGGAACCCA 
TCTCCCCCTCGGTCTGCAAGTTAAAACAATTGGGTTGTCCTTCTCAGCATCTGCCAATGTCT 
CTTACTCAATCTTGGATCAAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCCAGACAG 
TTCTCCGCCTCTGACATCAGGTCCAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACAAGAA 
GCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTGGGTGATTCTGATCCA 
TGCAGCCCTTAGAGGCGACACAGACGTGAACTGGACATTCTAGGAAGAAAGAGCCGACTGC 
CGGGTGACCTGTCTAGTTCACATCCACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATA 
AGACTCTGACGCTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTTGC 
AATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTANNN 
>840 
>841 

NNNNGATAACAGAGTTTATATACCTCCTGTCCCCATCTGTACACTTAAAAATGTATGT 
GCTGTTCTMTGCTACTTATTATTATTCCCTTCCTTTGTAGAATGTATCACACTAAAAGTGTTT 
MTCCTGACTATMCAATTATTTGTTAACTATTAAAGGGGTAATTATACTCTAAGCTTCCAGTT 
TTCAGTTAAAACAAAAATGATTAATATGCCTATACAGAACTTTCTCCAGCACTTGGTAAGTATT 
TTTTAAAGTGMGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATAATTTTTCTCACG 
ATGGATTTCTGTTCCTTTGTTGCATTGTTTGTGTTTATTTTATGTGATC I 1 1 1 1 I AGCTACAAG 
GTGGGAAAATGACAGTGGTTTAGAGATAAGAAGCACATGAATGGAAAGTAAATATGTGGAGA 
TTTTTGGCCACTCTTGTMCTACTATCTGMGTAGtTTTAAATANNNN 
>842 

ACTAGCTGTTTGGGAAACTGAGGATCATAGCTCACTGCAACCTCCACCTCACAGGCT 
CAAGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAAGCCACCACACT 
TATTMTGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGACAGCTTTTCAGAGCTA 
GTCCTATGTCTGCAGTTTCTCAGAATAACCAGCTCAAAATATGCCAGAGAAGTATATTTTGGG 
GTGGCATATTCTAGTCTCCTCCAGTCATATTTTGGGGTGGTGTGTCCTGAGCCCCAACAAGA 
TAGGTTTCATTTTTGAAAATTGCTCTTCCAGTCCCACTGTTCATCTCATAAGCCCAGGAATCA 
CCACCTGTTGATTTCCTAGGCATCTTCTtGCTCAGGGTAGTAGATGTTTGGTGGACTAGAAA 
TGCAGGGAGMGAAAAGGAAGGCTTGGTGATGTCAAGGATTTTTAAAAGCAAACTATCTCAC 
TGTGTTCTCTCAATAGTCACCCTCTGTGCTGCTCATTCCATGAGGCTTAAAGCTGAtAACTGG 
GGGACAAAAGGGTTAGGGTAACAATTTATTTTTGTCTCCTGACAATACACACATAACTTTTCT 
GCTGTGGTTGGGGAAMTATMCTGTGGATTAATtCTGACTCATTGTTTTGGAANNN 
>843. • . • .. : 

AC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GCCTATTAATTGATTAGGAAAAATAGGTAGACCCTGAG 
TGAAAGTAG AAAAG AACCATTCT GGTAAAMTTCTG AMGTAG AAMG AACCTTTAGCTTTAA 
AGGTATGTCTTAATAGAGCAGTGCTAAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTA 
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GAAAAGAATATGAAGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTGATAAAGAAGTC 

ATTTTTCTCTCACCTTTACATAAATATCAGCCACTAAAAATCTAGGAGCACAAATAATGAAAGC 

GAACCCTGTTCGCTCTGNNNNNNNN 

>844 

ACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATGTCAGGCTCTGTGCTAT 
ACTTACATATCCCATAATCTTCAAGACCCCTCAAGACCCCACAAAGTAACACAAAGCAGGAA 
ACTAACTCAGATTTACTTGCCAAAGGTCACACAGTTAATACATGGTGGAATCAGGACTCAAAA 
TCAGGCCTGTGTGACTCCAAAGTCCAGTGCTCTCTCCACTTTACCAGGTAACCTTCATAATA 
CCGGATTGGAAATCAAACCTGTCACTTACTTTCTATGTCCCTGAGTGAGTCACAACTTCTCTC 
AACCAGCNNNNNNNNNN 
>845 

ACCAGGAAATTGGTTTGATTGCCATAGGCTAACCTTGGACCAATCACTGTGGCCAAA 
TACATGAGGATCCTTATTGGCTCCTTCTACTAGCAACAGATGGTTTAGAGAACAGTGTATCAC 
AGAGAAATGGGGATCACTATTATAGGCAGATTGAATAATAAATGTTCACTCTACTACTCAATA 
AATATTTGTTGAACAAATGAAAGCTGATCCC 1 1 1 I I I CAAAATTTTTAATGTGACTCTTAGGGG 
ATGGTGGATCCAGGAGAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTC 
TCAACTCCTTACAGAAAACCAGTGCTGAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTC 
TTCAACCAAGACCACCTAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAAT 
GCCTGGATGGAAACAGAAGCTGGGAACTACCATGACGAAACAGGTGAGATAATGGATAATC 
TTATGCTAGAAGCTGGAGATGCACACTGGAGCGAGGACTCTGAAGCTGACTGCCATGCGTT 
GTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCATATACTGAAAAGAAGGC 
AGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTGGCCTATTTACTTTCAAA 
ACAAT7TGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAGATGAACTGGAACACAAAA 
TTTTCAGCTCTTTGGTCAAAAGGAATATMGTAATCATATTTTGTATGTATTCGATTTAAGCAT 
GGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATCATAATCAGAATAAAGATAAATT 
CTTGATCAGCTANNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGCCCCCCCCGGGGGGGA 
CCCCCAATTCCCCCTTAGGGGGGGTTTnTCCCCCCCCCCCGGGGCCGGNNNNN 
>846 

ACTTTACTTATTTATTTATTTATTTATTGTTTTACTATTTCACAAAACAAAATGTAGCTT 
TCTTAAAATTGTTAGTTAAAATGTTTTCTTTGTTTTCCCMTAAAATGTAAAGTTTAATATGTGA 
TGGCTAAACTCCTAAGGGGATAAGGAGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAG 
TCGGGACTTGTCCAGATTCTTGTGTGGTAGTCTGGGTAGTCTGTATATTTACCATATGGGCT 
ACAAGACACACACACACACACACACACACACACACACACACACACACACACACACACACCCT 
TGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTTGCGGAGTGGGTAAAGGATATGT 
TACTTTTGTAAGTANN 
>847 
>848 

ggatgttttcttcagctgtatgattctatcatacttgaaactgatgaaaaatttagtat 
cctatgt c 1 1 1 1 1 i a tagatctt atgatttatcaaggggatttatatgtcttattctccatataa 
gtctaaaaaatcacattgaaattcttagtgataggttgactacacatcatttgttgccaaagt 
cattacctcmgctttgtaaattcttctagataamggagacttgtgattagagaactgaattt 
cagccatttaaacctgtagacatagaaaacaacccagtggtcaaacctgagcttcaagagga 
agcccaagtcctcctgtttcctgaatggcttttccactccaattcatcacatatctgctaaga 
cacatttgcaggtagaatccataatmtatctgttatttatgatctacctaatatttaaaggag 
aagaaaagaagtagccttcgttgcaggcaacatccaacaataagtcccacccttaatgacat 
ttcaaagccttcagatcacttctgacatgtctgtccaatatcattccaatcaatagtcttgcat 
ttamtaggttgtttmctcggtggtattgagactgtmcettaatggctcaggtcttttagc 
tttgttctttgtcataatctgcactcctggccagactgaccaaacctgggctgcaaaggaaa 
gagatttgaattgatcaccaatgtatgaaaaatacagaacccatgtctggctcctaaactcct 
ggtaataattcccgccatcgtagcaagtgtcccatgcattcagataaagcagtcataatttat 
ggtgtattttaccgaattggtccagcatattggtcctacaaggctcagccaagaaatgtatc 
tggtgccttamctacagatttctggtgactcttaaaagtggtttacaaagattgagaaaaca 
attagattgaagagttttgcttcmgtagacctgcattcatagctagagtgcatgagattttc 
agcactgtagaatttcacacaggcacaagcataacaccagtactttagcagccgccaacagt 
tgcAtctattamcgttttgagaaatgacattgagttatg caca tttaagcmtcaacaatgtt 
ttagaagtccaggtaacatataaaatatattcagacctagttttactttccatattgttgctcc 
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AAAGTAAGGTAAATAGGAGTTTTAGTTGTACTGGCCTGTAAGATTTTTTAAATTACACAGTGC 

ATGACAACAACTAAAGCCAACTCAGTCCTTCTCTTGGCATTGTGAGTTGAGGACCTTTAGCC 

AACTGTTAGCTCATCTGACTATCTGTCTAGACCAAGGGTCGGCAAAGTTTTCAGTAAAGACC 

CACAGAGTACATATTTTGGAGTTTGTGTTGTCTGTACCAACAGACAGACATGGTGTCTGTCC 

CAACTACCCAACTCTGCCATTGTAGCACTAAAGCAGCCATAGACAAGATGTAAACAGAAGAG 

CATGGCTGTGTTCCAGTAAAACTTTATTTACAGGCCAGGCATGGTGGCTCATGCCTGTAATC 

CCAGCACTCTGGGAGGCTGAGGCTGACAGATCATCTGAGGTTAGGAGTTTGGGACCAGCCT 

GGTCAACATAGTGAAACCCCATCTCTACTAAAAGTACAAAAATTAGCCAGGCATGAN 

>849 

CGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAATAAGGGACCA 
GAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACATTCCTTAGGAAAAAAAAAAACTTT 
ATAGACGTATTTAAGTAGAATTAAGGTTTACACAAATGATTTTTTGAGAGAGAGAGTCCCTAG 
GACCTAAACATTCGTTCTACGG AG ATAGGGTCAACACG CAG ATATTTATTTAGC AGCATGGT 
CTG CAG AAGTAGG AG GAG GTG ACCAG ATGTG ATG G ATT ATGCCTGTAATTCCAG C ATTTTG G 
GAGGCTGAGGTAGAAGGATTACTTGAGCCCAGGAGTGTGAGACCAGCCTGGACAAAATAGC 
AAGACATCATCTCTCCAAAAAATAAAAGAATTAGTTTGGCACACAGGCCACGGCCATGACAA 
GGGTGACTTGCGGTCGTTTTAATCACAGGAAACAGCGTATGGCCATGATTACTGGCCGTCG 
TTTT ACAC AC AG G AA AC AG CNN 
>850 

NNNACATTATCCACATTTAACACCTTTTCAGTTGATGGCTGATTATCTGATTTTGCAA 
ATGGTGCCTCACTGTGGGGATCCCCTCCTCTATTCTCAGATGTGGTGATGGTCCCCTCGTTT 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 
GTCTTTCTATCTTTTGTTCATAATCTTTGAGTAGTCTCTTCACTTCTTGTTGACTCTTCTGTGA 
AGGCAGCTCTTCACACAGCTCCCTCAGGACTTCCATGTGGTGATTAAGCTGGTACAGGCAG 
CCTTCCTCAGAAAAGCAGGCCTCATGTTCTTTGATGAGACCCTTGGTCCTTCCTCTACGGAT 
MGTTTCTTTTCTTTATTTATTTGCTTTTCMGTTTTAAAATATTGTCACTAAGCTTTCCI I I I IC 
AATATCTA I I I I I AGTTGTTGAACATATAAAGACAGTTCATGATGAAGAGACTCCCATTTGGCA 
CAGACATCTCTACTCTTTTCTTCTAAAGACATCTTTATGTCCTCAGTTACATTAI I I I I IAGTTC 
TTCAACAGCTTTCAAATACTTGGCCAGAC I I I I I GTATTAGAAATTATTAGTGCTTCCTTGTGT 
TTTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 
TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCCAAATCTGGTGAAACGTC 
AGTTMGTTCTTCMCGCTGCMTGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 
TGMTCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 
TGTAWCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 
TGGCAATAAGATGCTTCAAAGATTCTTCCATTGAGGTGTCCACATCATCTTGATCCAAAACAG 
ATTTGGCTTCTGCCTCCCAGATTTCCACTTGTCCAATGAG I 1 1 I I CAACATCTTTAGCCACTTT 
TAGTTGCCCTGTGAATTCTTCATTTTCI 1 1 I ICATGTTTCTCTCCAGCCTTTATATTTTGATTAT 
AATTTTCAGGMGTTCTACTGACATATCTGTTGAAMCTCAACAGTTGCTTTCTCTTCTTTAGA 
TAGAATATTTCCAGMTTGTCAAAAGTGGGCTGATCCTGTTTTTTTATCATCAGTGGCAGGTT 
CATTTCAAGTTGAG I I 1 1 I GAAACCAACTrTCTCCATCTTTTATTCAGCCTTCTCAGTTCTTTA 
GAAATAGATGATCXJMCCACATCATTGCTGACTTCGACTAAGAAATTTCCTGCTTCATTTAAA 
GTAGCGTGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTC7TTAATTTCTTCCTTC 
TTTGTCTCCTCAMGCAAGCCCTTAGTMGCGAAGGTTTTCCACATAAGTAGCCCAACATGC 
CAGCACTTTTTGTAGAGTGGACTTCACATTATATAT A I I 1 1 1 1 CTATACATACAAACATCAGAT 
TTCACCATCATATACTGTTTATTAATATTCTGACA1TCTCCAGCCAAATTCTTATAAATTTCTCC 
ACATTTTTGAAAAGAAGTATCAAGTCGAGCTAGGMTTCTTTTTCTTCMTAAATTTATGCCAG 
TCTTCCAGCMTMTTCCACAGATTCTCTGCTCCCATATTTAATGTTCCAAATATCCAATTTTG 
ATTTCACTTCATCTACCAAACCAAGAACTAAGCACTTGTAGTAATGAAATTCTAGAAGTAGAA 
TAA A I IIH I CTCCAAMTGTTGTTGATTCGTCTTTTCATTTCCTCCAATTTGTTAGGTGGTAC 
CAATGGCAAGTGATTTTCATCCTTATTTTCAAAGGTAAGGAGAATGTTCGAATGATGCTCAAA 
TCTATCCATCAGGCTCTTGAATAAAGTCATTTTCTCTTGTATCAGAGTCACGGCTTGAGAGTG 
ATCCTGGGAGGCTGACAAATCtTCATCCATAAGCTCTTCTAGCTCCTGGAGCCAAGCTTCAG 
TTTGATGGAGGGGTGGGGGCMGGCATMTTTAGCTTTATTTTCCATGCATTAATCTGGTGA 
TCGAGGCCATCCCAGGCTTCTCTCAACTGTAAAtGATCCTTGTCCAGCTCATCGAGATCCCG 
TTTTATTGACAGGACATCCAAAAAGGAC 1 1 1 1 1 1 1 C TTCATTGAATGACTCCATAAAGGACAG 
CAGGCTATTATACTTTTTAAAGTAGGTATCATTCTCTGAATCCTTTAGCAACTTCTGTAGTTTT 
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TCCTTTTGCAGAGTTAACCAGCCCATAGCATCTTTCACCTTTCCCTGAGCCTCCTCTCCAGTC 

CCAGGGGCATCTTTGGAATACTGCAGAAACTGTGCCACATAGGTCATGATGGACTTTTCATC 

AGGATCMCAACATCCACATCTTCTGGTTCCAGCAATCTGGGGATTTTTAATTCTTGTTCTGC 

AATTCTGAAGGCCTCTCTCAGATTGTCTTTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGCAAGGCATGAATGATGGCCAAAAAAGCCATCCCATTTCTCCAACTTGACTT 

AAAATCGGTCACATTGACAGACTCATAGGTGGCGCATTGTTCCTGAGCCCACAAAAGAAGG 

GCCTTTCTTGCAGACATTTGCCATCTTGCTTGCACTTTAGAGCATTTCTTAGCTGGAGGACTT 

GAGGCAGGAGATGAGTCAACCACACTCACATCATCCAGGGAAGGCTGATTGTAATTGCAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCCAAGG 

ATAATGGATGGGTTTCCATCAATGATATCAGTAACATGAATATTTATTAGCTTAATTGATCGGT 

TTCTTAGGAATGTCAAGGCATGTTCTATATTGATTCTACACTGGAAGGTATTAGATCCTTTATC 

CCGAGGCAACTGTTGCCCAGAAAGTACTTCTAGCAGATCCAGGAGGACATGCCCCTTTTTAA 

TGTCTGTGAATAGGTCGGATATAACTGAGGGAGAAGTGTGCCTGGCCAACTGTGAGTTTATC 

CAGCACGTGAAGGCTTTCTTCTGGGTGTCTTCCTGTTCAGCTTGCAATGAAATATGGAGATC 

GTCGATGCCCCAGGAACCCTGTTCATCTTCGGTGGGAAGCTCAGGACTAGATGCCATTCTTT 

GACTCAATGGAGATTATATCATGTCCATCTCAGTTGAAGAAGTGAACGTCCGCCCGGCCGAG 

GGGCAAGGGCGCGGGCCGGGGCCGCCCGAGGTCGGCGCCCCGCTTGCCTGGCTCTCTGG 

ATCGCGCCTTTTGCTCGCTCTCCCTCTCGCTTTTTCAGGTCCGGCCGAAGGCTCTGGGCGC 

AGCTGAGCTCGTGCC 

>851 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTCATCTTAAAA 
TTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGGATGCCTGGCCTCTGGGAACTG 
CTCCTGTCTCTGTGTGAATGTAGAAGTGAGGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTC 
CCACTGCCCATCCATTTCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCAT 
CAACTAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCGG 
TCTTCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATTAGCTGGCAATACAGGTATGTT 
TGGACTGCTATTGGTGGTGAGTTTAATCTTCTAACTGTGTTTTGTGAAAGGAAATATTCCCTA 
AAAGCTTTGGTGTCACTTAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTT 
GTTTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCATTTATCAAGTGCT 
TAGGATATGCTGCAATGTATGT 
>852 

ACTAGCAGATGATGGGACAGTGACAGCTGGGAGGGATGGGATGTGCTTGCTTCATG 
TCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCTGGTGACGTGCCAAAGTCCTTC 
CTGCCTTGCAGAGAGGCCTCTCTTCGTCGAACATGGGCCTCAGGAAAGACAGCCTGAATGC 
CACTACCCCAGGCTTGTGGAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTT 
GATGCTTGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGAGAATG 
AGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGCCCGGATGGCTACATAA 
ATCCTGGGAGATCCGTTGTCCTCATAACCAGAGTGAGCTGGGCTCCAGACCAGCCCTATGG 
GAAGAN 
>853 

NNNCACATACATACACACTAACGCTCAGCATAAACTTTCCATTACACTTAGACAATGA 
CTTGTGGAGGAAAAACAAGGATAAACAAGAGTCTCAAGAACTTAAGAAAAACATCAGAGTTG 
ATTATTTAGCACTTTCTCAGGATTCTAAGGCAATAAGCCTAATTCAAAACGTGAAATTGTTCTC 
TATTTCCCATTAGTCATTAAATGAGATAMTGACAAGCTATTGCTGCTTCTCCATTCTGTTTTC 
AAAGAACATTACAAAAATAAACCAGTGTGTTCTCTAACAGTTCTAAAAACAGTTTGAN 
>854 

ACCAGAAGCAAGGCAGTTTAGGGACAAAGGGCATGAGCTTAGAGTCAGATTTCCTA 
GGTTCAGATCCMGCATCACTACTTATTTTCTTTAAGAACTTGGGCATCTGTAAACCAGGGAT 
AATATCTTCTTCAAAGGGCTTGTGTGAAGATTGAACAAGGTAATACATATAAACGTCACAGAN 
N 

>855 

>856: 

NCCTCAAGTGATCCAGCCACTACAGCCTCCCTAAATGCTGAGATTACAGGCAGGTA 
CTTCGACGCCCAGCCCACTAAATTCCTrCTTAACCTCTGAAGtATTTTTATTTGCAGTGTGTTT 
TTCAGAAATGTAAGTAAAATAGTGTAATTCAGGGTGTAtAAGGAAGdTTGCAATGTAACAAGG 
CATATTGAAAAAACCCTTTGTACAGAATACAGCATAATGAATACAACAACTAGCATCAAACTC 
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AGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTAAGCTC 

TTATTTTCTTACTAAAAAACMTTTTAAGTTCTTTCAAGGCTATAGTTACGCTTTACATAAGAG 

GCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATTTCTTTAGACATTTCCAAAG 

GTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATA 

CATTCCATATGCAGGAACTTACCCACCANN 

>857 

ACCATGAAATAGGACCTTCTACGGTTTAAAATAAATGTTTGTTTTTTTCTAGCCCTGT 
AGGTCAATGAATGCCTGACTCCAGTGACAGACCATAATTATCCAAATCTCTCATTTATGAATA 
TGGAATATAAATATGCTAAATTGATTATGTCATGAATAGACTTCI I I I I I GCATAACAATGTTT 
GGAGTTTCTCACCTTTCTCCTAGCCTTCTTTTTCTTCCTTAAATGTAGCCTGGAGGATTCCTA 
TCTATTCCATANN 
>858 

NNNNAGTCGACCACGCGTCCGGTTTTGTAGCAAAGTTTTCCACACAGGTCTTATACA 
TGTCCTGTAAAAGGTATTCCTGGATTTATATA I I I I I AGATTGCTATTGGTTTCCCATCTTAGT 
TAACTMTTGATTATTGTTGGMTATAAACATATTTGAATCTTTTGTTGTTACATACCCTTTATT 
GATGATMTTCTGCTATTTCTTTCTCTTAACTGAGAATTCCTCCAATTTAAAACAAAGCCTTTC 
AATGAATCCCTCAGCAAATGGAGACTGAGCAAACACATATAAGCTACAGCCAATAGGTCAGG 
AGCCAGGTGGTAGAATAGACTC I I I I I ICAAAAGATGGCTCTGGCGTCTCCTTTAATAGTAGA 
CATCCAI I I I ICTGGAGTGGTACATATGCAGCTCTTGCTAGAATTAGGTGCCTGGTCTAGAG 
CTACTACCTCTGCCAGAGTCTTCTGACCCTGTGACAGAAGATTTCTGTGTGTGCTCCATGGG 
GAAGACTCTGCAGCCCAATCTAAGCTGTTATTTCCATTTGGTCAAACAGTAT7TCAGTGGCAT 
CTGGTCTGGCATGAGAAATCAATTCAGTCAGGTCTCTTCTGGAAGAATATTCTAATTGATTAC 
AGGTCCCTATAGTTGTTCCTTTTGGGTTTTGA I I 1 1 I CAAATGACCAAGTCCCTTATATGGGA 
AGGGGCTGGGGCCTGACTTTTGCACTGGGCCTGAGTTGTGGTATGCATTGCATCACTCTTAT 
TGTTTCTGAACTTTCTTGACCACATTCAGATTTCACTCTGGGATGTTGTAACAAGTCCATGTTT 
GTTGCAACATGGGGTAAGGTTATTACGAAGGAGAGACACAGCGATCAGTGTATAAATCCAAT 
CTATATTGATGGTCTGGAGAAGAACTCACATTTGTACCACAAGAATCATCTTCCTTGTACTAT 
AACCCTTGAGTAGATGACACCTGCCTTTGGCAAGACTTGGAGGAGAGACACATGCTGGTCA 
TTTGACCAATTTCCAGTCTCCTACCTGGGACCCTGGGGCTATTCCCTTACI I I I I GTCATAGG 
CATTAATAGTCAAATAGTGGGATAGAGCCAACAGGTATGATTATAATATATATGTTGTATTTGA 
AAATTAGGCTCTGAAAAGGAGATATTAATGTGGTGTACTTATGTATTTCATACTTTAATAATGA 
AGTGACCTTATCtCTCCAAAATGTAGCCACTGTTAACTGCTATTTATGTATTATTCACTGAGTA 
TATTACTATCTTTGTATTTrCTACAMGATTTATCAGCACAATTGTGAGAAATCTTCAAAACCTT 
TTAGGGTTCCAATTAAGTTGGTAATAATGATGCACTTGGCAATTGTTTATAAAGGGATCATTTT 
AGAAAMGGAGGAAAGTATTTTTTCCCTCTTCAAAGTGTGACTTGTAGTCTTCACCTGGATTT 
1 1 1 1 II 1 1 I CTGTTTAACCCAGTAGG GCTTTGTTCTCAATGCAGAATCTCCTGTG ACCCTTG A 
CATTTTMGGGATTMTTTTACAAGTCCCATTAATAAAACTTGTTCCTTCTTACTCTATACTAAA 
TACCTTCTTTTCCTTATTATACAGCTCATACATACCCATATCTAAAATTATTTTTGTTCAAACTC 
CAATTATCTTATAGGATTTAAGAfGCTATTTAATTGGGTAAGTCTGGCCCACACCAAGATAGG 
TGATAAAATGGTGAAACCTCAGAGTTAAACAGGCTACCCTGTTGAGGGTGATCTATTTGGAA 
AGGAAAAGAAGGTTATGATAGGCTGTGAAAACTTGGAAGGAAGTTAAGTCAGATGGGATGTT 
TGAGGGTGAGGGAAAAGAAAGAATATGTTTGGTAAGAGCAAAGGAGAGCCCATTCTATAACT 
TTAGGTGAGAGCTGATATCTATCAGGGTTTGAATATAGCTCCTACAAATCATTCTGCAATAAT 
TCATCTACACGTTTGAGCACTCCMCTAAATTTTAATTACCTCAAAGGTAGGGACTTGATCTT 
ACTCAATATTGTATCCCAAGACTTGCTGGGGGCACTGGCTCACAACTGTAATCCCAGCACTT 
TAGGAGGCCGAGGTGGGAGGATCAGTTGAGCCCAGGAATTCAAGACCAGCCTGGGCAACA 
TAGTGAGACCCATCTGTACCAAAAAAAAAAAAAAANNN 
>859 

ACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTCTGAAAA 
GCTCAAGTGACAGTTACACCTTTGCACTCTCCACATTCAGCTGGCCTTTTCCCTCAAAACATG 
GATAATCTTCAAACCTCCCTGAACAGGTGGAAATGCGTCTTTCCTCTAAGCCAAGTTCTCAGT 
CCACATTAGTCCATACTTGGCTACAGAATTGACGTTTGTGGCCACAATCCTACTAG AAATG AC 
CtTTGGGTAATATGCTTATCTTGTTGATCTAGTTAGGGTCAAGTAAMCGAAATAGGTTrrCA 
ATCAAATACTAAGAAGCTCACAAAATGGAATTTAGGTGAAAACACACCAAAGTAGTATTAAAG 
TTCAAATTCCAAAAGAAATACTTGCATTAAAAAAGAAAAGCCATGCATGGTGGCTGGCTATGC 
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CTGTAGTCCCAACAATTCGAGGTGGGAGGA7TGCCTGAGCCTGGGAGGTCGAGATTGCAGT 

GAGCCGAGATCGTGCCACTGT 

>860 

ACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAAAAGCTGAGATGCTATAAGGAAT 
TACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAAATATAGATGAACAATGAAGCATA 
MCAMATTTTAATATCTTACAGGCTAAAATATTTAGAAATGAAAGACAACAATAGCATATAAG 
TTAAGAAAGGGGGTAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGA 
GTAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCATTN 
>861 

CGTCCGAAGAGGTTGATAGTTTATGGAAAGAATTGGTCCGCTCTCCCAAAAGGTGCT 
GG G ATT AC AG G CGTG AGCC AC AGC ACCCG GCCTCCTTC AAG A ATTTTAATAGTAAAATCTTA 
TAAGTGGATGAGGAGAGTAATTAATATATAGAACATTACCAATTATAAATACATATTTAAGTAT 
MTTTAGTGTTTTCTGGMAG AAATCMATGTGTTTCTGTGGGCATTCACATTTTC I I I I I IGT 
GAATTTTCCMGCTTTCTACMTAGCCATACATTCTGCAATATTTATAGTCTATAACTTATTATC 
TCTAGTTGACMACATGGTTCTTTGTTTCTTAAATTATAAATGTCTTTAACCTAAAAAAATTAAA 
TAGTCATTCAGCTTACAGGTCTGCTTAAAAAACAGAACATTTTTTAGCTTGTTTTGAACCAATT 
TTTTTAATGTTCCTGTG CAATTAGTACTTTTTACTTTAAAC ATATG CACTTAAAG C ATCC ATTCA 
CATTTTAGGCACTCATTTCAGTATTTTCTTTCTGCTTACATTAGAACAAAAGCAAATGTTGGGT 
TCTATGGAATCTTTTCCATGTGCATGTATTTGTATCCTTTCTTGTTCTTGTGATCTTGTGATGA 
AGACTTCTATACTAAGCTTGGTTTAGA I I I I I I GTTCTGC I I I I I I I I I I I I I I I I I CCCCCATT 
GAGCAGTGTTCTGAMGTTGGATGGTTCAG TmC ACTTTCTAGTTAGGTGTGAAGACGTTTT 
CTCCTTTCATTTCCCCCATGCTGATTGAGTGTTTTCCTGTACCATAGTAACTACATTGATTACT 
AAATCAGMTTCATTTAGCTCACCACATCTCTTGAATGTGATTGACCTACTTGAAAAATATTAA 
TACCTTTAACTTTTGGAAACTATTAGTCTTCATAAACTACCCCAAAGCCACTAAAATGAAACAA 
CATTGTGTGCTTATGTAAGTATTATCTAATGGCATTTTCTTTATCTCTTGAGAATTATTTCAATT 
CCAGATACTTGTTAGAGATTTTCTAAMCTTTTTGGGTCTTTCAGTGAAGTGAAGACTTACGA 
TCCTTCTGGTGACTCCACACTTCCAACCTGTTCTAAAAAACGCAAAATAGAACAGGTAGATAA 
AGAGGATGAAATTACTGACAAGAAAGCCAAAAAAGCCAAGATTAAAGTTAAAGTTGAAGAAG 
AGGAAGAAGAAAAAGTGGCAGAAGAAGAAGAAACATCTGTGAAGAAGAAGAAGAAAAGGGG 
TAAAAAGAAACACATTAAGGAAGAACCACTTTCTGAGGAAGAACCATGTACCAGCACAGCAA 
TTGCTGTATGTTTG I I I I IM TTATCGGT TTTCA CTTGGAGG GGCC AGTTCTCTATATTTCAAT 
CTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAA 
MGTGAMTGGCmGTTGTATTTATATTATAAAAGGCCATTTCCCAAATCTAGAATTTATTAC 
TAAAMTCMGTTTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACTTTTTTTATAGGT 
GGGGTTTTTATATTTTCAATGTGATTACTCACCCATACAATTTCAGCTCTTTCAMGCATTCTT 
GTTGGCTATTTTC 
>862 

NNNNNNNNNNNCGGGGTACTTCTAGAATTAATrAACGCGGGAATTTTGAAATATTTT 
CCATGTACATTAAATCTGATACCATGCAAGGTTATATGAAAATGTCTATCTAACAAGTAGCTTT 
TrATGTTGCCTATCATTATAGTAAAGATTTAAAACTATTTCTGTGTrCTAGTGATTCAAGAAGA 
CTG CTC AAATTTGC AG ATATTTTCAATTTACTTAAAATAGCC AAGTT ATG C CTTG TTAAAAATT 
AAGAATTCACATCAAAGAGCTTTGATTTACAAAAAGTGTACTTTTAGGGATCAGCAGTTAAAA 
CMCTGGATTCCCAGATACCAATGCTAGAGGTMTAGTTTTGATTTTAAGATGGTGATGGACC 
ACTTCCCTTTCAGGACATGTCAACTCAAACTTAATCTGGAATGTACACATTCCATGCTGGGTC 
ATACCTGAGTGCCAGTGGAATATAATTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACA 
GACAATATGAACAATGCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTT 
TCGGTTCTGGTTTCTGTGGTACTAATANNNNNN 
>863 

ACTACACCTCACCACCTGGGTGTCTCTCAGACGTTACCAAGAGACAGAGTAAACCC 
ATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCCTGCTTTGTCCAAACCCAGTTGCAGGA 
ATTTATGTCTTAAAGTAMCGATCGTATGATMTTTCCCCTG AAAATGTGCCTATTAAAAAAAA 
ATAGGATATGATGGGAGGCAGACATAMCATTCTGGTCMTTTATTGGTGTTATTATTTATTTC 
AGtTMTAMCTGCCCTTTCGCTATGCTtCACtTrCCACGTGTTTAGGCAGT 
>864 ■ • V '. 

NAGTCCCCATrATCAAGATrTAAAAGMCACTMWAATTTTCACACTGCATATCTGAT 
TCCAACTTCTCTGAGGGTTACAACTGATTGCAAAAAGTACTCCATGCTCTCAAATGTAAGGAT 
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TCATTTATGAGAGAGTGAACATACTGCTTGTAGCTAAAACATTACAGGAGACCTTAAAAAGGG 

GTATAATTGGTCCCTATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTAT 

CTTTTGTTGATAGCACTAGGAAGACTTCTAACGTTTAAATACTTTATTTGCCCTCAATTACTAT 

TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACMAGATAAATATTTTTTTC 

TTTCTAATGTCTTGGAGGTAAAGTGGAMTGGCCTGTTTTGACACATAATTTCTAGAACTTGG 

AGTTAATTTGATCAGTTACAATTGGGG I I I I I 1 1 1 CAGTTTCAAGTTTTGTGGTGGATACCTTT 

TCCTGCNNN 

>865 

ACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAGCAAGGTCCCC 
ATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGCAGAGACAGTTTCAGTTAATATAC 
TAAGTGCTAAGATTGGGATGTGCACAAGAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGT 
GAAGTCACCACTAGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTT 
GCTTGTTGAAGGGTTAGTTATCTAGTTTCCTCCTTTTC I I I 1 1 I GGAATTTGGTCTTTTAAGGT 
CTTGATAATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTA 
CTTAATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACT 
CTCTTATTAGCATGGATGCTTAAGAACTTCAGGGTTTGGAGGTCAGCTGAACAGCTGTTTTT 
GCACTCTN 
>866 

NNNNNNNNNNNNNNNNNNNNAGGTACTATGGTATGCCCTAACTAAAAAATAGATATA 
GGATAGTGATACTTTGATGAGGACTATGAAAAGGGACAGTACGGCTTAGTGGAAAAAGTTTT 
AAGTTTTCTA CTGTTA TTGAATAAAATTACATATAGTGTGATTCTTATTACTTGAAATTAGGAG 
GAGAAAGAATTTTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATCTT 
CACAGATTAAAMTACTAATATTTGCATTGTCATGTATATTACAAACAGTATTCCTTGTCTTTT 
GCI 1 1 1 1 IGTTTTGTGTTTAGTGTTTCTTGCTATATGAAATATAACTTCTTTATGCAGCCTAGA 
CI 1 1 1 1 1 ICTTTGTATTTCCTGACCTTGTTGTCATGTTTAGAAAGCCATACTCTAAGAAAACTA 
AGT 
>867 

NNNNNNNCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAAATCTCA 
GCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCATGACCAGCTATCATCTTAC 
CTCATAG I I I 1 1 I I CTCTGGTAG AG ATAATTAACTTATTATG CTTG ATCAGTTAACTCTTGCTT 
AGAAATTTAAAAAATATTTTTAAGTGACAAATTCTTTGTAGAAA 1 1 I I I GAAAATAGAAATATTT 
GAAGTAGAMGTTAAAATCACCCACAATTCTGCTTTTGTTAACATTTGAATATGTTGTCTTCCA 
TGATATATMCAAAATTTGTCTGGGTATTGCATATGTCGTCCTTTC CTTCT TAATATTGCATTT 
TGAGCATTTAACCAGAACACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAACTA 
ATTATAAAAATAACTTCCCTAATGGTTCTTTGGGCTCTTTAAAGGTTTGCTGGTATATGTTCAG 
GGTATGAACACTTAAGGCTCTTGACCACATACTGCCATACTGCCATACTGGCATACTGCTTTT 
AAAAAAT AATTAAG CN 
>868 

GCGTCCGGGCTAAGCATCCGCCGCTCACCTCCCAAAGTGCTGTGTTACACAGGCCT 
GAGCCACCCAGACCAACCTGTTTTTCTTTTTTCT7TTAGCTCACAAGAAGGAATNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNTATGTTGTATACTCTCTACCATGGGGATGAAGACACAAG 
AATTATGATAGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATAATGG 
CAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAGAATCTAGAAAT 
TATMTGGAGAGGTGATTAGGAGTTTAAMTGGTTTATTGATTGGAGATCCTTTATCTGGATT 
ATATAGGGCACACTTTGCTTTAGGAATTCGCCCTTTGATCTTGGAAAACGGCTT7TAATTGTA 
CATTAATACTGTATTGGTAANNNNN 
>869 

NGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAATTTAAGAA 
CTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGTGACAAAAATTAGCCACAAGATGA 
AATTCAGTTAAMTTCCAAACACTGtGGAGATGGAMGCCTTGTATTTTAGATGAAAGGATTT 
ATGGCTGGAATTAAMGAAATTAAMGGCAGAAMGTGGGTGMTGGAAAACATTTACTTTTT 
GTTTTTMGTGTTAATAGCCACTTTTTGTCGAGtCTGTATCTCCTTTCATTAGTCTTTATATATA 
TATATACACACACACACACACGTATGTTATATATACATATAATGGTTTATGTATTATATATGGT 
ATATATACACTTATATGTTATATATATGGGNNNNNNN 
' >870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTGAACAGAATGCAATAAAATACGAG 
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CTACATAMTCCAAACTTGGTTCAMGGtAGCTATGTTTTTTTAAAAAAGTTATTATAACAGAC 

AAAGCANATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTGGTATCT 

AATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATC 

CATACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCGCGN 

>871 

NATGTACAAGGGCTTCTTTGGTGATAGTTTCTACTCTCTTTAAATACTGTTCT GTTAT T 
TTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTA 
ACCTTTTAGGMAACTTTATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGAATATTCTA 
AAATTCTGAAGAGAATATGAACGGATTGTTGGAATGGAACTTTTACCCGA TTCC CTCAGACTA 
GAGTGTTCATACGACATTTTGCCAAGAAGTTCCTATAGAGGCAATATCACTTTTAGGATGGAT 
GGGTCTAAAAGGATCATATTTAGTTTCTGGTTATTCATGGTTGCACTCACTTTAGAGGATGTG 
TTCCTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATTATAGAAAGAAA 
GGTTGGGAGAATAGTCGTGTGANN 
>872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGAGTAAAAATA 
GAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGAAGGAAAAACTTCAGAGGTTG 
TGCTGCCATCTTCTGGAACAAACAAGAATCTACAGGAACAG AAACA TGATGGAAG AACAA GG 
GTTAGTTACTGCMCGAAAAMCATGGCAGGMAAAAAACCATTTTGAAGCCAAGCTTTTGAT 
TTAACCATGAATGAAAACAAATGGGAAAACAACAACAACAAAAAACAAAACAAAACAAAAAAC 
AAGAATGACCAAATACAGAAATTATTAATGTTTTACANN 
>873 

GTGGAAACAAGGACTTTGCACAGCACCTTCCAGCCCAACATTTCCCAGGTA AAGGG 
CCTTCCCTCCCTTGAAGACCATTATCCCTGCCCCAAATGCAATGGCAGTAGTTGACATTTTTG 
CGCCTTTTATCTTCTTTGAATACTTTGAGATGCACAGAAATAGAAATGAGACTCAAAATAAGC 
GTCATATCAAMGGGAATTTTTTTGTAAGAATTTTCAGGTAACTCTCTAAATCTAGATAGGAGA 
TTGGCCATGACTCAGAACAAACCAGAACCAGGGTCTCTCTGTGTCTCATCTGTTTCTCTAAG 
TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCCTATGAGTCCAGATATTACAGAGAGTCC 
TTGAGTGCTTGTGTGTTGTAATGCAGCCCCATCTACTTCTAAATGCATAGGGATTTGTTGCCC 
AAACTTGGCTCCTTTGCCCACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 
GGAAAGTGATTGAGCTCGGCCCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 
GCGAGGACCATGTGGATAGCAATGGGGGACATTCCACTCCAGAAGATGGAGAGTAGTTTCC 
ACAGAAGCAAAGCAAGACATGGCCACTGACAAAATAATCTATGTGGAAGCTTGTTATAATGA 
AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTCCAGGAAT 
CTGMTTTTAACAAGTACCTGAAGAGGTTCTGATCACACTTTAAGAAATATTAATCTAGGCCG 
GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 
>874 

NNNNNNGCGTGGTCGCTTTTCGAGGTACTGAG GATGAC TAGATGACAAATAATAAG 
AAAAAATGGCATTGACTTTGTATAGMCTTAATAATCAGATTTTTAAAGAGGTTAGTCTATTCT 
CTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTAAATCTGCCTGGAATCAGATA 
GTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAAC 
ATTTGACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAAATATGCACA 
GTAGT 
>875 

NNNNNCCTGTGTGTAAAACGACGCGCCAGTAGCCTTGGCCATCGCTGTTTCCTGTG 
ATGGATACGACCGCAATTCGCCCTTATCGTGGCCGCGGCCTATGTTCTTTAAAAATAACAGA 
GTGTGATTTAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAG 
TCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAA 
ATGACAGCTTCAGAATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGT 
ATTACATGATAAATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATA 
CCAATTTCTGTGTCCAAAACTMCTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTC 
CTTCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGG 
CACAGGGCCCACTGTCAAAACAAACAGGCAATTCT 
>876 

GTGGAAACAAGGACTTTGCACAGCACCTTCCAGCCCAACATTTCCCAGGTA AAGGG 
CCTTCCCTCCCtTGMGACCATTAt(XXJTGCCCCAAATGCAATGGCAGTAGTTGACATTTTTG 
CGCCTTTTATCTTCTTTGAATACTTTGAGATGCACAGAAATAGAAATGAGACTCAAAATAAGC 
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GTCATATCAAAAGGGAATTTTTTTGTAAGAATTTTCAGGTAACTCTCTAAATCTAGATAGGAGA 

TTGGCCATGACTCAGAACAAACCAGAACCAGGGTCTCTCTGTGTCTCATCTGTTTCTCTAAG 

TCTGCTTCATCTGCCCTCTTGCTGTGATCACCTTCCTATGAGTCCAGATATTACAGAGAGTCC 

TTGAGTGCTTGTGTGTTGTAATGCAGCCCGATCTACTTCTAAATGCATAGGGATTTGTTGCCC 

AAACTTGGCTCCTTTGCCCACCATGGGACCGCTGAGCTCCAGCGAGGTGGGCAGGGTCTG 

GGAAAGTGATTGAGCTCGGCCCAGTTCAGGAGGTGCCATCTGAGACTACAGTATCAGGGAG 

GCGAGGACCATGTGGATAGCAATGGGGGACATTCCACTCCAGAAGATGGAGAGTAGTTTCC 

ACAGAAGCAAAGCAAGACATGGCCACTGACAAAATAATCTATGTGGAAGCTTGTTATAATGA 

AGATGTCCAGGCCATGTCTGCAGAGATTTGGATCCAGTAGGTCTAGGGTGGGTCCAGGAAT 

CTGMTTTTAACAAGTACCTGAAGAGGTTCTGATCACACTTTAAGAAATATTAATCTAGGCCG 

GGTGCGGGTAGCTTAAGGGAGTCGTCTAGAGTCNN 

>877 

>878 

ACATGTTTGTAAAATTCCTTAAAATATTTATGCTCAAACCAACATTTCCATTTTATCTAT 
CTTAAATATATCTTCCTCTTCTTTACGCCTAATTTCTTAAACTCCCAGAGI I I I I I I CTGTAAGA 
TCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGA 
GGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATTTCTTATGGGACAAGAAATTAACATTAT 
TAGTCAAATGTTG ATGCCG GTAG GCTG AG AAATG ATTCTCACTTAAAAGCCCCTG GGTTTTA 
AACCTCTCTTAGAAAAACATTAGTTAGATGAAAANNNNNNNNNNNNNNNNNNNNNNN 
>879 

NNNNNNNCAGGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACA 
GGATGAGGGCACTTTGCCATTCTTTTGTGATATTGGTCAACAAATGACACAGGTTATTTACAA 
TCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAGGAGGTAGAAAACA 
AGTGCCACAGTAGAAACACTTTGATAGCTAAGATGCTGTCTATCCCTTGTGGTTATTCTGTGC 
AGTTGTCTGCCTGGGTTCTTGGAAAGTCCCAATCTAAGGGTGCTTGATTGCGCCCAAGGATG 
TCTGCATTCATTCACTGGGAACTTACAAGCCCTCTTGCTTCAATCAACTCCTCAATCAGTTTC 
CCAMCTCTAATCCTTACTAGACTGCGAAAAATTATTCTCCTTTTTACAGCAATGGAAAAAGG 
CCTTTGTGGTATCAATCTGTGTTATGTGTATATTATTAACCATGTATTTTTATATAGTTGT 
>880 

ACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCTGACATGCTAAA 
ATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATGAGCCCATCTAAAAAGGCAAATACT 
GTATGATTTCACTTAACTGTGATATCCAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATA 
GAGGTTTCCAGGGACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 
TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGCACACTTAAAGATG 
GTTAAGATGGTAAATTTTGTTAGGTGTTTCTTACCACATTTTACAAAAAAATTTTAATTAAAGG 
AATTACAAAATGTACAAAATACTATTCATCATTGTGTTTCCAGTTTATATTCAACACAGCAGTA 
TTTCAGGTATAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATATCCAA 
CTCTTATTCATACATTTTGTGATTATCTAAN 
>881 

ACCACTGCACTCCCACCTGGGTGACAGATCAAGACCCTGCCTAAAGAAAAAATTTAA 
AAAMTAAAAAATTTAAGAATATTTCTATGCCCTTTACCAGGCCAGCTTAATCAGACTTCTCTA 
GGCCTAGGACAGGCTTAAGATCAGTTMTTTAAAACACTTCTGATGTTTCTTGAGCATTGAAA 
" AGTTTTATTCTTTCTGCTTGTGTTTTCAATCTTTTTC 

CGTATTTGGTTTGGTTATCTGAAGTTTAATTGCATTCATTGTGTTTATAGTATTTATCCCTGTA 

GTGTTGGAATTACCAGTCACTTACATTCATATTTTAGI I III I GCCTTATCTCCTN 

>882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATACAGAAACCTCAGAATGG 
AAMTAGCTMGACATAAGCAGTGTTTCACAGAACCATCCATCAGTCTTTTTTAGGATGTAGC 
AGTCTTCCATGTATCACTTAACCAATCATTATTCTTACCCCATCTTTTTGGGCAGGGGGTGGT 
AGMTTTAAMTTTACCATTACTMGACAGGGTGATAGTMGCATAGAATTTTGGGATGTCTT 
1 1 1 1 1 ICCTTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAGATCCCATAAT 
CTCGCCTGTGTGCTGAAGCGAACACTAACACTTTAAAAAGTGGGAATGAAAAATCTGAACTG 
TTGAATTAGACACAGTATTTGGGCCCCATCTTCAATTTCAGAAAGAACAAGTGGAGATATCAA 
GGCCATTGCGGCCTTCTGTAGTCATACN 
>883 
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>884 

ACTTTGATACATGTAAAGTGCAAGGCACCTTGCTAGAGAGCATAGGAGCTATACTAA 
GATATAGAGTCCTGCCACAAATACACACAAAATAACATGAATACAAAGTGTCCTAAAAGTCAT 
GCCAAATAAAACAGAGCATATAACTGGGCAGAGGGATGGAGAGTCACATGCTGGAGGAGGT 
GAGCGTTGACATGGTCTTATGGGATATGAACTTGAGATGTTGAAGTAGAACTGAGACATTTC 
TGGAAAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAACAGCAAG 
CAGCTCAGTTT CTTGG GTGGTCCAGGAGAAGAAGCTCAAACAACAGTCAGTGATAACACTAA 
AAAAATCAAAAATTTTAAAAGTCTGGAATCACAGCATAAAGAACCCGTATGCAGGANNNN 
>885 

ACAA TAAAC AAGACAGTGCCTGCTTGTGACCAGGGGCTGGGCCTCTTCATAGCTCT 
TTTCCCTGCCTTTTGTCTTCAGAGTTGATCTGCTTCTTACACATTCAC I I I I I CAGAGTTTGCT 
ATCTTAGMGCAAGGATCATTTTTAATTGGTTTGTTTACTTCAAAGTCCCACTCATCAGAGGC 
AGGGTTTCGCTTATATTTGGCTCAACTACTTTCTCTTGCTTGGTTTAGTAACACTAATGTTTAC 
TAACATTAAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATAATTATTTATTTCAA 
ACTGTATATTCCAAATTTAAACATATTCAATGCTTATTGAACATTCTAACATAATAGCTTATGAT 
AAAGGAAAATATAACATCTGGTTTTGGATCTGAAGCACAACCACTGCN 
>886 

ACATATGG CTCGGCAAAGGG G G ACTGG ATTAATAAATTCTG GTAATATAGTAAGG AC 
AAAATAAATGTAAAAAAGATAGAAGTAAATGTGAGAACATCAAGATGAACGCGTGCTCCTTTG 
AGTAGAAAGTAATTTTTCTGCTTTGTCACTCAAATAGCTGGCAGACCTGACATCACCCTGCCT 
CTGCTTCCATGCTCTAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTT 
AGTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAATTAGAGCCTG 
AGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACGCAGAAAGCTTGGTAAAGACTGT 
CCTGGCCAATCTGATTACAGTCAGTTGGTAN 
>887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAAAACCAGG 
ATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAAGTCCGGTAACTATATGTGT 
TCATTAGATTCTAAGCTGTTAAGGGAGAAAGACCCTGAGTCTAATGAATATAAACTTTAAANN 
NNNNNNNNNNNN 
>888 
>889 

ACTAAACAGGCCAGATATATTCTCTCATTAACTTATTGCCTAGCAGAGAAGACCAACA 

T7TTTAAAAGTTTATACATATAGTTMTTTCTATTATGATTATATGATACAAATGGAAAGTGCTA 

TGAAAATGTGGAACAAAAGAGAATAATCTGTCTGAACAGTCAAAGAAGACTTCTGGGAGATG 

ACATCTGAGCTAAAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACTGMGGAGTTAGCCTTTAAAAAAATGAAGAAAGTTCTATTTGGCCAGAGCAGAGTTTCA 

AATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCTTTATTCTAGGAGAATAGGGAGCTG 

CTCAAGGMTTTAAGCTTGAGAGTGACAAGATCAGATTTGCAATGCCTTTCAAGAGGTAGTTA 

CAAGGAG7TGGGTCTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAANNN 

>890 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAGTGCTGAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACACGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACT GCCCAC CAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTA 
GGCTGACGACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACATTGATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGCCTGA 
AACTAATCAAATATATTTAGAGCCTTCCCTGGCAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGCCCCAGACAGGTAGCGCGGAGCTCACCATGCN 
>891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTTACATCT 
TTGCTTTGCCTCTTCTTTCCCTGTGATGAGTCTTGGGGTAGGCCTCAAAGGCTGAATCTTCA 
ATATAAATACMCAGTGAATGMCMCAMTGGTTAtTTTAAAGATCTATCTTGGATGGCTATT 
TAATTTCACTAMCCCCAGGTTGCTCACCTGTTGACTGGAACAAACAATAGTCCCTTCTTCAT 
GCGGGCATGGTGAGGGTTTTMCCCCGCATTGTCCACAAAGACCGCTTAAATTATAGTAGAT 
GCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAGGTCAGATCAGGCTTCGGGG 



Page 258 of 355 



WO 01/42467 



852 
Table 4 



PCT/US00/33312 



TCAGACACACCTGGGTTCAAATCCCAGCAGGGCCACTTACTGTTGGAGCCGGGGCAAGTCA 

GTTATTCTTCCCTGAGGGTCAGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTTTC 

AATGATGCCGGGAGGTCTTAAAAATAATATAAGTTGAGAATGATAAAACAGGCTGGCACAAA 

TTGGATGGCAGCAAATGTCCTTGCAGCCCTGTGTCTCCTGCCTTAGTTTGTGTTGAGGATTA 

GGTCAGATAGTGT 

>892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCCCTGGAAT 
G ACAGTTGCCAGGGCAGTTCTTCTGAATTTGCAGGTCAGAATTAGTGG ATGATGAA I I 1 1 I I I 
CAC ACATG GTC AACTCTGTG CCACCTGCTACAAG ATGTTG G AAC AGGTATATTTATTTATTTA 
ATGATGATCAATGATTCTTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTATATGCTCTT 
TTTGAGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTACTTTTGTTAA 
GCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAAGGATTTGCTGGTGGGCACTAAC 
ACTGACCACATGTTTCAGTGTGGGCAAGTTTACCATCCATCA CGGATT TTGTGCTTGGTGAA 
TTGTAGGGAGTGAAAGAGAGAAGGATGTTTGGCCCAGTTGTCI I I I I I ACCTATATCTGAAAT 
TCTCACTTAGTCMGAACAAAACATTTAGACATTTAATTTCCTTTTGGGGTTNTAAGTGATACA 
TGTTTAAAANN 
>893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGCACGCAAA 
GCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACAGAAACTAAAAAGTAGTTCT 
GAGTAAAAATGAACTATTTACCCAGCCAAACCGTTAATTAGGTATAAAGGTAGAGTTAAGACA 
TTTATAGACATACAAGATATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGG 
AGAAAAAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAAGAACATA 
TATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAGGGTTTATCTTCATGACCTTGA 
ATTTGACAAAGGATTCTTGGACATGACACCAAAAGCACATGCAACAAAAGAAAAATTGGAGT 
GATATGATTAATAN 
>894 

ACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGCT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGA GACAG AAGGGAGTGTCG 
GACACCATGACGAGAGCTTGGCAGAATAAATMCTTCTTTAAACAATTTTACGGCATGAAGAA 
ATCTGGACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATCATCT 
>895 

ACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGGTCTGCTGCT 
GTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTGTCCAGGGATACGTCCATCCCC 
GTCCTGCTGGAGCCCAGAGCACGGAAGCCTGGCCCTCCGAGGAGACAGAAGGGAGTGTCG 
GACACCATGACGAGAGCTTGGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAA 
ATCTGGACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATCATCT 
>896 

ACCTTGAGCTGCCTCAGCACTCTTTTGCCATTCGTGCTAGAAACAGCCAAAGCCAGA 
CAACCAAATTACAGATGCTTAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTT 
GAACATCTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACACCTTCC 
AAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAATAAGGCAATCGGGGTCAC 
TGTGAACATCATTTGAAGGGAAGTAACTTCTTAGCTTTATTCCACAAATGGTCTA 
>897 
>898 
>899 

ACTGACAGATGCCTGGGTAACCATGTCCAATGTTCAATTTACTTTCTGCTGGACAGA 
TAGAAGGCTCTCCTGCAGCCTTTTCGTCTTCGGGTGTCCGCTGGTAAGAAATCCGCCACACA 
AGAAAGCACTGACATTTGGAGCCTCATCAGGTTCAGAGTTGAAAGTGAAATAAAGGATAATA 
ATCTTTGTCTTATTTTCTTTGTTTTMTGTTTCCCMCTTACGTTAGGACAATGTCAACAAAGA 
CAGATGTCCCTAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 
>900 
>901 

ACCTATGAGATGCATTTGAAMCTTACCTTGTTTATATGTTTCTTCTGTTGCAATTTCT, 
TCCAtTACCTGGMTAGCTGCTTTGGACGGCAMCCAAGGAATGCCCTTTCACAGCTGfGGG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
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CAGCAGTCACAATTTTGTGTTGCGTAATATTTCAG GAAC TTGCAACCCTGATAACTTGTGCCT 

GCCTGTCTGTAGGCCTTTMTGATGTTTTATTGAATTTTGGN 

>902 

NNNNNNNGAGTTTTTAAAACTGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 
MGAAMTCACACTTCTAMCACAAATTMCCATTTCAGTATTTAATTGCTCCTAAAAGGTGTA 
7TCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTTTAAGAAACAGGATAA 
ACTTTAGCATATMACAGTCTGATTACATTTTCACACTTTCAACCATCTTATTTATACTCTACAT 
TAGATMTCTTTAAATTCCATCATAAGGTTTCCCATGTTAACTCCATATAAAATTTTGTAATCCT 
GCCCACCCCATGTCAACTCAGTGTATACTACTACTAAGCTTCAGACTCAAATTTATTTCCAAA 
CCAAAGAACGCTCAAGGGTCTTTTCGCATGCTGCAACTGCTCAATTCACAGAATCACCCCTA 
AGGGTGAAAAMCAGAGCATACAAAGCAGACTTTTTTtCAAGCACTCTTTAACCTAATATTCA 
TAATAATTTAAGAGTAACAAATAATATAGACTTAC 
>903 

ACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTCAGGCATGG 
TATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACTAGCTGAATAAACTCATCCACT 
CCGATTTCATTTCAGGTATCTCATGAGAAACTAGAGGACAAAAACAATTCCAAAATTAACAAA 
ACAAAGTTTACTCTAGCCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAAC 
AAAATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATACACTCTATACTT 
AGATGCACATTT 
>904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AAT ACTTT ATT ATTC AAG T AACTT AAAATTGT AATTC AG ATTG G CTTTT AT G GT ATCT AAAAC AA 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAAGTTACTGAA 
AAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATTTAAATCATGAAAAAAAAGTAAG 
AAT ACTTT ATT ATTCAAGTAACTTAAAATTGTAATTCAGATTGGCTTTTATGGT ATCT AAAACAA 
TCTGGGCTGCTATAAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAGT 
CTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTATTACAG 
NNNNN 
>906 

ACCTTTGCTTTAAATGCATACTAAGCTGTGAATGACTGATATCAGAGACTTTCTTGGA 
AGTAGGTTTCATAGGATGGAGGACAAATGAAACTTTATGGGCGAAGAAAGAAGGGTCAGTTG 
GGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAACTAGGTCMCTTTTTAACTGGCTAGTG 
AAAATGAGATTCCTCAGGATACAAAAGCAAGGAGAAGACAGGAATAAATCAGGACTCCAACA 
GGCAGAACAGGATTTATTTAGGGCATGCAATGTGGAGGGCCCTAATGGGAACATGACAGTG 
TT 
>907 

ACAAATTGCATTGTCAATTTATATTTGTTTCCCCACTAAAGCCTCCAAACCTTGCTTG 
TTTTGTTTMGTATCCCTGGGGCTCATCACAGGGCCTGTTGAAGTTCTTTTGAAATGAATTGA 
AGAATGTGAATAATAGTTCTAGTTCTTCGGGATAATGGAAAGCTAATAAGGTTTATGCTAGAG 
GCTCTTACTGCTGGGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCTAGAAAATCCAAC 
TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAAC 
>908 

ACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCTGTTGCMTTTCT 
TCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAAGCAATGCCCTTTCACAGCTGTGGG 
ATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAATTCAGAGAACATGGGAGCATCTCATGG 
CAGCAGTCACMTTTTGTGTTGCGTAATATTtCAGGAACTTGCAACCCTGATAACTTGTGCCT 
GCCTGTCTGTAGGCCTTrMTGATGTmATTGAATTTTGGN 
>909 
>910 

• ACTCAATGGGGTAGGGTGTCTTGGGATCTGACTGTTTCTTAGACCTTCAATGCTTCT 
TGGCTTTCCTCACTGCTAGTTATMTTCAGTTTTCTCAGGTCTAAGTCATTCATCACTCTTTTG 
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TCTGCTTTTCAGCTTCCAAAAATTCATTGCTATTATCTCCTCTCCTGT TTTCC CTATGGTGTGT 
TTGTGTC I I I I I CTTTAAAAAAATTCCTTTGTGGTGGTTTTAGGGGAG I I I I I GGGAATATATA 
NN 
>911 

ACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATATTAGACAGATT 
CMTTATTCATCTTGTGATTATGAGTAGTAACCAAATTGTCTATGTAATTTTCTTATGGTGAAC 
TACCCAAAGCAAGGCCTCACCTTAGGCTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCA 
AAGGCTAAAAGGTTTGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACC 
GGTTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATCTTT 
>912 

ACAACAGAGCACAATGCTTAGATTTGGGTGGATTTGAATAAGATGAAAGATAAATTAT 
GATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAAAG 
TATCTTGTAMTTCTACCTGGTGAAAGTTTGATATAGCACACATATGACTTTTCTATATTATTTT 
CTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTCTTTAGTTGCAACTAAGTGATCAGT 
TTCATGATTTCTCTTACTATGAAACA I I I I I I I I I I 1 1 I CTTAACAGTTATCTTAAAAGCAACTC 
TGGGTCTACTGGGCTCAAAAAATGAGAAATCTAAAGAAAAACTGGAAI I I I I I I ICCCCAAAT 
TAAATGAGTCCTGGTATAATTTAAAGCCTATTCTTTGTAGTTTCACCN 
>913 

ACCACAAAGTTATTGCCTACATCCAGGTCAAGAAGATCTTCTACTGTATTTTCTTCTA 
AGAGCTTTTACATATAGGTCAATGATCAATCTAAAATTAAGAGTTGTGCAATCATTAACTCTAG 
CTTTAGACTGGTATACTAATTGGTTTGTATACGAACTGGGTTAAAGGCATAGGACACATGCA 
GGCTGTGTTCATTTCACAGCAGGGCTCTGTAATTAGGCAATAATTACTTACCATCATACCTAG 
TGAGGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTCCTACT 
>914 

NNNACTNGAGGACCAAGCCACAGAGCAAGCGCTAAAAAAAAAGNNAACTAGAACCT 
NACCACTGNNNCACGCACCCCAATTTCATAAAATGTATCAGTAAAAAAAAACAATTATCTAAA 
GTTTTTTAAAGTAAAGAAAAATTATTTATCACATAGGTAACTTGGTGTCAACTAGGTAACTGAT 
CTATTTTAATTTAGGAAGTTAGTGTCTTCCTTCCTCAATTTTCAGATTTTCTGAGGGGAGGCT 
CAAAAGGCCCGAGAGGCTCTCTACAAGGAGAAAGCAAGCCAGAGAATCTGA 
>915 

ACCAGAAATGGTAAATATATGAGTAMTATMCACACTTTTTTCTTTTAAMTTTTATTT 
AAAAGGTAACACTTTGCAGCAAAATAATTAACAATGTATTGTGGGTTATATAGTAGTAAGATG 
TTTGACATAAATTACATAAATAATTGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTG 
ATATTATATATGMGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACATAT 
TGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAAGN 
>916 

ACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTATAATTCAGTA 
AACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCCCCTTAAGCGACCCAGGGTAGC 
TTGTGATGGTTCAGATTATGATTTGTTCTAGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTA 
TCCTATTTGTCCCCTTCCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCT 
GGTAATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAG 
>917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACATTCGTTA 
AGTTGTTTTCTGTGTGCATCCCACCCAAATAAAGAATGTTTCATCAGCAAAGTGAATTGCCGT 
ATAGTCATCAGACTCTAGAAATAAATTATCAACGATGACTGCAGTGGGTGAGGCTGTTTGTTT 
ATCACATCACTTGAGAACAGAGTAMGTGAGTTTCATATTTTCCTGAGTCTTGAATTCTCATTT 
TAGACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAG 
>918 

NATAGGGAGTCGACCCACGCGTCCGGGGGAGTAAGGTGGTCAACTATAAACAAGC 
ATTTTCAGTGTATTTTTAAGGTTCATAAATAAAAATAAATGTGCAGGACAGAATTTTAGGGACA 
TTAAAATGATTAAAATG AAAAAGTATTACAATGCTAAAAG ATTTATGAG ATG ACTATTTTGCAT 
TGACTAGACTAAMGTTCATTTAAAATATTAATATGTGTATTACAGTGCTGAAAATTCTTAGGA . 
CATTTAAATGACATGGTTACAGACTCTGTCTTTCCAAGfACTTAACAATtGCATTTCATGGTTC 
TGATGTCACTTGAGAGGCATATTTTATTGAATCGCCTGTATC AtCT GGCCTATAAATAGAACT 
CCCCAGAATATCTACAAAGTGGTAATGCATTAAATATAGGGCTTTTCACAGCACTTGCAGGG 
TAGTAGGCAAACTTGTTGATAACCCCACGCTCTGGTTCTATTATTGTATTACCACCGGCTATG 
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CTGCTTCACATCTTAGAGCATACTGTGCTACTTGCTGTCCCAGCAA tCAA TACTGAGTCACAT 

CTGGATGGCTTGAGCAAGCCACCTATGGCGAACCACGCAAGAACCTTTTCTG CTGC CATGT 

ATTTAGGATATGGTTGTGTGTGACTTGAGACTGCTTGGGAGCCATTCTGAACATTTTCATAAT 

GACTTCCTCCATAATCAGTCTGGGAGACCGTAGGGTATATGATAGTTCTTAACATGATTTGCC 

TTCTTGAACTAGTTCTAAAGAAGACCCATGTTGATCTGA GTCTC ATACTTTAGCTAATTAAGTT 

CAAGGGAAACACCATTTATTTGAGGGAATTATCTCATTATTTTTTGCTAACCAAACACATTTTG 

AAATGCATTAAAAAAAGACAAGTGACCACTGCTGAAAGCTGTTCCCAAAGCCATATGCATAC 

CATCTGGTATTTCTTCCCACGGCCACTGTTTCAGTATTCTGTGGCAGGTCGGAGGGAATCAG 

GGACACATTTCATACTGCCATGAATAAAAGAGCAGGGAAAGTGAGGACATACTTTGTTTTCA 

AGGGGMGAAMTGATTTTCTTAATATAAAGTTATTGGTAACTTTATAATTGTAGTACTAATGT 

GCAANNNNNNNNNNNNNNNNN 

>919 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGA AGGGT ATT 
TGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGCAGCACCTTGGATTTTCCTG 
GCTTTATGCCTCCTGTTTCCCCTGGCTGAGTAACTGCAGGCATTAGGTTCCTCTACACACGA 
TATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGA 
GCACTAAAATCCTAAACATGCAACTTAAAAAAAAAATTCTAAATGTGAACACCACCTTTCAGTA 
ATTTATATTAATGTATCATCTCACCCTCTTTTCCTCCTCTTCCAACGCCCTTCTTTCTACCCAA 
ACTCCAATATACCAATTTGTTTGAACAGTTTTACATTCTAAGTGTCCAACTATTGCTAAAGGAA 
TGGATAAATTGTTGT 
>920 

ACTGCTATTTCTAGTTCAAAATCACAGATTTTCAGATTGAAAAAATTTCAATCCACTTA 
TTTTTCAAATGAGATAACTGGGACAAAGAGAAATTCCATGACTTGCCCAAGATTACCTACAGT 
TTAACTGTCAGCGGGGCTTAAAACCACAATCCACATCTCCTGACTC CCAA TCCTTTCACTTAA 
MCAAACAAGCACACAAACAAAAAAGATTTC TAAT AAAGTGGAATAATTTTAAGAAAGGCAAG 
TATCACTATTTTACAAGGMAAAATTAAATCATTTTAACAGATTGGCAAAACATGAACTAGTTC 
TTGGGGGGAAAAAAGAGAAGTCTTACAAGAAAAAATGTAATCAAGAGAGTGCCAAATTCGGT 
AAAATGCTT 
>921 

ACTCACATGTAAACTTCTACTTTCCCCTTCAGATTACAGCAACCATCATGCCAAAGCT 
ATACACTCTCAGGGAATCCCTGTGGATTTCACTGATGACCACTTGACCAACTATCATAAAGAT 
CAAGGCCAGGGGTTCTCAAACTCTCAACATTTGTGTGCTCATCTCCCCTTCACCCAGAGACT 
CCCCAGGGCTGCTGGGCCACACTTTGGTTTGTTTGACTGGAACATAGTTTGAAAGGGATGG 
AMTTTCCAAAAGGTGTTMTAGACACATAAAGATTTTTAAATATTAAAAAAAAGAAAAAGAAA 
GAA 
>922 

NNNACTTTACAGAAATACGGAAAGTGACCATGCAAGATGTCAGGGACTCTTCATATT 
TTATCTCTTTCTGAAATAAAATCATTTTGAACTCTGGGGGTACCTGGCAACTTTCTCACATATT 
GGAACTATGTCATATGGGTTGGCCACAAGAACCTGGCGTCTTTCTCGCATATGGGATCTATT 
TTTAAAGACATATGGCCATAAATGTCCCAAGAAATACCCAGGTAGAGATGAAAGCAAACATG 
TACATATATATAAAACACACACACAAACATGTTCATGTACATACAGTATGCACTCCCTTCTCTG 
TG I I 1 1 H GTCTGAGTTGATGATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCC 
ATTCAAACACATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAACAA 
CTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAATGCAGGCGAGGACT 
AGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCAGGAGAAATGTGACTGAGGACAGTATG 
CCACTGAAAACTGATGAAAGAGGAGGGAGACAGGAG GACA GGGCTCTTGTGGGTAGCAGG 
MGACAGAATGGAAATAMCCATGTTAACAAGATGGCTTTTGGCAGCAGCAGGAGCACCAG 
GCCAGCTGTCTCTCTCCTCCAATTCAAGTTACCACCACAAAACCCATTTGCAGTGG GAAGA G 
CTGCTGCATATCCGAGTGG ATTAAGGTTATTTATTCACATGTGG ACCATTCATTTAATTTTTGT 
TTTCTGTGTTTCCTAAATG ATTATCATTGGAGGTGCAGCACTGGTGTACTTATGATTTTTTAAA 
MGTGCTTCAAAGTTTAAGCATTTATTTCAACCAATAGTGAGTTAACCTCTGTGTTATAGAAAT 
TATCTGAGCAAAGGTGGTCCAGCAGGTTCTGTTTATCAGTGGGGATCGAATTTCTGCTGCTA 
MTGGCAAAGAAAAACTAAAAATAACAAACTCCTGGTTTTGTCCCAATCCCTTTGTGCAGAAC 
TAGTCAAAGCCCCAACAGAAAAGATGTTAAAAAATCAAGTA CTGTA GCCTTAAAGGTGTCACT, 

cmtttgcattctacagctmgtgtagaactcagaAgtagcattttatggctaccaactccgt 
gtggcagactgacattatctaaattaagcctgggattttatcaagacagactatcttcataan 
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>923 

ACTG TTGTCT CATGCTCTCTTTCTGTTAATAGCACCTCAATTCTACTCTGGGGGACAT 
TCCTCCTCTCTTTTTGGTCTGGAATGTCCCCTGGCTTCAGGGACAGCTCAACATGGGCCTGG 
ACAGTCAAATTCCATCCCCAAGCTTGGGACTCAGGGAGACCATCCAGTGACTGTTCCTGAAG 
TGCTGGGAAGGCAGAGCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAG 
CTACTGNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAN 
>924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAGTGCTGAAT 
TGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGGTCCGTCTCCCCACCTCCCAG 
ACCTCATTATATTATCCCGAAAAGAACACGATCTCTTTAAGGCTAGGCAAGTATTGCGCTGAT 
GAGCCAGGGACT GCCCA CCAATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTA 
G G CTG ACG AC AC ATTTTTCATC ATT A ATCC AGCCTATTGTAACC AGGG CCACTCAC ATTG ATT 
CGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCGCTAAAAATGAGGGCCTGA 
AACTAATCAAATATATTTAGAGCCTTCCCTGGCAACTTGCTGGGAGAGCAGCAGTAGACAGC 
TAATAGGGGAGCCCCAGACAGGTAGCGCGGAGCTCACCATGCN 
>925 

NNNNNNNNNNNNNNNNNNNNNNNNNNGGAATAATTAAATAAGAGTAAACATTTTAAA 
ACATATAAAAATAACTTTAAAATATAGTAACACTTTACAAAATATGTATCTAATTAAAAATACAT 
TAACATAGCATCCCTCAAACTATACAAATATAGAATATATATTCATGAAATTCTTTAGAAATATA 
ACATCTATTCTTTGMTAAAGCTTAAAATTTG7TTATAATTTTCAAACTAAGAAAAGAAGTAGT 
GAATAATAGCTCCATCCAATTrATAATTGTCTTAAAGAGAATGATTATGTATCATTTCTTGCTT 
GTCTTirCTAATACCCAG TCMT CACCTGTACAGCATTGTTGTTTGCTGTTTTCTTCATTTCTT 
CMATAGACCCCTTGMGTTTTMGATCCTTTAGATAGAACTTAGAGATTTCAAAGAGACGCT. 
GGCTGCATGCAGTGAAACATTCATGAGTCTCGGTAATACTGTGTTTCTTCAGGGTTTCAGTA 
ACTACTTCTTTCAGT ATCCGT GTGTGTTTCTGTGATCTTGATTCCTTAATTTGCCTTGATGTTT 
TTGATTCATGCATAC I I I I I IGACCTGAACTGGTCTTTGTAGCAAGTTTTGGAGTTTCACAGC 
TAGGAATTGGAACCAATGGACAAGTCACTGGTAAGGACCGCTCTGTTTGTGGCTTTCTGGAT 
GTCACATGATGATGA TAGTGA TTACTATTACCAGTTGTCTGAGAAAGAAGAGACTCTGAACTT 
TCAGATTTCACAAGTCTTTTTCT GGGAT AMGGCAATTCAGATCTTTAGATCTCCGTTTCAATC 
GGGATACTTCAGTTCGAAGTTCATTTTGTAAAACTTCTCCGTCAGGGACACTTCCAGGATCT 
GACGAAACTACAGGAGATGGAAGAGGGCTCAACACAGTAGGTACTGGAAAACTTTCTCTGG 
TGCAGGTAG TTTGA GTTTCATAACGAATAAGACGAGACTGAAGTTCANAAAATCCTCCATCTC 
TTrCCAAAGCTTTTCGGTCATCCAAGCAATATTCAATTCCATGATAATGACATACTGAGGCTT 
TCTCA AAAG GTAAGACCTGAAGTTTCCCAGGACTAAGTTCTGGTGTCAAAACAAAAGTCTTTT 
CCCCCTTTTGAATCGGTAAAGGTTGAAGATCTCCAANNNNN 
>926 

ACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATAAATGAAATAAT 
TTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTTAGTAAATATTGAATGAATCAACAAA 
GTACCTCCCAATATAGAGAAATCACTTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATC 
GAAGGCATCTTTTGGGGCTGTTACAGTTATTTCCTTTATTTGAAGAAGGAATATGATATACCT 
ACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 
>927 

acgcggggattgctgatggatcagtgagcctgtgttcatgccagtgagctgctgtg 
gctcagatactgatactttctttccaaacagcataagaagtgattgagccacaagtatactga 
aggaagggctccctcgagttgtggtgtgaagagataaatcaccagtcacagactatgcacc 
cgactgctgctgttcagtccagggaaaatgaaagttggagtgctgtggctcatttctttctt 
caccttcactgacggccacggtggcttcctggggaaaaatgatggcatcaaaacaaaaaaa 
gaactcattgtgaataagaaaaaacatctaggcccagtcgaagaatatcagctgctgcttca 
ggtgacctatagag attccmggag aaaagag attrgagaaattttctgaagctcttgaagc 
ctccattattatggtcacatgggctaattagaattatcagagcaaaggctaccacagactgc 
aacagcctgaatggagtcctgcagtgtacctgtgaagacagctacacctggtttcctccctc 
atgcgttgatccccagaactgctaccttcacacgggtggagcactcccaagctgtgaatgtc 
atctcaacmcctcagccagagtgtcmtttctgtgagagmcaaagatttggggcactttc 
aaaattmtgamggtttacaaatgaccttTtgaattcatcttctgctatatactccaaatatg 

CAAATGGMrrGAMrrCAAGtTAAAAAAGCATATGAMGMrrCMGGTTTTGAGTCGGTCA 

ggtcacccaatttcgcaatgctgtccttccacttgcagagaccccaatcctggagccatcct 



Page 263 of 355 



WO 01/42467 



857 
Table 4 



PCTAJS00/33312 



GTGCTATAATTTCTTTTATTGAGAAATGGAAGCATCGTTGCTGGGTATGAAGTTGTTGGCTCC 

AGCAGTGCATCTGAACTGCTGTCAGCCATTGAACATGTTGCCGAGAAGGCTAAGACAGCCC 

TTCACAAGCTGTTTCCATTAGAAGACGGCTCTTTCAGAGTGTTCGGAAAAGCCCAGTGTAAT 

GACATTGTCTTTGGATTTGGGTCCAAGGATGATGAATATACCCTGCCCTGCAGCAGTGGCTA 

CAGGGGAAACATCACAGCCAAGTGTGAGTCCTCTGGGTGGCAGGTCATCAGGGAGACTTGT 

GTGCTCTCTCTGCTTGAAGAACTGAACAAGAATTTCAGTATGATTGTAGGCAATGCCACTGA 

GGCAGCTGTGTCATCCTTCGTGCAAAATCTTTCTGTCATCATTCGGCAAAACCCCATCACCA 

CAGTGGGAATCTGGCTTCGGTGGTGTCGATTCTGAGCAATATTTCATCTCTGTCACTGGCCA 

GCCATTTCAGGGTGTCCAATTCAACAATGGAGGATGTCATCAGTATAGCTGACAATATCCTTA 

ATTCAGCCTCAGTAACCAACTGGACAGTCTTACTGCGGGAAGAAAAGTATGCCAGCTCACG 

GTTACTAGAGACATTAGAAAACATCAGCACTCTGGTGCCTCCGACAGCTCTTCCTCTGAATTT 

TTCTCGGAAATTCATTGACTGGAAAGGGATTCCAGTGAACAAAAGCCAACTCAAAAGGGGTT 

ACAGCTATCAGATTAAAATGTGTCCCCAAAATACATCTATTCCCATCAGAGGCCGTGTGTTAA 

TTGGGTCAGACCAATTCCAGAGATCCCTTCCAGAAACTATTATCAGCATGGCCTCGTTGACT 

CTGGGGAACATTCTACCCGTTTCCAAAAATGGAAATGCTCA GGTC AATGGACCTGTGATATC 

CACGGTTATTCAAAACTATTCCATAAATGAAGTTTTCCTATTTTTTTCCAAGATAGAGTCAAAC 

CTGAGCCAGCCTCATTGTGTGTTTTGGGATTTCAGTCATTTGCAGTGGAACGATGCAGGCTG 

CCACCTAGTGAATGAAACTCAAGACATCGTGACGTGCCAATGTACTCACTTGACCTCCTTCT 

CCATATTGATGTCACCTTTTGTCCCCTCTACAATCTTCCCCGTTGTAAAATGGATC ACCTA TG 

TGGGACTGGGTATCTCCATTGGMGTCTCATTTTATGCCTGATCATCGAGGCTTTGTTTTGGA 

AGCAGATTAAAAAAAGCCAAACCTCTCACACACGTCGTATTTGCATGGTGAACATAGCCCTG 

TCCCTCTTGATTGTGATGTCTGGTCTATGTGGTGCCACAGTGGACACCACGGTGAACCTTCT 

GGGAGTCTGCACAGCTGCTGTGTTCTTTACACACTTCTTCTACTCTCTTGGTCTTCTGGATG 

GTCTGCTGGGTCCCTGGGGTACGGATCATCTCGGTTCATCCATGGCAGCATTGAGAGGGGG 

GGGTTGCGGGAGGGGGCCCC I 1 1 I I GGTTCCTGTGGTCGCCCTGCACTCAAGAGGGTGGG 

TGCTGCCGGGACCCCCGTTTGCCCCGGCGGGGTCGGGGCGCCACCAGGGCGGGGAGGA 

GGCCCCGGCGCTCCTGCGTGGGAGGTGGAACNNNNNN 

>928 

ACAAGAAAGAAAACAAATACCAAGTATTTACAGATCCAGAGAAAGTTCACAAGAATG 
GGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAGCCACATTGCAAAACAAACAAAA 
AAAAACGAGAACGTTCCCGAGTGTGCCTCCAAAACATAAAGGAGAAAATCATACAGAAAAAC 
CTCATGTAAGGGTTGGAACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTA 
GCTAGGGCATGGCCTGAGAGAAGCCCCTTCCTGCTTTCAGAGCCTACAAGTAGTCCCCAG 
>929 

ACTTMGCMTAAATCTGAGCAATTATCAGGTTATTTTATTGCATTTCTAATGAGTTCT 
TCTAAAAAAAGTCAATCAATTATCACTGCTATATATGTTCTGTGTGTAAGGAGTGCTTGAGAG 
TCTTTMTTGTMCATTTATTAAATAAGAATMGAGGACATTTTTAAAGGAATTAAAGGAACAT 
TMTTCCTTCATAMTGTATAGTGCTTAAGCTCTGCTTTAAAAGGTCTTTCCATGTGCTCTTGG 
GTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTGCAATCACAAT 
>930 

NNAGGCATGCGCCACCACACCCAGCTAATTTTTGTATTTTTTAGTAGCGATGGGGTT 
TTACTGTGTTGCCCAGGCTGTTCTTGAACTCCTGACCTCATGATCCACCCACTTCGGCCTCC 
CAAAGTGCTGGGTGGGCGTGAGCCAACCGCACCCGGCCCCCAAI 1 1 1 I I 1 1 I ICCAAAAAA 
GTAACCAGAAAAGTCATCTCAAGACAGTGTTAGAGAAAGCGTTGTGTTTCCTCCTCTGAGTC 
TTAAGTGGGGGCTTCATGGGAAAGGGAGGATGACTCACTTACTCTGAAATCTGGGCCCAGG 
AAGGACCTCTCCCATCCTTGGAGCCTCCTCATTCTCCTGTCTCTCACTGTCCCCCCACCTCT 
ACCATGATGTCCTCATTCTGGAAACCCCGAGCAGGGATAGTGGCTTGGGCCCTTCGTCTGG 
CTTTTCTCCCCACACTTGCTCCCTTCTAACATTTTCTCCCTCATCTGACATGGAAGGGGCAAT 
GGTTAACCCAGGAGGGAGGGCAGAGAACAAGGGCCCCACATCCTGGCTCTGCCTCTGACA 
AGCTGTGTGACCTTGGGTATCAGCTGACTCATCGGAGAAGTGAGGAGGACGGACTTGGGCC 
GTGTCTGGATATTAAACTTTGTTGGGTCCCTGACCTCTTTGAGAAACTGATGCATGCTTCTCA 
AGAGGCCGCAAGTGCATTTTACACACTATTTCAGGCACCCCACAGATCGCGCAGATTCAGGC 
TCCACAGGCTTCATGTTGAAAACTCCTTAAGTGACAGTGGTCAAGGTACCCACCAACACTTA 
TTTAACCTTGACAGTTTGCAAAGNNN 
>931 
>932 
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>933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAACACACGAAC 
TGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGGGAGGGACAGAAGGAAATAG 
GATGGAMGGGGTTGAGGGACTTCAACTGTATTTGTGATGTTTTAGTTCTTTAAAACAAAAAT 
CTAAATGACATTTGAAATATGAAACAAACGCAGAAAACATCAAAATGTCAACAATAGTTAAAC 
CTGAGTGTTGGGTGCCTGAATGTTATATTGGTCTCTG 
>934 

ACCCAGTAT ATGA GCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGATAGCTATT 
ATTAATTGCAGATTATTTTGGAAGGAAAAACACACAGAGAATTATGTATCTTTCAGTGTAAATG 
TTAGTTCTAAMACMTCATATTATTTACAAAGCTGCAGTTATAGAACACAATTCTGATTTCTG 
CCTCACCCCCACGGTTAATACTGTA'AAACATTTCCTACGTTTCATCTGATAGTGTTATTAAAAA 
TAGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGGCGTG 
>935 

ACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCCCTTAGATAACAA 
TGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAAATGTTGTTGTTACTGTTATGGAATTT 
ATCACAAATATGTAATTATATGTTTCGTAGTGATTATTCATCACCCCTACTGGACTCTAAGGTC 
TGTGAGGATATGTCTATTTGGTTTACCACTGTATCCTCAACAACTGCTGGTTGTCCCTATTGT 
AGGTGTTAGGTATTAAGTGCATGATAGTGAATACATAAAGGTTTACI I I I I I AAAAAAATTCAG 
GAAACCAGATAATCAAAAAGAAAGAAATTAATCACTTAATAAGTTTCATCTCCCAGGGATAAG 
AAAACATAGGTAAAGAGAGATTAAACTACTCCTTCAAGTTCAGGCAATTCAGTATTCTAATTG 
AAAGTGTTGTGTTTCCTTTTTAAGTCTAGTTTTGCTTTTGTGTTTATATGTCATAATTMTTGTG 
TTAAMCATAATTTTAGAMCCGATCTTTCTATATCCCTCTTTTCTATACCCCCCAATTTTACTT 
CACTTTCTTAAACAACAATAAAAGTCTCCTGTMCATAAGAAAGCTTTTCTTCCTAATTATCTT 
CTTTAGGT 
>936 

ACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGAAACAGGCTGT 
TTGATTTCACCATGGTCAATGCTCTGATGTGCCAAACACAGGAGGTTGTGGGAACATATAGA 
CAGTGACCAAACTTTTAATGAATACAGGAAGATTTTCTGGAAAAGATGACATGTAGCAGACA 
GCTGACAGACGAGTTTACCAGGTTCAGAACTTAAGTGATAATAATCTTTTTATCATAAAATTTT 
AAGTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTATG 
>937 

GTCGACCCACGCGTCCGAAGAGGTCCTATGACAGGATCAAGGTAAGTATGTAGATA 
AAGATGCGTACATTTCTTCTTCTTCCTC I I 1 1 1 1 1 1 1 1 1 1 1 1 AAGGTGTTACTTGGCTGGATCA 
ATTCCAGCATCTMTTTAGTTAAGAGACTTTAAAAAGGGATTATATATTGGAGAAAAAGGCAG 
AAATTAAMGTGTATTTTCAGTCTTAATATCTCACATAAATGACCTTAGAATTGGCTATGTTAG 
TAGTTAGTTTATGTGGTACATGTTAAACACCAGTAGAGAAACAACTATGGTTGTGATTAAATC 
ACTTGACTTTCCTGCCAGAGCTAGAATCTTAACTCCTTTAAAAGACGACTCTGGGAAATCCAG 
TGTTTGTATGTAAAAATAAAAGGTAAGTTAATTCTAGATTGAGGGGCAGAGGCTATTTCTTAA 
TCTCCAATCTCCTTGGGAAGGGAAAGTATTAGGAGGCAGTAATGGAGTAGAAAGGTGGGGA 
TGGCAAATAAGAGAMGATTTAATGTAACAAAACTGTTTTGTCCCTCTTCTTAAGTAAATAATT 
ATTGGMTAATTAGTGTAA CATCA CATAGTAATGTGTATTTTGTCTTGACTAAGTTGTGTAAAG 
GAATGTCTTTTTMTTCAGCTTTTCTTTTCTCCATGCTAGTGTTATCAGGTTTTGGTATT^ 
ACTTACAGCATATGTTATGAAGCTGGTTTGAAAATTGGTTTTAGATATATCTGCAAGTTTACTA 
CTTTGACTGTAAAAAAAAAAATGAAAAAGTAGTTGACATCTGTCCTCAGAAGAAGTTTGCAGG 
TTGCATATTTGTGTGTAAATACAGAGGCTAAAAGGTAATTTATGTTCCTTGGGAATTGAAATG 
GTCAGTGGCCCGTTACAGAAACTTATCAGTCATATATCAGCACCAGTTCATTCTTTTGCACCT 
TAGGGACCATCTGTCCCCTGAGGTGACCTGAGAAACAACCAGTTGCCCACAGACTGTTATTT 
CTTCAAGTGAGCCAGGATTTGATTTCACTGCCTTATATTCTAI 1 1 1 1 AGTGTACAGTGCTTTGA 
1 1 1 1 1 1 GGAAAMCTTAAATTTTAAACATATTTGAAAAATGTTATAAGACTTGGACATTAAGTCT 
GTTGATAGCCAMGTCAGTTTACCAAAGTAAAACAAATAAATTCTATGCTTCTTCATTGTCAAA 
GAGCAGTCTGCCATCATGTGGATATAAATGGACTATGTAAAGTGACATGGTGCTTACTCTCT 
ACCTAATAATAGCCTCCCTCCTGTTCCAAACAAGATAACCAACAGGTATATTTAATTTACCAG 
TTAATATGTTTTGGATAATTGGCTGCCTTGAMTGCTATATGTTTTATAGTACATCATAGCTTT 
AGTTTTCTTCATMGGAAATTACAGTTACATCCTAATCGATTATTAAACTATCACTGTGTCTAA 
GAAtGGTGGMGAAGATAGGGAATAGGTAGGGMGTCATTATAAATATATTTTCACTGGCCA 
GGCGTGGTGACCCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACG 
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AGGTCAGGAGATGGAGACCATCCTGGCCAACACAGTGAAACCCCGTCTCTACTAAAAATACA 

AAAAGTTGGCCGGACGTGGTGGCAGGCGCCTGTAGTCGTAGTCCGAACTACTCAGGAGGC 

TGAGGCAGGAGAATGTTGTGAACCCGGGAGGCGGAGCATGCAGTGAGCCGAGATCGTGCC 

ACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAACATTAAAAAAA 

MTGTATTTTCATTTGTGACTCCATCTCAAAAAAAAATATATTCTTTAAAAAAGAGAGAGAGAG 

ACCTGG AGTAG AG ATTCTGTCAAAG A ACN NNNNNNNNN 

>938 

NNNNNNNNNNNNCGNGGGTACTTCTAGAATTAATTAATAGATATAATTGATTACTGG 
TCAGAATAGCAAAAAGAACTAGAAAACTTGAACAACACTAAATACCAAGTATACTTCACCAGA 
TATCTATAGAACATTCCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTG 
TATGTGGAACATTCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTA 
AAAG G ACTG ATATC ATACC AAGTATGCTCTCTG ACCAG A ATG G AATG AAATTAG A AATC AATA 
ACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAAC 
CAGTGGGTCAGAAAAGAAATCACAAGGGAAACTAGAAAATACTTTGAGCTGAATGAAAATGA 
AAATGTAATATACCAAAACTTATTGAATGCAGCTAAAGCAGTGCTTAGATGGAAATTGATAGC 
TGGCAAATGTCTGCATTCAGAAGGAAGAATCATCTCAAATCAGTAACATTGCCTTCTACCTTA 
AGACTCTAGAAAAAGATCAAACTAAGTCCAAAACTTAG 
>939 

NNNNCTCTTCTTCCATACTCTTTTAATTGG ATATGCCAGTGTGTCTCAGTAATTTCCA 
GTGGCTGTAAMCTTTGAGAAATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCT GATT 
GCTTATTAAGTGATCTCTTAGAGGTTTCCAMGTTATGAGTTTGAGTTTACAAGTGCAGTTTTT 
TTCCATGAAAATTTCAGTGGTGACAAATTATAGAA TTTATC ATTCAATTCAGTCTTAACTAGAA 
ATAATTGCATATAATAAAACAGGTTCTTGACTGTTC I I I I I GTCAGTGTTTAAGAATAGAGACA 
AAATAMGTTAGATTTGAGTGCCTCAGAAGATATTAGAAAATAGAGATAAGGTTTATGGCCTT 
TAAAAAATTAAAGACAGTATTGGGGGAAAGAAATGAAAATTGGGACCGGGCGTGGTGGCTC 
ACTCCTGT AATCCCAG CAGTCTG GG AG GCCAAGGTGGGTGAATCACCTG N 
>940 

ACTGCCACTTCCATTTTGTAAGTGAAGCCCAGAGAAGCAAAGAAATGTGCCCTAGGT 
CACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTCGAATGCCTCCAAAGCCCT 
CGACCTTCCCACTATACTTCACGCATCTCTAGAGAAGAGACAGAAGTAGCCAGGATGAAGGT 
CTTCAGGTTTAAGAAGAACTATGAAAAAGCAAAAGATTTTTGTTTTCGTGGTTTTTTTACTATA 
AAGGAAAACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 
>941 

ACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATTTGATATCAAA 
GGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATAGTGAAACTAACCTCTGATGTAT 
GGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAACTGGAATGTAGAGGATGAACATATTG 
GTAATAATAATACTGGTGGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTC 
AAATCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATATAAAAATGtTA 
TCCTTCTGGTTTTCAAATCAAAACCAGGAATAACGCATATCACACACAAAACTCATCAATGTG 
GCCAATTTTCCATAACATT 
>942 

ACATGAAAATGGCTGTTTTTCCCCACATTAGTCAGCTCTGGATTTTGCATGTGTGGG 
GC TTTTTTT1 I GATAGTTATTTG 1 1 I 1 1 1 ATTTTAAAAATTTATTTTGCCAACCCAGTAGAGAAC 
AGCTGAGCATCTTCTCATGTATTTATTGGCCATCTGCATTTCTGCTGCTTATTGGCCATGTAT 
TTATTGGCCATTTGCCGTCTGCTGTGAMTGTCTTAAATTTTTTGCCCATTTTTCTAGTGATAA 
MCACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTGTC 
>943 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTCGGCTTATGATTTTCAGTtCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGT 
TACTAAGGAGGGATGTTAMTTMTCCCTAGCTGTMTTGTGCATTAGmGTCTCTTTTCAG 
CTGTTCTAGCTCCATAMtTTTTGGAGCTGTTAGGTGCAfATACGTTTAGGATTATTTrGTCTT 
CTTGGTGAACTAGACCTTTTATCATTAGGAAACTGTCCATATAACCA 
>944 
>945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAATCGATG 
GGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATGAATAAATGTATATAGATAG 
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AAAGTAGAGACCTTGATAAAGTCAAACTCCTTGCCTTTACAAGTGTGTGTTCAGCAGCCATG 

CAAGGGAGATGCCCATCTGGCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGG 

AGATGGCATCCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGCAG 

GGGGACAGTGGTGATGTGAAATTGATTACATCAGGGTNGACGGAGTACCTGCCCGGGCGG 

CCGGCCACCGCGGTGGA 

>946 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATCGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGAATCCCAGGACACGTTGAATTACAAGCTCCAAGTTTTTCCGCTGCAGCG 
TATCCAAGTGTGCTTGGAAAGAAGAACAAAATTAAACATGCTATTTAGAGCTTTCAGGGCTAA 
CTAGATTTTGATGTTGTCATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATG ATACAG AGA I I I I I ATTGTACTGCAT ATTTA ATG AATTATTTTATA AATTG CTGTTGTG A 
AGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTAC I I I I I AAAGAAGCATTTCCTGGGAGG 
TTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGA AAATA GAAACAAGT 
ATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTAATATGTGCATGCATAGTATATCAATGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
Mil I ACATCATTCATGCCATTCTGCATTTTCCACTTAATACTATACTATTGGTACTTTACCAAT 
CCCTTMGTATTCTCCTACATAGCATTTAAAGGTGAAATCTACCACCTCCTATTTTTAATATTT 
ATGTTGTTTTGACTTTTCAGTATMTAAATCATGTTTATATGTAAAGGTTTTTATCTCCGGTTAT 
TACTGTAGAATAGATTTCTGGGAAGTATAAGAACAGGAGACATAAATATTTTTAGGTCATTGA 
TACATMTTTGAAAATGACTCCTAGAMGATTTTAACAATTTGTGTTCTACCAACGGTGTTTGA 
GGGTGTCTTTTTCTCATTGTCTCACCAGTAAATGACAATTGTAATTTGTTTATTTGCAAGGCAA 
AAAAAAAAAAAAATTGCAATTTGATATTTAAAGAGATTAAAC I I I I I CTCAGA 1 1 I I I ATTTGGT 
AATTTGTATTTC I 1 1 I I AGTGAAGCTCTTGCTTTTACCCTGGCTACTACCTATGATTGTGTTAT 
GTCCTGGAGGAGAGGGAACTTGGCTGAGGGGGACNNNNN 
>947 

ACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAGAAACAAAATA 
TGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTGAGATAGTAACATTAATAGAATTCC 
TTAGTG G AATTTCTTAATG CTTC AGTTC AATCTAAATTAGT ATTAAT ACTTTAAGG C AG G AAAT 
CTGTCCGAAAGCATTTGTAAATTTAAAAAGCATTGAAATGAGAAGCAGAAACAAAAAATATTC 
ATTTCTATGTATTGCTCTATCTATATTATATMCTGATTTACTACCATTAAATTATAAAATATTAC 
ATGTTCAGCGTATTGTCCTTCTGCAGTTACTGATTTATAACTTTAATAGTAACAGATGTAGCTT 
TATTACTAG 
>948 

NNNNNCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATCCTGAAGTTGA 
ACTGGTGCAGCAGTAGTATCGTTATGCTTGTTAGCCTTCATAATCCTTCCTAAGCAATAAAAT 
ACCCATGTGGTCGAATCCCAGGACACGTTGAATTACAAGCTCCAAGTTTTTCCGCTGCAGCG 
TATCCAAGTGTGCTTGGAAAGAAGAACAAAATTAAACATGCTATTTAGAGCTTTCAGGGCTAA 
CTAGATTTTGATGTTGTCATTGTAGCAAATAGTTCTAGAGTGTGGAAGAAGTTGAAAATGTTT 
TTATGATACAGAGA I I I I I ATTGTACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGA 
AGCATTTGTGMTGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTGACTTTTATTGCA 
ACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTA C 1 1 I I I AAAGAAGCATTTCCTGGGAGG 
rTTCTTn I CTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGAAACAAGT 
ATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATACTTTGTCTTTTCTTACAGTTT 
CTMTATGTGCATGCATAGTATATCMTGTGGTTTTACAAAGAGTGTGCAAATTATGATTCTCT 
TTTTTACATCATTCATGCCATTCTGCATTTTCCACTTAATACTATACTATTGGTACTTTACCAAT 
CCCTTMGTATTCTCCTACATAGCATTTAAAGGTGAAATCTACCACCTCCTATTTTTAATATTT 
ATGWGTTTTGACTTTTCAGTATAATAMTCATGTTTATATGTAAAGGTTTTTATCTCCGGTTAT 
TACTGTAGAATAGATTTCTGGGMGTATMGAACAGGAGACATAAATATTTTTAGGTCATTGA 
TACATMTTTGAAMTGACTCCTAGAMGATTTTMCAATTTGTGTTCTACCMCGGTGTTTGA 
GGGTGTCTTTTTCTCATTGTCTCACCAGTAMTGACAATTGTAATTTGTTTATTTGCAAGGCAA 
AAAAAAAAAAAAATTGCAATTTGATATTTAMGAGATTAAACTTTTTCTCAGATTTT^ 
MTTTGTATTTCTTTITAGTGAAGCTCTTGCTTTTACCCTGGCTACTACCTATGATTGTGTTAT 
GTCCTGGAGGAGAGGGAACTTGGCTGAGGGGGACNNNNN 
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>949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAATGTAATAG 
GCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGTAGCTCGGAGAGACGGTGTC 
TACTTATTCACCACATCATGAGATGACCTCAAACTGAGCAGGCAGCCAATGAAAACCGTGAG 
CTTTCTTTACATTAACTTTCTGAAAGTCA I I I I I I CTTATTCCACTTTGTGCC I I I 1 1 I I AAAAG 
CTGCAGCTTCATGGAATTTAATCCTGGTATTTAAAACACTN 
>950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTCACTGATTAC 
TCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGGTCTGCACCCACATATGCAAATA 
AATACCAGATATCTCTCTTGGTTATATTGCACATA 

>951 

ACTCTTAGGAAAGAGTAATGGGGTTGAGGATG GTTA ATTTAGCCCATCCTAACTTCT 
GTGAGAI Mill ICAGAATATTTTGGATGGTTCTCTCACTTTTGTTATTAAGCATTTGGGAAGA 
AGATTCTGCAGCCTACTCAGGTGAGCCAATCTCATGGGATTGAACAGAGAAGATATGTTTTC 
ACGTCTCTAACCAGTGTTTTTCATAGTGTAAGTCAGGCCTTTCTCCTTTGATCTAAGTGGAAC 
CMGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATGGGCTTCATGTAAC 
>952 

ACACTCTGTAGGTCTACAGGTAAAAAGCTATTACGTTGCAAACATTATAACGTAATGT 
AAGGTCTGGATTACATGCCTAAAAATCCAATGATTCTTGGAACCATCAAATCTGTTAAGACTG 
AAAAGAATACCAATGTTTAAATATATCTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAA 
CACTAGAAAACCAACAAACTTAGGTTGTTCTAACATACATA CACAA ATACAGGAGGGACGTTT 
ATGGGTCACATCTGCGAAACATTTTTTCCCAAAMGCTGMTTTTTAGGCTTGCGTGTAAGTA 
GATATAGAAGAGTGCACTTTTGGGGATCCTCAN 
>953 

ACCACCAATAATTATGCCCACAATTTTATCCTAAATAAGAGTGATTCCCTGTTCCTTTT 
CCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAAAACATGACCCCTCCATCCAGAACC 
AAACTAAACTCAGGAGTGATTAGAATCACCTGTGGGCATTTTCCCCCAAACCACCCATACTC 
TGTAGATTCTGATAAGCGCTCTTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCA 
AGGAACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGANNNNNNN 
>954 

ACC AG ATGTTGT AAAATTTACTAT AATTAATAG G AATT AATTAATG AATG CC AAG GG G 
CAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGTGCTATTTANNGTTCTCTACATTTA 
CTCCATAGTAAGCTGTTGTTTGAGAAAAAAAATGCCAGTTTGGTGCGTAGTAGANN 
>955 

ACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAGCATAGCACCTCCATTGACCCAC 
ATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTGGAGTCTCAGATCCCTCACCTGTTAAAG 
GAGAGTAATACTACCCACTTACCI I 1 1 IGGGTTGTTGTGAAACACACATAAGACAGTATTAGG 
AGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGA 
ATTGGATGACAGTGAACTTTGCAGCATTTCCTAACCTCAGAAGTTCAAGAGCAGGAGCCTGA 
GTGTTTTAGGTCCCTGGTATGGCTGTGGATTTCCAGGCATGCAGCAG CTCTG GGGCCCCTG 
CTTCCTACCCGCCAGTGGTTCCAGCTCTTTGATTAACTGAAAGGGAAATTTTTCNNN 
>956 

ACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCAGGTGACATAAT 
TTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGCAAATATTCTTAAAAAGAAAAACTTAG 
G A I 1 1 1 1 1 1 1 I ACAAAAGTTAACTTAAAATGCATTATCTAGAATAATGTTATAAATCAACGTATA 
GAGACGTTAGTGMTAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAACA 
AATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGN 
>957 

ACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTGTGTTCTATAAATGTCAATTTAA 
TCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACTGATTAATGTGTATATACTAGTTCTGT 
TACTAAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAG TTTGTCTCTTTTCAG 
CTGTTCTAGCTCCATAAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTTTGTCTT 
CTTGGTGAACTAGACCTTTTATCATTAGGAAACTGTCCATATAACCA 
>958 • 

ACTCCAf AATATAATCTTTTAAATGGGCAACTTCT AAATATTG ATACAACCATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
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AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 

CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 

GCCTAGAMCCTATTTATTCATCTGTMTATTAAAAAGCTGAATTTGATGATCTTGAAAAATCC 

TTTCCAGATTTACAACNNNNN 

>959 

>960 

ACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTATCAGCAGAAGA 
TAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTCTAGGCCTGAAAGCCTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAACCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAAGACTGAGAGTCAAAATTAAGTAGATTTGCCCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATCTCAAGAAGTCATTATTACGTGGATCATTCAAGAAATTTCTGGATT 
TAGAMATAGCCTTAMATATGAAACAAATATTAGCATTTGTTAATTTGAGATGTTATGTTCAC 
AGATATTGGTAAGATTATCATTTTTAATTTATGTGTTTTAAAANNNNNNNNNNN 
>961 

ACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTATCAGCAGAAGA 
TAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTCTAGGCCTGAAAGCCTAGGAGAG 
GGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGATATAGCCAACCTTGGTGGCCTAATA 
GAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAAT 
TTAGCCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTGTAGAGAA 
CATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGATTGGTATGATTATCTATACT 
TTTCAGATGAGAACACTGAGAGTCAAAATTAAGTAGATTTGCCCAAGGCCATATAGCTGGTA 
GGAGCTATAAATAATTATCTCAAGAAGTCATTATTACGTGGATCATTCAAGAAATTTCTGGATT 
TAGAMATAGCCTTAAAATATGAAACAMTATTAGCATTTGTTAATTTGAGATGTTATGTTCAC 
AGATATTGGTAAGATTATCAT7TTTAATTTATGTGTTTTAAAANNNNNNNNNNN 
>962 

ACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 

I I I I I I I CAGATGCATTCCTTTGATTGAATTTAAAGTCAAGCTTGTGCTTCTGGATGGTTGCTT 
TGTCAGTGMCACTTGGATTTGGAAAATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTT 
TCAACTTTATAATTACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAATAATCTTTAAAGAAG 
AACAACTTAATAACCAATAACAAAATTGAAATAGGTCAAC 

>963 

ACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAATGATGCATATT 

I I 1 1 1 I ICAGATGCATTCCTTTGATTGAATTTAAAGTCAAGCTTGTGCTTCTGGATGGTTGCTT 
TGTCAGTGAACACTTGGATTTGGAAAATACAGCACCTGGGTTGGTTTTGAGAGAAAATGGTT 
TCMCTTTATAATTACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 
CTAAATCAAATGCMGGTTTTAGTTTAATAGAACAATGTCATCCTTTAATAATCTTTAAAGAAG 
AACAACTTAATAACCAATAACAAAATTGAAATAGGTCAAC 

>964 

CCGGGCAGGTACACTGCATAAAGCGAGAGTTAAAACTTCACTGCCAGCCTCTGAAC 
AGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CATACAGGGAAGAATGAA7TCAAGAAAATTCCCATGCAAGATAGGCTCTTAAAAAATAAATTT 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCCCAATAGAAGGGAAACCTATACAA 
AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 
AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 
AAAAAACCMTTGGAMTTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAACACATGGTGTA 
MGAATAMCTGCACACAGCTGGAGGGAAMTTAATTAATTTTACGAAAAAACAATTAATCTT 
ACAG AATGGTAAG AG ANNN NNN 
>965 • 

CCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAAC 
AGAAGGCTGTtCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGCTGAATTAC 
CATACAGGGAAGAATGAAlTCAAGAAAATTCCCATGCAAGATAGGCTCTTAAAAAATAAATTT 
ACACAAGAAAATCAGCACTGTAAAGGTAATTGATAAGCGCAATAGAAGGGAAACCTATACAA 
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AGAAATAGAAATAACTAAGCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAG 

AGGAAAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAATACTTATG 

AAMMCCAATTGGAMTTTTTAGATGGAAAAGCGTGAAATAAAAAATTCAACACATGGTCTA 

AAG AAT AA ACT GCACACAGCTGGAGGG AAAATTAATT AATTTT ACG AAAAAAC AATT AATCTT 

ACAGAATGGTAAGAGANNNNNN 

>966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTAGCAGGCATGGAAAGAGACAGAAAAACATGAGCCATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATGGCATTA 
>967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAAAACTTAA 
AGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCAATGTCTGGTGTCCAGTCAG 
TTACCAGGCATGGAAAGAGACAGAAAAACATGAGCCATCATGAGGAGAACAATTAGCAGAAA 
CCAAACCAGAACTGACATACATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAAC 
TGCGTTCCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAACTTCTAAA 
GATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATGGCATTA 
>968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTCCTGGGAG 
CTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>969 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCATGGCAGT 
GTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGTCAGCTGACGTCTGGCAC 
CGCCTGTGCTGGTGTGCGCTAGCCTACTCACTCCCTCGGCCCTCCCTCAATCCTTTCAACTA 
TATTTATTAGTTCTCTTTAATGGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTC 
AGCTTTATTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTCCTGGGAG 
CTGTATTATTTTAAACATCTTGCACAATGTTTATAGTTCTGCGNN 
>970 
>971 

ACCAAGATTATGATAGCCTCTTAAMCAAATTGGAGGTTATAACCTTTTTCTATTCTCT 
GCAACAGTGGATATAGGATTGGAGTTATTTTTTTCTTMGTTTTTGGTAGAAACTAGCCAGTG 
AAGTCATGTGGGTTTGGATTTTCTTTGTAGGAAGGTTCCTAATTACTAATTAGCTTTTCAAAAT 
AGTTATGAGAATATTCAGGTTTTCTATTTCTTCCTGTGTCAATTTTGTTGTCTTTTTCTATAA^ 
TTGTTCATCTATAATTTTAATA I 1 1 1 1 GGTATAA 1 1 1 1 1 1 1 CAAAATAATCTTGTATTTATTTACA 
AGACAGGATCTTAATGTTTAATGACAGGATCTACAGTGT 
>972 

NNNNAAGGAA A 1 1 1 1 1 1 I CCCCCAAGGGGGGGGGGCCAATTGGAAATTTT GGGGG C 
AAAAMTAACCCTTTTAAATGGTTTTTAGCCCTAGGGGAAAATTTTT AAAAAA AAM 
GGGGAAAAATAGGGTCAAAATTTGGGGATTTGGGGGTAAAAAAAAATTTTTTTATTGACAGAT 
TGAGACCCTGGCTCAAAAAATTTTTTTGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAG 
AAAAAACAAGAMTTAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 
TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 
AGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGGCCGCT 
CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 
>973 

NNNNMGGAAATTTTTTTCCCCCAAGGGGGGGGGGCCAATTGGAAATTTTGGGGGC 
AAAAAATAACCCTTTTAAATGGTTT7TAGCCCTAGGGGAAAATTTTTAAAM 
GGGGAAAMTAGGGtCAAMTTTGGGGATTTGGGGGTAAAAAAAAATTTTTTTATTGACAGAT. 
TGAGACCCTGGCTCAAAAMTTTTTTTGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAG 
AAAAAACAAGAAATTAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 
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TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTCCCTGTTATACATGC 

AGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTGTGTACCTGCCCGGGCGGGCCGCT 

CGAAAGGGCCGAATTCCAGCACACTGGGCGGCCGTTACTAGNN 

>974 

>975 

>976 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAGGCAGGCAGCATAACTGGTCCT 
GCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGCCAGGCTCCCCTACTGTCTT 
TTCATTTATGTCAAGGCAGGGGAAGACCTCAAAGGGGTCTTGCATCCCAGTCTCACTTCCCA 
GAGAGGCACGAGGCCCTCCAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGT 
CCAGAAGATCACCAGGAGGGCTAAATAGTAGAAAGGAGAGTCTTATTGGTGATATGTTTGCA 
AACTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAGAGGGCAAGG 
GCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAATAGAGTCATGCATATTCAGTAG 
GTTTGGGGGAAAAGCTATATATATTTATGAGGGGAGCCAACTACATGGGCAATGGATAAACA 
TACATGTAACACATCCCATGTTCAGTTAGGGGCAGGATTTTAGCATTAAAATGAGGTGGAATT 
TGGCTCTTTACATCAAAAGGTGAGCTATCAGACACAAAGGCAGTTTGTGCACAAGCTCTCCA 
AAGGGACTTGAGGGCTACAGCTGCTCATCTGGAAAGAATCCTTGTAAGACCAGTCCTCTGTC 
CAACCAGAGTTAGGAGGCATCTGACAATTTGCCTGATTAGCTGT 
>977 

ACTTTAAAMGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGTGATTCTTTGTA 
GATTTTCTGGAMGTCTTGTTTGTTTGTATTAAACATTAACTCTGCTGTATGCTGTAAATACAC 
TGCTAAGATCAATATTGAAAAACGAACAATAATACCAATTCATATGGACCTTCAAATTAGTCTT 
ATAAAATTTTATGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTAACT 
TTAACCAGGTGATTCTTGCATTCTTTGGTTTAAAACCTCAAGTTTAAAAATATCNNN 
>978 

ACGACTTCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGGAGTAAAG 
TATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCAACTGTGTCCTGAGTGGCTC 
TTAGAGTTTAAGACTCTGAATGAATGCCTAAATTTAGAAAGGGTGTGGACCAAGGGATTTTTG 
GTTAATGTTCTCTAAAGCAGGCTGACTGCCAGGATTTCAAGTCAGTGATAAATTTTTAATTTTT 
ATTAI I 1 1 I I I ICCCCCGCGTANN 
>979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATAAACAAAA 
ACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATTATTGCTGAAAATACCGCAGA 
TAAATAGAGGGAGGCAGTGTAATAGAGTGGAAAGAGCAGTAGACCAGGAGTCAGACAGTCG 
AGGATCTCATTCTAAATTTGAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCAC 
CTTGTTTTCTTATCTGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCATAGGTTG 
TTG AGAAAATG AAGTG N 
>980 

ACATTACCTTTTATGTATGCTGGAATAAGAACTTGTGTCTACATGCATGTAGAAACAA 
TGGAAGGATAGGCAAGAAAATGAAAAAAAAATGATAACCTATGGGGAGTGATGGCCACTAGA 
TGACTGGGGACAGGGGCTGGTGAGTGAGCGCAATTATCTATTTAAACAATCAGAAATGCTCC 
CTAAATTACAAGTTTCTAGTTAAATGCAGTAAGAAATTCCCCACAAGCTCTGCAAAATAAGTT 
CTGTCMTCAAATCTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCATGAATTCATC 
TTTAMGTGTGACTTTGTAAAGCAGATMTCCTCCTGTTTTTCATACATTGCGTTTCCTAAAGT 
TGATTACACTACACAAAGAATACAATATTAAAGGACCATTCAAAATTAAATTAATTTTGTTTCTA 
ATTAAAGGTTAAATCAATGTGTATTACCAACTCAAGAAGATAAAGACCGACNN 
>981 

CCTTTGTTTATCTTTGCAGTTTGGTGGTTTTCTGTAATGATAACATGTGGTTCCATTCT 
CTTTCTTATTTGTGTGTCTGCTTTACCAATGAGTTrTATACTTTTGGGTTTTCATGATGGTGAA 
TATAGCCCTTTTGCTTCCAGATGTAGGACTCTCTTAAGCATTTATTGTAGGGTCAGTCTAGTG 
ATAATAMTTCCATCAGTTTTTGCTTATCTAGGAAAGACTTTATTTCTCCTGCATTTCTCAAGG 
AGATCTGTGCTGGGTACAGTATTGTTGACTGGCTAAGAGAGGACCAATTAATAAGCCAAAGA 
AATGGCTCTTTAACAATGAACATTTCTGCCATCMGTGACAGATCCCAGGAATAAATGTTTTC 
CAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCTGGCTGCCCCTGCCCACCCCATAGAA 
GGGCTATCCCfCCAGGTCAGGTTAGCATCATCACCTAGAGCCAACAAGTCAAGGAGGTGAT 
GGTTTGCCTTTGACATCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCC I I 1 1 I CATCA 
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CTGCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGGGGCTGAATAGT 

ATACTGTTAGCTCAGGCAACAGATGAACTCTGCCTCGATGCGCAAATACAAAAAGCTATCTC 

TGCTTC I I I I I CACTCACTTAAGATTTTGGAAGAATGG CTCCT AAAGCGGGTGATCATCTGCC 

CTCACGACCTACAGTGCCTCAGCATCACATGCTATTCATTTTGCACAGCAAAACCAGGAAGT 

GAATATGACTGTTATCCCTACTTCACAAGTAGAGAACTCTGAGGCCCTGAGAGGTTAAGAGG 

TGCAGGTAAGATTTGAACCTACGGGCTGTGTGCGGTGGCTTATGC CTGTA ATCCCTGCACTC 

TGGGATTACAGGCGTGGGCCACCACACCCGGCCTACTGCCTACCATTTTGCCCAAGCTTCC 

CAGTACTAGAAGAACCC 

>982 

ACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAGAGAGAGAATGGGTTTCTTTAATT 
GCCAGATTGTCTGAACACAGCCTCAGCTACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTT 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGA 
TTCTGG ATTCTGGT AG AAG CCAGTAAAG AAACGTTTTCTCTG G AGTG G AAG CTAGTAAG ATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGCCTCAGGACTTTGGAAGCCTGCTTCTCTGTGCCTCAGCCGGAACTCAGGTTA 
CTCAGTAGTCATTTGCTAATTTCTGAGAACGCAACACTCCTGAAGGGATAGAAAGCATGAAC 
AATACCCAAAC I I I I I AGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTCCCTGA 
AATGTACAAACTAGTTATTG CTCCCCTTTTTCATTTG AG G AT ACTG ATGCCCAG ATAAG ATAA 
GTGGCTTGCCCTGGGTCACATAGCTTGTAAATGCCGAGCTAGCATTTGAAN 
>983 

ACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAAGCTGTAATTC 
ACGAGATTCCTCAGGGTCCTCTMGCTCCTTGAGGGCA GAAACT TATCTTTGTATTACAGCT 
AGCCTTCMTCAGTAGGTGTTGAGCTGATTTTCTTTTTCCTTTTTAAACTCAGMGTTAAGTTC 
CAGCTTCAGTGGCTATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAA 
GCCCTGTGCTTGGCANN 
>984 

GGTTCTAGCTTTTTAAAAAAGCAAATCCCTAGAATCTTAAAACAATTGATATCTAGTTT 
GCTAGTATGTGATATTCTAGTCAGAATTCCTCTTGGGAGTGAGTTGGAAGAGGGTTATGGTG 
GTCGCTAGCATTCTCATTTTCAAGACCACTCTGTTCCTTTCTTAGACCATGTTTCTCATCTTAA 
GCAGTCATGCCCGAGCTGGAGACAGGAAACCAGACAGCAGTCTGCCCTGATAAGGGACAG 
CATTGTCTGMGGCGGGGMTAGCCCTGCTTTTACCCCCAACTCAGCTCTCTTTGCTTGAAA 
TTTAGTAGTCATAGAAGAGGCACAATGCTGTTGACAGTTTCTGAACCAAAACTAGGATTCATT 
TCTTCCAAAGCAAAAAAATAGTGTCCTCGGCCGGGCGCGGTGGCTCACACCTGTAATTTCAG 
CACTTTGGGAGGCCGAAGTGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTAGC 
CAACATGGCAAAACCCCATCTTTACTAAAAGT 
>985 
>986 

ACATGGMTACATAATTTTGAAATGGAGTCAGGGCTTTCCTAATGATCCATTTTGTAA 
TTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAACTCAAGGTTAGTAGACAAACTTG 
ATATTGAGTTGCACTGGCTGCCTTCTCTTrTTGGTCCCCTAAAGAGTATTTATCATCTTAGATT 
CAGCTTAAGTTGTGGACAAATATCAAGGGGAAMGTATTTACAGTTAACGTTGGAATCACAC 
GGTTTTCGNGGGTTGTGCCTCTTTACCCTTCMCTTTGGTGGTTCTAAAGAGGGACGATTAT 
TAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGCAACN 
>987 

ACCTGGCCTAGAAAATA 1 1 1 1 1 1 1 1 1 1 1 GAAATGGAGTCTCACTGTGTCGCCCAGGCT 
GGAGTGCMTTGGCGCAAATCTTCGTCTCAAAAAAAAAAAAAACAAAACAAAAATAAACTTTA 
CTCAAATATCACTTTCTGTTAAATGTTCTTMTTCCTTCAATCATCCCCCTCTTCTAACTCTCA 
CAGCACTTTCTTCCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 
CCCTCTCTCCCACTTGCCGAATCACAGAGTTGCTAAAGAACCAGGACTATGTTCTACTAGTCT 
TTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTGCCCGGGCGGN 
>988 

ACTCCTGTTTCTACAAATTTATCTTATMTMTTTGTCAAATGTTGAGTGCACAGATTT 
ATTCATTGCAGCATTTGTTTTTGATATCAAAAGATGGGAAACATTGTGCAAACAATGCCCATC 
AGTAGTGGATTGATTAAATAAATTAGGTATATCCAATAATTGAATATTATGCAAGTATAfAAAA 
AATMGAATCATGAATATGGAAAGATTTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGG 
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GGCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATAATTATATTTAAA 

AACTCATAGGATAAACAAGAAGGTAATGAAATAATTAAT 

>989 

ACATCTCTGGAAGGTGATCCTTCTTATACAGATACCAAAAAGCACTTAGTGATTTATT 
TTTTGTCCAGGACAGGTTTCTGAACATTTCTGCTTGTAATCAAAATGGCCTGGTAAATGTTTA 
TMACTTATTTTAGCTAATTGATGAAACTACTGTAGTTTTCTTTTAAGTTTATATCAGGATACCA 
AAGCAACATATTTAGCCCCCACGTCTGTTGAGTCTTTAA AGGA CCTACTAAGATTATTAGTAT 
AGATTCTCAAATATTA I I I I I I CAGAAGGATGTATTCCTCTTTTTTGCTGTGGTAGTAGAATTT 
GTAATTAGAGTTTATGGAGAAAAAGGACTAAGGGGAAGGGTGGAGGTCACAAATTTATAAAA 
GCCCTGMCTATTTCTCATTTAACACGTATTCTCTGATCATTTTTTCTAGTGTGTTAI I I I IGTT 
TGTTGTTTTGAACATCTGAAATAAACATAGGCTGGGCAGGGTGGCTCACACCTATAACCCTA 
GCAATTTGGGAGGCTAACACGGGAGGATTGCTTGAGTCCCGGGAATTCGAGACCAGCCCTG 
GCAACAAAGTGTGAGACCCTGTCTCTACCAAAAAAAAAAAAAAAAAAAAAAAAAAGT 
>990 
>991 

CGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTAAAAAAACCAAAAACAAAGAT 
TAACAGAAAACAAAACAACAAAAAAACTCCCAGCATATAC ATTG A GTCAT TTGCAGGTTTGGG 
AGGGGGGGAAATGC I I I I I IGTATTAGGAGAAAGGGAAGTTTTCATTTTAAATGTCTATATTA 
CTTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAAAATTACAAGAGAGAATATGA 
AATAGCACAGTAATACAGACTATAGTAATGCTAGAGAACATAATGAAAAACAAAGAAAATATG 
GGGGGGAAAATAGCNNNNN 
>992 
>993 
>994 

ACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAATCAGCTGAGGCCTTCACTA 
AACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTGACTCAACAGGTCTGAGTTGGGACTA 
GAAATATGCATTGCTAATAGGCACCCTGACAATTCCGATGTAGGTGGTCCTTAGAACATATTT 
TGAGAAATATATTCTGTAGTCN 
>995 

TACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGATTTAAAAAGTCA 
CATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGAGAAGCAAAAGACATGCCATAAAG 
ATGATATTTCCCACAGGAACGATATTAGAATTATGTGATGCAATCTCATCCAAGGTCATGGTA 
TCAAACCAGACACAGCTAAAAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCT 
CAATAAACATTTAAAGTGGAAAAATTCTTCTCTAACTCATATCAAGTACCTGCCCNNN 
>996 

>997 

ACTTGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAGACTTTTAAAAT 
AAATTCACTTACTTCTATTCCCAACTCAATCTAGAATATTATTGGTGATAGTGAAAAGACCAGA 
CAGATGACATTACTTCCAAATTTTACCAATCTAATTGTTTTTACTCACACCTGTAGATGTCACT 
TTAAAAATGTGAATATTAATTTCTTCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCTTTGG 
CAACCATTAAAGCTCTCTGTTCCCAACTCTAACAATATGTGGT AATGTCTT CCCTGACTTCAT 
TTTATGTTTACACAAAATCAAAGGTTATATTTAAGGTTTTCTACA 1 1 1 1 1 1 I GGATA TTTACCTC 
CTTGTAATTTAGTTTTATATGTCTGTATTACAAAACATATTATATTCMGAATTTTTAACACTTA 
GAGTAGAAGTGAAATTACAGGTTGAAGATTATTAAATTAN 
>998 

ACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTTTGAGAACCACT 
CTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGCAACCTTGAGAAATACACTTTTAATCA 
TGAGTCAGCACACACACTCACATGCACGTGTGACTTAGACGTTCCATGAAACAATGCTTATC 
TTACAGTGTGTTTTCTGCTCTGGTATTTTTACTTATATTCTATTAAATAGATATGTGTGTATAAA 
CTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAGCCACTAATGGG 
>999 

AC I M 1 1 I 1 1 I 1 1 1 1 1 1 1 1 I 1 1 1 1 I I C 1 1 1 I 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 i I 
CCACTTGGGTTCTCCTTTTTTATTATTCGGCAAAATGATAAAAACCTAAAGCCTGT7TATATAG 
GGTTTTCATGGCTAGAGTTGTATAAAACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATG 
AGTCAAATTTTTTAAAAGCCTCGAGATCCAACAAAGCTGGAAAAAAGTAGGGGTGGGGGTTA 
AATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAAAGCAGAACAAANNN 
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>1000 

ACTAACTGAATATTTATTTAAAAAAGCATTAATTTATCTATCTATATAACTAAATCTATC 
AAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACTCTTCCTGTGAAAAAAGTCATGTAT 
TATATGCCTTCAACACAGAATTTGTCATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATA 
TGC I I I I I I I CCCATAGAGC A I II I) I CCCATAGAACTTTGTATTCCTCCACTTCTACCACCTT 
TCTTTGAAGAACTCTTATTTACCATTTCTTGGACTAAATTAGGAAA 
>1001 . . 

ACCCAGAATATGGTATATCTCTTCATTTATTTAGCTCTT TTTA MTTTGTTTTGGTAAT 
ATTCTGTGAI I I I I I I I I I I I I I I I IGGTATGGAGGTCTTACATCTT TTGTA AAATTTATTCCTA 
ATACTTTGGATTTTGACATTATCATAAAAGAAAATTATTTCACTGACTTTTCCAGTTTGCTGCT 
GGCCTAAACATATCAGTAA I I I I I I ATATTTTAATCTTGTATCCTATGACTTTGCTAAATTCATA 
TATTAAATAGTTGCTCCATAGATTCCTTAAGATNN 
>1002 

CGCGTCCGCTGTGGTGCGATCTCAGTTCACCATAACCTCTGCCTCCTGGATTCAAG 
CAAGTCTCCTGCCTCAGTTTCGCAAGTAGCTGGGATTACAGGCATGCGCCACCATGCCCGG 
CTAATTTTGTATTTTTAGTAGATATGGGGTTTCTCTATGTTAGTTAGGCTGGTCTTGAACTCCC 
AACCTCAGGTGATCTGCCTGCCTTGGTCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCGC 
CGTGTCCGGCCTATCTCTTC I I I I I GTA G C AT AATGTAAATTAGTCTTTATCTCTTAG AG AAGC 
ATCATTCTCATATCACATATACTTCAGTGTTTTGTCCATTCTTGAGACAATTAAAGTTGTACTA 
CTTGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTTATAAAGTGGTCATCAGA 
CCATGCAGACTATTACTAATATTGGTTATGTTTTAGTTTATTGCAGTGAAAATACAAAATTTAA 
AAGTTATTGTAGAGAATTATCATACCCCCCAAAATGTGTCATTGGTCCTCCAGGACTCTGTAG 
TCCCCATCCAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGAT 
GGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTGATTACATGT CCTAA AAAAG 
TGAGGGGAAGAGTGTAGGACAAATGCAAAATAAAATAACACATTTA GCTA TACTTTTAGTATT 
TTTCATTATGGAGACTTCCATATTTAAGTGACCCGATTTCAAGATTCTTTTATATACAGCCAGT 
GGACTTTGTGCCTTAACGTAACCTGGTGCATAAGAACGTGGGGGTGGGATAAGGAGCCCTT 
TCTGCATGTACTGGCGGCCATAATCCAGAGACATGTGTGTCCGGCCCGAACCGGGGGTGAT 
CTCNN 
>1003 

ACATCTGTTTCTGAAAGCA I I I I I CACTGAACCAATTTTCTATACCTTTTTCTTGTATT 
CTTTTCCTTAGCTTTTGTTTATATGGTTGCTATATTTTTCAAGCCTCATACCAGTCATATAAAA 
CCATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTAAAATTGTAAAGA 
AAAAI 1 1 1 I IA CTAGTTTGGAAATAGATCTACATGTTTGATTTTCTTTCCTTCCTCCCTCCTTTG 
mCTTGTCTTTCTCTCCCCTTTCCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGT 
GTTTGTATACCCATAAAAATGNN 
>1004 

NNAAGATCATGCACTCCAGCATGGGTGACAGAGTGAGACTCCGTCTCAAAAAAAAA 
AAAGACCAAACACCACATGCTCTCACTTATAAGCAGGAGCTGAATGGTGAGAACACATGGAT 
ATATGGAGGGGAACAACCCACACTGGGGCCTGCCAAAGGGCGATGGGAGTTGGGGAAAGC 
ATCAGGAAGAACAGCTGATGGATGCTCGGCTTAATACCTAGGTGATGGCTTGATCTGAGCA 
GCAAACCACCATGGCACACGTTTACTTATGTAACTGCATATCCAGCACATGTACTC CTGAACT 
TAAAAGTTGAACAACAAAAAAAGAAGGAAAATGCGTTAATACCTTATTGTAATTATTATTTTTT 
GGAAGACTATTTTTTATATTCAGAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCAT 
TTACCTACAACAATGGTTTTAAATGACTG GATAG ATAGAMTCTCTTTC AACTTA ACTGCTTAG 
CACATTGCA I I 1 1 ICTCTGTTTCAAGTTAGTTTTCCAMGGATTACTGACTTTTTACCTMTTT 
GCTAAGGGATGTCAGGCCTTMTGACATATTTCTCCTCAMTAAAGATACAACATGCTTTTAC 
TGfGTGAN 
>1005 

NCTTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGCCTATGGTAAA 
TATATTTTGMCTACAMGGTGCTGTGGTACTTTAMGAAAAACTATTTTTACTAGTTTATCTG 
MTGGTCTGTGGACTTrATTTAGAAACTGTTTTTCAGTTTAGI » 1 1 1. 1 GGACATATCC TTTG CT 
CAGTGTATTTTGTTACTTCTGTAGTAAAGGTAGAAGTGMGCAGATGCCAT TGTA GGTTTTAC 
CAGCATTTAMTATATTATGAATTGCTTAGCAAfGAAATGCAAGTAtGCATCT TTTAC TTAAAG 
' ATACTATTTATGTATTCAGCTACAG AGATG AAATAGCATTTTATGif GTTAATTGTTT^ 
AAAATTTAAGTCCTTACAGCATTTGGGGATTATACACTTGGATTTCAAAATTGATAAAACCCTT 
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GTGAACATATCTAATAGATATTCTGTTTACTTGTAGAAATAATATAATGTGTCTGGTTCTGTTT 

TGTTAGACA I I I 1 1 I ATGTTCTACTGAATCAGAATAGTCAGTGTTATATTCCTTATTTCAAGAAT 

TCATCTATTTTATGGCTACATCTCATATGTGCTATGAGGACTTCTAGCCAGTGGGTGGCGCT 

GTMTACCGAAGTACTGCACTGCTTTGTTCCTG7TTCCTTGTGCTGATTCCTTTCTAGTATTTA 

GGTAACATTACCGGATGGCATTCCCTTAAATTCCACCAATCTTAATCTTATTTTAAAATGGCTA 

CTTTTAGGGGGTGGGGTACGGTAAAACTTAATAGTACGTGTTTATCTCAGTTAATGTCTGGAT 

ATCTATATGCACTGGTTAACAGTCCCGACCGTATATGATGGCGTATTTAGGAAAGATATAATA 

CTGGCCTTTTAATATAAAAATCAAAAAGAGCGAAAAAGAGGGGGGGAAATCCCGGGGGCCT 

AAGCCAATATTAAAGGAGAAAGAGGATAAAAAGCGGTAAAAGAGCGAAGATGTAGAAACCC 

GTG AGTAG AC AAAG A AAAGTATAGCTGTATAN NNNNNNNNNN 

>1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAAGTAAAAAT 
GAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGCTGGTCCAACTCCTTAATTGC 
MCAGGGATTTGATTCTTCTACTAGTAGTTAGGAAAGGTTGCATTAATATTCAGTAGTTAAAAT 
GTGCGATTCTAAA I I I I I I GTAATTTCCCATGAGAGAATAAA I I I I I I CAAAAATATTCCCAGT 
AGGTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 
>1007 
>1008 

ACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAGCTCAGCATC 
ACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCTTTGTAAATTTCCACTAACTGAAGA 
TTGTAGAGGAAAAAAAAAAA CATC TTATCGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAG 
GAAAACATCCCAAGTTGAGCTTTTCTATTCCTAGAATTTCAGATTTCTTTCCI I I I I AAAAATTT 
TATCTCCTTTTATAGTAGTAAAAATATTTTCCI I I I I I I I I GGAATGGAGGTCTTAAGCTCAGT 
GTCAAAAATAAAATCATTTTA 
>1009 

NNNCTTCTCTATATTTTTAAACTTCCTTGATTCTCACTTTTCTCATATATAAAATGAAAT 
CAATGTTACAGTCAAAATTGCCTTTCAAAAATTCCTTAAGTCTACCCATTTTCAGACTTAGTGA 
AAAATATATAGTCTAGGACCTATAGTGTATAATAATGCACACTTAAGCGAAGGAAATGGTGAG 
CTAGGCTAGAGAAAGACTAAGGGAGCATTTATATACATTTGCCTAAAATATTTAAACTTTCAG 
GGTAACTCGGTTGAGAAGGGATGAGTGAAGAATTCTAGAGAGTACCTTCTTGCCTACAGCGT 
TTAGCTCCGTTTGTTTTGCATAAAGATCTGTTTTCTGACTTCGCATGAGGGGTAGTATGTTCA 
GCTTATTCTCACTATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTC 
TGCCACCAGACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTCTCCCACTTC 
CTCTGAGGATTACCTTCCCCTCTCTCAGCATTCCTCTGTCAGTGGCI I I I I I I I I CCTTTGGC 
ATGCAAACATGCTCAAGTCTGTCTTATAAAAAATAAAAAAAAAATNNNNNNNN 
>1010 

NNNCGAGGTACTCTTTTCAGATGAAAGTGTTCGGTCACCTGGAACCTGTGAGTATGT 
GG I 1 1 1 I GATCTGTGACTAAACTGTCACCCATTTCCCAGTTTCTCTGCTCCGTCAAATATCAA 
CATTTTACCAGGTTTCTCTGTTGTTGCCAAACCTGTCATTTTTATTTGGTGTGGCTTCTTGGG 
AAACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGATGCAACAGAGG 
TGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGGCAGCAGCCCCAGAATGGTCAGG 
AGGAAAGGCACTCTAAGGTATCAGAAGGTAGAAAGGAGAGGTTGGATGATAGAATGGGGAA 
TGGATTCCTCCTCGCGTTCACAGAAATGAATTAATGGGAGACAN 
>1011 

ACTGAGACACTGGATCCTAAGAAAATCAGAGTTATAGCTAGTGGCAGTTATCAAGGG 
AATGCAGAGGTTTCTGTATTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAG 
CAACAACTCCCAATTCGTAATGTCTTAAAACAAAAACMGTTTTATTTCCCATTTATGCCATGT 
TTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTACTCAAGGTCTGGGAATGATCA 
TGGCTACACTATCTTGCAGCCACCATATTTGGAACCTGTTGCCACTCTGATGGCAGCAGAAA 
ACAAAAG AAACCCAAAGATCATGTATG AGCTATTCACT 
>1012 

. ACGGGCTTTTTTGTTCTTGTGCAGTAACAGTGAGGGCATGATTAGCCATCTTTGGCA 
GCTGATGTGTTGTGGACACCTGCCTTGTTACCACTCTAACAGGCCCGTGtCAGCAGCTCCG 
CTTCCTCCTGACAAGCTGCGAGCACAGGGGACAGCAGAATCTGAAACTCTTACAGATACCAA 
CAGCAACAAAAATGAAAGGAGTTATGGTGGGCAAGCATTAATCTAAAAI I i I 111 I AAAGGAC 
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AAGCTTTTTTATATTTGACTCCTACTAATAATAAGGATTTGGTGGGGGGAAAGAGAAAATAAA 

TTTCAATAAGATTTTTCCTCAAGGGAAGCAAACNN 

>1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGCCGGTCTCAAATTCCTGACCTCAAGTG 
ATCCTCCCCCGTCAGCCTCCCCAAAGTGCCAGGATTATAAGCAGGAGCCACCGCGCCCAGC 
CTATTTTGTTTCTTAAA I I I I I I I GTTTTTCAGTCACC ACAATTTC ACCAT G C ATAAATC ACAAC 
GGTTMCMTTTAGCATCTTTGCCTTCTTrTCCTGTGCACTTACGTTTTTATGTAGCCAAGATC 
ACACGTTGCATTTTGCTGCTTTCCTTAACAGCGTCTAAGTCATCAGCACTCTATTGTGATGAT 
TTATCTTAAAMTATTCCAAGCGATCATTTTTAGTAACTGTGT AATAT TATATCATAAAGTTAAA 
ACATAATTTGTCATTCAATTGTTGAAA I I I I I AGGTTACGTATATTTTCTCTTATAAATATGTAA 
ATATGTTTATAAAAAGTTATATACAG I I I I I I ATAAATCTTTGTGCATACTTTATACTGTTTCCT 
TAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGTGTGAGTATGCATATATA 
CTGGTACATATATGNNN 
>1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGA TTATA CATTTCAGT 
ATTACATTGAAGATATTTCAI I I I I AACCAGACTAACTTAGTATATTGTTATTTTTAATGTGACC 
MAGAAATATTTTCATAGMGCTMTGCTGAGTCTTTTGATAATTTGCCGTATCTTAGTCAATC 
CCAAAAAATTTATTTTCTACTATTTACATATTATCCTAGTGGATATTACATTACTTA CTGAA GCC 
TTTGGTTCTATGTTTC ATCTACTC AG ACTTA ATTCAGG AAG AG CTTC ATCCAG ATGTTTTGTTT 
ATTTGTTTCTCGATTACATGTATGAGATTTCAGAATTTATGAGATCATAGGTCAAGTGAAAGG 
TCACAGTTGAGAGGTCAAGTAAGAAGCTAAAATTTGTGAAACCAAAGAAATGACAGGACAGT 
GCCAAATGAAAGGTCAAAAGTCAAGTGACAGACTCAGT 
>1015 

>1016 

ACTATTATAATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTGACTATATCTTTT 
GGTTGCTTTGGAACACTATCTCCTCACAACAGTCCTTGTCTACAGAAATGGGAAAGGGAAGG 
ACACATTTTGGTTTCTGCAACATGGCAACATTCGTAAAACCAGAAATGATGTGTGACAAGAAA 
CTAAAGAACTGGACGAAATTCACTTCCATTCACCCTGGTTAAAGCTTCCTTGAATCAGAGATA 
AGAMCAACATGAAAAATCTATTCCTTTTAGAAAACAAGTCTTTAACCCAGAGGTTGGTTTATT 
TTGAAAAGGAATTAGACTCTGGGCCCACATACCGCTCGTTCAAAATATAATGCTGTGGTTTCA 
ACTCCTGCTAAATGTTGCTGTGACTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGG 
AGGGGCTGATATAACTCAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATGAA 
ATGCTAGCAGACTGTTTCANNNNNN 
>1017 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCA TTGCT GGAACTCCTAATATTT 
AAAMGATGATGGAMCTTGAAATTTTATATTTMTCTTCTCATTTTTAAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTG TAGGCTG GATTTAGTCC 
ACAGCTG G CC AGTTTG AAAACTG AATCCTG CTAG CCTT AATTT AAATTTTTTTAAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCCCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGGAAGGAAAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
AAGCT7TTTCCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
CCCTTTGCTCTGAATTTCCATGGGACTTTATATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTGGCATTACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1018 

ACGCGGGTCCCTTATTTTCTGGTGTTTACTTGGGATGCATCAGTGAACAAAACAAAG 
GTATCTGTCCTTATGAAATTTATATCATAGCAGAGGAAGACTGGAAATGAATAMTAAATAAA 
GAATGGAGTTTGTTGGAAGGTAATAAGTTCTGTGGAAACAAGGAAA ACCA AGGGATGGAGGT 
TtGGAGTGCTAAAGTGAAGGTGTGAGAACAG ATTGCTCTTGCTCAGTTTTCTGTCTrCTTTTG 
TTTAGGAMTTGTCATTCTCTGTATGCTtCATTATAATATATACAATAAATATGAATTGTTATAA 
TTTAAGATAAATTATATAAATATAAATTATAAATGTGTGT 
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>1019 

ACTTAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCTTATACGCAAC 
AGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTGAATTAAATAAATATTTACTTGG 
AAGCTACAGTGGGTGAATTAAACAAATATTTACTTGGAAGCTACTTTATAGCCACTGGGCTG 
GAT7TCATATACAGAGTTCTTGCCCTTGGGAGTTTTACAACTGCTTAACACTTTGTCTATGCT 
AGAATACATAAAAAAAAAAAAAAAAAAAAAAGTACCNN 
>1020 

NNNNACAACACACATACTTTAGAGATAATCAGAAGCAAATATTTTTTTAAATGCCAGA 
ATATACACATAAGCATAGTTAAATAAAAAAAAATGTTCACTCTGTTGATGTTAAAGTCCATGGA 
CTCAAATCTCTTTGGACAATTGTGTTCAAAATTTTTCACACTGAGATATATTTACAGGTGGGAT 
TTATGTTAAGGCCAATATACTTACTCACAGAGACACAAGAGAATACCAAAGTACCTAATGCTT 
TCAGCCCAGGAGCAGAAAGAGAAGTGGGCTCTTTGCTTTGAGAGTCTCTGAAAATTATTCAA 
TACCCTGGGACAAATTAAATGAGGTAGATCCTTCTTTGAATTTGTTAATAAAGCATGCTTGTTT 
TGTCTCCATAAAACAGGCTTTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAA 
TACACTMTTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAAACCAGACCTTGGATTTC 
ACCCATMCTTTAAGGCTGGTCATTTTAACCCTGATTTGACACACTCTTATTATGGTGTCTTTT 
CTCCTTATTTGGCTAAATATTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAA 
GAGAGCTAGAGTGAAAATGTTAAAAACAAAACAAAAAAGACAGCATACTGGCTACCAGTTTTT 
CTTAATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAATAAAATGTTATTTAACTCAAGG 
ATATTTCTTCACTGAAAGAAAACTTACTTCTACATGTAAACCTGCCATATACTTTTTCAATTAA 
GCAATGGATCAAAAGNNNNNNNNNNNN 
>1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGAGAAGATT 
ACTGAAAATTTAATTCCATTTATGTCATTGGATTTGTAAAAAACCCCTTCTGGATTCAAAGATG 
AAGGCCTCACTTACTTTATTTTTGTCATTTTCACAGACCCCTTATGTAAATGCCTCAAGAGTAA 
GAATCTTGCTCAAGTGATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCT 
GCTTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGNN 
>1022 

ACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAGGTGTAGGGG 
GTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTGCAACATCTCTTAAAAGCTTGTC 
ATCATGTTACTTCCTATTTCTTTAGAGTTCATTTGTTTAAGACGGAAACGTGCTTCATCTTGTT 
CGCTTTTTCTGCATTCTTTGTAAACTTAATATTCTAATTAGCCCCAACACGGAAAAGAATGTAA 
CACAACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGTTTTAGTAATAACAA 
GAGAAATAATAAAAACACACCTATTATGAGACGCTGCCCATGCCAATAAATTTGAAACATTAC 
CAGGAATATAAAGGAAGGAAGGAAACAGGTGGAGACACTCAN 
>1023 

NNNNNACTATGGGGAGCTATTATAGAGATTTTAAGTATGGAAGTTGACAATGATCAG 
MTATGCAGTTTGGGAACAATTACCTGTGGTGTTTTTGAAGAAAATAGAATGGAGAAGAGTAA 
GCCTACAGATAGAAAGCATTTAGGAAGCTCTAGTAATAGTCCTGGTAAAAAGTAAGGAAGCC 
CTAAGTATTGCCACTGCAAATAGAAGAGTGGATTCAAAGATAAGTAGGTAGGATTAGAAGTT 
MTTTATGTGCAATGGGAGGGAAATATGGTTAGTTTCAGGTTCCTGGTTTGGGCCGTTGGGT 
GGTTGATGGGATTATTTCCCCAAATAGAGAATATAGAAGTGGGAAGAACACATAATTATGAGT 
GAAAACATTAATTAATTTAGAAAATGTTGTTTGAAATATATGTACTTTCTCTAAGTTGGTGAGA 
TAGMCTGCCTTTGGTACACTAGAGTATGTTGGTGAAAATTTGTTCTACTTATGGCATGCTTG 
TCCAACCTGCGGCCCAGGATGGCTTTGAATGCAGCCCGACACAAACTTTGTTAAAGCATTAT 
GGATTTCGATTTC I 1 1 1 1 I I I 1 1 1 1 GGCTGATCAGCTATTGTTCATGTANNNNNN 
>1024 

NNNACCCACAATGGAAAGATGGTCTTCCTGCATTGTGAAGGTTGTTCTCATCAACCA 
AGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGCAATGGAAAGAGGACACATCCA 
CTTGCCAGGTCACTTCTATCAGTTGATGACATGCCATATGTTATGGCTAGGTCAGCTTTCCAC 
AAGTATGCACATGCAAAATAGAACTTGGGAAAAAAATCTTTGATTTGGCCCTCTACCAAGTGG 
ATCAGTGTGTCAGAGTTCAGTTGAGCAAAGGTCAGAGTTTAAGTTGAATCTCCAGTCACTCTT 
TTGAAGATATTTGGTGATGCCAAATTTAATTTAGGATATTATGTAGGTAAGTATTCTGTCAGtT 
CATTTATAGtGTGAATTTACAGGATTTAGCCTTAGTCCGAGAAAAACTGGCCCCTGGCCCAG 
ACTATACACCAGGCAGTTCTAAACATATACMTTCATGTTAAGGAA^AAACAGATTTACMCTT 
ACATTACTCCTAAATAACATTTATTTCCATGTGACTTGCATGTCTAAATAAAATGAATTTGGCT 
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TAGTAAGGCTTTCATTTATCTTCATCTAAACGCTTTTCCACCAGTACTCATCACAAGACTCCC 

CAAGGTTATGAAGCAGATTGATATAGAAACTCCATTTCTAGGACAAAAACGAGGCACCTTGA 

GAATGGACCCAAGCCATAATAAACTAGTAATGCATTTTCCCACACAACC ATATAAA ATACAGT 

GAGCCCTTGATCAACCTTTGGACAAAAAGAATTGCTCATTAAGTCTTTGATTTTTTAAAAAATG 

GCACTTGGTTTTCTAGAAAGAGGATCTGCACACTAACTATTCGATTTGTTTGAATATAGTCAG 

ATTATTATGTCTGTGTTTATTAGGCTTAATTTGAAMGATTTTTGGTTAGTATCTCCACTTCTAT 

GATCAAACACTATAGAGTTCAAGACCAGCCTGGGCAACATAGTGAGANNNN 

>1025 

ACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTAGACAGCTGTATGGCCGGCTCC 
CTCACTCTCCTCAGGTCTATCAGAGGGTGGCGACTGACCTCATTGTCTCAAACATTATATAG 
AACACACACGCACCCATGCACGCACACCGTCGTTCTTCATCCGCCTGGTTCCGTGCACTATT 
CCAGGACCTACAGCAGTGCCTAGAACAGAGAACATCCATTAGCAACATTTGTTTAATGAATTT 
ATAGTGCCTAAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATGCAAGGCCAGGCG 
CGGTGGCTCACACCTGTAATCCCAGCACTTTGAGAGGCCGAGGTGGGCGGATCACTTGAG 
GTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCGAAACCTATTCTTTACTAAAAATACAAA 
AATAACCTAGGGCTGATGGCATGTGCCTATAAN 
>1026 

NNNNCGANAGTCTTCTAGNATTAATTAACTTAGTTGAAAGTGTTCTGAAACTTGCCAG 
ACTCAAAGTGTAGAGCACAACAGCAACTGTG CTTGA CCGTACTCCTTGGTTTACATCTATTGT 
CTTGACAAAAATATTAATAGCATTTCCTTTCACTTTTAGAAATACTCGAGTTTGTATGATAAATT 
TTAGGTTCACTTTACCCTCATGCTATAAATTGGTGGTGTTCTGGTTGGACTTGGTGAATCAGG 
AGATTGTATAATCAACAATTACCCAAAGCAGAGATTCTGATTTAGTAGGCCAAGGGTGGCCT 
ACTAAATGTGCATTTTAAGAAGGCATGTCTAAGGATTCAGGTAGTAGTGTGAGAAGCAGTAC 
TCTGTTTCTGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAGTGGGGAAGGGGCAG 
GGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAACAATTAAGATCATGTTT 
CCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACCCCCTATAATTTACCTATGTCA 
TCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAG 
GCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAATGAGAAAGCATCAAATTGTGGTGCA 
AACAGCTGAAAGTAGAAGTAAATCACAACGTAATAAGATGCAACTTTGGAGGAGCTCAAAGC 
AACAGATACGTTTTTATCCAAAAAGGAGTAAAACAAAAAAATCGTCAACGGCAGTTCCTTCAG 
ATAATCAACTGATGATTTCATTTGAAAACCATAATTMCTAGCGTTGTTTGTAAMTAACTTTTT 
TCCATTTATAC I I I I I AATGTTTATTAAATTACT TTTCT CTATAGATATGCAGATAAGATGTTTT 
AAATGTGTAAGTGGTATAAATGTCGCATGTGTCTTTTATTCTAGAGCATAAGAAAAGATGGGA 
AGCTACCTCAAACTTGTTTTGAGGCAAATGTAGTATGAATCCCTAAACATAACACCAGTACTG 
CTAAATGACAGTTATCTAATCTCACTGATGAACAAGAATANNNNNNN 
>1027 

ACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCTTTCCTCGG 
AAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGCCCCCCTGCATGCTGGGTGCCTGGC 
CAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCCTTTGTCCTTAAGAATGAGGTTTGAAA 
GCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCAG CTCT TGGTATCTGCAGAATTAGTGTGAA 
TGCTT AAAAAATATTAACAGCTTTATATCATGAAAGTTTTAACATGN 
>1028 
>1029 

NNNNAAACATTTNAGACTCACTGTGTAGCCTTCTTGGAATCGGGAATTCGCTTAATG 
CTGTCCGTGAAAAAATAGCCTTTAACATCTGTTTGATTGAGATTTGTGATACATAGAAGTTGG 
GAGGAAGATGTGGAAAGCCCTAAGAGAGCTACTTGCCAACCCCACCATCAGGTCTGCCTCA 
GTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGATATTAGATAGTCTTTGAATGCAACATA 
AACAGACCACAGGGACTGGTATGTAGCAAATGGTCAATATATAATGTACATAGGAANNNN 
>1030 

ACTTTGACCTGTATGTAAACTCTAGTTACTTTGGTCTTCTCAGGCTCTTGACTCTTTC 
ACAATTAAAGTAGTCTTTGAGGCTGAGCCTGCTTTCCTCA TAGCT ATGCTATGGGCTGGACA 
CTCAGGGGAGTATMGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCAGGGATTATT 
GTCCATCATTGCCTGATGTCCAGTGTCTTGAAAAGCAATT 
>1031 

ACCATTGTTTTGTTCAAAATCACMTTTAAATACTTCGTGATTTTAGAAATAATGGAGC 
CACGTTTTCACCATTAAGGTGAGTGATTGTTCAGATACATTTGGCACTGTCCATAGGTTTATG 
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GCTTCCAACTTGTTTAAGACCATTCCCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTT 

CAGGATATAAACTATAAGAATGACAAACTACAGCAGTTGAAAATGTGTCTTCAGATACTCACT 

TGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGACCAAATCTGGCTT 

GGTCAGTAAGAGTGTAGGTAACATATAAATATTAATGTTCGTTGCAGTTAGTGTGGT 

>1032 

NCTGTTTCCTGTGTGTAAAACG ACGGCC AGT AGTCTGGGTCAT AGCTGTTTCCNN N N 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNACAGTGGTGTGATCG 
CAGCTCACTGCAGCCTCAACCTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGT 
AGCTGTGTTCCAAAGAAATTTATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCC 
ACAGTTTGTCAACTGCCATTCTGTAAGCTTAACATGTGTTAATTACTGCAATCTGAATAACAAT 
GCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCCAGGCACAGAAGGATTGA 
CTAATATGACCAAAGTCACACTGCCAGTGAGTAGCAAGCCTGAGCTCTGAACCATGACAGTT 
CACATCTTCCACGACAGCAGCTTCTCAATGCTCTTTGGAGGGACCAGAGCCCAGGCAGTAG 
CAACGGCTATGAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGCT 
GGAGGGAGTGGAGAACTAGCCATNTGTGACTTTGTGAACATCCCTGGGGAGTCTGGAATTA 
NNNNNNN 
>1033 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCCAAAACT 
TTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGGGGAACACTTAGAGAAAAATGCA 
TTTGGAAAGGAGAAATACGATCAAGACTTCCA I I I I I GATACATTAAGCTTGGTATGTTTAATT 
CATAGCTATATAGAGGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAG 
TTCACCAGTGTAMGATGATATTTGATGGCACAGGATGGACTTTCTTCTGGGATTTGAGTATA 
CATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACTTCAACATTGACAGGCTCAACAGA 
GGAGAATTCCCAAGAGGATGAGGTTCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGACA 
AGN 
>1034 
>1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTG I I I I I AATCTCATTAACCCCTTGTTACCCATTTGATAACAAAGACTTCAAGGAAGAAT 
TTGCTCAAAAATCTCTGGGAGACAGTAATAGCTTCTTGGGCCTGACTGATAAACTTTTTGCCT 
CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 
GAGGTAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAGGCACAA 
CAGATA 
>1036 

CCCACGCGTCCGATCAAACCAGGAGCAGGTGCAGCCCGGAGGCCCCCCCCGTGG 
GGAGAAGCGGCTGGGGGGTCCCTGCATCTTGTACTGCGGCCCCTCCAACAAGTCGGTGGA 
TGTCCTGGCAGGACTGCTCCTGAGAAGGATGGAGCTGAAGCCCCTCCGTGTGTACAGTGAG 
CAGGCTGAGGCCAGCGAGGTTCCCAGTGCCGCGTGTGGGCAGCAGGAAGCTGCTCAGGAA 
GAGCCCCCGGGAGGGGAGGCCGAACCAGAGCCTCAGGAGCATCACCCTGCACCACCGGA 
TCCGGCAGGCCCCCAACCCTTACTCGTCGGAAATCAAGGCCTTTGACACCCGGCTGCAGAG 
AGGGGAGCTCTTCTCCAGGGAGGACCTGGTCTGGTACAAGAAGGTCTTGTGGGAGGCTCG 
GAAGTTCGAGCTGGACCGGCATGAGGTCATCCTCTGCACCTGCTCCTGTGCAGCCTCTGCC 
AGCCTCAAAATCCTGGACGTGAGGCAGATCCTTGTTGACGAGGCAGGCATGGCCACGGAAC 
CTGAAACCCTCATCCCCCTGGTGCAGTTCCCACAGGCCGAGAAGGTGGTTCTTCTCGGAGA 
CCACAAGCAGCTGCGGCCTGTGGTCAAGAATGAGCGGCTGCAAAACCTGGGTCTGGACCG 
GTCTCTGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAGTACCGCATGCAT 
GAGGGCATCTGTGCCTTCCCCTCTGTGGCGTTCTACAAGAGCAAGCTGAAGACGTGGCAGG 
GCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGGAAGGAGAGCTGCCCTGTCATCT 
TTGGCCACGTGCAGGGCCACGAGCGGAGCCTGCTGGTGTCCACGGACGAAGGGAATGAGA 
ACTCCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACCAAGCAGCTG ACCC 
TGGGGAGGACCGTAGAGCCCCAGGACATCGCCGTGCTCACGCCCTACAACGCGCAGGCCT 
CTGAGATCAGCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGCCGTGTCCTCCATCA 
CCAAGAGCCAAGGGAGCGAGTGGGGCTATGTGCTGGTGAGCACCGTCCGGACCTGTGCCA 
AGAGCGACCTGGACCAGCGGCCCACCAAGAGCTGGCTCAAGAAGTTTCTGGGCTTCGTTGT 
GGACCCCAACCAAGTGAATGTGGCTGTCACGCGGGCCCAGGAGGGGCTCTGCCTGATCGG 
AGACCACCTCCTTCTGCGCTGCTGCCCCCTCTGGCGTAGCCTCCTGGACTTCTGCGAGGCT 
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CAGCAGACCCTCGTGCCTGCCGGCCAGGTGCGCGTCTGCAGGAGGCCAACTATGCCTTCC 

TGAAGAGCCCTCTCCACCTGCAAGGTGCCAGGACTGGGCAGGGAAAGTCCACGGGGCCCC 

ACGAACGGACCACGCCCTGCGACATCACCCGCCCGGGCCCAGCCTGCCTCCTGGCCTCAG 

GCTCCCCTGGGCCAGGACACTGAGTGAAAAAGAAAGAAGAACGGAAACAGCAACGAGACC 

CGCAGCACACCAGACCACACCTGGCCCACCAGGCAACCCAGCACAAACCAACAATGACACT 

CAAAGCAGCAACCTGCGACCAGCGACAGTGAACACCAGAAAGATCAAGGACCAGACACCAG 

CAAACATGTAAAGAGAATCCGTGTGAACGGAACAACAACAAAACAATAGAACAACACAACAG 

ACACACAAAGCGACAACAGCAGACCGACTGAAACACCCGGCGTAAGCAAGCAGCAAGACTG 

ACCCGGTATCTATAGAAAGAGAGAGTCAGTCGCTACATCACAACATCACTAACTGAGGACAC 

GCGCACGAGCAGCCACACAGCGAAAACGAACGACCAAAGACACAGCAGACCGCGAGCGAT 

AGCAGCGCACAGCACAGACATCACAGCAGCCCCTACGCGGCCCGAGAACCCGAACAGGAG 

AGACGAGCACCCTGCCAGACGAAAATGAACGAGCAGCCAGAAGAGGGCGAGGAGCGACCG 

AGGAAACAAAGGCGCAGAGGGAAGAAGAN 

>1037 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAGGACCTGG 
GTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCATTTGATAACAAAGACTTCA AGGAA GAAT 
TTGCTCMAAATCTCTGGGAGACAGTAATAGCTTCTTGGGCCTGACTGATAAACTTTTTGCCT 
CCAGCAATGGAAATGTGGGAAAATTCCAGATGCTAAATGATCTGGCTTGGACCCAGCAGGTT 
GAGGTAGTGGAGCCTTTCGATTGAGGCACAGCCCAGGACTGCTGCAAGGGAGAGGCACAA 
CAGATA 
>1038 

ACTTTGACTA7TTTTTAGCMCAMTTACTTTTGACACACAGCACAATTGATTTAACAC 
TTCCAATTTTGGAACTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTACTA 
TTACAGCATAGGGTCTCTTGTAGTCCTCTTAGTAAAAACTATTGTGACACTTCCTTC TTTCTCC 
AAATATTCGGCCTGGAAAGACCTAAATACAATGCAGGGATTGMTCAAATTCACACATTTTTT 
TTCCTACGGAAACAACAACCTTTCTTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTAT 
ATTMTAGTTATATGGTATTTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAGAATATAGG 
CTAATTTGGAGCATAACACTAACCAGCATGAACCTAAGTGAGTACN 
>1039 

ACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCCGGTTAAGGTC 
CTCATGGMTGAAAMCACTTTCGGGCACTCTCCTATGAGAGAGAGAATGGGTTTCTTTAATT 
GCCAGATTGTCTGAACACAGCCTCAGCTACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTT 
GCCAGTTGAGTGATTCTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGA 
TTCTGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCTAGTAAGATT 
TATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGTGTGGTTGTATCAGCATATGGG 
AGCTGACTGCCTCAGGACTTTGGAAGCCTGCTTCTCTGTGCCTCAGCCGGAACTCAGGTTA 
CTCAGTAGTCATTTGCTAATTTCTGAGAACGCAACACTCCTGAAGGGATAGAAAGCATGAAC 
MTACCCAAACTTTTTAGACTAGTACTGTGTGTCAGGTATTGTAACATTCATTCAGTCCCTGA 
AATGTACAMCTAGTTATTGCTCCCCTTTTTCATTTGAGGATACTGATGCCCAGATAAGATAA 
GTGGCTTGCCCTGGGTCACATAGCTTGTAAATGCCGAGGTAGCATTTGAAN 
>1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAGCTTATTTGAA 
GTCACAATAATATTAACTMGTAAGAGCAAAAGCCAAGATTCAAATGTAGATTATTTTACTACA 
GACTGAGAAACGAATTAAACTAGGAGCCTAAGATACTTTCTGGAATTGAAATGATACATTATA 
TATACCTATAAAGATAATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTG 
TCCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAGAATGN 
>1041 

NNNACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGGTCAA 
GTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGGCCTGAAATATGTCACT 
AGTTAGAAACATTAGAAGCTTTCAGGTAAATAAATATAAAAAACCAGTCAACCGTATTCTTATT 
TCTTCGTCAGAGAATCATGTGTCGTTTGGTTTAACTTCCTGCTGGATTCTGGATGGGAGtTGt 
TGMCATATTMTCTCATTATTTTGTGTAG AGGACAGGTTGTCCGCCCCTTGCTCATTAGCGC • 
CCTGACTGCTTGTTAGGGCTGTCTGCCTCTGGCGCTGTGACCAGCACGGTTGCTCCAGCAG 
GCAGCAGTGCGTGGGCCTGCTCTCCATGGCAGAGACAGGGCTGTGAAGCTtGGGT 
>1042 

ACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGGCAAGGGCTC 
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ACTGGATAI 1 1 I I AAATTGTAGGGATGTCCTTTGGTCTGGGTCAATTTTAGGATCAAATATAAA 

AGCACCTATAGCTCAGAGTATCTTCTAACATAAAACTTCTGAGATACCAGAAATTTTCCAAAA 

CATGGTATAAACAGTATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATCTTAAAGTGCTCA 

AATATCATGACCTG A I 1 1 I I I A GTTTTAGAAATCAG ATA I 1 1 II CTATTCCATATCTTAAACTTT 

CATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA 1 1 1 I 1 1 1 CAGGTGATTGTTGGGAGCGT 

ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCC 

TCTAATC AAAT AG ATTG ATG CTTC AG AA ACTT AAC AG AATATTATCTG CAATTTGG CAT AAATG 

CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 

CAACTGG AAAN N 

>1043 

ACCCGTTTGTCCATGGCTATTCCAAATACCCCGATGTTTATTTAAAATGTATATATAAT 
CAGTTACATAAAAAGAGGTATGCTTAAATTCTCATGACTCTATGGTTGGACCTCTGTGGTTGG 
AGCAGGCMTAGAMTGTCTGTAATTCATTTAAAAAAAAAAGTGACTTTCCTACCTTTAGATA 
GTGAGGACAATCTGTTAACTCTTTGTGTTGATAAAAGGAAACATTTCAGGGCACGGTGAAAG 
AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTAGGACCAAATTAAG 
ATTTGAC 
>1044 
>1045 

NNCGTCCGGTTCTGACCTATTCCAAGAGTACAGCCATCAACAGTTAGTCCCAAGAGT 
TGGAGGCATTGTTGGGGAAAGAGATTGCAATAGACTGGTGCAGATCAGTTACCTGAAGCTC 
CTGCCTTATCTGAGGCCTGGTGATGCTGCTGTGTGCCCAGAAGCCAGTCATATGGATGTCTT 
GACCTGTCCAGCACACACCTCAGTAGTAGGAGATATGGGTCTTTGGAATGCTTTATGTGTGA 
TGAGGATGAAACAGTTAAGTGCTACTTTCTCATCCTCGGCCTTATGACATTAGTTAGTTGTGT 
MGATTTTGCAGGGAGGTATTCCCTCCTCTACCCTTTCGTCACAAGCCCCTCTCATTCCTCT 
GAAAAGGTTCCATACTCCAGTCCCTACCCTCAAAGAAAGATTTTACTAAGCAAAAGTATCTAT 
GGCTCTCTCTGTTCTCCTTGCTTTAGCTAGCACAGCTAAACTGGGATCTCACCAGTCTGACA 
GGGCAACCTCCAAGATTCACAACCCAGGAAAAGTACTGCTTTGCGTAAGTTTAATCAAGACC 
AGAGCAGAGACAGGACACAAAGTCAAAAGAACTCAGTCAGCNN 
>1046 

ACAGCACTTTCAAAGTAGTGGAATATAAATCTTTCCATTTAACAGCAACATTCAAATA 
TTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTGATACATAGAAATATAGGAGCAAACACAG 
CAATGCAGGCGCTCTATGATCTGGTTTGCTCACATAGATCTTAAAAGGAGAAGAATGAGGGA 
TTTGCCTACAACCCACAGCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGT 
TCCTTGAGGTAGAAATGGTAAACTAGCATGACCTCGAATCATAATTTAATATCATTCTAN 
>1047 

ACATTATTGGTAGTATCTCAGAATCCTGCTTAGCTTTTGAGATAAACCAAGTCATGAT 
ATTTTGGGTAATATGGCCATAGGTATCATGCMGATTGAACTGCCCAGTATTTGCCTTTTTCA 
ATATTTACTTTGTAAGAACCTGACACTGTAGGTCCTCAGCACACCAAAACCTGCAACATAAAC 
TTCAATTTTGGGCAACTCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTA 
TATACAATCACCCTGCTTGTCTACATTTAATTTGCTTCATTCANAATAAGCAGTCACN 
>1048 
>1049 

GGGGACATTTAGTTCGGGCATGAAAAAGAAGTTAACAAGCAAAGGTACCTATAAACA 
AAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGATCTAAAGTAGACAGAGAAGATAG 
GCTGACTCTCCAGTTGCAGATTTTCATTATCAGCTCATCACACCACCGAAACTCTCTGGTGAT 
TTGCTATCCACATCCATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGG 
TTAAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACCCCCTGCCTGCTGGGCATCACA 
TTCTTCTTGGTATATATTAAAAGAACACAAGTTTGGGCCAGGCACGATGGCTCATGCCTGTAA 
TCCCAGCACTTGGGGAGGCTGAGACAGTGGATCATTGGCGGTCAGGAGTGCAAGACCAGC 
CTGGCCAACATGGCAAAAN NNN 
>1050 
>1051 

ACCCATCTCTTCCATTCTGGGAATCTGGGAAAGTAAGCCTGTAACTTGTAGCTTGTA 
GAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCATTAAATGCACAGGTTAAATAA 
ATAAAAATCTATTMTAAAG AGCCTAAAG AAAGAAAGATG ACATTTCAGCACATATTGGGTGA ' : 
AATAAGTTGTTTAGTCCAGCACTTCTCAAI 1 1 1 1 AGTGGATATGTGAATTGCCTATTAAAATGC 
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AAATTTTAAATTAGTTAATCTGGGTTGGACCTGAGTCTGCGTTTCCAACAAGCTCCCAGGTGA 

TGTCAATGCTATTGGTCCAAAGACTATGTTTTGTGTAGCAAGGGTTCTAGATACAATTACATT 

AGAAAAGATCAGAGAAAAGTGGAGTGATTGT 

>1052 

ACGCGGGTATAGCTATATACTCATATTTTTATTTTTATGTAAAATTTCCAAAATGCTTA 
ATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAA CATAG ACATAAAGAAGATTACATG 
CCTGTAGMGTTCATTGAA7TAGGAATCACATGCTATTTATTTTAGCAGATATCTTCTTAATTA 
AATGTTTGACCCATGTGAAGTCATTTAACAGATCTGTTACGCATTATTCACATATGCAAAATAA 
TCTATATGATCTGAATACCATTTCCATCTTTAAAATTACATATTCCT 
>1053 

ACAATCAAAAAAAGACAAAAAAGAAATGGTGTTAAAAGCCACAGTAAACATAAACCTC 
ATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGACAATGCCCAAAATTATACTGA 
GGTATTGGGGTGGGCTGATACCTTCAAACAGGGAGAGAGGGACCATGTTCAGGAGGTGTAT 
TCCTCGATTTAGGTGGTGACTGAA I I I I I I I I I I I AAGACAGGGTCTCACTCTGTCACCCAGG 
CTGGAATGCAGTGACGTGATCTCGGCTCACTGCAGCATCAACCTCCTGGGCTCAAGCGATC 
CTCCCACCTCANN 
>1054 

ACAATGAAAATTACAAAATACTGTTGAGAGAAATTAAAGAAGACAAATAAATGAAAAG 
AGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGGATTAAGATCTCTTCTCTCCCACGACTC 
TATAGCTTTAMGCAATCMMTCAGACTGGTTTTGTCTGAACGTTTTTGAATAAGTCAATGG 
CTTATTTCAAAATTCATATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAA 
GAAAGATTGAGGATTTGCAATAACTGACTTCAAAACTCACTAGAAN 
>1055 

NNNNNCAGGCTAGAGAGATGTTGGAAATAGTTGTTAAATTGGCTTAACTTTCTCAGG 
ACACCTTGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATAAAGTTATTAACACAAGAAC 
CCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAGTGCTTACACAGAAATGGCC 
CTTGATAAAATATGGGCTGAATGAATGAACATATGAATTTGACACTTTGAGAACTAAATTAAAA 
GTTATTTCTACTAGCATTTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAAAATG 
TTTGCTTTATTCATTTGATTGGCAAACTTATMTGAACTCAGTGAAACTTGTCCACCTTTTTCT 
ACATGTTGAAATTTTCAAAAATCCATAAGATTACTCCTCACACACACACCTCCAAGTATCCATA 
GAGATGGACCTACTTCATACCATTATATTCATAATCCAATTATTTCTAGAAATCCCATTGATTT 
CAGGGAACTGAATTTGATAGCCAGGAGGCATTCCACTGGCTTCTTAAAGCN 
>1056 

ACATTAACTCACTGACTTACTCtGGGTTGCTATTGTATTAAAATTCTGTATAGACATTA 
CGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAAAATAAAAAATTCTTAAATCTTTAGTGTGG 
TGTCTATTMTTTTTATGATGATTTACMGTTGGAAATGATTACTTTGCAAGTCATAGTTTACTT 
TGAAGTTAATAAGAGTGATTACAGTAAAGGAAAAATGCCATATATGGCATTGTTCTTAACAGC 
TTATGAAATTTGGAAMCGATATTTTAGAMGCTTTCTCTTGTTGGCTGGAATGAAGN 
>1057 

ACAGC7TGTTCAGGATATTTCTTCTATTTTTCCTTTGAGTTCTTGTTCATATTCTAGTT 
AAT1TCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTTTGTCTTCCTTCTGCTTATGTATTC 
CTCGTAAATGCTTTTTGTGACTTGTCTAAGTATAMCAACTTTACTATTAGCTGTAAAATTTTC 
ANN I A GTATGTCATCAATC I I 1 1 1 1 I GTGTTTAGTATGATTAAATG I I 1 1 I CACTTGGAAAGA 
TATGAATAGTCTACTTCATTG A I I I 1 1 1 I I AAAGTCATTTCA 1 1 I I 1 1 ATTTTTGTAGCTACAAAA 
TCAN 
>1058 
>1059 

ACTTTMCAAATTAAAAACAAATTTTMTTTAAAATATTTTAGAAATTTTACTTAATACA 
TTTATTTMTGAAGGGCTGCTTTTAAGAAAACTTTAAATCCTCACGTAAACCACCACCACCTG 
CAMGTATTAATATTCMCTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTCTT 
TTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATTTACCACGACATGCTGAG 
AATGGAGCACAGTGCCTGACACATAATAGAfGCTCATAATAGATGCTCAGGGTTTATAGTCA 
GTGMTAAGTAAAGAMTGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAAC 
MGCAGTGATGTGTTATTCAGTAGCAAATAAGAnGTTTCCTAATGTCATAATTCAATTNTCCC 
TGCTTCCTACTATGACTAGATGTTGGTTGGTGATAGTTTATATGANNN 
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>1060 

CCCTTCGAGCGGCCGCCCGGGGAGGTACAGTTACCAAAACCCATCCAACTAAAAAT 
TTAAGCTTTTTGCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 
GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACATGT 
ATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATAGAGAAATGTACCTCGGCCGC 
GACCAC 
>1061 

ACTTACGCTTTATGATCTTGMTATTTTCAGTGTTTAAGGAATCTCTTCCTTCTTTGAT 
CTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACAAGGAAGTTTGAAATAGAAAGCCAG 
AACCTGCCCCCCAAAGATCTGACAGTAGTAGAAGGAGATCCATTATTAAGAAGGTATAATGG 
CAACANAAGAATAATCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGG 
AG ATG AGG AA AGTGGTT AG G G AAN 
>1062 

ACTTTAACAAATTAAAAACAAATTTTAATTTAAAATATTTTAGAAATTTTACTTAATACA 
TTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAAATCCTCACGTAAACCACCACCACCTG 
CAAAGTATTAATATTCAACTTTTTCAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGAC 
AAAAATTAATAAAATGTGTCCCTCCTCTTAGATATCTATAATCTAGGAAAATGAACACATTCTT 
TTCAGACACTAAACTCCATAAGAACAGGCATCAGATCTATCTTATTTACCACCACATCCTGAG 
AATGGAGCACAGTGCCTGACACATAATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCA 
GTGAATAAGTAAAGAAATGAGTGAGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAAC 
AAGCAGTGATGTGTTATTCAGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTNTCCC 
TGCTTCCTACTATGACTAGATGTTGGTTGGTGATAGTTTATATGANNN 
>1063 
>1064 

ACTTACTACAAGCAGCAAAAGGAAGCTCTAGAACAAGGAATTAAACACAGTGTTTGT 
TTCCAATCGCAGAAGAGGCCATGAGCACCATATGTGTGTCAGGCTTATCATCTGAACCAAAG 
AMGGCCAATCCTTCACCTTTCTTATGACTCTTATAGGCTGCAATATTTCACTTGGCCATAAA 
CAACTTAATATCTCACACCTAGTAGTATTCAGTGACACAGAAAGGGAAAGAGAAAGGATGAA 
GMCAGAGGAAAGAGAAATAATTTCCCMGATACAAATTTAATATTCTTTCCAAAGCATAAGA 
GCAATTAAAAAATANNNNNNN 
>1065 
>1066 

ACCCACATGATCCCAAAGAGGAGGGGCCCTGTATAAACAAGAACCAACCAACATAA 
AGCAGTGACTACAGGCACCATGACAACAAAAGGAGTTTTAAAGTGCATCTTCAAATAGCACA 
CAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAGGGAAAAAAGCATTAATTAGATACAACT 
GAATTTCTCAAAAGTATATTAACACAGCCTACAAATAAATCCTCAAATGTACCN 
>1067 

ACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATGAATTTGCAGAAGGATTAAAAT 
GTGTGTTCTTATTTGTGCCTTTGTATTTCTCCCATTAAGTAGTGTGTTGGAGGCTTATTAGAAT 
AAGCTGAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAACACATNAG 
GTAGGAGCCNNN 
>1068 

ACTATATTAGTGTAGCMTTTTCCAAAAGCCATTCATCTTAGAGGGCTAAATGATTTT 
ACCTTATCMTTCCCCTGTGAAAAAATATCTCTAAAGAGGTTTTCTGCTGGAAAATATTGTTG 
CTGTCACATTGATATGCCAACAAAAGCTAAGCAGGGAAGTCAGGCCAAGAAATATCTCCCTG 
CAAGAGAAGGCATCGCACATGTATCTCTCCATGCTATTTAAAATTGCATTCTGCAACATAGAA 
AGGATAGGCCATGCTGCAGAAGCCAGGTCCAGGAAAACTGCTTTCTTTGGCCTTTACACACT 
CCTTTTGGAGAGATGCTGGTGAAAGCAGCAACTACCATCTGCCTTCTGTTGACTTAGTGTCA 
GCAGGTGGAGGGAGGAAGGAGGGCATCGCAGACATCATTCTATTATCTCAACCTTGCTTTCT 
CGGATCCAAAGGCCAAGAAGTTGCTGCTCCATGCCCTCAGAGCTCTAATTTGGCACCTCTTC 
GTGAAATGAGAGCTTGAAAGGGCTTCTGCTCTGGGTGAAACCGGCTCGTGGCCCGGGCCAA 
TTCTGCTGGCTTCGCGTCTGTCAGTGTGTCCTAATCACTGTTATAAGTGTGGTTCTGCGGAA 
CATCTTGTAAAATATTTTCCTATTGCTCCAGCAACATCTCCTGTCTAGACAATCTAATTATGAA 
CACAGAGCAAATAGCTGAAGTGTATGCCGGCCCCAAGGGTTGCATAACTCCAGGAATGGGG . 
CTAGGAAGACAGGGGAGGGAGGTGtGTGTGATGTTTATTACTTTTTTGTTGACCTGACCAGA 
AAATTGAGTGCTCCAAAAGAATCTGGCTAACTTTTAATTAAGAAGAAATGATCTGGTGGAAGC 
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TGGCATTTTGTTG I I I I I CCAAAGTCAGTGGAGGATTAAAGGTACTGATGTGTTTCCCTCTAA 

TCACGTCTTTTTCTTGGCTTCAAAGGTGGTTTGTGGTCTTTGCGGTAAAATAAGNNNNNNNN 

NNNNNNNNNNN 

>1069 

ACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGGCAAGGGCTC 
ACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTGGGTCAATTTTAGGA TCAA ATATAAA 
AGCACCTATAGCTCAGAGTATCTTCTAACATAAAACTTCTGAGATACCAGAAATTTTCCAAAA 
CATGGTATAAACAGTATGAAACACTGGGTAGATAAAAGCTTTCTCTAAATCTTAAAGTGCTCA 
AATATCATGACCTG A I Mil I AGTTTTAGAAATCAGATA I I I I I CTATTCCATATCTTAAACTTT 
CATGTTAAATTCTAGTTCTGACAATGTAGGGTTCTA I I I I I I I CAGGTGATTGTTGGGAGCGT 
ATAGAAGCATATATAAATATGGAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCC 
TCTAATCAAATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATG 
CATNTTTCTTGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGA 
CAACTGGAAANN " 
>1070 

TAGTGAACCTACTCGGCCTAAAAAGAAGTATTAGCAAACCCAGAAGCTAATACTGAA 
AATTTAGCGAGTCAGCTTTACAAAGACACGATCTTATCACATTTCTGTTAACAACCTAAAAGG 
CCTTCAATTTTCCAAAATGGCCGGATCTTCATTGTGCTA I I I I I AATAAGTTA I I I I IGGAATA 
TCTTTCACAAGCAATACMGTGGATTTTAAATCAATTGATACTTATAGAAAGAGTTTAAGGAAA 
AATCTACCTCCTAAGTTCATTATTCACAAGTGTTGTGTACATTATATTAATGAAATTTATCTAGT 
CCTTGCAAACTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAACTTCACACTGA 
CATTTATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCA 
GGAAGTTCTTGAGGCCTTGAGGTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAG 
CTACATTTTGGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGTAGTGT 
AAAGCTCTTTTAGATTCCAAAAGGAGGAAAAATTGCAGGTCCATTAATCAAAATGCTGCAAAC 
TAAGACNN 

>1071 

ACCAAAACTGAAAAAAGATTGTGTATCCAAACATTATTTCACATAAAATGTATTTTGAT 
AAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGTAACAGTCCATGTA AGTT GAAGAAAAA 
GAGTTATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTTTCACANN 
>1072 

AC I I I I I I I I I I I I II I I I I I I IGAGACGGAGTTTCACTCTTGTTGCCCAGGCTGGAGT 
GCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTCCCGGGTTCAAGAGA TTCTC CCGC 
CTCAGCCTCTTGAGTAGCTGGGATTACAGGCATGTGCCACCATGCCTGGTTAATTTTGTATT 
TTTAGTAGAGACAGGGTTTCTCCATGTTGGTCCGGCTGGTCTCGAACTCCCGACTTCAGGTG 
ATCCTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCACGCCCTGCT 
TAAGTTTTMTMGATCTCTTGGCMCTTTTTACGACTGGCAACTTAGGTCTCACAAACACAG 
AAAAGCTTGTCTTTMGTATATTGTCTTTGAAAAGTTAATACACTCTCTAAATGCTCCATTTAA 
AATGATTTACTTTATAAATGCATGCACTGAGAGAAAAGATATTTGAATGATATACANCCACAT 
GTTAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAANNNNNNNNNNN 
>1073 
>1074 

ACTGGGTCACTCTGCCCCAGCTCTCCAAAGGCATCAAGATCCGACTGCTAGGAGCC 
CCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGGTCCTGCTCCACACTGGTCTAA 
TAACTGGTGTTCCACATTCCTCTAACGTGCACAACACAGTCCTGCCCCCGTGCTTTTCACCT 
CCTGTCCATTCCTCTTATAACGCTCTTCCCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCN 
NNN 

>1075 

NNACAGCCATGTGTAC7TTATAGAACTTAGAGGAAAAATCTAGTATTTTGTGTTTTCC 
TATATATTTATTGTTTCTATTGCTCTTTC 

MTGTTGACCTTAGCTmCTAGCAGAfCAGTCTGCTGGGGATACATTCTCTTTGI 1 1 1 ICTTT 

GAGMTGTATTTATTTTACTTTCATTCCTAMGGATATTnAGGTGGATATATMTTCCGAGTA 

GATGCTTGCTTCCTTGAGCACCTCMtGATGCCAmAGCTGTCTTrfGACTTCTCTGATTTC 

TGGTGAAAAATCTTTGTAATGTAAACCTTATTCGGCtCtGTGTGGTGTGTMTTTTTTTCTAGC 

TGCtTTCAAAA A 1 1 1 1 1 I CtTTGTTTTTGGTTTTCAGCAGCTTAATTTGATGTGTATCTAGTCAT 

TTTCTTTAAGTTTATCCTCTTTGAAGAGTACTGAGCTTCTAAATCGGTAAATTTTTGGCNN 
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>1076 

ACTTCACTGATTTATGGCAAGTCAGGCAATGCATCAGTGCTCAAAGCTCCTTGTATT 
GTCA GGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAACTGCCAACTAGTAGCATTTG 
TTTTGTGTCTGATAGATTC TTCAT GCAGAAAGAATAAGTAAAATGAGATGGGACACAAATCTG 
AGTATAGCATTGTCATTACTTTTTGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGG 
CATMCAGAATCCACAAATTCCAGATTTMGAAATAGGTCTATATAAAGCTTATTTAATATTTG 
GTATANNNNNNN 
>1077 

ACAGAGTAACCATGACTTACTAGGTGTTATGATGAAGGTGTATGTGTGTGTATATGT 
GTGCATGCATGTNATAAGTGTGTGCATTTGCAGACATAAGAGTTTTAAGCTGCTCCTGTCATT 
TATTGATGGTCAAAGGTTTCTTTTGGCTATTGCTGGACTCTTAAGATTGTCTTGTAATTGTCTT 
TTTGTTGTTGTTG AAAATT AAG G GTGTATATT A AAG GTAG I I I I I ACCCAGATCTTATATGTGT 
GATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAATGGCCACCCAATTGCCATTAGCTTCC 
TAGAGGGTGATTTAATAAACTATCTTCTTTAAAACTCATTT AAAATT AGAGACATGTTTGCATA 
CAATGGATTAATGACGTTTTCACACTAACCCACAAAAGTCTGCTGCACTTTCTTTTGTAGGCC 
T AAC ATTC ATTTC ATATG C ATTG AATATTATTG GTG AACTTG C ATT AATT AN 
>1078 

NNNNNNNNNNNNNNNN NGCA TTGATATGAATAGTTTCACTAATTCCATTCATGGTTA 
CTGTAAACATTCTTAMACTTTGT TTTAT GGGATTATCAGAGTAACAAAATAATGTAGTCCCTT 
TATGGACTATMGTAACTTM TGCTTITCT TTCCCTATTTCATATCCCCATATTTGGTGCAATA 
ATTTAATTCACTTACtTCATTATTTTGTTTTGCATTGTATTTTACACCTACATT^ 
TTATTTGTACATACTTAAATGGTTTCAGTGTGAAAAAGCAGCTTCTGACCTAGCATTCACACT 
AGGCGGTGGCGTTCTCCTGCTGAACATTTAACAATTCTCAAATCTCTAACATCAGATGAGGT 
CACTGTAATCCGGATAAAATGAGATACTGTAATCATGCCTGAGCACAGATAAAAACAAAGTCA 
CTGTGCAAACCATAAACAGCCAACCTCTTCTTGTGGCTAACATGGGTGACTGTTGCTTCTTTC 
CTTTCCTCCC ACCC ACAAC ANN N N N 
>1079 
>1080 
>1081 

ACACGATGTGGCTGACATTTGGCTGGAGTCTGCTAAGATGTCTTCTTATGCTGGATG 
GACGCAGACCTGTMCACCTCTGTTTTTCATCTTCTCCACCATATTTTTCATCAGCCGCCTCA 
TTGI I I I ICCTTTCTGGATTTTATATGGCACGCTGATCTTGCCTATGTATCACCTCGAGCCTTT 
CTTTTCATACATCTTCCTCAACCTACAGCTCATGATCTTGCAGGTCCTTCACCTGTACTGGGG 
TTATTACATCTTGAAGATGCTCAACAGATGTATATTCATGAAGAGCATCCAGGATGTGAGGAG 
TGATGACGAGGATTATGAAGAGGAAGAGGAAGAGGAAGAAGAAGAGGCTACCAAAGGCAAA 
GAGATGGATTGTTTAAAGAACGGCCTCGGGGCTGAGAGGCACCTCATTCCCATATGGCCAG 
CATGGCCATTAGCTGGAAGCCTACAGGACTCCCATGGCACAGCATGCTGCAAGTACTGTTG 
GCAGCCTGGCTTCCAGGCCCCACACCGACCCCACATTCTGCCCTTCCCTCTTTCTCACCAC 
CGCCTTCCCTCCCACCT AAGAT GTGTTTACCAAAATGTTGTTAACTTGTGTTAAAATGTTAAAT 
ATAAGCATGCCCATGGA I 1 1 1 IACTGCAGTTAGGACTCAGACTGGTCAAAGATTTCAAAGAN 
NNNNNNNNNNN 
>1082 

CCACGCGTCCGGGGGCCGCGGCCCGGGGATCCTCTCGCGCCCGCGGGCTCCAAT 
CGCTGGTCCTCACGCAATCCTAAACGGTTCCCGGGCGAACCGGGGCCCGCGCGCGCCAAG 
GCCGCCGAGACCCTCAGGGGCGTGCGGGCCTTTGGTCCCCGCGGGACCCTGTGGGGGGC 
CTGGGCGGCGGCGCCCCCGACCCAGCCAGCGGACGGGCCGGGGGGGGAACCGGGAGGT 
CCCGGGGGGCGTCCACGGGGGTGTCCCCGGGGGTCTCCGGAAGGCGCCGGCGGAGGCT 
CCCGCGCTGCGCTTGAAAATCGCGCGCGGCCCCGCGGCCAGCCTGGGTAGGGGCAAGGC 
GCAGCCAATGGGAAGGGTCGGAGGCATGGCACAGCCAATGGGAAGGGCCGGGGCACCAA 
AGCCAATGGGAAGGGCCGGGAGCGCGCGGCGCGGGAGATTTAAAGGCTGCTGGAGTGAG 
GGGTCGCCCGTGCACCCTGTCCCAGCCGTCCTGTCCTGGCTGCTCGCTCTGCTTCGCTGC 
GCCTCCACTATGCTGTCCCTCCGTGTCCCGCTCGCGCCCATCACGGACCCGCAGCAGCTGC 
AGCTCTCGCCGCTGAAGGGGCTCAGCTTGGTCGACAAGGAGAACACGCCGCCGGCCGTGA 
GCGGGACCCGCGTCCTGGCCAGCAAGACCGCGAGGAGGATCTTCCAGGAGCCCACGGAG 
CCGAAAACTAAAGCAGCTGCCCCCGGCGfGGAGGATGAGCCGCTGCTGAGAGAAAACCCC 
CGCCGCTTTGTCATCTTCCCCATCGAGTACCATGATATCTGGCAGATGTATAAGAAGGCAGA 
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GGCTTCCTTTTGGACCGCCGAGGAGGTGGACCTCTCCAAGGACATTCAGCACTGGGAATCC 

CTGAAACCCGAGGAGAGATATTTTATATCCCATGTTCTGGCTTTCTTTGCAGCAAGCGATGG 

CATAGTAAATGAAAACTTGGTGGAGCGATTTAGCCAAGAAGTTCAGATTACAGAAGCCCGCT 

GTTTCTATGGCTTCCAAATTGCCATGGAAAACATACATTCTGAAATGTATAGTCTTCTTATTGA 

CACTTACATAAAAGATCCCAAAGAAAGGGAATTTCTCTTCAATGCCATTGAAACGATGCCTTG 

TGTCAAGAAGAAGGCAGACTGGGCCTTGCGCTG GATTGGGGA CAAAGA GGCT ACCTATGGT 

GAACGTGTTGTAGCCTTTGCTGCAGTGGMGGCATTTTC TTTTC CGGTTCTTTTGCGTCGATA 

TTCTGGCTCAAGAAACGAGGACTGATGCCTGGCCTCACATTTTCTAATGAACTTATTAGCAG 

AGATGAGGGTTTACACTGTGATTTTGCTTGCCTGATGTTCAAACACCTGGTACACAAACCATC 

GGAGGAGAGAGTAAGAGAAATAATTATCAATGCTGTTCGGATAGAACAGGAGTTCCTCACTG 

AGGCCTTGCCTGTGAAGCTCATTGGGATGAATTGCACTCT AATG AAGCAATACATTGAGTTT 

GTGGCAGACAGACTTATGCTGGMCTGGGTTTTAGCAAGGTTTTCAGAGTAGAGAACCCATT 

TGACTTTATGGAGAATATTTCACTGGAAGGAAAGACTAACTTCT TTGA GAAGAGAGTAGGCG 

AGTATCAGAGGATGGGAGTGATGTCAAGTCCAACAG AGAATTCTTT TACCTTGGATGCTGAC 

TTCTAAATGAACTGAAGATGTGCCCTTACTTGGCTGA I I I I I I I I I I CCATCTCATAAGAAAAA 

TCAGCTGAAGTGTTACCAACTAGCCACACCATGAATTGTCCGTAATGTTCATTAACAGCATCT 

TTAAAACTGTGTAGCTACCTCACAACCAGTCCTGTCTGTTTATAGTGCTGGTAGTATCACCTT 

TTGCCAGAAGGCCTGGCTGGCTGTGACTTACCATAGCAGTGACAATGGCAGTCTTGGCTTTA 

AAGTGAGGGGTGACCCTTTAGTGAGCTTAGCACAGCGGGATTAAACAGTCCTTTAACCAGCA 

CAGCCAGTTAAAAGATGCAGCCTCACTGCTTCAACGCAGATTTTAATGTTTACTTAAATATAA 

ACCTGGCACTTTACAAACAAATAAACATTGTTTGTACTCACAAGGCGATAATAGCTTGATTTA 

TTTGGTTTCTACACCAAATACATTCTCCTGACCACTAATGGGAGCCAATTCAC AATT CACTAA 

GTGACTAAAGTAAGTTAAACTTGTGTAGACTAAGCATGTAATTTTTAAGTTTTATTTTAATGAA 

TTAAAATATTTGTTAACCAACTT TAAAGT CAGTCCTGTGTATACCTAGATATTAGTCAGTTGGT 

GCCAGATAGAAGACAGGTTGTG I I 1 1 I ATCCTGTGGCTTGTGTAGTGTCCTGGGATTCTCTG 

CCCCCTCTGAGTAGAGTGTTGTGGGATAAAGGAATCTCTCAGGGCAAGGAGCTTCT TAAG TT 

AAATCACTAGAAATTTAGGGGTGATCTGGGCCTTCATATGTGTGAGAAGCC GTTTC ATTTTAT 

TTCTCACTGTATTTTCCTCAACGTCTGGTTGATGAGAAAAAATTCTTGAAGAGTTTTCATATGT 

GGGAGCTAAGGTAGTATTGTAAAATTTCAAGTCATCCTTAAACAAAATGATCCACCTAA GATC 

TTGCCCCTGTTAAGTGGTGAAATCAACTAGAGGTGGTTCCTACAAGTTGTTCATTCTAGTTTT 

GTTTGGTGTAAGTAGGTTGTGTGAGTTMTTCATTTATATTTACTATGTCTGTTAAATCAGAAA 

TTTTTTATTATCTATGTTCTTCTAGATTTTACCTGTAGTTCATACTTCAGTCACCCAGTGTCTTA 

TTCTGGCATTGTCTAAATCTGAGCATTGTCTAGGGGGATCTTAAACTTT AGTAGGAAACCATG 

AG CTGTTAAT ACAGTTTCC ATTCAAATATT AATTTC AG AATG AAACATAA I I I I I I I I 1 1 1 1 1 1 1 I 

GAGATGGAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCGCGATTTTGGCTCACTGT 

AACCTCCATCTCCTGGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCTAGTAGCTGGGACTGC 

AGGTATGTGCTACCACACCTGGCTMTTTTTGTATTTTTAGTAGAGATGGAGTTTCACCATAT 

TGGTCAGGCTGGTCTTGAACTCCTGACCTGAGGTGTTCCACCCACCTCGGCC CCCAAAG TG 

CTGGGATTGCCGGGTGTTAACAATTTTCTTATAGGGGACCTTGAATTMCTGCCTTTrTTGGG 

CGAGAAGCTCGGACTTGCN 

>1083 

>1084 

NCCGAGGAA 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 GCATGACTAACAATTCATTCAATGTGTGTGTA 
CTGCTATGTGTCCTCATGCATGAGCTATGTCAACAAGGACAATCTACT GATAA GAGAAAATG 
AAMTGTACMGTTGTAGGAGACTAMCATGGTTTTAACTTAGTACACATTTTTCTGAAATGTC 
CCCCGTGATTAAGTTGTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGA 
TTGTTAGTGACTTAGAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAA 
TCTCCTGTGTCCCACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAA 
CCAGAATTAGGAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTC 
ATTGCTGGAGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAAGCTATTCCGG 
GGACCTTTTGAAGCCCTCGGACCTCACATCCCTAATAGCTAAAGAAGGATAAAATGGATGTA 
AGCCAGTGCTAATGGTTCCCGCGN 
>1085 

NNNACATTATCCACATWAACACCTTTrCAGTTGATGGCTGATTATCtGATTTTGCAA 
ATGGTGCCTCACTGTGdGGATCCCCTCCTCTATTCTCAGATGTGGTGATGGTCCCCTCGTTT 
TTCGACGTGCCTCCCGCTGTGGGCTGCAGTGTCATATGAATCTCGGAAGCACATTTCAGAA 



Page 286 of 355 



WO 01/42467 



880 
Table 4 



PCT/US00/33312 



GTCTTTCTATCTTTTGTTCATMTCTlTGAdTAGTCTCTTCACTTCTTGTTGACTCTTCTGTGA 

AGGCAGCTCTTCACACAGCTCCCTCAGGACTTCCATGTGGTGATTAAGCTGGTACAGGCAG 

CCTTCC TCAGA AAAGCAGGCCTC ATGT TCtTTGATGAGACCCTTGGTCCTTCGTCTACGGAT 

AAGTTTCTTTTCTTTATTTATTTGCTTTTCMGTTTTAAMTATTGTCACTMGCTTTCC I I I I I C 

MTATCTATTTTTAGTTGTTGAACATATAAAGACAGTTCATGATGAAGAGACTGCCATTTGGCA 

CAGACATCTCTACTCTTTTCTTCTAAAGACATCTTTATGTCCTCAGTTACATTA I I I I I IA GTTC 

TTCAACAGCTTTCAAATACTTGGCCAGACTTTTTGTATTAGAAATTATTAGTGCTTCCTTGTGT 

TTTGAAATGAGTTCACCGGGGCTCTCTCTTTGCCCCAGTAACTGCTGAGCCCTCATCATATA 

TGATTCAAGTTCCTTCTGGGATTCTTCCATCTTCAGCCTGATGTCCAAATCTGGTGAAACGTC 

AGTTAAGTTCTTCAACGCTGCAATGAGTTTTACCACATTGATCTGGACTTTCTCTTTAGCTTCT 

TGAATCTTTGCCTGAAGCCCAGTTGTGAGAACATGTTGAAAGGACTCCTGGCTTGAAATATTT 

TGTATATCCATTTGTAACATATCTTCACTTCTTGCCATAAGCTTTCATCAAACATAGAGCCCTT 

TGGCAATAAGATGCTTCAAAGATTCTTCCATTGAGGTGTCCACATCATCTTGATCCAAAACAG 

ATTTGGCTTCTGCCTCCCAGATTTCCACTTGTCCAATGAG I I I I I CAACATCTTTAGCCACTTT 

TA GTTG CCCTGTGAATTCTTCATTTTCTTTTTCATGTTTCTCTCCAGCCTTTATATTTTGATTAT 

AATTTTCAGGMGTTCTACTGACATATCTGTTGAAAACTCAACAGTTGCTTTCTCTTCTTTAGA 

TAGAATATTTCCAGAATTGTCAAAAGTGGGCTGATCCTGTTTTTTTATCATCAGTGGCAGGTT 

CATTTCAAGTTGAG I I I I I GAAACCAACTTTCTCCATCTTTTATTCAGCCTTCTCAGTTCTTTA 

GAAATAGATGATCCAACCACATCATTGCTGACTTCGACTAAGAAATTTCCTGCTTCATTTAAA 

GTAGCGTGTTCTAGATTCCACTGGGCTAGTGTCTCAAAGGGTACCTCTTTAATTTCTTCCTTC 

TTTGTC TCCTC AAAGCAAGCCCTTAGTAAGCGAAGGTTTTCCACATAAGTAGCCCAACATGC 

CAGCACTTTTTGTAGAGTGGACTTCACATTATATATAI I I I I I CTATACATACAAACATCAGAT 

TTC ACCA TCATATACTGTTTATTAATATTCTGACATTCTCCAGCCAAATTCTTATAAATTTCTCC 

ACATTTTTGAAAAGMGTATCAAGTCGAGCTAGGMTTCTTTTTCTTCAATAMTTTATGCCAG 

TCTTCCAGCMTAATTCCACAGATTCTCTGCTCCCATATTTAATGTTCCAAATATCCAATTTTG 

ATTT CACTTC ATCTACCAAACCAAGAACTAAG CACT TGTAGTAATGAAATTCTAGAAGTAGAA 

TAAAI I I I I ICTCCAAAATGTTGTTGATTCGTCTTTTCATTTCCTCCAATTTGTTAGGTGGTAC 

CAATGGCAAGTGATTTTCATCCTTATTTTCAAAGGTAAGGAGAATGTTCGAATGATGCTCAAA 

TCTATCCATCAGGCTCTTGAATAAAGTCATTTTCTCTTGTATCAGAGTCACGGCTTGAGAGTG 

ATCCTGGGAGGCTGACAAATCTTCATCCATAAGCTCTTCTACCTCCTGGAGCCAAGCTTCAG 

TTTGATGGAGGGGTGGGGGCAAGGCATMTTTAGCTTTATTTTCCATGCATTAATCTGGTGA 

TCGAGGCCATCCCAGGCTTCTCTCAACTGTAAATGATCCTTGTCCAGCTCATCCAGATCCCG 

TTTTATTGACAGGACATCCAAAAAGGACTTTTTTTCTTCATTGAATGACTCCATAAAGGACAG 

CAGGCTATTATACI 1 1 1 I AAAGTAGGTATCATTCTCTGAATCCTTTAGCAACTTCTGTAGTTTT 

TCCTTTTGCAGAGTTAACCAGCCCATAGCATCTTTCACCTTTCCCTGAGCCTCCTCTCCAGTC 

CCAGGGGCATCTTTGGAATACTGCAGAAACTGTGCCACATAGGTCATGATGGACTTTTCATC 

AGGATCMCMCATCCACATCTTCTGGTTCCAGCAATCTGGGGATTTTTAATTCTTGTTCTGC 

MTTCTGAAGGCCTCTCTCAGATTGTCTTTGTTGGATCTATGCTTCACACTCTTCATGTCAATT 

AGGTCTGGTCGCAAGGCATGAATGATGGCCAAAAAAGCCATCCCATTTCTCCAACTTGACTT 

AAAATCGGTCACATTGACAGACTCATAGGTGGCGCATTGTTCCTGAGCCCACAAAAGAAGG 

GCCTTTCTTGCAGACATTTGCCATCTTGCTTGCACTTTAGAGCATTTCTTAGCTGGAGGACTT 

GAGGCAGGAGATGAGTCAACCACACTCACATCATCCAGGGAAGGCTGATTGTAATTGCAAG 

AAAGAGTCTGGGCAAGCTTCTCAATATGAAAGTGCAGGATAATTGTCCAAATTAGGCCAAGG 

ataatggatgggtttccatcaatgatatcagtmcatgmtatttattagcttaattgatcggt 

ttcttaggaatgtcmggcatgttctatattgattctacactggaaggtattagatcctttatc 

ccgaggcaactgttgcccagaaagtacttctagcagatgcaggaggacatgcccctttttaa 

tgtctgtgaataggtcggatataactgagggagaagtgtgcctggccaactgtgagtttatc 

cagcacgtgmggctttcttctgggtgtcttcctgttcagcttgcaatgaaatatggagatc 

gtcgatgccccaggaaccctgttcatcttcggtgggaagctcaggactagatgccattcttt 

gactcaatggagattatatcatgtccatctcagttgaagaagtgaacgtccgcccggccgag 

gggcaagggcgcgggcgggggccgcccgaggtcggcgccccgcttgcctggctctctgg 

atcgggccttttgctggctctccctctcg c 1 1 1 1 1 caggtccggccgaaggctctgggcgc 

AGCTGAGCTCGTGCC v 
>1086 

NNNNNNNNNNNNNNNNNNNNNNNNNNNGGAGACAGGGf CTCGCTCTATCACCTAG 
ACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACCCCAGGCTCAAGTGTCA 
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ATCCTCCCGCCTGAGTAGCTGGAACCACACGTGCGCACCACTAAACCCAGCTGTTTAATACA 

CCATTTTTAACCCAAAACATTAAGAAAAATATAGGAACAGTMGTAGATTACATTTTGTAAACA 

GACAAGCTTACAAGTTTrCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAACTTCTT 

GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTACAAATTACATATACAATGC 

CMAMTATTCAAAAATMCATTTTTTGCACCTTAATGATTACAAATGCTAACCAGCATAAAGA 

CACTGGAAAGTTTCAGAATCTCCTCATCACATACTTTCAAATATCTTCCCTTTACN 

>1087 

>1088 

NNCACGAGGATTCCTTCCTTCTTTTGGTCGGTTCTGAGTGTGGGGTGTCTACTGGG 
GATCTGCTAAGGCTAAGAGGCAAAGATAGGCAAGTCACTCCCCTGACCTCAAGAAACTCCC 
AGTCTACAGGCGAAGATACACCACCCACCGGTAGAGTCGCTGGACCAGAATATTAGGTGTT 
CCAGTCAAAGTCACCCAGATTTGCCAAAAGACCTGGCACAAATGTCACTTCCACTATGAAGT 
CCCACTGACTTCCATATACAAGACAATCTGCTGGGAATTTCTTGGGTTGACAGCTCTTGGAT 
CCCTATTTTGAACAGTGGTAGTGTGCTGGATTACTTTTCAGAAAGAAGTAATCCTTTTTATGA 
CAGAACATGTAATAATGAAGTGGTCAAAATGCAGAGGCTAACATTAGAACACTTGAATCAGAT 
GGTTGGAATCGAGTACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCA 
ACAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCATTGCTGGAGTGA 
TCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTAGAGTGGTAAGTGTCTTCACATTCT 
TTAAGCACTAAAGAAAACTTTTAATTAGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCT 
GCCTTGTGTAAGTTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGAG 
CCAAGTCGGTGCTCAAAGTATAtTTCATAGTCTCAATTATATAGTAATTTAGGTTCTGAAAAAT 
AGGTTCTGTCTTTGCATATGTAATATTTTGTGAGTATTTACTTTGGAAAGTTTGGTCGACCTAA 
TGATAAATTTAGAGTTTATTTTCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTT 
TTGATGAAGCTATGTCATACTGGTCGATATCAT 
>1089 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGCGGAAGGAGGGTTGGTCTTGCTGTCTTACAGGTGGCAGAGGTGAAAGAGGTGAAAGTC 
CACAGGTACACGGACTCATGTAGTTCAAATCTGTGTTGTTCAAGGGCCAACTGTATTTCTCTT 
GTAGTTGGCTTGCCTTTTCATG I I I I I AGTTTTGATTAATGCATGGATTTTACCATCA I I 1 1 ICT 
CTAACAAGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGGCAGTCTGAGATTTTACA 
GAGCTTATTTTCTGAGGAGTTCATTGTATTACATCATTTCATTTGCCI I I I I GTCTTTACATAG 
TAGATAGGGATATGTACCTCCCTTCGCCATCATGTAACTGAAATAACTGAGGAATTGTTATTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGAATACTTAGATCATCTAI 1 1 1 1 IGTTG 
ACATTTTGCCTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 
NNNN 
>1090 
>1091 
>1092 
>1093 

TATAGGGAGTCGACCCACGCGTCCGGACAGCACAGACAGATTGACCTATTGGGGTG 
TTTCGCGAGTGTGAGAGGGAAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGT 
TCGTGGCGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCTC 
CTGTGCTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGAAGCT 
CTCCCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGGAGGAGGACA 
AGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACCTGGGGACCACCTACTCCTGCGTCG 
GCGTGTTCAAGAACGGCCGCGTGGAGAtCATCGCCAACGATCAGGGCAACCGCATCACGC 
CGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGCCAAGAACCA 
GCTCACCTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCTCATCGGCCGCACGTG 
GAATGACCCGTCTGTGCAGCAGGACATGAAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAA 
GTAAACCATACATTCAAGTTGATATTGGAGGTGGGCAAACAAAGACATTTGGTCCTGAAGAA 
ATTTCTGCCATGGTTCTCACTAAMTGAMGAMCCgctGAGGCTTATTTGGGAAAGAAGGgtac. 
ccatgcagttgttacctGTACCAGCCTATTtTAATGATGCCCAACGCCAAGCAACCAAAGACGCTGGA 
ACTATTGCTGGCCTAAATGTTATGAGGATCATGAACGAGCCTACGGCAGCTGCTATTGCTTA 
TGGCCTGGATAAGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGTGGCGGAAC 
CTTCGATGTGf CTGTTCTCACCATTGACAATGGTGTCTTCGAAGTTGtGGCCACTAATGGAG 
ATACTCATCTGGGTGGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCATCAAACTGTCT 
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TCTCAGCATCAAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACC 

CTGACTCGGGCCAAATTTGAAGAGCTCAACATGGATCTGTTCCGGTCTACTATGAAGCCCGT 

CCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGATGAAATTGTTCTTGTTGG 

TGGCTCGACTCGAATTCCAAAGATTCAGCccacactagcgttcacaagcagatacatatccacaatggacaaggc 

aaccaatacccagtggacataaacccaagcatgcacagacatagatagaagtcatggttgctagcatgtcccaggcatggatgtgcat 

cattcatgggtgcatcaaaagcatcaccaggtgcacactggataatagcgttggatagtatggtaccctccaccacctagggatactcga 

cacactggtgcgagaagagcagctcacctgaccccaacaccagcagtccacaacgggacaccccaagctggaagcacatacaac 

aaagaaaacgacatccaggactccaccacacctacacggactctcccggactcccatccacgcgccaaactggataaacccaacta 

gcacacggcgacccatccgaccacagctagaccacgcacaccccccagcacgcacaaccccacccacaccacacaccacccct 

gtgcgctaccaactcgcgccctccccggacaccgccgcaccaccccccacgccactggacatcccacaacaaccacgccgggcac 

acacaaacgacaacaactccgccacacgactacacaccactacagcccgccactaaccgcaacgcccccaccccaggcacaca 

ctacgccaacccgccaccacggcaaccacgcgcgatgccacacaaacacaaccgggcgaccaccccgctcccacacacccaca 

accaacacgcaaacacctccccaccaccacccacaacaacaacgaactcccaggcccagggatagacactagcacacccacac 

gtgaaccgcacacacacaccaccacccaaaacggcgcactggcgcacataacccggcacgcgccgacgcagcacgacgcaac 

ccgcacgccgagatcagcaaaccacacaacaggacccacgcggtcagcagccgtcgccggcacctccacgacaacaccacagc 

cagcgaccagaccaccagcccatacacgcccctacacagccaaccgccccctgcaccgcacacgcaagcaacaacaagcgaca 

ggctgaaacagcccgccaacgcaccagcccccctgcagcgaccacggaccaacacaggggcatgcaccagtagcaccgagaca 

actggacagcgccacgcaccacggcagtacacgatccaccgacgca 

>1094 

NNNNNNGTAGAGACAGGGTGTCACTATATTGCTCATGCTGGTCAAATATTATTTGTA 
ATCATCTTTCATCTAAAGAATGAATTAAATTTACTGAAAGCAAATAATGGAAAACTATATGGCT 
TACAAAAAGAGTTGTGAT TCAC ATCATAAAAGTCACTCTTTTTCTCAATTTCTTGGGTACATGC 
CCCAGACTTCGCCATMCTTTTCAAGTTAATTACACCTGCTACTGTTTCACTTAGGGGCACTT 
TGCTTAACCTGTAATACACAGAAGGGGTTGAGAAGACAAAACACTGTTAACTTCATTATACCT 
TTGACAAAGTAATATTATGTGACATGATGTGTTTTCCTCAAAATATTAGAGCTGCAGATTTAGC 
TGATTCMTTTATGGGACAATTTGTTATGTGATCTAACAATTTGACATATAATCTAGAAAGCAG 
GTTTATGATCAAAAATTGATTTTATATATATACATATAAATCTATATGGCTGGGAGCTATGGCT 
CACGCCTATAATGCCAGCACTTTGGGAGGCTGAGGCACAAGGATCGCTTGAGCTCAGGAGT 
TTGAGACCAGCCTGGACAACATGGCAAAACCTCCTCTCTACAAAAAAATTCAAANNNNNNNN 
NNNNNNNNNNNNNNNNNNNNN 
>1095 

acgCGtCCgtCttgaatgCA AAAA ATatatatagATACAAGTCTATCATTTACTACCACAAAACA 
CACAAATCAATTAAAAGTTAAATTTTATGAAAACATACAGACTGTACGTGTAAGCAAATTTAAA 
ATGCAGTATTAAATCATAACTCTATAGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCGC 
TGTCGTTTGCGGTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAACA 
ACCACCATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAATGCCCTCAGCGTGCAA 
CATCCAATGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCTTCAAC 
ATGATTGATCAGAACAGAGATGGCTTCATCGACAAGGAAGATTTGCATGATATGCTTGCTTCT 
CTAGGGAAGAATCCCACTGATGCATACCTTGATGCCATGATGAATGAGGCCCCAGGGCCCA 
TCAATTTCACCATGTTCCTGACCATGTTTGGTGAGAAGTTAAATGGCACAGATCCTGAAGATG 
TCATCAGAAACGCCTTTGCTTGCTTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTAC 
CTAAGAGAGCTGCTGACAACCATGGGGGATCGGTTTACAGATGAGGAAGTGGATGAGCTGT 
ACAGAGAAGCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACACGCATCCTG 
AAACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTAGCTAAAATCTTCCAGTTACATTG 
TCTTACTCTCTTTTACTTCTCAGACACTTCCCCCACCCTCATAGAACCTGTTGCATGCAACTT 
AGTTTCACAGCTTTGCCTCTTCTTTTTGATGTATTTATTCCAGACCTTTCTGCGACTTAGCACT 
TGTATAATCAGACTGGAAATGGGGATGAGGGTGGGGGAAGTGTCTGAGAAGTAAAAGAGAG 
TMGacaatGTAACTGGAAgattT(»ggaTGCGTGTGAActcGaTGtMTTGAAATTCCCCTTTTTGTC 
AATAGGTGCTTCTCTGTACAGCTCATCCACTTCCTCATCTGTAAACCGATCCCCCATGGTTGT 
CAGCAGCTCTCTTAGGTAATCTTCCTGAATGGTGCCTGTrGCTTCTTCATCAAAGCAAGCAAA 
GGCGTTTCTGATGACATCTTCAGGATCTGTGCCATTTAACTTCTCACCAAACATGGTCAGGA 
ACATGGTGAAATTGATGGGCCCTGGGGCGTCATTCATCATGGCATCAAGGTATGCATCAGTG 
GGATTCTTCCCTAGAGAAGCAAGCATATCATGCAAATCTTCCTTGTCGATGAAGCGATCTCT 
GTTCTGATCMTCATGTTGMGGCCTCTltGAACTCCTGAAtCTGTGACTGGTCAAACATGG 
CAAACACATTGGATGTTGCACGCTGAGGGCGCTTCTTGGTGGTCTTGGTCTTTGC C I I 1 1 IG 
CTCGACATGGTGGTTGTTTAATTTCTGGCCAAGCACTGTTATGAAGGCATAGGGCTTCCTCA 
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AAGAGAAAGTCTCCAAAGTTGATTTCTTACTCTGACAAAGACTGTCCGCATTTAATCGTCACA 

ACAGTTGCCTATGGTAGGTACTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTCTGA 

GCCTCAATCCTCTTATTCCCATTTTACTACCAGTATAACATAACCTCTCTGAGCCTCAATTTTT 

CATCAGTAAAACATGATATCTACTTCAATGCAAAGAACTAATTGAGATAACATATGTAAAAAGA 

CTAGtcagttcAAAAAAGCgg 

>1096 

>1097 

caTttaacTTmattaCTTTTTAAAAATCCAAATTCagaTAAATTaacacACTAGGTTAGAACCT 
C AATTGTATTtgatacaga AGGTATTG ATG ACTTTATTATTCTG C AGGTACAT GTCC AGG G GCCC 
AGCCTCTGGGCCCAGTAACTCAGCTACTCTTTGTGGCTTTCTTCATGGCI I I I I 1 1 GTGGGCT 
GCCACGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTAACTGCACCATCAGTGTT 
G ATATCC AACTCTTTG AACC AG ACGTCTG C ACCCTTTTTCCTG ATATACTG AG G ACACTCG GT 
CTCTAGCAATTTCTTCAGGTCATCCCTGTAGACGGCATGGAAATTCCCCTTTATCAGGGAGT 
ACTTGTGGTAGACGTCGATGATAGAGTTCAAGGCTTTCTCCAGCTCGGTCAACATGATGCCC 
ACGGACTTGCCCCACCATGTCTCTTGTCAGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTC 
CGTGGGCATCATGTTGACCGAGCTGGAGAAAGCCTTGAACTCTATCATCGACGTCTACCACA 
AGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCTA 
GAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGG 
ATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTCCTCATTCTGGTGATAAAGATGGGC 
GTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCC 
AGAGGCTGGGCCCCTGGACATGTACCTGCAGAATAATAAAGTCATCAATACCTCAAAAAAAA 
AAAAAAAAAAaaaaaaaaaaaaataaaaaaaaaataaataaaaaaataaaataaaaaaaaaaccatgtcggccgccttgg 
cccagctgattttagactcgggcaagtttaggcatgcggcccgaaattggggctaacttgcccaattccgcctaatggggagcgtattcaa 
attaactgcccgtggtttaacaagtcggaattgaaaaacccttgctgtacccaacttaatcgccttggagaaaatcccttttgccagttggcg 
taaata 
>1098 
>1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTTGGGGC 
TAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTTAAGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGCCCTTTAATGTACCTCGGCCGCGACCACGCTAAGG 
>1100 
>1101 

ATAGGGAGTCGACCACGCGTCCGCGCTCTACATTGGGGCGGGATGTGGGAGCGGC 
TGMCTGCGCAGCAG^GGACTTTTATTCTCGTCTCCTTCAGAAATTTAATGAAGAAAAGAAAG 
GAATCCGTAAAGACCCATTTCTCTATGAGGCTGATGTCCAAGTGCAGTTGATCAGCAAAGGC 
CAACCAAACCCTTTGAAAAATATTCTAAATGAAAATGACATAGTATTCATAGTGGAAAAAGTG 
CCTTTAGAAAAGGAAGAAACAAGTCATATTGAAGAACTTCAATCTGAAGAAACTGCCATATCT 
GATTTCTCTACTGGCGAAAATGTTGGACCACTTGCTTTACCAGTTGGGAAGGCAAGGCAGTT 
AATTGGACTTTACACCATGGCTCACAATCCTAATATGACCCATTTGAAGATTAATCTGCCAGT 
TACTGCCCTTCCTCCCCTTTGGGTAAGATGTGACAGTTCAGATCCTGAAGGTACTTGTTGGC 
TAGGAGCTGAGCTTATCACAACAAACAACAGCATTACAGGAATTGTCTTATATGTGGTCAGTT 
GTAMGCTGATAAAAATTATTCTGTAAATCTTGAAAACCTAAAAAATTTACACAAGAAAAGACA 
TCACTTGTCTACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGCCTT 
GGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATTTCCTGGAGTCCTGTGG 
ATGAGATTCTTCAAATCCCTCCACTCTCTTCAACTGCAACTCTGAATATTAAAGTGGAATCAG 
GAGAGCCCAGAGGTCCTTTGMTCATCTCTACAGAGMCTGAMTTTCTTCTTGTnTGGCTG 
ATGGTTTGAGGACTGGTGTCACTGAATGGCTCGAGGGCGTGGAAGCAAAATCTGCTGTTGA 
AGTTGTTCAGGMTTTCTGAATGACTTAAATAAGCTGGATGGATTTGGTGATTCTACAAAAAA 
AGACACTGAGGTTGAGACCTTGAAGGATGACACTGCTGCAGTCGATCGTTCCGTCAAGCGT 
CTTTrCAAAGTTCGGAGTGATCTTGATTTTGCTGAGCAACTGTGGTGCAAAATGAGGAGTAG . 
TGTGATTTCATACCAAGACTtGGTGAAGTGTTTCAGATTGATCATCCAGAGTCTACAACGTGG 
tGATATACAGCCATGGCTCCATAGTGGAAGTAACAGTTTACTAAQTAAGCTCATTCATCAGTC 
TTATCATGGAACCATGGACACAGTTTCTCTGAGTGGGACTATTCCAGT^CAMTGCTTT^ 
AATTGGTTTGGACAAACTAAAGAAAGATTATATCAGTTTTTTCATAGGTCAGGAACTTGCATC 
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TTTGAATCATTTGGAATACTTCATTGCTCCATCAGTAGATATACAAGAACAGGTTTATCGTGT 

CCAAAAACTCCACCATATTCTAGAAATATTAGTCAGTTGCATGCCTTTCATTAAATCTCAACAT 

GAACTCCTCTTTTCT7TAACACAGATCTGCATAAAGTATTACAAACAAAATCCTCTTGATGAGC 

AACACATTTTTCAGCTGCCAGTCAGACCAACTGCTGTAAAGAACTTATATCAAAGTGAGAAGC 

CACAGAAATGGAGAGTGGAAATATATAGTGGTCAAAAGAAGATTAAGACAGTTTGGCAACTG 

AGTGACAGCTCACCCATAGACCATCTGAATTTTCACAAACCTGATTTTTCGGAATTAACACTA 

AACGGTAGCCTGGAAGAAAGGATATTCTTTACTAACATGGTTACCTGCAGCCAGGTGCATTT 

CAAGTGAAGTGTGCTGATGAAGTCCTCTATAAGCACAATGGGAGGGGGGAGGCGGCCAGC 

CTGGTTCATCAGCATCCAGTCCTCTAGTGCTGCCACCTAATGGACGCTTAATAATCTCTGGA 

TACTTGGAAATTCTGAGATGCATTTGTGGCCAGTCTCCAGCATGCACACAGGACTTGGATTA 

TGCATTTGTGTGTGACGTCTTACTCTCCCTCCCAGCTGCTCCTTTTGTCTATTATTCTAAGAC 

CTGTCTG AG GT ATG C AT AC ACTTCTG CAAGCTGGNNNNNNN 

>1102 

ACGCGGGATTCCCCCATGTTTTCTTCTAGMGTTTTACAGTTTTACGATCTACATTTT 
TGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGGATGTTATACATGTGGAGGTTCATTT 
TTTTGCATGTAAATATCCAATTGTTTCAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTG 
AATGCTTCTGCGCCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGT 
CTACTCTCTTTCATTGATCTGTATGTCTGTCCATTTTCCAATACCACTGTCTTTATTACTGTAG 
TTTCATAGTAAACCTTGAAATCATAATTCTATAGTAAGTCTAAAAAAATCACACAGGTTGGAAA 
TGCACAATTAGTATGCTAAATCAGAGCAATCTTGTTGTTTCAAATGGTTTATGGGAGAAATAT 
TAGCCAGTGTCTTCACATGCTCATTGATGATAACTGTAGCTTATGTGAAATCATTGTTTCTCA 
GCCTTGCCAGCTATTTCAAAACCACTGCCTGTGCTCGGTAAGTGTTGCCTGTGTCATCATTA 
TTGTCTGGACCAAGGTGATCATAATTTGATATCTGAGAATGGTTTCTGCTGCATAGTAGATGG 
CMTGACAGGAAACATCCTGATCATTCGTCCTGAAGACTACTTTCTGTTACTGCTAAAATTTA 
ATAGTATTATCATCCTGCCTCCTAAATTTTTACATCAAAATAATTGTTAAGCACAGGACTTAGA 
AAATAATTTGAAAGGCGATGTCATTTAAAATAATTTTTAMGTGATTTTGTAGATTCATAGCAC 
TACACTTTATAAATACCTCATCTGAAGAAACCTTTGTGTTAGACGTTCCCAATAGCTGGGAAA 
CTGCCCATGAAATGATCTCAGTTACAAACN 
>1103 

NNNATGTTGTTAAGATGTGTATAGTAMCAGAGTTGTGTCTAGTGCTTGTTTTCATGA 

ACTTTTGG CAGATCTTT CTTAGTGACI I 1 1 I ATCTTCCTCGGGTGTGTCGGTGTGTTACCCCC 

ATTTGTGTA I 1 1 1 1 1 1 1 GTAG AATGGACATGCCCG AACG ATGTTTGCATTG AAAAGTG CACGG 

AACT G GTTGACGCTT CAGAGAGGAAAAGTGTGTCCCGCCCCCCACCGACAAAAGAGGCCGT 

TTTTCCI 1 1 1 1 1 1 1 1 IGGCATGCAGCATATATAAAATGTGATCTAGAATTGAAATTGTAAAACA 

GAATAATCCTCTTAAAGAAAATCAGCCTATGAACAGTCAGACTTGTCCTTCCATGGAAAACAT 

AATCTAAA CTTCTTT AAAAACTGGCCATATTTTTTCAGTCTGTAATTCGAATAATGAAGATGGC 

ATAACAMTTTTTTTGCTTACTAGGAATGGGCAAAAGGATGAGATGGATACACAGGTTTAAAA 

AAAAAAAAAAMGGCCACTGGGATATTTAGTATTTGTCCAGATGCAAAACAATTTCAGAATAA 

CAAAATACACACCTTGCTTTAGGC CACG TATATGATACACTTCATAGATTCTCAAACAAAAGA 

TGAAAATTTCAGTCCACATTAAACATTTTAAAGCATAACTTCTAATATTTTGTTAAAAATAAGTC 

AAACTAAAGGCATAAATCAGAATTACCTGTTAACATAGTGGGGAAAGTAGGGAAGCCCTCCA 

GGGGCCCCGTGCCCCAAGTAAAAGACAAGGAGTTAAATTTTACAATGAAATCCACGTATACT 

CAGGCTCTTTACACTA ATAAT CAAAGTGGAGACCAACCAGTTCCTAAAGCATAAAAGAGTGAT 

TTTMGAAAATATCACATTTTGAGTTACGGTATATTCATCACAI 1 1 1 I CCCTGTAATTTTCACTT 

TAACAGTGATAGTCTTAGCAGCAAAAATTTGCTGGGAATGTTAGGAAAAAAGGAAGCCACAC 

ATACCTACTMTTTAAAMTA TATAAA CTATTTTTTACAGAAGGGCAGGTTTAAAAGAAAATCC 

AATCATGATCTTTTCATGCCATTTTTTGTCAACTTTCCATACACACGCAGACGCTAACAAAGTA 

CTGTGTCATATACACTGAAGTGTCCTGAAGATGCCTGTGAGCTGCTGATTCCAGCTGGTACC 

AGGGAAGCATGTGTGGCTMGTTGCAACAMCTTAAATTTGTTCCCCTTAGTTCTTCATCTTT 

TTAAAAGCTGAATAAACTTAATGTCAATCGGGTGGGGCCGGTATTAACAGCATCAACCGCTT 

GCTTACTATGAATCATCCGCAACAGAAACCCACGTGCATTCTCCATTCTTAAAAAGTCAGTGT 

AAAACTAACGGCCACTTCCTCCCTAGGTGCCTACTATCGCTATGTCTGACAGCATCTGTAAC 

AGGACAAGCTCACCTCTCTCTACACGGATTCATCCAAAGCCACACACTAGGCGAAATTCTCC 

CAGTGGAATCAAMCACTGGAAGTAGAGCAAGAACCTCATGCCAACATTGGCCCAATCACAC 

CTCAGTGACTTAG GAGT TCATCATATTTGAtCATAAAATTGGTCCCGGCGCCAAACCTTACAC 

CTAAAGACTGTAGTTTTAAAAAGCCACTGTACCGTCCACMTTATTCTGACCACTCTTTTCTAA 
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ATGGAGAATGTGCTACGCACTGAAGATCAGAACACACACGCGGGAGCCCTTGGGCACTGAC 

CCTGAGCCTGTACACAAGATCAGCTGGTACTAGTCTCAAATGATTCATGAGGACTCAAAGTG 

GAAATTTAAACATTCAATTCTGTGTATCATTCATGTGCCCAGAGTCTTCAAAGAATGCTCGTG 

TTAGTTACCTGACACCTCTGGAGAAGTGACAGGGATATTCGTGTGAATAACCATGGCTCCCT 

TCCAGACAGACATATGGAATCTTACTCTTAAAAAAGTAAAGATA TTTC AGATATCAAATGTATT 

ATMTATACTGCGGTCTAAAGTTAMGGCAAMTTTACACACGATTTTCTCTTCCATGACTTTA 

TTACATGTTTCCTAGTGAATTCACACGGCTCGTGTGTCAAAGCTCCCAGGCAC GTCAC TTGG 

TCAC AGTTTTCATGTG CGTG G GGTTG ATC ATG GTAC AAATGCCTATGCG CATCTTTTTCTCG 

GATGGTCTCATTTGACTTTCATTTCGTAAGGGTTCACTCTCCATGGT GTAG ATGATAAGCTAC 

CACATTTGTGCTTTTAAACCCATTCCTGGCAATCCCCCTTTATCTTCATTTTGTCTTTAGGGG 

GATAAAGAAGTAACACTACCTCATGAATAGAAACTATGAAGCCAAAAAACTCCTTCACAAGCT 

GTTCATTTCTTTTTAGAATGAAAATGCAGGTCCTGAATTCTCGTGAAGCAGCCCACAGGGTTA 

CAGGCCAATGATTCGAACGCTGAGGTGAACACTTAGTACTCGCATTTGAGCTTCAAAGTAAA 

AATAAAGCAGAGGACAAACGCCTGTCACAGCGTGGCAGCCCGGTTCATTTGGTAACAGAAC 

AAGTCTCACACGTCGGCTGAGCCCACCGGAGAGAAGCACACAGGCCAGCTTCCTTCTGAAC 

ACAGCCAGGCACCTGTTCAAAAGCCTCTCTGGTGGTGGCGGTGGACCCCAAAACCCACGG 

GTTGGAAGAGCCTTTGGGAAAGCAAATTGATACCCTGATTGCAGTCCTTGAAGAA ATCA CTT 

AGGGTTAGTTTAATAAACGAACATTAAAAAATCTTCCAAAAATTGCATTCAAATGTATTTTACA 

CTTTAGGCAGTTCTTAAGAAGGGAGAGTGCAGTTTCTTACACTAACATTAAAGGTTTANNNNN 

>1104 

GCACATACCAAGCATTGTCTGTAACAGAATAATGTCATGGACACACATGCAGATAAA 
TATACCTACTAAAATTCTTTGAATGTATGAAATGCTATTGTGGTTAATGAAATGCACATTCACT 
TAAACAAGCG I II I 1 1 CAGTTCCTATAGG I I I I I I I I A TTCATGTGTATCAGTCCTCCATCTGT 
AGAAGCTAAAAATACAATAACTCTCTTATACTGGTACTTGCAATGGTTTGACATTAAGAGAGA 
GACTATACATTCACAGAGGTTGGGAGCTTCTGTCTAGCCTGTTGTCCAAAACTGCTTA TATAA 
TTTAGCAACTAATTTTCACTTTTGACAACTATTTTAATTCTAGAGAATACGTTTATAAAGATTTT 
CTTACAGTGTTATCTATCCTTCCAATGACT TATTA TAAATTTTAGAATGTATTTCTATAGGGTG 
GAAAMTCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACATGTTACACCATGTAGAAA 
CATGGGT 
>1105 

CCACGCGTCCGCTGACTGTCTCTCTCTGTCTTGTAATATTGCCACTGCGCATATGTT 
ACTAGGAACTGATACCCACAAACACACATACGCACGCACGATCTCACTTCGATCTATACACT 
GGAGGATTAAAACAAACAAACAAAAAAAACATTTCCTTCGCTCCCCCTCCCTCTCCACTCTGA 
GAAGCAGAGGAGCCGCACGGCGAGGGGCCGCAGACCGTCTGGAAATGCGAAGCCTAAAG 
CGTTTCCTCGCTTGCATTCAGCTCCTCTGTGTTTGCCGCCTGGATTGGGCTAATGGATACTA 
CAGACAACAGAGAAAACTTGTTGAAGAGATTGGCTGGTCCTATACAGGAGCACTGAATCAAA 
AAAATTGGGGAAAGAAATATCCAACATGTAATAGCCCAAAACAATCTCCTATCAATATTGATG 
AAGATCTTACACAAGTAAATGTGAATCTTAAGAAACTTAAATTTCAGGGTTGGGATAAAACAT 
CATTGGAAAACACATTCATTCATAACACTGGGAAAACAGTGGAAATTAATCTCACTAATGACT 
ACCGTGTCAGCGGAGGAGTTTCAGAAATGGTGTTTAAAGCAAGCAAGATAACTTTTCACTGG 
GGAAAATGCAATATGTCATCTGATGGATCAGAG CATA GTTT AGAA GGACAAAAATTTCCACTT 
GAGATGCAMTCTACTGCTTTGATGC GGAC CGATTTTCAAGTTTTGAGGAAGCAGTCAAAGG 
AAAAGGGAAGTTAAGAGCTTTATCCATTTTGTTTGA GGTTG GGACAGAAGAAAATTTGGATTT 
CAAAGCGATTATTGATGGAGTCGAAAGTGTTAGTCGTTTTGGGAAGCAGGCTGCTTTAGATC 
CATTCATACTGTTGAACCTTCTGCCAAACTCAACTGAC AAGTAT TACATTTACAATGGCTCATT 
GACATCTCCTCCCTGCACAGACACAGTTGACTGGATTGTTTTTAAAGATACAGTTAGCATCTC 
TGAAAGCCAGTTGGCTG I Nil IGTGAAGTTCTTACAATGCAACAATCTGGTTATGTC ATGCT 
GATGGACTACTTACAAMCAATTTTCGAGAGCAACAGTACAAGTTCTCTAGACAGGTGTTTTC 
CTCATACACTGGAAAGGAAGAGATTCATGAAGCAGTTTGTAGTTCAGAACCAGAAAATGTTC 
AGGCTGACCCAGAGAATTATACCAGCCTTCTTGTTACATGGGAAAGACCTCGAGTCGTTTAT 
GATACCATGATTGAGMGTTTGCAGTTTTGTACCAGCAGTTGGATGGAGAGGACCAAACCAA 
GCATGMTTTTTGACAGATGGCTATCAAGAGTTGGGTGCTATTCTCAATAAT7TGCTACCCAA 
TATGAGTTATGTTCTTCAGATAGTAGCCATATGCACTAATGGCT TATAT GGAAAATAGAGCGA 
CCMCTGATTGTCGACATGCCTACTGATMTCCTGMCTTGATCTTTTCCCTGAATTAATTGG 
MCTGMGAMtAATCAAGGAGGAGGAAGAGGGAAAAGACATTGAAGAAdGCGCtATTGTG 
AATCCTGGTAGAGACAGTGCTACAAACCAAATCAGGAAAAAGGAACCCCAGATTTCTACCAC 
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AACACACTACAATCGCATAGGGACGAAATACAATGAAGCCAAGACTAACCGATCCCCAACAA 

G AGG AAGTG AATTCTCTG G AAAG GGTG ATGTTGCCAATACATCTTTAAATTCCACTTCCCAAC 

CAGTCACTAAATTAGCCACAGAAAAAGATATTTCCTTGACTTCTCAGACTGTGACTGAACTGC 

CACCTCACACTGTGGAAGGTACTTCAGCCTCTTTAAATGATGGCTCTAAAACTGTTCTTAGAT 

CTCCACATATGAACTTGTCGGGGACTGCAGAATCCTTAAATACAGTTTCTATAACAGAATATG 

AGGAGGAGAGTTTATTGACCAGTTTCAAGGTTGATACTGGAGCTGAAGATTCTTCAGGCTCC 

AGTCCCGCAACTTCTGCTATCCCATTCATCTCTGAGAACATATCCCAAGGGTATATATTTTCC 

TCCGAAAACCCAGAGACAATAACATATGATGTCCTTATACCAGAATCTGCTAGAAATGCTTCC 

GAAGATTCAACTTCATCAGGTTCAGAAGAATCACTAAAGGATCCTTCTATGGAGGGAAATGT 

GTGGTTTCCTAGCTCTACAGACATAACAGCACAGCCCGATGTTGGATCAGGCAGAGAGAGC 

TTTCTCCAGACTAATTACACTGAGATACGTGTTGATGAATCTGAGAAGACAACCAAGTCCTTT 

TCTGCAGGCCCAGTGATGTCACAGGGTCCCTCAGTTACAGATCTGGAAATGCCACATTATTC 

TACCTTTGCCTACTTCCCAACTGAGGTAACACCTCATGCTTTTACCCCATCCTCCAGACAACA 

GGATTTGGTCTCCACGGTCAACGTGGTATACTCGCAGACAACCCAACCGGTATACAATGGT 

GAGACACCTCTTCAACCTTCCTACAGTAGTGAAGTCTTTCCTCTAGTCACCCCTTTGTTGCTT 

GACAATCAGATCCTCAACACTACCCCTGCTGCTTCAAGTAGTGATTCGGCCTTGCATGCTAC 

GCCTGTATT TCCCA GTGTCGATGTGTCATTTGAATCCATCCTGTCTTCCTATGATGGTGCACC 

TTTGCTTCCATTTTCCTCTGCTTCCTTCAGTAGTGMTTGTTTCGCCATCTGCATACAGTTTCT 

CAAATCCTTCCACAAGTTACTTCAGCTACCGAGAGTGATAAGGTGCCCTTGCATGCTTCTCT 

GCCAGTGGCTGGGGGTGATTTGCTATTAGAGCCCAGCCTTGCTCAGTATTCTGATGTGCTGT 

CCACTACTCATGCTGCTTCAGAGACGCTGGAATTTGGTAGTGAATCTGGTGTTCTTTATAAAA 

CGCTTATGTTTTCTCAAGTTGAACCACCCAGCAGTGATGCCATGATGCATGCACGTTCTTCA 

GGGCCTGAACCTTCTTATGCCTTGTCTGATAATGAGGGCTCCCAACACATCTTCACTGTTTCT 

TACAGTTCTGCAATACCTGTGCATGATTCTGTGGGTGTAACTTATCAGGGTTCCTTATTTAGC 

GGCCCTAGCCATATACCAATACCTAAGTCTTCGTTAATAACCCCAACTGCATCATTACTGCAG 

CCTACTCATGCCCTCTCTGGTGATGGGGAATGGTCTGGAGCCTCTTCTGATAGTGAATTTCT 

TTTACCTGACACAGATGGGCTGACAGCCCTTAACATTTCTTCACCTGTTTCTGTAGCTGAATT 

TACATATACAACATCTGTGTTTGGTGATGATAATAAGGCGCTTTCTAAAAGTGAAATAATATAT 

GGAAATGAGACTGAACTGCAAATTCCTTCTTTCAATGAGATGGTTTACCCTTCTGAAAGCACA 

GTCATGCCCAACATGTATGATAATGTAAATAAGTTGAATGCGTCTTTACAAGAAACCTCTGTT 

TCCATTTCTAGCACCAAGGGCATGTTTCCAGGGTCCCTTGCTCATACCACCACTAAGGI I I 1 1 

GATCATGAGATTAGTCAAGTTCCAGAAAATAACTTTTCAGTTCAACCTACACATACTGTCTCT 

CAAGCATCTGGTGACACTTCGCTTAAACCTGTGCTTAGTGCAAACTCAGAGCCAGCATCCTC 

TGACCCTGCTTCTAGTGAAATGTTATCTCCTTCAACTCAGCTCTTATTTTATGAGACCTCAGC 

TTCTTTTAGTACTGAAGTATTGCTACAACCTTCCTTTCAGGCTTCTGATGTTGACACCTTGCTT 

AAAACTGTTCTTCCAGCTGTGCCCAGTGATCCAATATTGGTTGAAACCCCCAAAGTTGATAAA 

ATTAGTTCTACAATGTTGCATCTCATTGTATCAAATTCTGCTTCAAGTGAAAACATGCTGCACT 

CTACATCTGTACCAG 1 1 1 I IGATGTGTCGCCTACTTCTCATATGCACTCTGCTTCACTTCAAG 

GTTTGACCATTTCCTATGCAAGTGAGAAATATGAACCAGTTTTGTTAAAAAGTGAAAGTTCCC 

ACCMGTGGTACCTTCTTTGTACAGTAATGATGAGTTGTTCCAAACGGCCAATTTGGAGATTA 

ACCAGGCCCATCCCCCAAAAGGAAGGCATGTATTTGCTACACCTGTTTTATCAATTGATGAA 

CCATTAAATACACTAATAAATAAGCTTATACATTCCGATGAAATTTTAACCTCCACCAAAAGTT 

CTGTTACTGGTAAGGTATTTGCTGGTATTCCAACAGTTGCTTCTGATACATTTGTATCTACTG 

ATCATTCTGTTCCTATAGGAAATGGGCATGTTGCCATTACAGCTGTTTCTCCCCACAGAGATG 

GTTCTGTAACCTCAACAAAGTTGCTGTTTCCTTCTAAGGCAACTTCTGAGCTGAGTCATAGTG 

CCAAATCTGATGCCGGTTTAGTGGGTGGTGGTGAAGATGGTGACACTGATGATGATGGTGA 

TGATGATGATGACAGAGATAGTGATGGCTTATCCATTCATAAGTGTATGTCATGCTCATCCTA 

TAGAGAATCACAGGAAAAGGTAATGAATGATTGAGACACCCACGAAAACAGTCTTATGGATC 

AGAATAATCCAATCTCATACTCACTATCTGAGAATTCTGAAGAAGATAATAGAGTCACAAGTG 

TATCCTCAGACAGTCAAACTGGTATGGACAGAAGTCCTGGTAAATCACCATCAGCAAATGGG 

GTATCCCAAAAGCACAATGATGGAAAAGAGGAAAATGACATTCAGACTGGTAGTGCTCTGCT 

TCCTGTCAGCCCTGAATCTAAAGCATGGGCAGTTCTGACAAGTGATGAAGAAAGTGGATCAG 

GGGMGGTACCTCAGATAGCCTtAATGAGAATGAGAC"ITCCACAGATTTCAGTTTTGCAGAC 

ACTAATGAAAAAGATGCTGATGGGATCCTGGCAGGAGGTGACtCAGAAATAACTCCTGGATT 

GCCACAGTCCCCAACATCATCfdTTACTAGCGAGAACTCAGAAGTGTTCCACGTtTCAGAGG 

CAGAGGCCAGTAATAGTAGCCATGAGTCTCGTATTGGTCTAGCTGAGGGGTTGGAATCCGA 
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GAAGAAGGCAGTTATACCCCTTGTGATCGTGTCAGCCCTGACTTTT ATCTG TCTAGTGGTTC 

TTGTGGGTATTCTCATCTACTGGAGGAAATGCTTCCAGACTGCACACTTTTACTTAGAGGACA 

GTACATCCCCTAGAGTTATATCCACACCTCCAACACCTATCTTTCCAATTTCAGATGATGTCG 

GAGCAATTCCMTAAAGCACTTTCCAAAGCATGTTGCAGATTTACATGCAAGTAGTGGGTTTA 

CTGMGAATTTGAGACACTGAAAGAGTTTTACCAGGAAGTGCAGAGCTGTACTGTTGACTTA 

GGTATTACAGCAGACAGCTCCAACCACCCAGACAACAAGCACAAGAATCGATACATAAATAT 

CGTTGCCTATGATCATAGCAGGGTTAAGCTAGCACAGCTTGCTGAAAAGGATGGCAAACTGA 

CTGATTATATCAATGCCAATTATGTTGATGGCTACAACAGACCAAAAGCTTATATTGCTGCCC 

AAGGCCCACTGAAATCCACAGCTGAAGATTTCTGGAGAATGATATGGGAACATAATGTGGAA 

GTTATTGTCATGATAACAAACCTCGTGGAGAAAGGAAGGAGAAAATGTGATCAGTACTGGCC 

TGCCGATGGGAGTGAGGAGTACGGGAACTTTCTGGTCACTCAGAAGAGTGTGCAAGTGCTT 

GCCTATTATACTGTGAGGAATTTTACTCTAAGAAACACAAAAATAAAAAAGGGCTCCCAGAAA 

GGAAGACCCAGTGGACGTGTGGTCACACAGTATCACTACACGCAGTGGCCTGACATGGGAG 

TACCAGAGTACTCCCTGCCAGTGCTGACCTTTGTGAGAAAGGCAGCCTATGCCAAGCGCCA 

TGCAGTGGGGCCTGTTGTCGTCCACTGCAGTGCTGGAGTTGGAAGAACAGGCACATATATT 

GTGCTAGACAGTATGTTGCAGCAGATTCAACACGAAGGAACTGTCAACATATTTGGCTTCTT 

AAAACACATCCGTTCACAAAGAAATTATTTGGTACAAACTGAGGAGCAATATGTCTTCATTCA 

TGATACACTGGTTGAGGCCATACTTAGTAAAGAAACTGAGGTGCTGGACAGTCATATTCATG 

CCTATGTTAATGCACTCCTCATTCCTGGACCAGCAGGCAAAACAAAGCTAGAGAAACAATTC 

CAGCTCCTGAGCCAGTCAAATATACAGCAGAGTGACTATTCTGCAGCCCTAAAGCAATGCAA 

CAGGGAAAAGAATCGAACTTCTTCTATCATCCCTGTGGAAAGATCAAGGGTTGGCATTTCAT 

CCCTGAGTGGAGAAGGCACAGACTACATCAATGCCTCCTATATCATGGGCTATTACCAGAGC 

AATGAATTCATCATTACCCAGCACCCTCTCCTTCATACCATCAAGGATTTCTGGAGGATGATA 

TGGGACCATAATGCCCAACTGGTGGTTATGATTCCTGATGGCCAAAACATGGCAGAAGATGA 

ATTTGTTTACTGGCCAAATAAAGATGAGCCTATAAATTGTGAGAGCTTTAAGGTCACTCTTAT 

GGCTGAAGAACACAAATGTCTATCTAATGAGGAAAAACTTATAATTCAGGACTTTATCTTAGA 

AGCTACACAGGATGATTATGTACTTGAAGTGAGGCACTTTCAGTGTCCTAAATGGCCAAATC 

CAGATAGCCCCATTAGTAAAACTTTTGAACTTATAAGTG7TATAAAAGAAGAAGCTGCCAATA 

GGGATGGGCCTATGATTGTTCATGATGAGCATGGAGGAGTGACGGCAGGAACTTTCTGTGC 

TCTGACAACCCTTATGCACCAACTAGAAAAAGAAAATTCCGTGGATGTTTACCAGGTAGCCA 

AGATGATCAATCTGATGAGGCCAGGAGTCTTTGCTGACATTGAGCAGTATCAGTTTCTCTAC 

AAAGTGATCCTCAGCCTTGTGAGCACAAGGCAGGAAGAGAATCCATCCACGTCTCTGGACA 

GTAATGGTGCAGCATTGCCTGATGGAAATATAGCTGAGAGCTTAGAGTCTTTAGTTTAACAC 

AGAAAGGGGTGGGGGAACTCACATCTGAGCATTGTTTTCCTCTTCCTAAAATTAGGCAGGAA 

AATCAGTCTAGTTCTGTTATCTGTTGATTTCCCATCACCTGACAGTAACTTTCATGACATAGG 

ATTCTGCCGCCAAATTTATATCATTAACAATGTGTGCCTTTTTGCAAGACTTGTAATTTACTTA 

TTATGTTTGAACTAAAATGATTGAATTTTACAGTATTTCTAAGAATGGAATTGTGGTAI I I 1 1 I I 

CTGTATTGATTTTAACAGAAMTTTCMTTTATAGAGGTTAGGAATTCCAAACTACAGAAAATG 

TTTGTTTTTAGTGTCAA AI 1 1 1 1 A GCTGTATTTGTAGCAATTATCAGGTTTGCTAGAAATATAA 

CTTTTAATACAGTAGCCTGTAAATAAAACACTCTTCCATATGATATTCAACATTTTACAACTGC 

AGTATTCACCTAAAGTAGAAATAATCTGTTACTTATTGTAAATACTGCCCTAGTGTCTCCATG 

GACCAAATTTATATTTATAATTGTAGATTTTTATATTTTACTACTGAGTCAAGTTTTCTAGTTCT 

GTGTMTTGTTTAGTTTAATGACGTAGTTCATTAGCTGGTCTTACTCTACCAGTTTTCTGACAT 

TGTATTGTGTTACCTAAGTCATTA ACTTT GTTTCAGCATGTMTTTTMCTTTTGTGGAAAATA 

GAAATACCTTCATTTTGAAAGAAGTTTTTATGAGAATAACACCTTACCAAACATTGTTCAAATG 

GTTTTTATCCMGGAATTGCAAAAATAAATATAAATATTGCCATTAAAAAAAAATTCACTGGCC 

GTCGTTTTACAACGTCGTGACTGGGCCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT 

TGCGCAGCCTGATGGCGNN 

>1106 

NNNNNGTACCACTTCATCAAAATCATGGATCTTGGCTGGGTGCGGTGCCTCATGCC 
TGTAATCCTAGCACTTTGGGAGGCTGAGGCAGGGAATCACTTGAGGTCAGGAGTTCGAGAC 
CAGCCTGGCCATCATGGCGAAACCTCATCTCTACTAAAAATACAAAAGTTAACCAGGTGTGT 
GGTGCACGTTTGTAATCCCAGTTACTCAGGAGGCTGAGGCACAAGAATTGAGTATCACTTTA 
ACTCAGGAGGCAGAGGTTGCAGTGAGCCGAGATTGCACCACTGCACTCCAGCTTGGGTGAT 
AAAATAAAATAAAATAGTCGTGAATCTTGTTCAAAATGCAGATTCCTCAGATTCAATAATGAGA 
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GCTCAGACTGGGAACAGGGGCCAGGAATCTGTGTGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCCGTGATAATT 

TTTGAAAAGAGAAGCAMCMTGGTGTCTCTTTTATGTTCAGCTTATAATGMATCTGTTTGTT 

GACTTATTAGGACTTTGAATTATTrCTTTATTMCCCTCTGAGTTTTTGT ATGTA TTATTATTAA 

AGAMMTGCMTCAGGATTTTAAAGAtGTAAATACAAATTTTGTATMCTTTTGATGACTTCA 

GTGAAATTTTCAGGTAGTCTGAGTMTAGATTGTTTTGCCACTTAGAATAGCATTGGCACTTA 

GTTTTGGAGGCAAAGTGGGGATTATTGTCAGGTTGTCCTGTTCTATAAAATTTAAGGTCAGGT 

TGGCCCTTTTTGGGAAAGTTGCCTTTAAGATTGTGGCATGGTTCACGGGTTTGCTTAAATTTG 

TGGTATAAAATTCTAAAAAAGGGGATTGGGGTCATAGGGGAAAGGGGAAGAGAGGTAAATG 

N 

>1107 

NGTCTGTGAGATGTTACCACTAGTATTTGGAAAAAGAATAAAAATGTGGCCGGGCGT 
GGTGACACATGCCTGTAATCTAGCCACTTGGGAGGCCAAGGCAGGAGAATCGCTTGAACCT 
GGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACAGA 
GTGAACTCTGTTCAGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGTCATTAGTTATTMTTTTACACAGTTAACACTGAAAAATGAATGATATTTAATC 
ATTGTCACTTACTGAGAAGCAAGAAC AATGA GTGAGGCCAAAGGAGTCTACTACCATACCTA 
TTMGTGTAGGGMGGGTTTAAGTATTTTTTACATACTTTTCTTCTGTCATTGGAAAAACACCA 
CCCATCTGAAATGGACAGAAGAAAATTTTCCCAGGTGTTCTACTCTCATCAGAACAGCTTGG 
TGCCAGTGACCTCCACACTGTTAGCTGGCTCCCATACTGCTTGAAGGGCACCAGTCAAGAG 
CTGTCAAAGGGAGTCTCCTCAGAAATCAGCATTTGTGGGAGATCCCACTTCCAAAAAGGTAG 
TGCAGCAGTGCTGTTTCCGAGCAGCAGTGAATGTGGGGGCTGAAGACGACGCTTTACAGGG 
CCTTGCTTAGGCCCTGGGGATGGGAGTAAACAGAGTCATGATATGAGGATGTAGTGAAATG 
AGTTTCTGCANN 
>1108 

NACGAAATTTAATACGACTCACTATAGGGAATTTGGCCCTCGAGGCCAAGAATTCGG 
CACGAGACAAAAATTAGCTGGGCATAGTGGCGGGTACCTATAATCCCAGCTACTCGGGAGG 
CTGAGGCACGAGAATCACTTGAAGCCGGGAGGTGGGGGTTGCAGTGAGCCGAGATCACAC 
CACTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCCGTCTCAAAAAAGATGAAAATAAAAT 
AAAATATATATTTACAGGCCTACAACTTTTGCCTCAGACTGTTCCCCTTTTCTAAGGGTATTCA 
AGTTTTCACCTTTTAAGCTTCATATCCTCAGTGCTTGTAGAATGATGAGCTTAGAGGTACCAG 
GTCATTGCAGTTGTTTGCTTAAAGACT TATTGA AATGGTTACTGGCGTAAATACTTGGCCAAC 
TCAACTTTATTGCCCCTGATCTTTTCCA 1 1 I I I GTTTCCACCTTAACCTATAGCAGCTCCTCCA 
AATGAGGAATGCTGTAAGTAAGACTCATCAAAGAGATTTTAACCATTTTATTATCCTGTGTGT 
CCTTACATTGCTTCTGTGAGATG I II I I I ICTTATCTGAGATGAACTTTCAGGAGCCTATTTGA 
ACTCCAGACTGGTGTTCTGGGGCAAAGAGCTATTAGCCAAACTGATTCTATGCAGGTGAAGG 
ATGCACTAAAGTTCTCACTTTAGTGAGAACTTTTCTAGCTATTCCAATACAGAGTTCTTTCTTA 
TAGGGCTATTGATATTGACACCAAATGGAGTGGCTTCTCAGCCTCTTAATGTCTTAAGTAAGT 
GCTTMTTTGGMTAGAGAAACCAGTATATTTTAAAAAAGAAAAATATTCTTTGTAGCAACTGT 
AAATTCTCCCATTATAACAGTGAACAGAGCTCCAGGTAATAACGCATAGGCATGTCAGGTTG 
CATCTGTATATTTGACTACATTAGTATTAGTGACATGAGGTGGATATAAAAGAAAACCCTTGG 
AAAGAGAACTGCCTTAGCCATGATTTCGTTAGTAGACCTATTTATGATTCAATTGCAATTTTCA 
GATAGGATGTGMCATGGAATTTCATTGAAAATAGTTTMTTTTTTATATAAMGGTTTTGTAT 
ATAATGTGTGTCAGTGACTATTTTCAAAATCATTTTCATCMGACACCTTTTTTCTAAAATAGG 
CATTGCATACACATATGCACACGTATGTGCACGTGCCACACATTTTTTGTATAATGTTGGGTT 
TGATTATAAAAGTGTTGTCAAATGTTTTATTTATCTGCATATAGCAGTGGTTGGCI 1 1 1 I IGAA 
TTGAA AI I I I I GCGCATTGATGCATTGAAATAAGGAAAATTATTTATCTCTGAGCACTAAACTT 
ATTTTTGCATATTTCTGTAATATTGCAGTCCCCAGATCCAGAACATGGGAAGTTAG GGAAA AT 
GTGTGATTTTGTGTTTTGMTTACTGTCAGAATTACATACACAATTACMCAMCTTTTTTTAAA 
AGACATTTCATTGTACTGCAAAAATCTGAATATTTATATTTCTTG 1 1 1 1 1 1 1 CTTTATATGTTTT 
GGATTTTAATATGTTGAGCCACTGGAMTTtGTMCAGATTMTTTGTTATAGGAGTTTAAATG 
TGTTGTCATTGTCTCCATTGTCTTTGTCGAGAGCGTATTATTATGGAAACAATAAAATTTATTG 
TGTCAGTTGATTAGAAAACTAAAAMGAAAAAAAAAAAAGAAGAAAAAAAAAAAAAAAAAAGG 
AAAAAGGAAAAACACAAGAAAAAAAGAAACAAAAACAGAGAGAAGAAAAACAGAACAGAAAC 
AGGAGCAAAGAACCAGACGACACTAAATACtGAGTGGGAGAGGGAGGGTAAGCAGCAATGA 
ACTAGGATAGGTCATAGGGAGGCGGAAGGACCAAACAACGCGACGCCAGTCAAGACATGG 
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TCGACAAGGAAAAGAGGGAGGACGACAAGCCGTGACGGATTGTGATAGATACAAGAGGAAG 

ACGGAGCGAGAGGAGACACAGCACCGCGCGCGCGAGCCACGCAAGGGCACGCGGCGACA 

CAGATAGAGAGGAGAACCCACATAGTGGGGGGGGGAGAAGCGGAAAAACACACAAAGAGA 

GCGGGCACAGTGATGCCAACAAAGCAAACGGTGGGAGGGAACAAGCANN 

>1109 

NNNACACAAGATTTACACCACTAAAACACAACATAAACTAGGCACAGTGGGACACAC 
TTGTAATCCCCCCTACTCAAGAAGCTGAGGCAGTAGAATTACCTGAGTTTTAGTCCAACGGT 
GAGTATACACACGTACATACATATACATACACAC ACACA CTCTCTCTCTATATATATAGGTGTT 
CATCCATGGGGTCCACAAAGATAACTAGAGTACATT TTGG GCCTTTAATCCCATCTAAACAAT 
TTGCTGTTAACGAAACTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCT 
ATGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAAAAGGCCTTCAGA 
TTTGAGGCACAAAAAANAAAGGGCAAAAAAAGAAAAAAAAGAATAAAAAACCTTCTACACATT 
TCCTTCTTTTATCTGCAATATGAGAAGGAATCCTTTCTAACTCTAATAACATATTAACAAGAAT 
TAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATAAAAAAACAAGGGC 
TGGGTGCAGTGGCTCAGGCCTATAATCCCAACACTTTGTGAGGCCGAGGCAGGAGGATTGC 
TTAAGCCCAGGAGTTTGGGATCAN 
>1110 
>1111 
>1112 
>1113 
>1114 
>1115 
>1116 
>1117 
>1118 
>1119 
>1120 
>1121 

NNNNNNNNNNNNNNGAGACAGAGTCTCACCCTGTCGCCCAGGCTGTAGTGCAGTG 
GTGCCATCTCAGCTCACTGCAAGCTCCGCCCACTGGGTTCACGCCATTCTCCTGCCTCAGC 
CTCTCGAGTAGCTGGGAATACAGGCACCCACCACTATGCCCGGCCAATTTTTTCTATATTTA 
GTAGAGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCA 
CCCACCTTGGCCTCCCAAAGTGGTGGGATTACAGGCGTGAGCCACCCTGCCGGGCTGAAAA 
ATAACCCTTTAGATATCTACAGCTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTGGGAAG 
TCATTGGCATTTAATAAATTGCAGAAAAATTATACAGTAAATACATTACAATCATTAATAATAG 
GCTCTAATGAGMGAATTTAATAAATAATCATTAAAAAGACAGCAGAATTTTATCTGTTCTCAA 
TATGTTGCTGCTCTTCTTATCAAATACTATAATAAAACTATATGACTATAATATAGATTTCAGG 
AGCTAAAAAAAGCCTTATATTTTCAAATAAAAGAACAATATAAATTTTGCAAAATATGACGAGC 
ATTACTGCAGTATAAAGTAAATATCTGGAATTAAAATATACCATCATTTAGATATAGACTAAAA 
AAAAAGAATATAMTGTTAATGATTCCTTT CTGC CTGCAGTGAGCTTAAAATTACAACCAAAAA 
TTTTMTAAATATGTAGCACCTACMGACATTTTATTAATAGCTTACATAATGTGGAAATTTGA 
GCMTTTATTTTAGAATTTTTGAATCTAAAAATCACCAGCTTGACATTCATTTGAGAAAGTGAA 
ACATAAAGCGGAATTCCGACGACCACAACCACCACCTCGCGCTGGACCCCTGCCTCAGTGA 
CGAGAACTATGACTTTAGCTCCGCCGAGTCGGGCTCCTCGCTGCGCTACTACAGCGAGGGT 
GAGAGCGGCGGCGGCGGCGGCAGCTCCTTGTCGCTGCATCCGCCGCAGCAGCCTCCGCT 
GGTCCCGACGAACTCGGGGGGCGGCGGCGCGACAGGAGGGTCCCCCGGGGAAAGGAAAC 
GTACCCGGCTTGGCGGCCCGGCGGCCCGGCACCGCTATGAGGTAGTGACGGAGCTGGGC 
CCGGAGGAGGTACGCTGGTTCTACAAGGAGGACAAGAAGACCTGGAAGCCCTTCATCGGCT 
ACGACTCGCTCCGCATCGAGCTCGCCTTCCGGACCCTGCTGCAGACCACGGGTGCCCGGC 
CCCAGGGCGGGGACCGGGACGGCGACCATGTGTGCTCCCCCACGGGGCCAGCCTCCAGT 
TCCGGAGAAGATGACGATGAGGACCGCGCCTGCGGCTTCTGCCAGAGTACGACGGGGGAC 
GAGCCGGAGATGGTGGAGCTTGTGAACATCGAGCCTGTGTGCGTGCGGGGCGGCCTCTAC 
GAGGTGGATGTGACCCAAGGAGAGTGCTACCCGGTGTACTGGAACCAGGCTGATAAAATAC 
CAGTAATGCGTGGACAGTGGTTTATTGACGGCACTTGGCAGGCTCTAGAAGAGGAAGAAAG 
TMTTTAAiTGAGCMGAACATCTCAAlTGTTTTAGGGGCCAGCAGATGCAGGAAAATTTCGA 
TATTGAAGTGTCAAAATCCATAGATGGAAAAGATGCTGTTCATAGT7TCAAGTTGAGTCGAAA 
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CCATGTGGACTGGCACAGTGTGGATGAAGTATATCTTTATAGTGATGCAACAACATCTAAAAT 

TGCAAGAACAGTTACCCAAAAACTGGGATTTTCTAAAGCATCAAGTAGTGGTACCAGACTTC 

ATAGAGGTTATGTAGAAGAAGCCACATTAGAAGACAAGCCATCACAGACTACCCATATTGTA 

TTTGTTGTGCATGGCATTGGGCAGAAAATGGACCAAGGAAGAATTATCAAAAATACAGCTAT 

GATGAGAGAAGCTGCAAGAAAAATAGAAGAAAGGCATTTTTCCAACCATGCAACACATGTTG 

AATTTCTGCCTGTTGAGTGGCGGTCAAAACTTACTCTTGATGGAGACACTGTTGATTCCATTA 

CTCCTGACAAAGTACGAGGTTTAAGGGATATGCTGAACAGCAGTGCAATGGACATAATGTAT 

TATACTAGTCCACTTTATAGAGATGAACTAGTTAAAGGCCTTCAGCAAGAGCTGAATCGATTG 

TATTCCCTTTTCTGTTCTCGGAATCCAGACTTTGAAGAAAAAGGGGGTAAAGTCTCAATAGTA 

TCACATTCCTTGGGATGTGTAA7TACTTATGACATAATGACTGGCTGGAATCCAGTTCGGCTG 

TATGAACAGTTGCTGCAAAAGGAAGAAGAGTTGCCTGATGAACGATGGATGAGCTATGAAGA 

ACGACATCTTCTTGATGAACTCTATATAACAAAACGACGGCTGAAGGAAATAGAAGAACGGC 

TTCACGGATTGAAAGCATCATCTATGACACAAACACCTGCCTTAAAATTTAAGGTTGAGAATT 

TCTTCTGTATGGGATCCCC ATTA GCAGTTTTCTTGGCGTTGCGTGGCATCCGCC CAGGA AAT 

ACTG GMGTC AAG ACC ATATTTTG CCTAG AG AG ATTTGTAACCGGTTACTAAATATTTTTCAT 

CCTACAGATCCAGTGGCTTATAGATTAGAACCATTAATACTGAAACACTACAGCAACATTTCA 

CCTGTCCAGATCCACTGGTACAATACTTCAAATCCTTTACCTTATGAACATATGAAGCCAAGC 

TTTCTCAACCCAGCTAAAGAACCTACCTCAGTTTCAGAGAATGAAGGCATTTCAACCATACCA 

AGCCCTGTGACCTCACCAGTTTTGTCCCGCCGACACTATGGAGAATCTATAACAAATATAGG 

CAAAGCAAGCATATTAGGGGCTGCTAGCATTGGAAAGGGACTTGGAGGAATGTTGTTCTCAA 

GATTTGGACGTTCATCTACAACACAGTCATCTGAAACATCAAAAGACTCAATGGAAGATGAG 

AAGAAGCCAGTTGCCTCACCTTCTGCTACCACCGTAGGGACACAGACCCTTCCACATAGCA 

GTTCTGGCTTCCTCGATTCTGCATTGGAGTTGGATCACAGGATTGATTTTGAACTCAGAGAA 

GGCCTTGTGGAGAGCCGCTATTGGTCAGCTGTCACGTCGCATACTGCCTATTGGTCATCCTT 

GGATGTTGCCCI I I I ICTTTTAACCTTCATGTATAAACATGAGCACGATGATGATGCAAAACC 

CAATTTAGATCCAATCTGAACTCTTGAAGGACATGAATGGCCTAAAACTGAI I I 1 1 I I I I I I IC 

CGTTAAAATGTGTGTGTCAAGATACGGAGATTTCAGGGTTAAAGTATATTTCAGTTTTCTTTA 

GGGCAACATATATTTGAATTTAAAAGCACTTTATTTAAAAAAAAAAAAAAAAATCCGACTAAAA 

AAAAAAAAAAAAGGAAGGCCGCTAGACTAGTCTAGAGAAAAAACCTCCCNCACCTCCCCCAA 

AACCTGAAACATAGNAATGAATAAAGANN 

>1122 

NNNNNCGGTTTTCCGGGCAGGTACGCGGGGGCGGCCCGTTCCAGAGGGCGGCGC 
TCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAGTTTAAAAGAAGGAAGC 
TTATCTAACACGTGGAATGAAAAGTACAGTTCTTTACAGAAAACACCTGTTTGGAAAGGCAG 
GMTACMGCTCTGCTGTGGAAATGCCTTTCAGAMTTCAAMCGMGTCGACTTTTTTCTGA 
TGAAGATGATAGGCAAATAAATACAAGGTCACCTAAAAGAAACCAGAGGGTTGCAAT GGTTC 
CACAGAAATTTACAGCAACAATGTCAACACCAGATAAGAAAGCTTCACAGAAGATTGGTTTTC 
GATTACGTAATCTGCTCAAGCTTCCTAAAGCACATAAATGGTGTATATACGAGTGGTTCTATT 
CAAATATAGATAAACCACTTTTTGAAGGTGATAATGACTTCTGTGTATGTCTAAAGGAATCTTT 
TCCTAATTTGAAAACAAGAAAGTTAACAAGAGTAGAATGGGGAAAAATTCGGCGGCTTATGG 
GAAAACCACGGAGATGTTCTTCTGCATTTTTTGAGGAAGAGAGATCAGCATTAAAACAGAAA 
CGGCAGAAAATAAGGCTCTTACAACAAAGGAAAGTTGCAGATGTTTCACAATTCAAAGATCT 
CCCAGATGAAATTCCTTTGCCTCTGGTTATTGGAACGAAAGTTACAGCACGATTACGTGGTG 
TTCATGATGGTTTGTTCACTGGACAAATAGATGCTGTGGATACTCTTAATGCTACTTATAGAG 
TMCTTTTGATAGGACAGGGCTTGGAACCCATACCATCCCTGACTATGAAGTTCTCAGTAAT 
GAACCTCATGAGACMTGCCAATTGCTGCCTTGGGACAAAAACAGCGGCCTTCTCGATTTTT 
TATGACCCCACCACGGTTACATTATACTCCTCCTCTCCAGTCACCAATTATAGATAATGATCC 
TTTATTAGGACAGTCGCCGTGGAGAAGTAAAATTTCTGGCTCTGACACTGAAACATTAGGTG 
GTTTTCCAGTAGAATTTCTTATCCAAGTGACCAGATTATCAAAAATTCTCATGATTCACCAAG 
GAACATATCAAGAACATCAGGGACATGAACACAGAAGCAGAAACACTGGCAATCATATTGCA 
TGCCAGTCAGCATTGGATTCACGCGGAGATTTGCGACAATCGGTCTCGGGGAC7TGAACAG 
GTGAACACAGGGCCTAAACACAGTTTGGGTAACGGTCACCGGATTGCTATGAGATTGTCCC 
AACACGGGGGTCCAGCTGAGAGATCAGCGAAGGTATTAACCCGTGTGTAGCGGCGAAACAC 
CCGGCACAGTGTCCGCGCGACATCCTCAGCGGAGAACCCGTCTTTACAGGGGCACTGGGC 
GACAGCAATTCAGATCGCGACfGGTGACCAATTGTGCCAGCGGACGCCCCTGAGCAACCAA 
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CTCAGAGTAACGAAACATGATCACGAGCACTAACAAACGATAAGTGAAGCGAACGGCCCAC 

GGCTGCAACGACTGCTTCCTCATCATACATCTTTCATTATGAN 

>1123 

ggaagaggacataagcagctctatgaccaatagcacagctgccagtagacccccggtcaccctgaggctggtggtccctg 
ctagtcagtgtggctctctcatlggaaaaggTGGATGCAAGATCAAGGAAATACGAGAGAGTACAGGGGCT 
GAGGTCCAGGTGGCAGGGGATATGCTACCCAACTCAACTGAGCGGGCCATCACTATTGCTG 
GCATTCCACAATCCATCATTGAGTGTGTCAAACAGATCTGCGTGGTCATGTTGGAGTCCCCC 
CCGAAGGGCGTGACCATCCCGTACCGGCCCAAGCCGTCCAGCTCTCCGGTCATCTTTGCAG 
GTGGTCAGGACAGGTACAGCACAGGCAGCGACAGTGctgAGCTTTCCCCACAGCACCCCGTC 
CATGTGCCTCAACCCTGACCTGGAGGGACCACCTCTAGAGTTGACCAAGCTGCACCAGTTG 
GCAATGCAACAGTCTCATTTTCCCATGACGCATGGCAACACCGGATTCAGTGGCATTGAATC 
CAGCTCTCCAGAGGTGAAAGGCTATTGGGCAGGTTTGGATGCATCTGCTCAGACTACTTCTC 
ATGAACTCACCATTCCAAACGATTTGATTGGCTGCATAATCGGGCGTCAAGGCGCCAAAATC 
AATGAGATCCGTCAGATGTCTGGGGCGCAGATCAAAATTGCGAACCCAGTGGAAGGATCTA 
CTGATAGGCAGGTTACCATCACTGGATCTGCTGCCAGCATTAGCCTGGCTCAATATCTAATC 
AATGTCAGGCTTTCCTCGGAGACGGGTGGCATGGGGAGCAGCTAGAACAATGCAGATTCAT 
CCATAATCCCTTTCTGCTGTTCACCACCACCCATGATCCATCTGTGTAGTTTCTGAACAGTCA 
GCGATTCCAGGTTTTAAATAGTTTGTAAATTTTCAGTTTCTACACACTTTATCATCCACTCGTG 
A I 1 1 I I I MTTAMGCGTTTTMTTCCTTTCTCTGTTCAGCTGTTGATGCTGAGATCCA TATTTA 
GTTTTATAAGCTTCTCCCTGG I I I I I I I I I I I I I I I IGGI I I I I I I I I I I I GGCTCATGAATTTTT 
CTGTTTGTCATGGAAATGTAAGAGTGGAATATTAAT ACAT TTCAGTTTAGTTCTGTAATGTCAG 
GMTTTTTCAAAAAAATTAAMGATGGACTGGAGCTTTTTCTTTGTGAATAG AAACT GGATGC 
CACAGTGATTCATGTGGGTTTTATTCCTCTTGTCTTGCTGTTATTTTTGTA CCTT TTATC CCTC 
AAAGGACCCTTCTTGGGTTTTGAATGGMGCCTTTATTCCGGTTAAGATGTTTTCTTCTATTTT 
ACCACTTCCATC I I I I 1 1 I GTGGCCCTCGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGC 
CCTTATAAAACTTGTGCCCAAAAGATTGAGGATTAGACTTTCCGAGGACTTACCTGTCCTAG 
GGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAATGACACATGACATA 
CATGGCATACACATTAAGCAGTTGATCATATGTCTGACTGGGTTCCAGTT TCTTG GGAATGTT 
GGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGT AACT T 
CATTTATAGTCCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAATTTTA 
GAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCAAAAAAGTGGAGGGGCA 
GGAGAACTTCTCCAGACACCTCAGATAAAGTCCGGAGCCCAAGGCTTTATCTTAACCATGTA 
TGGT 
>1124 

NNNNNNNNNNNNNCGAAATACTTCTAGAATTAATTAACGCGGGGAAGATTTCCAAAA 
CTAGATATCCATATGCAAAAGAATAATACAGGACTCTTATGGTACTAGATACACAATAATCAA 
CTCAAAATGATTAAAGATTATACACAAAACTTGCAACCATAAAGCTCCTATAAAGACAACCTC 
AGGTGTGCGTATATTTAGGGCAACTTGGATGTATGCTTAGGGTTCGCAAAA AGTAAACAAAA 
ATACMGGGAAAAAAATTATTGACAATGAACTGCTTTGGTAGTGATTTGTGATTTTGTTTTTTC 
TTGATTAGTAACCAACAGCACAGCCACCAAGAAATTATGCACATGTGGGACCACGTCAAGCT 
G AAG CGTTTGTG CCC AAC AAAGG AAAC AATAAAG AAAAT AAAAAG G C AC ACTAAAAATTACAA 
GTTTGGGATAAGGGATTATTTTTGAAAAGGTACAAGCGAGTCATACTACCAGCTGGCA AAAA 
AATAACTAAACAACAGAACCATTGCCAGACAAAAACTGGGCATATAACCGGATTAGATATTTT 
TCCAAAGAAGACAGGAAACTGACCGAATGTCTACTAAAACGTGGTTAACATTACTACGTCAT 
GAGAAAAATGCAGATCAAAACCACACTCAGATCTTATCTCACTCCCATAGAATGACATTACCA 
AAAGATCCAAAATATTTAAAAAGACAATCCTGGTAGTGAATTGTCTTCGGGTCGNN 
>1125 

ACAGAAAAAGACACATTTAGATAAACTGAAGCAGATTAAAGTGACTTTATAAGACAAC 
ATCTTTG I I I I IATGTTTMTTTCAAGTATGGTTAAGCACTMTTTAATTCAGTGCTTTCTGCTT 
ATTCTGTTTCTAGTAACTCTTACAGAAACAAGTGTAGTCAGTAGCCAACATACATCCATGTCA 
GCCTATATATGACTTACTAGGAGGGCTTAGTTTTTTAAAAGAGATGAAAAATAAAGAGAAGGT 
CTAGTATTTTCCTCCCACATTCCAACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTC 
CATGTTGTAGACCATTGATCATAGTAGTCAGAGCATGGAGCTCTGGAGTTGAGAAAAATTATT 
TTATTATTGTTGTTATGACAAAAATAATTACCATGTAAAGGAAAAGAAAAGAAACTCAGCGAAA 
AAANNNNNN 
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>1126 

cgtccgcccaCGCGtccgggCGGAACCCCGTCAGGAAAGCGCACAAAACTGCTCTTAAGT 
CATTGCAGAGCTACCGCTTCGGTTAGCCAGCCACGAAGTTCTCGCGAGAGTCGTCTGCTCG 
ATACCAAAGCTGGTGTGAGACGAGACAATCCTGCCCCGCcgCGGGATAATCAaagtTTGGCCG 
GACCTTTGAGCATACACCGAGAGAGTGAGGAGCCAGACGACAAGCACACACTATGGCGCTG 
AAACGGATTAATAAGTTGCAGCTTTTCACCCGAAGCTATTTATCCGAGGGACACCGGGAACT 
GATGTAAAAGGCATTCTGGAAGCTCCCTTTTCCTTTTGGCTGGAGAGTGGGGGTGGATAAG 
GGGTGCGATGGCAGTAAGGGAMGCTMTGTACCTATTTTTGCCTCATTCTATTTAATAACAC 
CCTTGTTTCGTTACTTGAMTGTGGTTTGATAGTATATTATCGATTTAAGTTGAAAAAAAACTA 
GGATTTTTCGGAGCTCTGGGAGTGAGCGGAACCTCCACCTCCGGTGGTTTAGTCTCATTTTC 
TTGCTCTAACTTCTATCCCGCATTTTAAGATGGCGGCTGCTTTAACTGGTTCAGGCTCTTTCC 
GGCATCTCCTTTCGTAATMTGTGAATTAATATGATTTGTTAAATGTTAACTTTTATATCGCGT 
TGTGCACTGCTCTAAGATCCTCTGCTCAAAACTTACCTAAATTCAAACTCTTAAACTGTATTTC 
CCI I I I I IGTGACTTGTATTTGTGTGATGTGTTTGGTTGTTGCACAATCGAAGAGGGTGGAGT 
GTTTACAGCTAACTTGAAAAAAATGTCATGGAATAAATTCAGCCTTACTAGAAAAATTGTGGA 
GTGTCGGAACTTAGTGATTTGGCCCGTGACCCTCCAGCACAATGTTCTGCAGGTCCAGTTG 
GGGATGATATGTTTCATTGGCAAGCCACAATTATGGGACcTAATGACAGCCCATATcaaagCG 
GTGTATTCT7TTTGACAATTCATTTTCCTACAGACTACCCCTTCAAACCACCTAAGGTTGCATT 
TACAACAAGAATTTATCATCCAAATATTAACAGTAATGGCAGCATTTGTCTCGATATTCTAAGA 
TCACAGTGGTCGCCTGCTTTAACMTTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTATGTG 
ATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAACAGACAGAGAT 
AAGTACAACAAGAATTTATCATCCAAATATTAACAGTAATGGCAGCATTTGTCTCGATATTCTA 
AGATCACAGTGGTCGCCTGCTTTMCMTTTCTAAAGTTCTTTTATCCATTTGTTCACTGCTAT 
GTGATCCAAACCCAGATGACCCCCTAGTGCCAGAGATTGCACGGATCTATAAAACAGACAGA 
GATAAGTACAACAGAATATCTCGGGAATGGACTCAGAAGTATGCCATGTGATGCTACCTTAA 
AGTCAGAATAACCTGCATTATAGCTGGAATAAACTTTAAATTACTGTTCC I I I I I I GATTTTCT 
TATCCGGCTGCTCCCCTATCAGACCTCATC I I I I I I AATTTTAI I I I I I GTTTACCTCCCTCCA 
TTCATTCACATGCTCATCTGAGAAGACTTAAGTTCTTCCAGCTTTGGACAATAACTGCTTTTA 
GAAACTGTAAAGTAGTTACAAGAGAACAGTTGCCCAAGACTCAGAATTTTTAAAAAAAAAAAA 

tggagcatgtgtattatgtggccaatgtcttcactctaacttggttatgagactaaaaccatt 

cctcactgctctaacatgctgaagaaatcatctgagggggagggagatggatgctcagttg 

tcacatcaaaggatacagcattattctagcagcatccattcttgtttaagccttccactgtta 

gagatttgaggttacatgatatgctttatgctcataactgatgtggctggagaattggtattg 

aatttatagcatcagcagaacagaaaatgtgatgtattttatgcatgtcaataaaggaatgac 

ctgttcttgttctacagagaatggaaattggaagtcaaacaccc7ttgtattccaaaataggg 

tctcaaacattttgtaattttcatttamttgttaggaggcttggagctattagttaatctatc 

ttccaatacactgtttaatatagcactgaataaatgatgcaagttgtcaatggatgagtgatc 

aactaatagctctgctagtaattgatttatttttcttcaataaagttgcataaaccaatgagtt 

agctgcctggattaatcagtatgggaaacaatcttttgtamtgcamgctgttttttgtata 

tactgttgggatttgcttcattgtttgacatcaaatgatgatgtaaagttcgaaagagtgaat 

attttgccatgttcagttaaagtgcacagtctgttacaggttgacacattgcttgacctgatt 

tatgcagaattaataagctatttggatagtgtagctttaatgtgctgcacatgatactggcag 

ccctagagttcatagatggacttttgggacccagcagttttgaaatgtgtttatggagtttaa 

gamtttatrttccaggtgcagcccctgtctaactgaaatttctcttcaccttgtacacttga 

cagctgaaaaaaaacaacatgggagtaataatgggtcaaaatttgcaaaataaagtactgttt 

tggtgtgggagttgtcatgaggctgtgttgaagtgacttatctatgtgggatattgagtatc 

cattgaaatggatttgttcagccatttacattmtgagcatttaaatgcaacagatatcatttc 

aggtgacttaacatgaatgaataaaagtcaatgctattggattgi 1 1 1 1 1 gtttgacaagtgc 

tatctgtgccactgatttaacttctgtagtaacaagggcattaccattcttcacctttcctaat 

tctgatcccatagttttacatttttcctgtttattttgattttgttcactgcm 

gttctagcacatctgtgactcctccacttccacatttttgcactgcttacacttacgtgcaat 

cttattccttgtctgcacacacatgtggaMggtagamtamtgttaaaacttactttttata 

aacattttmtatgtagtttggacatgatttattgacttaaggttcttctctaaactggaagtg 

aaatgcatgcctt ctgaag atgttctggctttgttaattgtgtmtcatttcattggggaaaa 

AACCAGCTACGCAGI 1 1 I I CCAATGAGTGAAI til l IC ATTtTGTGTnTGCTTAAAACGGCfC 
CTTCAGGGTAGATGTCATACTGCATAACI mm iggattcaaattatgaatgagaaattagtta 



Page 299 of 355 



WO 01/42467 



893 
Table 4 



PCT/US00/33312 



ACATTCTGCTCCACAAGGTAAGMAAACTGCTCTTTGGCTCTATTTTCAAAATTACTTCTGAG 
ATGCATATAGTCTCAAAATAACAGCTTTAGTAGGGATATCACTTCTTGAAAGCCAAACATGAG 
, TGTMGACACTTTTATGAAACACGGTGGATCCCTAACTGGCTTTCAAATTGACCTTTATAGCC 
TTAGACAACCCTTAGGTATTTACGGAGATGACTTCTTTGATTGTCATAACAATTAGTGGATGT 
GTCCAGTTCTCTGTATCTTTGACTTGATGCTTTATACATCATTTCATTTGTTGCTTCTAAGGGA 
ATAAGCCATAGAGGCTTCTCCAGGTTTAAAAGAACAGTAAAGTACCTGGAAAACCAACATTTT 
TGAATGTATGGACACTGGACATGAGATATGTACAATGAAATCTTAAAAGAATCTAAGAATTTG 
CCCTCTTTGCCCCACTCCACCCAGTAATTTGACATTACTAGTGCCATGTATAGGACCCAACT 
GAGTATTAGMTCAGTTTTGACTATGTCTTTGTATtTCCTAAATCTTTTAATGCATAAACCGAA 
TTAGGGTCCAGTTGGCCTGTTAATGGTAAATTTACATTTTAAATGACTCAGTTTG I I I I ICCTG 
GGCGAGTTTGCAATGTGATAATCAGATTTTTTAAAACTGATTAATTTGCTTTCTTGTGTGGGT 
GTACTCACATTTTAAAGTATGAACCACAGTTAACTAGTGGTCTCAGGGGTAGTGAAACACTCA 
CI I I I I I I I I IGTTTGI I I I I I I I I GTTTGTTTGTTGAAATGGCTTAGTTGAAGTATACTTAAGG 
TACTGATCATGCTGTGTTAGTAATTTGGGCGGGGAGGGGGGTAACTCAGCGATGTTTTGTGT 
TGGCATAACAAAACTGTTMTGATTGTTGATTACACTTTTAAGTGAATTTGTCTTTTATGAGGA 
ACCCAGTGCAAGTCACTAAATATTGTCTAATAGTGACATCTGCATAAGACTTGTAATAGCTGA 
AGTTAATTGAGCTTAAAGGAATTGTTACCATTAAAGTCTGTG 
>1127 

GCGTCCGGAATGGTAAGTATATACCTCTTATAAAATCTTCGAATGGCTTCCTCTTTCT 
TGGACTGAAAAATGTCCATTTTCCTACCACCTGCAACATTACTCTTCTCTTGCTTACTCTAGTA 
CTGCAAACATGGATTCTTTATTGTTCTTTAAACAGACAAGCTCCTGGCTCAGGGCCTTTGCTT 
TCTTGGTTCCTG I 1 1 I I I CCCACATACCTACATGGATCCATCTTTGTCTTTCACCTCCTTTTCA 
TTTCTGCACAATTGAGTTTTCMTCAGAACTTTCCGACAGCCCGTTTTAACATTGTAAATTCTT 
TCCATCCCTGGCCTTTTCMT TCCT CCATGCTCTGAtTTTCTCCATCGCGCATTTTATCATCT 
GATATACCAAATATTTTACTT ATTTTC TCTACTTTGCTCATGCATTACAATGACATCTCCATGG 
AGGAAGATG I I I I IGGAI I I I I I I I I I AACTGCTGTTATCCTCAGTGCTCAATAGTAGGTACG 
CGGATGAAATTCATTGTATAGGTGATTCGTGCAACAGCTTCTGAATTTTTTCCTCCCTCACCC 
ACCTTACAGCCATTAGTCCTATAATAATTTAATTTGGGTTTGTGGGTATAGAAACTGTATTTGC 
ACAATAATGATAAAGCCACTCAGGCTCATCTAGTCATTTCCTGAATTTATGTGTGTAGGAGTA 
CCACAGAGCACAAAAGATGGGCACCCCCAGCTGCAGCCGACTGTCAGAGGTGCAGGCCTC 
CCTGCATGGATAGTCCTGGGCCAGCCACACCCCCGAGTTCCACCCTATCAACTCCCTGGAG 
ACTTTTTGGTCACATGCACTGCGCCCAGGTGATGCTCTGTATATTTGAGGAAAGACACCCTA 
ACCAAGACACATAATTCTCCATGGTATTGGAGGCCGACCGCTGCTCAGCTGCCCTCTCTCTC 
ACCCAGTAAATGCAGAAAGCTCTTAGGACAGACAGAAAACCTGCCATGGGGCTGCTTCCCT 
CCCTCGCAGGGCTGGCGGAGGCTCCGCATCGCCTCTCTCCTAGGATACAGAAACCATGGC 
AACGAAAGTAGAATGTAAAACTCGCAGCAGATATCAGTGGGAAGGGCTGGGGGAGGGGGC 
ACCCAGCTGCCTTTCCTCCCTCACAGGAGCCACCACCAGCCACCTCTCAGGAGAAGCCAGA 
GGCCCTGGCCAAAGATAGGAGGAAGAAAGAGAACTCTCCATAGAATGTAATTTATAGATGCG 
CGTATATGTATATATATCTATTTATATGTAAATAGGCATATATGAAGATATATATATATAGTCTA 
CTTTTTAAACTCNNNN 
>1128 
>1129 
>1130 
>1131 
>1132 
>1133 
>1134 
>1135 
>1136 

NNACCACGCGTCCGCAAGGACAGGTGCGTGTCCATCCTGTGTTGCAAATTCTGTAA 
ACAAGTGCTCAGCTCTAGGGGMTGAAGGCTGTTTTGCTGGCTGATACTGAAATAGACCTTT 
TCTCTACAGACATCCCTCCTACCAACGCAGTGGACTTCACTGGAAGATGCTAT7TCACCAAA \ 
ATCTGGAMTGTAAACTGAAGGACATCGCATGTTTAAAATGTGGGAACATTGTAGTTTATCAT 
GtGATTGTTCCATGTAGTTCCTGTCTTClTTCCTGCAACAACAGACACTTCTGGATGTTTCAC 
AGCCAGGCAGTTTATGATATTAACAGACTAGACTCCACAGGTGTAAACGTCCTACTTCGGGG 
CAACTTGCCAGAGATAGAAGAGAGTACAGATGAAGATGTGTTAAATATCTCAGCAGAGGAGT 
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GTATTAGATAAATGGAATTATGATATATATGATATACAAACTTTTTTCTATTTAAAAATATATTA 

ATGGATCAACTTT AAAAT TGTTAGTTGCCAGTGATCTTTTTTGGAAAACAAAAATGGGGCATT 

TGTTGATTTATTTATTTTCTGTCTCTMTTAGTTACCTCAGTTTGATTGAAGCCAGTGGAGTTG 

TGCTTTTCCTCTACTTCTACTTCCTCTCCCCCACGTTTTTCTGCCCAGTGTAGGTGTATTCTTA 

AATTCAGACGGGAAGATTCTTTCACATATCACTCAGTTACCTCCCAATCTGGGGGAGTTTTTC 

TTACAACTTGATACCAGATACCATTAATTTTACATTCCTGAATAAAGGCCTAGTACCCACGCA 

TATTTCAACCATGGATATATCAAGTTCAACCGAGTTTTAATAGGGGATTAAAAAAACAAGCTG 

TTAGGTTTCCATGGGCACTGGTTCTCATAGGTTCTATTGGTGATAACTGCTTTAACATGGAGC 

AAGAGTTTGTGAATCAGGAAATAGAATAAATTAAAATTTAAAATATATAGAGGAATCCTCTTGA 

TTGCTCAGCATGATGTTAGATAAATGAGTTTGTCAGAAAATATCAGTATACGCTGTTTACCAA 

TGTTATTTATTTACATTCTTCTAAAGCCATTATGGATATTGTATTATGAGAGCTAAACCTAAATA 

AGTTATCCTGTTCCCTAGGACCTTGTCTGTAAATAGTGAATTTTAGACGAGTAGTCTGTCCTA 

AATCTTAAATAGAAAAAAAACTAAAGCGATTTGCTTAAGCCATTGTACATTATAAAGAGCTGTT 

TTGTTTTG CTTTG CTTTG CTTTGTTTTG I I I I I I I AAAGCTGCATTCAGAGCCACAAAGGAATA 

GGAAAGTAGGGTAGTGTTGGATTCTGGTTTTATGTAACTCTAAAATAAATGTATCTCTTTAATA 

TCTCAGTTGTAGGGATTTTGTCAATACCAAAGCAGACTGAGTTGTGGTTTTGTAAATAAAGTT 

TTTT CT AAAAATG ACC ATTCTTCCTTTAA I I I I I I GTTATGCCCACATATTGTATGTAAAAATAT 

AAA TAAAT AGTACTTAAAGTATTGGGTGGGGGGGAAACACCCCCCCCCCCAAAAGGGGGCC 

AAATTTTTGTTGTGGTGGGGGCCCCCCCCAAAAAAGGGGGGGGGGGGGCCCCCCCCCCNN 

NNNNNNNNNNNNNNNNNNNNNNNNN 

>1137 

>1138 

>1139 

TCTAAAACATGCTAACCTGACCTTTTCCTTCTAATTTG 1 1 I I I AACTTCATTCGAGATA 
GTACCTCTCACTCACAGATATTTATTTGGTTATCAAGTGAAGATAGGTGTGTCTAAAAGTGAT 
CTTCTGAATCCTGTCTCCCTAGAGGTACTA GTAT CTAGAGTTTACCCAGAAAATTTTATGATT 
GTMCAAAAGGAAGTAGTGACTTATGAAGGTTTTGTTTCTTGAATTTTACTTTTGCTACTTGTC 
CAATAGTGGCTAG7TTACATTTATGGGAAATTTTATAGTTTGCATAAACAAAGTATAAACTTAA 
GGCACAGTGAATAACTATATTGATAAACATAAACTAGCCACTATTGGACAAGTAGCAAAAGTA 
AAATTCAAGAAACAAAACCTTCATAAGTCACTACTTCCTTTTGTTACAATCATAAAATTTTCTG 
GGTAAACTCTAGATACTAGTACCTCTAGGGAGACAGGATTCAGAAGATCACTTTTAGACACA 
CCTATCTTCACTTGATAACCAAATAAATATCTGTGAGTGAGAGGTACTATCTCGAATGAAGTT 
AAAAACAAATTAGAAGGAAAAGGTCAGGTTAGCATGTTTTAGAACTATTGGTAAACTATAATT 
CATGGGACATTATATAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCC 
ATGAATAAAAAGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAAC 
ACTCCTMTGAAMGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCATGTTCATTG 
ACAGATTTCCATTACAGACCCACTATA7TGATGTTACTTTCTTTGACACTATATTTTATATAGAT 
ATATTAAAATTGAAAACTTA ATGCT GTTTAGAAGGCTATTAATATAACTATTAATTTCTGAAAG 
CTTTGAGTTTCTGAAAAGGCTTTTAAGATCAAMTTTCTGAAACACTCCACACATTCTTCCTCA 
CCCACATTTAATTATAAATCAATGTTATACTGATAAAAGGTTCTATACACACATTTAGAGATAT 
ATGTGTGTGTGTGTGTGTCTGTGTGTGTGTATATATATATAC 1 1 1 1 1 I CCCCCCAAGATGG AG 
TCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCCAC 
CTCCCTGGTTCAAGTGATTCTCCTGGGAGGCAGAGGTCGCAGTGAGCCGAGATCATGCCAC 
TGCACTCCAGGCTGGACAACAGAGCAAGACTCGGCATCAAAAAAAAAANAAAGATATTTTAA 
TATATTCAN 
>1140 

ACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAGGGTAGCCAGGAGG 
GCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTTATTTTGCAGATTCATGCATTG 
ATCACAGGCCCATTTGACACTCCTTATGAAGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCC 
GCCCGACTATCCCATCCACCCACGTCGGGTCAAACTGATGACAACGGGCAATAACACAGTG 
AGGmMCCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTAAGAGGA 
GACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTAGGTCAGCCTTTATCAACCG 
GAGTCCCTCATCTGAACTACAGAACACAG AAAATGATTGAGTGACTCTTGTCAAATCTCCTCA 
GGATGGTATGTGACTAGTATCATTCTAGATGCAGAGGGGAGAAGTTAATTTATTACAGTGGT 
AACCTTTGAGAAGTGGTTCTCTTAAGAGTGTGGCCGTGAGCATCTGGGAACTTGTAGCCGAG 
CAGTTTCTGGGGCCCTATCTTAGACCTACAAAAGAAACTCCTGGGTTGGGGCCAAAAATCTG 
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G I I 1 1 I I I GGTTGTTG I I I I I I GTCTCAAAAAAGAAAGAAAAGAAAATTTCTTAGTGTTCCTAG 

TTGACTGTATTAGCTTTATCAGCCATG I \ I I I 1 1 1 1 1 CCTCTTTACCTAGAAAAGAATGTTGGG 

CTGACTTACNN 

>1141 

>1142 

CCGATATAGCAGAAAGCATGAGTTTTGTTGTGAGACAGACTTAGCTCTACATCTTTTA 
TGTGAGACTTAACCTG 1 1 I I I ICTATGGGCAAATGACCTGAACTCCTGAATCAGTTTCCCCAT 
CTGTAAAGTGAGGATGAAAATAGTATCTACTTTATTGAGAI I I I I CTTATTCATCTGTAGCATC 
TTTGTGTAATGTCATATGGATGTAACTTGGTTGGTACTATTAGCAACTGTGATGATGATGATT 
GTGAATCTTATTTTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGCTGTTATTTTCTTTG 
TAAAAATAAACCATGTTTGCATCTTGGTCTTCTTTCCATTTGGATTCAAAAGTTTTATAGTGAT 
TCCTCCTAGTAAAATTGCATTTTCTCCCTAGGAGTACTTCTTTGATTCCAGAGTATTAACAGAT 
GGAGAACTGGCTCCCAATGATAGATGTTCCCGTGTGTGTGGAAAAATAGGCCACTACATGAA 
AGACTGCACCTAACAAGGAAAAGGTTGGCAAATGAATATATATCAACATTTGAGGAAAATAAA 
TGAGAGGCCMTTTGTAGCTATAATTATGTTCAGAMTGTTTAACTGAGAAAGTTTAGGGTAT 
TTAATTATACCTMGGTAAATGTTCATTTGAGTGGMTTTTGTAATAGGGTAAGATTTGCATGT 
GGTATAATAGTATCTTCTAACATTCATTTGTTCATTTATTCATTAATTCACTCAGI I I I I I I I IG 
I 1 1 I IGI I 1 1 IGI I I I IAI I I I IGI I I I I I I IGAGACGGCATCTCGCCCTGTCGCCCAGGCTGG 
AGTGCAATGGTGTGATCTCGGCTCACTGCATCCTGCGCCTCCCAGTTTCAAGTGATTCTCCT 
GCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCACACCACAATGCCCAGCTAAATTTTTG 
TATCTTTAGTAGAGATGGAGTTTCACCAACATTGGCCAGGCTGGTCTCGAACGCCN 
>1143 
>1144 
>1145 
>1146 

ACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCTTTTCAAAGAG 
ATTTCAAAGCCACAAGTTAGATAAGCCCAAGAAGTAAGGCCAGAGTGAGATCGAAGTAGGC 
CTTTCTTTTAAAAAATMTAGCTTTTATTTTATGTCAGTATCTTCTTTACAAATCTAACCTTCCC 
TTTTCACGC I 1 1 1 1 GAAAAGATAGCTAAAATTCAGTGTGTTCCTCTTATTATAAAGGATTGGGC 
TMTAGTTMGCATTTCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCAGTGGGTTTGTTTTA 
TAGCCAGTTTGCTTTTAMTTTGGCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTCTTTA 
TTGTTACTCTCTCCAGAGTATTACCCAAACTGTGAAGTCTGTGTTTATGGGGATGGCAAACAT 
TCATTCTATTCGGAGGAGTTTTCAGTCTCTGCGGTTGCTGTGCACTCAGATGCCAGATCCGG 
GAAAGTAAGN 
>1147 

NNNCCCCTTTTTTTCCCCCCCTTtGGTCCCAGGTGGGTTCCCCCAAAAACCCCCCC 
CCAGGGGGGGGAATTTCCCCCCAAAGGGGTTCCCCCCAAAAAACCCI I I I I I 1 1 1 1 I 1 1 1 1 I I 
TTNTNGGCTATGTAATACTGTCTAATAATTGAGACTTTTAGAATCTAGAGATGATCAGAGTGA 
TCTTTTGGGCTGGGAATTCATCAGGAACTGGGTCTGTAGGAACCTATTCTCGGGCTTCCCAT 
GGCCTTTGATCTCCTGTTACGGTCCCTCCACAAACATAACATGAGGCGACTTGTAGAGACTG 
GGCTACGTGTTCGGCTAATTGCAAAAACAAATTTTTAGTTTTTCCTGGAATCTCAGGTACTGG 
CACATTTAGTTCATCATAGAAAGTCTGAAATACTGGTTCTGGAGAGCGTTTTTGAACCTCTCC 
TTTTATTAGGATGCTTACACTAGGATCTAGTCCTTTTCCATCAATGCCTAATGATACATATTTT 
CCTTTATTACATTTGGGTCTGAGGGGTTTGTGATTATCAATTCTAAAAGGTTGCAGCTCCCAC 
TCGTGCAGGAGGGGCTGACTTTTCCTTTTTGGAGCCAAACAGGATC7TTTTTATCTTCTGTTC 
AAGTAGCCCAAATGACACAAGACCAGTATTGACACATCTCACATAAATATGATTCTTGACAGA 
TATACTTAI I I 1 1 1 1 I CTGTGTAAC I 1 1 I I I I CCAATTTAGAG AACCGCATCCTATCCATGCTG 
CTTACTATCAATAGTGGCACAAGCGTCAMTTTTAAGGTTACATTTTTGGG ACCCCTTTTTCTT 
CTGTTCTAGCTATTACTTTACTTGTGTCACCTAGAAAAGGACCAGTCCTTAGTCCTACTTCAA 
AGACTGTGATCATGGGAGGTTCAAAGGGGTGATAGCACACATCGGGCTGGTCACTTCCTGG 
ATTACATACTTTATACTGAGTGTTATTATACAMCAGGTTCCTTTTGGAGTTCCTAGGCATTCA 
TAATAACTATAAAATAATAGGACfGTAGGAATCTTTTGTCCTACCTCAGTGACTTGATGTATAT 
ACTGGAAACAGTCTCAGTCTGAGGMGGTCAGTTGAAGTGCTTACTGTACAAGTCCAAATTT 
TAAGGAAAATGAGfCCCGCGATGAGTTTCCTCATGCTTCAGCTGTGCGTGGACCAGTCAGCT 
TCCGGGTGTGACTGGAGCAGGGCTTGTCGTCTTCTTCAGAGTCACtTTGCAGGGGTTGGTG 
AAGCTGCTCCCATCCACATACAGCTCGCAGTCTACTGATGTTTAAGGTTGGTCTCGGAGGTT 
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GGGCCTACTAGGGTAGACTGAGTCTAACACGTCTACACAGTTTATGTTCAACTGGGCTCTCT 

GATACCAGGAGTAAGGTGTGCAGGGTTAGGGTGTCGCAAACTTCAGTGGTTATGCGGGAAT 

TTTCACAGAGCAAGCTTTGGTATCTAGTTAGTCTAGCATTCGTTAGCTAGGATGCGCTTTGGT 

ATTTATTAAAATCATCACAGCATGGGGAGACTTTAGGTTTTGCCCAAGAGTTAGCTTATCTGC 

TTCTTATGCTAACAGGGCCATTGCTGCCAGGGCCCTTAGACATGGGGGCCAGCCTTTGGAA 

ACCCCATCTAGTTGTTTTGAGAGATAGGCCACTGGCCTTGGCCAGGGCCCTACAGTCTGGG 

TTAAAACTCCAACTGCCA I 1 1 I I I I ICI I I I I GACACATGGAGTGTAAAGAGTTTTGTCAGGTC 

AGGTAGCCCCAGGGCTGGGGCCGACATGAGTTTTTCTTTTTAACTCATGAAAAGCTCGTTGC 

TGTTGGTTGTAATAGATGTAGTGTATCTAATTTACATTTTTATTGACTGTCATGTACCAAAATA 

TTGACTTCAGTCCTGTMCTATTTGAT7TCAAGCTTTAAATTGATCTGGTATTCCTTGCGGGG 

CTCCAATTGCATCTAAATATACCCGCGT 

>1148 

NNNATGTTAACAGGTAATGTAAGAAGTTCTCTGAAATGTCAGCAAGTAAGTTCTGAA 
ACACATCATGCATGAGTAGGAATAAAACCCAAGTTCCCCATAACGTAGATAACTTAATGCTGC 
ATAAAMTATGAAAGTGTAACCCATGMGGACACTTTTTCTTTCCACTGCAAAGTTAGCCACT 
TTGCTGI I I I ICCTCI I I I I I AAACTTTGAAAATAGACTCTTTCCAGAAATTGGAGCAATAATG 
GTGTTACCACACACAGATTAAATAATTTGTAGATATTTTAAGTGACTTTTGGGCAAAACTGGA 
ATGTATACTTTTACCTTGTTTCAAACACCTAAGACCAGTAATTTAAAAATTACTAAAAGGTTTA 
CTTTGTTC ATTAATAAAAC ATTTAACAATTC AAATT AT ATG C ACCTTTTACCT AG TTG AAAA AAA 
TACACATTCCTGTTTTCACATTATAGCAACTGATTAAGCTGAAGCTGTMGTCATTTTTTATAG 
ATGAGTGATCCGCATCTCCATCAATTAGAACACTGGAAMGATGTTTTATAAAAGAGGTATTT 
AATTTTGTTTGTAGGATTAACTCATGCAAATAATAAAAAAGATATCCTGTTGGTTCAATAGTAC 
ACTTGCNNN 
>1149 

NNAAAATGGAATCTGTTCGGCCATA I I 1 1 IAI I I I I I I I I 1 1 1 1 I ACTGCCTCAGGTAT 
MTTTTGCAATGGCGGTTTCGCAACTTGCACTGTCCTGACTACCTCTGTTATCATAACTAATC 
TAGGTAAACAATTAAAATAGGTAAATGTAATGCGATAAATACTTGGGGACAAACTGGTCATAA 
TTTAGMTCTCAAGCTATATTAAATAATAGATATTTCATTATTTGGGTATTTTCCAATAAAAATG 
TATTGGAGGAAAACCTTTCCCAAAAAAAAGTGTAACCTTTTTAAAMGGTGGAATAAGTTTTG 
CCTAATTCAAAGCTTATTTAAAGGTTTTGTGTAAAACAAGGTAAAAGAACCATGAAATAAGAA 
AGATGTAAATAAAGGTACAAAAATAAAGTGAGGATTTTTGG I I I I 1 1 1 1 1 1 1 GGTAAGAAGGCT 
TAAAGAAAAATAANNN 
>1150 
>1151 
>1152 

ACAAGCAAGACTTTCCTTTAATATTGATAAAGAATTGAGTATCATGTATGCATTCCCT 
TTTATGATATACAATTAATTGTAAGTTATTTCCCCTTGTATGCAACCATCCACAI 1 1 1 1 CTTCTG 
ACCTTTTCCTCAAGTCTTACAACTACTTTTMTGACTGCATTTTGGAGGTGGTCCCAGGAGAA 
CAGATGTTGCCTTATAATGGTGTTTTTCCA 1 1 I II I I CTTTGATTGGGCAAGGGGGTTGGAAG 
TATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATGTATTCATTTATTCA 
CTTACTTATTGTTTATTTATTGCCTAGAGTATACCCAACACTGAGGATACAATAATGATCAAGA 
C AGGTCTAATTTCTGTCCC ATAG AG CTTAAATTGTAATTAG AAAG AATTTTTTTAAAT AAN N N N 
N 

>1153 

AGTTAGTGTCATGTTCATCATTAGCACCATCATCGTTTTTATCACATTCACCCATGGA 
TCACCGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGGAAAGAAC 
AAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTGAAAAAGTATGAAAAAATATGAA 
ACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATACAACCCAGGTTTTCTGCCCTCATTCT 
ATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAAAGAATCAAGTCTGAGAGATCCCTTTTGC 
TTCTTTCTTGTCTCACTGATCTGGAACCCAGGTTGCCAGCTGGCTCCCAAGCAGACAAAGCC 
CTCTTAAATTATTTTCTGGATTGCTTGTCTTTCTCCTTCTT AATTGAAGACTTTTCTGGGCTGT 
GTTTCATGCTGAGACCAGGTAGACAAATGTGTAAATGCATGCATTTCCTCGCTGAACCGGAC 
•>1154 ■ 
>1155 
>1T56 
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>1157 

ACAGGCTCCTGCCTTTAAGAGCACTGTTTTGCTTTTGGGGCAGAAAGCATGGACTTT 
TAAAGGGGGACTTGGCATGAATGGCATTCAGAGGAGGGAGTGAGCAGTTGGGGGTCTGCG 
TGACTCGCTTTCGTGCTTAATCTACTGGTGGTCGAGCTGGCTGCATCACAAGCAGAGCTAG 
GTTGTATAGTGGCCTTTGTCTCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACAT 
ACTTTAGGTTGCAAATTGACTGTTGTCTCTTGAGGCAATCTCCTTGTGGGAGAGAGTTTCTG 
CCCTGGAGCTTCAAAGTAAGCACGTAGTTAGATAAGCTTCCAGTGTAGTGAGTGTCTGGTGA 
AGGGAAGGTAAAGGTTATGATTGCATTTCTGAAGAGCTAGGTAGGAAATGGGAACNNNNNN 
NNNN 
>1158 

GGAGTCGACCCACGCGTCCGCGGACGCGTCGTTTCTGCTGACTCCAGTGTCCCGA 
GAGGCGCCGCTTCTTCCGCTTTCTCGTCAGGCTCCTGCGCCCCAGGCATGAACCAAGGTTT 
CTGAACTACTGGGCGGGAGCCAACGTCTCTTCTTTCTCCCGCTCTGGCGGAGGCTTTGTCG 
CTGCGGGCTGGGCCCCAGGGTGTCCCCCATGGCGGGGCCGCGGGTGGAGGTCGATGGCA 
GCATCATGGAAGGGGGCGGCCAGATCCTGAGAGTCTCTACGGCCTTGAGCTGTCTCCTAGG 
CCTCCCCTTGCGGGTGCAGAAGATCCGAGCCGGCCGGAGCACGCCAGGCCTGAGGCCTCA 
ACATTTATCTGGACTGGAAATGATTCGAGATTTGTGTGATGGGCAACTGGAGGGGGCAGAAA 
TTGGCTCAACAGAAATAACCTTTACACCAGAGAAGATCAAAGGTGGAATCCACACAGCAGAT 
ACCAAGACAGCAGGGAGTGTGTGCCTCTTGATGCAGGTCTCAATGCCGTGTGTTCTCTTTGC 
TGCTTCTCCATCAGAACTTCATTTGAAAGGTGGAACTAATGCTGAAATGGCACCACAGATCG 
ATTATACAGTGATGGTCTTCAAGCCMTTGTTGAAAAATTTGGTTTCATATTTAATTGTGACAT 
TAAAACAAGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATTGTTCGAATGTCACCAGTTA 
AACAATTGAACCCTATAAATTTAACTGAGCGTGGCTGTGTGACTAAGATATATGGAAGAGCTT 
TCGTTGCTGGTGTTTTGCCATTTAAAGTAGCAAAAGATATGGCAGCGGCAGCAGTTAGATGC 
ATCAGAAAGGAGATCCGGGATTTGTATGTTAACATCCAGCCTGTTCAAGAACCTAAAGACCA 
AGCATTTGGCAATGGAAATGGAATAATAATTATTGCTGAGACCTCCACTGGCTGTTTGTTTGC 
TGGATCATCGCTTGGTAAACGAGGTGTAAATGCAGACAAAGTTGGAATTGAAGCTGCCGAAA 
TGCTATTAGCAAATCTTAGACATGGTGGTACTGTGGATGAGTATCTGCAAGACCAGCTGATT 
GTTTTCATGGCATTAGCCAATGGAGTTTCCAGAATAAAAACAGGACCAGTTACACTCCATAC 
GCAAACCGCGATACATTTTGCTGAACAAATAGCAAAGGCTAAATTTATTGTGAAGAAATCAGA 
AGATGAAGAAGACGCCGCTAAAGATACTTATATTATTGAATGCCAAGGAATTGGGATGACAA 
ATCCAAATCTATAGAGTATTTGCCTCTTAAATGATACCTCATTGATATATTGCACTATTTCATA 
AATACTATAAAATAATGACTAGGAAGTAACTTATTAAAGGCTATGACTTAAATTTGAAGATGAA 
GTACAGTGTTCTAGGTTTGCTGAGAAGGCTTCATTAAATTAATCTCACTTTGAATATCTCCTG 
AGAGATGGACAATGAAATATCAGTTGGTGGATATGTGTGATAGCTGATTTCAATATTGAAGTA 
TTGAAATAAAATATTCTTTACACCTGAAGTAAAAAAAAAAAAAAAAGGGCGGTCGTTAGACTA 
GTTTAGAGAAAGAACCTTCCACANN 
>1159 
>1160 
>1161 

NNNAGATCCCAGAGGCTGAACACCTCGACCTTCTGTGCAGAGCAGATGATCCCTGA 
GCAGCTGAAGACCAGAAAAGCCACTATCCGGAGGCTGAACACCTCGACCTTCTCTGCACAG 
CAGGTCCAGCATCCTTTGAAGCATGAGTTCTTACCAGCAGAAGCAGACCTTTACCCCACCAC 
CTCAGCTTCAACAGCAGCAGGTGAAACAACCCAGCCAGCCTCCACCTCAGGAAATATTTGTT 
CCCACAACCAAGGAGCCATGCCACTCAAAGGTTCCACAACCTGGAAACACAAAGATTCCAG 
AGCCAGGCTGTACCAAGGTCCCTGAGCCAGGCTGTACCAAGGTCCCTGAGCCAGGCTGTA 
CCAAGGTCCCTGAGCCAGGTTGTACCAAGGTCCCTGAGCCAGGCTGTACCAAGGTCCCTGA 
GCCAGGTTGTACCAAGGTCCCTGAGCCAGGCTACACCAAGGTCCCTGAACCAGGCAGCATC 
AAGGTCCCTGACCAAGGCTTCATCAAGTTTCCTGAGCCAGGTGCCATCAAAGTTCCTGAGCA 
AGGATACACCAAAGTTCCTGTGCCAGGCTACACAAAGCTACCAGAGCCATGTGCTTCAACG 
GTCACTCCAGGCCCAGCTCAGGAGAAGACCAAGCAGAAGTAATTTGGTGCACAGACAAGCC 
CTrGAGAAGCCAACCACCAGATGCTGGACACCCTCTTCCCATCTGTTTCTGTGTCTTAATTGT 
CTGTAGACCTTGTAATCAGTACATTCTCACCCCAAGCCATAGTCTCTCTCTTATTTGTATCCT 
AAAAATACGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCCGTGAAT 
TAAGCAGAMGTCTTCATGGCTTTTCTGGTCTTCGGCTGCTCAG GGTT CATCTGAAGATTCG 
MTGAAAAGAAATGCATGTTTCCTGCTCTGCCCTCATTAAATTGCTTTTAATTCCAAAAAAAAA 
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AAGTCGACGCGGCCGCGAATTTAGTAGTATCACATTTGGCCCAAACCTCAGGATTCTCCCTC 

TGCCTGTCTTACTTCATGGT 

>1162 

>1163 

>1164 

>1165 

>1166 

>1167 

ACTTTTCTGTCTTCTAA I I I I I AAAATTATTAATGTCTTCTA I I I I I CTAAGGCTGATTT 
TTTCTAATGTCTGTA I I I I ICC I I I I I I I CACATCTTGACATAAGTAGAGTTCATTTATTTTCAT 
TTATTCTTGTATAATAAAATTACTTAAGGTTAGGAATAATTAAGTTTTGCTCCCATG I I I I I ATG 
TGTAACAATCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTG 
TTTAAMMCTTTATGAMCCAGTATTTCTCTCMCCTTTGTGTAATACCTGGTTTTACTTTAAT 
GTGGTCAGATAATTTAACCTGTACTGCATCGGCAGTGCCTTCGGACTGTCTATTTGACCTGC 
AGTCCAACCTATGGCCTTTCTCCTTTTGTCTCTAGTTCATTCTCTAACCACCAACCATGAATTT 
CAGGGAACTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGAAGGAAAAAAC 
CAAATGACCCCACTGTGA 
>1168 

acGCGTCCGCCTGTAGCAGATTGGGTTTcaaaaagttcGGATGTAAACATTGACATCCAG 
TTTCCAGCCATTATGTCTCAGCCAGATGTCCTCTTACTTGTTCAAGAATGTTTAAAGAACAGT 
GACTCCTTTATTGATGTTGATGCAGACTTCCATGCTAGGGTGCCAGTGGTGGTGTGCAGAGA 
AAAGCAAAGTGGTCTTCTGTGTAAAGTGAGCGCAGGAAATGAAAATGCTTGTCTGACAACAA 
AGCATTTAACTGCCCTTGGAAAACTAGAACCAAAGCTGGTTCCTTTGGTGATTGCATTTAGGT 
ACTGGGCAAAGCTTTGCAGTATAGATCGCCCTGAAGAAGGAGGTCTGCCACCTTATGTGTTT 
GCCCTGATGGCCATTTTCTTTCTTCAGCAGAGGAAAGAACCCCTTTTGCCTGTATATCTAGG 
ATCATGGATTGAAGGATTCTCATTAAGCAAACTAGGGAATTTCAACCTTCAAGACATTGAAAA 
AGATGTTGTGATCTGGGAACATACTGACAGTGCTGCAGGGGACACAGGCATAACAAAAGAA 
GAGGCACCAAGAGAAACGCCGATTAAAAGGGGACAGGTGTCATTAATATTGGATGTGAAAC 
ACCAGCCTTCAGTACCAGTTGGGCAGCTCTGGGTGGAATTGCTGCGGTTCTATGCTTTAGAA 
TTTAATTTGGCTGATTTAGTGATAAGTATTCGTGTCAAAGAATTGGTATCTCGGGAATTGAAG 
GATTGGCCCAAAAAGCGCATTGCCATTGAAGATCCCTACTCTGTTAAAAGAAATGTGGCAAG 
AACCCTAAATAGTCAACCTGTGTTTGAATATATACTTCATTGTTTAAGGACAACATACAAGTAT 
TTTGCTCTTCCACACAAAATTACAAAATCCAGCCTTCTAAAGCCTCTGAATGCAATTACATGT 
ATTTCAGAACATTCTAAAGAAGTAATAAATCATCATCCAGATGTACAAACAAAAGATGATAAG 
CTCAAAAACTCAGTTTTGGCCCAAGGTCCTGGTGCTACCAGTTCAGCTGCAAATACCTGTAA 
GGTACAGCCACTTACTCTTAAAGAGACTGCTGAAAGTTTTGGAAGCCCACCAAAAGAAGAAA 
TGGGAAATGAACACATCAGTGTCCACCCTGAAAACTCAGACTGTATCCAAGCAGATGTTAAC 
TCTGATGATTACAAGGGTGATAAAGTATACCATCCAGAAACAGGAAGGAAAAACGAGAAAGA 
GAAAGTTGGAAGGAAGGGCAAGCATCTGTTGACTGTTGATCAGAAACGTGGAGAGCATGTT 
GTCTGTGGCAGCACACGTAATAATGAGTCAGAGAGCACTTTGGATTTAGAAGGCTTCCAAAA 
TCCCACAGCTAAAGAGTGTGAGGGACTTGCCACTTTAGATAACAAGGCTGATCTTGATGGAG 
AAAGTACAGAAGGTACTGAGGAACTAGAAGACTCTCTAAACCACTTTACCCACTCAGTACAG 
GGCCAGACATCAGAAATGATTCCCTCTGATGAAGAGGAGGAGGACGACGAAGAAGAGGAG 
GAGGAAGAAGAACCTAGGCTCACCATTAACCAAAGGGAAGATGAAGATGGCATGGCTAATG 
AAGATGAGTTAGACAACACCTACACTGGGTCAGGGGATGAGGACGCCCTATCTGAAGAGGA 
TGATGAGTTAGGCGAAGCTGCTAAGTATGAAGACGTGAAAGAATGTGGAAAACATGTAGAAA 
GAGCTCTCCTAGTGGAACTTAATAAAATAAGTCTCAAGGAAGAAAATGTATGTGAAGAAAATT 
CACCTGTGGATCAGTCTGA 1 1 1 1 I I 1 1 ATGAATTCAGTAAACTTATCTTCACCAAAGGCAAGT 
CTCCTACGGTAGTGTGCAGCTTATGCAAACGAGAGGGTCATCTAAAGAAGGACTGTCCTGAA 
GACTTCAAMGMTCCAGCTAGMCCTCTGCCACCATTAACACCCMGTTTTTAAATATCTTA 
GAfCMGTCTGTATCCAGTGTTATAAGGATTTTTCTCCAACAATTATAGAAGATCAGGCTCGT 
GAACATATTCGGCAAMCCTAGAAAGTTTCATAAGACAGGACTTTCCAGGAACTAAATTGAG 
CCTGTTTGGCTCGTCCAAAAATGGATTTGGGTTCAAACAGAGTGACCTTGAGGTCTGTATGA 
CAATTAATGGACTTGAAACTGCTGAGGGATTGGACTGTGTCAGAACTATTGAAGAATTAGCA 
AGAGTCCTCAGAAAACATTCAGGTCTGAGAAACATCTTACCTATTACAACAGCAAAGGTGCC 
MTTGTGMGTTCTTCCATTTGAGAAGTGGTCTGGAAGTAGATATCAGTTTGTATAACACATT 
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GGCCCTTCATAACACAAGGCTTTTATCTGCTTATTCCGCGATTGATCCCAGAGTGAAGTATTT 

GTGCTATACCATGAAAGTATTTACAAAGATGTGTGATATTGGTGATGCATCTAGAGGCAGCTT 

ATCATCGTATGCATATACTCTTATGGTGCTATATTTTCTCCAGCAGAGGAATCCACCAGTCAT 

TCCTGTCCTTCAAGAGATATACAAAGGTGAAAAGAAACCTGAAATATTTGTTGATGGCTGGAA 

TATTTA I I 1 1 1 1 IGATCAAATAGATGAACTGCCTACCTATTGGTCAGAATGTGGAAAAAATACA 

GAATCTGTTGGGCAGTTATGGTTGGGCCTTCTTCGTTTCTACACAGAGGAATTTGATTTTAAA 

GAACATGTTATTAGCATCAGGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCA 

AMTACATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTTGGAGCTGGATTATCAAGGA 

AMTGACAAATTTTATMTGAAGGCTTTTATCAATGGTAGAAGAGTATTTGGTATTCCTGTCAA 

GGGATTTCCAAAGGACTACCCCTCAAAAATGGAATACTTTTTTGATCCAGATGTGTTAACTGA 

AGGAGAGCTGGCCCCAAATGATAGATGTTGTCGAATTTGTGGAAAAATCGGACACTTCATGA 

AGGACTGTCCTATGAGGAGAAAAGTAAGACGGCGGCGAGATCAGGAAGATGCCCTGAACCA 

AAGATACCCTGAGAACAAGGAAAAAAGAAGCAAAGAGGACAAAGAAATTCACAACAAGTACA 

CAGAAAGGGAGGTGTCAACAAAAGAAGATAAGCCCATACAGTGCACACCTCAGAAAGCCAA 

GCCAATGCGGGCAGCTGCTGACCTGGGGAGGGAGAAGATCCTCAGGCCACCAGTAGAAAA 

ATGGMGAGACAGGATGACAAAGACTTAAGAGAAAAACGTTGTTTTATTTGTGGAAGAGAAG 

GGCACATTAAAAAGGAATGCCCACAGTTTAAAGGCTCTTCAGGTAGCCTTTCCAGTAAATATA 

TGACTCAGGGAAAAGCCTCAGCGAAGAGGACCCAGCAGGAATCATGAGGGAAGGAAAATG 

CAGCACTCTAAATGGCCACTCAGGCGTTCCTATTCACTCGGAAAATTAGGTT CATTTCACA G 

GACACAGCAGTGTAGATCAGGCTTCAACTTAACATTTAAGGGAAATGTCAGAI I I I I I I I IAA 

TTTAATGAMTTGTTAATGAGGAAAAATTTTTAATATAGTCTTATCTACCACACATCCCCATAG 

ATTTMGGATTTTAATAGAAAGTCATGATGTATGTATTTAAGCCACGTTAAAAGAAAAAATATA 

ACTATGGACCGGTATTCAGTGAATACAGTTTCATGGTTTTTAATTCTTTCAA AGCACATTAAA A 

ATGGTGTGCTGATAAACCCCAAGTAAATTMCCCTTTTTCCGTATAAATCCATTTTTTGTTTTG 

AAGAGGGGAAATTATATTTATTGTTGTTTACTGAATCCTGGTGTGAAAGCATATCAGATATGT 

ATGAACTGCTACTGCTGTACTTCCGATTTACGGACATCATTTTATTGCTATTTGTAGACGTGA 

TAACATGAACATGAGTACCTATTTATGTGGGCCTTCAGTGGATGGGCAGTGCCACTCAGGTC 

TCTGGGGTTTCCCTCTCTAATTTTAAGTAAATTGACATATAACTACTATGCTTATAAAAATGAA 

GTAAGGAAAACAAGTAGTCCTGTTTGCCACTAAAAACATTTTCAAAGGAAAAATAAAATGAAA 

GTACTTTTTACTTTTTATGATACTCAGAAATTAGGATGAAGAACTTTTAAAATTGCTGAAGATC 

AAAGAGGTTATCTCTGCCAGTCACAAGTGTGGCTGGTGTCATTCTGGGTCTGACTGGAGCC 

CTCCTGGACTGTTTCTTTAATTTCAAAAGCCCTGCAGACATAGTACCTGGTCAGAACTATGCC 

TCGGTTTATTTATCATTTTGAAATAAAATCAAAATTTCAACCTGTAAAAAAAAAAAAAAaag 

>1169 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTGATCTGATTTGTGTTATAAAAA7TTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTCTCCTAGCAAGAATGATAGAATAGCTT 
ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATTCAGGGGCTTGAATTT 
GTTMCCATTTAGTTCAACAATATTTATTGATTGGCTTCTCTGTTGTGAGCATATCTCGGAGA 
GGAAGAAAAACAAGCCAGGATAATCCCCAGGTTTCTGGTGTATAAATGTTGGTACTACTCTG 
CGATGGAATGGAAAAAGACTTGAGGCCCTGAGAACTGAACCATGATTAGGAGCCTTGGAAC 
AGTAGCAGTTGTCATCTGTGTAAATAAGGTTATTGATTTCTAAAAGGTCTATGTTTAAT CAGAT 
GGATTAGTCATTCTGTCTTTCACACCTGTGGTGACTAATTCAAAGGAAAAGCCCTATCATTTT 
GCCAGCTGGTGTTTMGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 
TTATTCAACTTTTAATCATTAAGCATTGTGATAMTTGTAAACTTAGAAATTGTTTGGTTTACTG 
TATTAAAAATGTTGGATTCCTGTAATTCCAGCATTTTGGGAGGCTGAGGTGGGAGGATTGCT 
TGAGTTCAAGAGTTCAAGACCAGTCTGGGCAACATGGTAGGACCCCATCTCTACAAAAAGGA 
AAAAACAATTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 
GAGGTTTACTTGAGCCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 
AGCCTGGGCAACAGAGTGAGACCCTGTCNNNNNN 
>1170 
>1171 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGG 
GCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTG 
AAAGGGACCATGGTGCGGCCTGTGAGACATAAGAAACCAGTCAATTACTCACAGTTTGACCA 
CTCTGACAGTGATGATGATTTTGTTTCTGCAACTGTACCTTTAAACAAGAAATCCAGAACAGC 
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ACCAAAGGAGTTAAAACAAGATAAACCAAAACCTAACTTGAACAATCTCCGGAAAGAAGAAAT 

CCCAGTACAAGAGAAAACCCCTAAAAAAAGGATGGCTTTAGATGACAAGCTCTACCAGAGAG 

ACTTAGAAGTTG CACTAGCTTTATCAGTG AAGG AACTTCCAACAGTC ACC ACTAATGTG CAG 

AACTCTCAAGATAAAAGCATTGAAAAACATGGCAGTAGTAAAATAGAAACAATGAATAAGTCT 

CCTCATATCTCTAATTGCAGTGTAGCCAGTGATTATTTAGATTTGGATAAGATTACTGTGGAA 

GATGATGTTGGTGGTGTTCAAGGGAAAAGAAAAGCAGCATCTAAAGCTGCAGCACAGCAGA 

GGAAGATTCTTCTGGAAGGCAGTGATGGTGATAGTGCTAATGACACTGAACCAGACTTTGCA 

CCTGGTGMGATTCTGAGGATGATTCTGATTTTTGTGAGAGTGAGGATAATGACGAAGACTT 

CTCTATGAGAAAAAGTAAAGTTAAAGAAATTAAAAAGAAAGAAGTGAAGGTAAAATCCCCAGT 

AGAAAAGAAAGAGAAGAAATCTAAATCCAAATGTAATGCTTTGGTGACTTCGGTGGACTCTG 

CTCCAGCTGCCGTCAAATCAGAATCTCAGTCCTTGCCAAAAAAGGTTTCTCTGTCTTCAGATA 

CCACTAGGAAACCATTAGAAATACGCAGTCCTTCAGCTGAAAGCAAGAAACCTAAATGGGTC 

CCACCAGCGGCATCTGGAGGTAGCAGAAGTAGCAGCAGCCCACTGGTGGTAGTGTCTGTG 

AAGTCTCCCAATCAGAGTCTCCGCCTTGGCTTGTCCAGATTAGCACGAGTTAAACCTTTGCA 

TCCAAATGCCACTAGCACCTGAGTGTGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAG 

CTTTACMGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAAGGA 

ATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATGTTCTCTGTAAAACTCT 

TCMGAC TTCMT GAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTCCTTGTGAAGAGC 

GTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTGTTCTTTTCTAGTTACA 

TGATGTGCCTTTCTAGCTTTGTCTAGTTTATAGCACCTTAACTTTAACTGTTCAGTTTTATCTG 

GCAGAGGAA AACAT TCTTATTTCTTT CAGA AGACATTTCTGAAATCTTATAAGCTACTTAAGCT 

ACGTTG TCAGT TTTATCGCAAAGATGTTTTGTATTTTAGCCAAATCTTTTTATAGTACAAACTT 

AGAA7TATTTTACACACTAAAATGGTTGCAGTTTTATGGCATATGTCTCCGATTTAGATGGTTA 

TTCTCTAGAAAATAGTATTT AAAGA CATTTTATGAAATCTTCATTGTCAAAACCTTTAATAAAAG 

TGGAAATATTTGAAATGCCCTTTTTCTTGATACCACTCATCCACGTGTTCCTGATTTGTCCAC 

ATTTCATGATAAAATGAGAGCTCTGCAGAGAATGTTAGCCTTTCTGTGTAAATGTAATCTTCA 

AGTAGTCACTTTTGTTAAGTTCTTTAGAAAGTAGTTGTCAAGTACTTAGTCATCCCTATTATGA 

T ATGAG ATAGTACAGTTTTCAGGAAGCTTAGATCTG AATTA TTGTGAAAAACAATGGTATGAA 

TATTTTATATTTACATGAGAATTAATAGTTCTGATCAATTTTATAAAAATTTTCAATTCATGTAG 

GTGTTAAAATGTTATAACTCAGTTTCTGGTTATGACTATCTTTTTAGGGAACTATATTAGAATG 

GGTAGTGGCTTGTTAAAAAAAAAAAAAAAAAAAATTGGGCGCGGCCGAAATTAAACGTGGGG 

GCCGAGAAAGGACGGCGGAACGCATCAGGGTCACAAAGCGGCGCGGAACAGGGGGTCGT 

TAGCAGCAGCCN 

>1172 

>1173 

>1174 

>1175 

gaGCTctagA ATCA TATTTATTTGATTTGCATTACCATTATTGATGACATTTTCACATTTA 
AAAACTACATAAGATTT TATAAT AAATGCAACCACTCTTACCTGCTTAAGCAAATATAAACAAA 
CACTCCCAGGCCTATTGTTTTTAAGGCTGTATATTTCACTTGATGGAAAAAGTGATGAACAGC 
AATGACTTCCCAAGA AAAA AGAAAGAAAAGTGGGTGTTAGATATTCCTGAAAGCCAGACTCT 
AATC AC AC AG AG G AATTTTATTGTAAGTT ACATG C AAAGC AAATTAGTTCTT CAG G AAAATAA 
ATAAATAAATGGATCAACTAAGATATACTAAACCTCAAAAAACCCTGAATAAAGATAAAGGTA 
AAAATGTATTAATAAAAAAAACCCTTAAAATACTTAAGAAAGTATTAAAATACAAAACGTTAAC 
TTCTCTACAGTCAAAGTTTCATTCACAGGGAGCTGTAGGTCAGTTGGTTGTTGAAAACTTATT 
TGAGA AAGT CAAAAAATAATTGCTTTATTTCTCTGTTTCATTAGTACTAATTCACAGGATCTTT 
GTAGGTTTTATCTGAAAGAAGGATATAAAAACTTAAAAGTCAGAGCAGGGAAAGGGGAGTAA 
TAAATTATTAAGAACAAACTCAGTGAGACTTGACTTCACTTATGATACATGGGTAGAAAGAGC 
AAACCAGCCTTCTTCTTTCTGTTTCTCAATCTTTGCTCTTGGATTAAGAGGTGTGAATCTCCC 
ACTTCCTGAGGTGGCATTTAGTGGAGAACAAGAATTACCAGTAGCCCCGGAAGATCTTCTTG 
TATTTATCCCGCTGACGGGAGAGACAGTACTACATTTTGAGCTTTCTGGGGCTTCTGCTCCT 
GGAATAGATACCTCAATTGTCCTCTTTGCTCCTTCAGTCCATGCTCTGAGAGGTAAC TGAAC A 
GGTGACATTGGTccacgagcctccatacmgtcgattMattctgwtcgtgccgaattcggcacgagATTCTGCT^ 
TAAAAGCAGTAGTTTGAGATGGACATTGCCTCTTCATTGTATTTCTCATCMTTCATTATTTTT 
GTGGTTATAGCTTGACAAGCAATTAACTTTAAAATGGTAGATTCCGTAACTTTAAATTGGTAG 
CTTTCATTTGCTTAAAATTTTTTGGCATATGCAGATAATGTTCTCATCAGTAGTAAGAATCTCA 
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GGGTTATGCTTATTCCCCAATGGAGGTATGACATATAATCTTTTCTGCCTTTAGTTATCAATTC 
ACCAAGGAGCTGTTTTCTCTGCATCTAGGCCATCATACTGCCAGGCTGGTTATGACTCAGAA 
GATGTTATCTGAAAAAAGTTTGATAATACAAAAGCTACCATCAGAAGAAATCCCTTCAGGATC 
ATTAAGCCACTTCCTTTGCTCTGCAGTTTCTATAGTAGTTTTAAATTATTATTAAATCACCTGA 
AAAAAATTCCAAAAGAGAACCACACACTACCATATCCAAACAACTTTTGCATTTCCCATAATT 
GTAGTTAATGTCAGCCCAGTAGGCCAGACCAACCCCCAGTTCAATACTTTCCTTCCCCAAAA 
GCTCTATACTTTGAAGGAAAACAGATACAGTATCAAATTATGACACTTTCCTTGCCCAAATTA 
ATGCACTGGTACACCCAGTGGCTCATATTTAACTTCCCCCAGCTTCCCAATTCAAACTGGGG 
GGAAAAAAACTAAATCATTGGGAGTTACTTGCCAACTTGGAAGTTGATATTTCTTTACI I 1 1 IC 
. CATTCTAAGACTTTAAGTTCTCTGGCATGAGTTTATCTGCAATCATAAACTAAACAATTACCTA 
AACCCACCCCACCAATCCCAACCGTAACAGGCCACTGCCAACTAATTGCCAATATTTGCCCC 
TCCCCTTTAATAMACTTTTAAGAAGTCACATTATTGGAAAACTTAACTTCAACATTTAGCCTA 
CTCAAGCTCTTCTGAAGTTCTCCTGAGATGACTGAATATGAACCAAAGCTGCACTGTGCTGT 
>1 1 76 
>1177 
>1178 
>1179 
>1180 
>1181 

NCTGCAGAATTCGCCCTTGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAA 
ATACAGCAGGGCAAGAGGACCAAGATGGAGGGAGTGATCAGGGAATCTCAATGAGGGTGA 
GACTGCGACAAAGACTTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAG 
TAGTCCAGGCAAGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTT 
TTAAGAACAGTAAGGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCAAAGTGGTA 
GAAGGTGAGATCAAAGAGGTAATGAGGCCATTGTGGAGGCCCATATGGACTATTGGAAGGG 
CTTTGGCTTTTACTCTAAATGAGGCAAAAACCATTTTAAGCAGAGAGGAGTGATATGACTTGA 
TTTCTTGTTAAAAGGATTATTCTAGTTGCTGTTACAGAAAAAGATTACAGGGGTGCAAAGAAA 
CAGGGAGACAAAAGAATATMGATTTTCACTGTAACTTATATCTAGTATGCTTGCTTATACTTG 
AAMTGCATATCCAGATAATTGTAGTAMTTCAAATATTATGTTTATTTAATAGTACTAACATTG 
ATATGCTGGTTAATTATGATTAGGAGCACTAATAAAGCACAAATCAGGGATTCCCAAAAAGAA 
TGTTAAAAGGGCAGTCAGCTTTTCCTGTGCCAGAAATCAAAGTCATAGCAGATTTGGGGCAA 
ATATGTCAAAGTCAAACTTACGCACATCACTACTGAGAAGACAAAGATGAATGTGTGACAGTT 
TCCTGCCCCCAAGAATCTTTAAGCATTGTGAAGGAAGATTAATATAGCCAAATAACTAGAGTG 
ATCAGTTCTACCAGAGAGGACCAGTTTTGGAAGCCAGAGGAAAAAAAAAAAAAAACAGAAAC 
AAMTGATGTTTGAATTAAATCTTTAAAAGTTTCTCTTATAAATTTACCAAGCCACATATTGGG 
AATGGTACCCCAGGCAGAAGGAGTAGAGTAAGCAAGCCAGAAAGGAAATACTATGGTGCTT 
TTGAGTAACTGCAGTGTGGCTGAAGAATGTGGAAAATGATGAGGATAAAGAGGTGGACAGG 
GAACTAGGTAAGGGAGGGCTTCCTTTTAAATAATTAGACCTTGTCCTGTGTACATTTAATGGG 
ATTTTAATCAGGCCATAATGCCAAATTTCTTTACTTCGGAAGGATCTTTATGGTGATGGTTTCA 
NNNNNNNNNN 
>1182 
>1183 
>1184 

cttaTTTTTCccacttGGGTTATGatGgtATCAATMGAGTGCAGTTTAGATTTTTTTAGTTTT 
TTAAAATCAACTTTCACATAAAAATATGCATGTGCCTATATTTATACACATCTGTATTTACGTA 
CAATTGTCAAAGTCTTAAAGGCTGGGGTTTATATCTCTGCCCATCCCCTCCCAACCCCAAAAT 
CCCTAATAGAMGGTTTTCATCTTGCTTAAAAAGACAAAACAACTAAAAAGACTATAGCTCTTA 
GCAGTCAGGCTGGTGGATCAGTGAATGAGAGAGGACAAATTGGCGAATCAGGGCTGCCGAT 
CAGCCGCACGGGGCGCGGAGGATGGGGTTGGGGGGATTAGCTGCCTTGGGCTGAGTTTG 
CTGGTCCTGAAGATTACAGTTTTGGTTAGAGAGAGAAGCCTGTCTAGCATGCTGACTCGGTC 
TACCTCAAGCTTTGAAAGTAATGTCTAACCCTGCTGCCAGTTTATCACAAGTGCATTAAAAAT 
ATAGAGAACCATCAAGTTCCACATTTATATGCAATCAAACTGAAAAGGACCAGACAAACAGTG 
CAMGGTCAMTAATTACTGTTTTATATTGGGACAGTACATTTCAGATTTCAACCAAAAGACAA 
AAATGCAGTTTAACTCAAAGGCACAACAATTGAAACACAGAAAATAATGGCATGTCTTGGATG 
CCTTATTTCTAAATTAAACAAAGAAGTACACAAATTTTGTTCCCTTCCCTCCCCCAGTGCAAG 
CCCACAAGCTTTTTCCAAAGTCTTGAGCTTTTGATGCTGTCCCGCATTGTGGACTTGTGAGG 
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CGCTTGGATGTAGCAATGAA ACAAA ATGCTTGAGAGGTCTAGTGAATGGCATTCAAAAGGGA 

CCTCAAAGTGCAGACATATCTTTTTCAAATATGTTACAGGCTGAACTGGCTCTTTGAACACTA 

TCACTGCTGCTTAAATCCAGGAAGCAGGCTTTAAAAATGCAAAAGGCATACAAGTTGTATTTC 

AGTGCAAATCTTTAGCTGGTTATTGGAAAAGATTCCAAAAATTAAAAAAAAAAAAAAAATCCTT 

TGTGTCACCTGCCCCTCCCCCCACCCAAAGCCAAAATGAAGAAAAGACAGAACAAAACAAAA 

ACAGAAGAATTACAGATGACTTTGGAATCATTTAGGAATCCACTACTTCCAATCAGAATGTTT 

AGAAAMTACATTAMGAATCATTTTTTAAAAAACACAAAAGTAATCTTGCTTTCTGAGACTGC 

TCTTCGGGTATAGAATGAGCTTCCGTGTGGAGTGCGTTTGAACTTTGACCTTAGCTGTGTGC 

GAGGTGCAGGCGCTGGGGGAGCTTCAGGCTGTGGTGTGCGAGTGACCGCAGGGGAGCGT 

GGGGTGGCTGCCCGCTGCCGAGTCAGCCGTTGAGCCCTTAGGTCGCAGTGCGTCCGTGGA 

TTTTAGTAATGTTCTCATCACTTTGTGACACACTCTGCTTCAGCATCACAGATTTTACAAATGG 

TTCAAATTCAATGAAAAAGATTCGCCAGAGGCTGAAAACATCAAGACCTCAAAAATATGAATG 

CAAAAATATTCAGGGGAATGAACTAATTTTGTAGATACCTACATACAAAGTTTCTAGAACATCT 

ATAAAACCACAAAGTCATAAGAATTTGTTTTCCATTACATTAGTTTATATAAAATGAATAAATAG 

TATTTATAGATTTAATGTGTCTTATGTACATATACATGTGCTCTGTTTTAGCTTAAATAAAAATG 

CTACAAAGTCGGAGCGGACGCgTgg 

>1185 

caAAATGTAAMTAGCCTTTAGGACTGAattagaGtGMGTTTTTTTGGTTCCAAAGccGT 
AGACAAAAAGTCTGCCTCATAAAGTTGGTCTCCAAAGATAAATTCCAAAGAAATTTATCCATC 
TTTAGACACGACACCAGCACATTTTTCTACTGATACGGTTTTACATAGTTAAGGACTAAATAA 
AMTTGATTATTCAGAATGATTATGTTTATAATTTGTTCTMGAAACTACACTAAAAAGATTTTT 
TAAAAAAGCTTCTATATTCTTTAAAATTTTCTTTGTGACCCCCACAACTTTTCAGAGAATATTG 
TTTACAGCACTGCCTATCACTGTTTCCATACTAAAATAATTATTTTCTCTTTATGCTATAATGAA 
AGTTAMTTATGCTTMTCAAAATGACTATGGCTATGGGGTGGCACTCATTTAAAATTTTTCAG 
CAATGAAACTTAAATTTATTACCTTTCTTCTAATGAATATAGAATAAAAGTATTGATACCTTTAA 
GCATACTAACACAAGAAACTAAAAGCAAAAATTACATATTTAATCTTCAGCTTTTAATAGATTA 
TATATATTAATATTCCAGGTTTTAAGGAATTAAGTTACATTAACAATAAAAAATATTCCATATAT 
TCCCTTATAAAAGGTTCTATTAATTCTAAGAGTTCTCAAATGGGCTTCAATAAGAATGATGGG 
TTTAAAGATGAAGGACATGACACGCTCAAAATTAAGAAAAATGCTGTATTTGAACTTGCAAGG 
ATAATTGMCACTTTGGTTATAACATACTTAAAAGATTTCTGTTAAAATTTMTTTCCTTGTTTT 
CAAATTAAAAGGTAGAACAGTCTCCTGAAGGTAATGTAGGTGGGTCCCTTGCTTTTCACTTAC 
TATAAACTGTGCTAACCAATACATGGAGGTGAAGGGGGATATAAAACACAAATTATTTCATCA 
CTGAAATAATTAGCTGCTAACATGACTTCTAAAGAACAGGTATAATATAAAACTAAGAACTTAT 
TTCAAAATATGAATAAAGGCACTAATTACAAATGTACATTTTTTAGACAGTATCTTACAGTTCA 
CTGATTTACAATGAATGTCAGAACCAATGCTCTAGTATTAGATACTTGCTTGGGTTAAAACAT 
TCTCTTGGAGTAAAGAATAATCAGTTTTCACGTTACTGTGACAGGAAAGATTGAGTGAAAACC 
TAAAAAATACTCTTAAAAAGTCTTACATGAATTTCCTAATCATGAACTTTTCCCAATCAGCACC 
GTCTACACTGATGCCAATTTCATCTTCAACACATGGCTAACATAAATCATTTCTAATCCAAAAC 
T AACC AAATATTTTTT AAAG G ATTT ACAAAAT AAATTGT ATTTT AAAAATTAAATAG C AAATTTG 
AGTCTATACTAGTAGTTGGCAAAATACAATCAACTATTAAAAACACTTTTAATATAATGCTGAT 
GTGGTAATATAAAAAATAACCATATAATTTGAGAGAAGAAAATTGAGCCAGCCAATCTTACTA 
GATACAAGAAGGCAGATAGTCATTTCATAAGAACAAATACAGGAGTACTAAGTATGCTTTTTC 
TCAGGACAGACTTAGGGAAACTACCCTCAGTACTTACGGTAAACAACACAACCAAGCAGAAA 
TTCAGGCAAACTGTGCTTAGGTAAATGGCATTTTCTTAATTCCCCCACATCCCACACACACCA 
CAMCCATCCATATCGATTTATGTCTGCTTITCGCTCATGTTCTTGAtTATGGGTTATATTAAA 
AACTAAGTTAAACTACACTTATCCTCTACTTGATACAGAATCACTAAGAAAACGGCTTAAAAC 
AMGTTAAACAACTACTTTCCAAAGCCCAGAAAGCTTTCCTTTGGCCACTGTTCAGTTCAAGG 
GTGTGCTCCAACTAAAGATAAATCAGAAAAATGTTACCACATTCGACTAAATTAACTTGACTA 
AATATAATAAACCAAGCACACCTGAAAAAAGAGCAAAATTTAAATCAACTTACAAAAATATTAA 
MTTAAMTACCAATTTTGMCACATATTrrGATATTATGAACTTTGTATCTTTTTTATCAAMTT 
AAAAAGTACTGCAAAMTGMGTATTATTCTCTAAGTATTCATTTTATCCCTTTCATTTCAGCA 
AMTCACACATTTGAATAAACAGGATCGAAATACGACACTTGTCTTTCCTCTTAATTTAAGGAA 
TATATTGTTTAGATTATTGTTCATATTAGACAACTGCCTCAAAAATGTTTTAATGCGATCCAAT 
AAATAAACTTTTGATAGATTATGAC 1 1 1 1 1 1 1 AATTTTAAGTTGTTAAG AATATTAACTTTG AGT 
CTCCTATTMTATTCTAAAAGCTAGGATTCMTTCAGCAGTTTCCTATAACATTTTAGAACCCA 
AGGCATAACTACAAAGATGGCAATTGTTTCAAGTCTATTACATAATACCGTCAAATAAATTCAA 
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GGAAAGCCATGTAGTTTTTTAAGTAACATACTGCTGGTAGTAAAAATGCTATGACAGACACGA 

CTTCAAATTTTAAGAAACAAAATGGACTGTTCATACTTCGGCTTCAGCTACTGCCCAAAGCAG 

CTGTGATATATCTTGCAMGAAAAGAGCTAAMTTTCTGTTGATAATAAAGTTGTTTGTAAACT 

GATGCTAAAATATATTCCAATTGTCTTATTTTTAGTGCTGGTATGATTTACTAACTTCTGATAG 

TTTTATATGCATTGAATAATGTGATATTCTTAAAATAACAGATTTATTCAAGAATATTTAACATC 

MAGTTGGGCTTTCAAATAAATATTTTACCTTGGTTAGTTTTTGAACAAATGTTGCAGGCAGA 

AGAGTGGACTTGATTCCTTTAGATAAATAAACAGCCTACTTAATTTCCATGCAAATAACAACTT 

AAACATTATTCCATGACTCAACAGTAATGTGGGGGAAAGTTAAAAGGCAAGTACTCATGATGT 

GGMTCTTCCTTACATATATCCTCTAGGCAGATTTCTTTCTTTACAGTAAGTTCTGTCCGAAA 

GATGAATGGTTTATAGAGGGAACAAATATATTTAGTGCTGGAGAAGTCTGCAGGCAGTACCT 

GATGGTTTCCAAGACTACTCTATCAAACCAGTAATTCTCTGGTTGGGAGGGAGTGCTGGTCA 

AGAATTGAAAGCAATTGGTCATTAAGGTTATAAGAATATTTCAGAAGACATCACGCATATGAC 

AAACATTTCTTACAAGGCAGTCACTGATTAATTAGAATAAACAGAAGAATTGTTGCTGAAAAC 

ATAGTTATACATTACATTCATCCAACTGAAGATTAGTGTGTTAAAAAAAAAAAGTTAAGAAAAA 

ATCTTTTATGTTCCAGTTCAGCTGCACTTGATTCAAGTGTTGCTCTCAGAGGTTTGTGTTGTT 

ATAAATTAAACATGCTGCTGCCTTAGCAGCCAAAGGTACTAGGAAAAAATGTTCATGTCACAG 

AATAAATAGAGCAGTCTCTTTCAAGCAAAAAAGTTATCTCACACCAATCCGGGAGGTCATCCA 

CTCTAGACCTTGGCATAACCCTTCTCCTGTGAGAGCACAGCAGGATTGAATGTGCCATGGAT 

GATCCTTAATTGAACTAAGGGTGAGGTATTTCGAGATTTCAGCTGCTGTCATACACCCTTTCA 

TATCCTGTTTATTTGCAAAGATAAGGACTGCAGCCTTCGGTAAATCCTCATGAGCCAACATTC 

TGTATAATTCTTCTTTTGTAATAGCTAGTCGTTCCCTGTCAATGCTATCAACAACAAGAATGAT 

GAACTCTGTATTTGAGTAATATGTGTTCCAGGATGATCGCAGAGACTCCTGACCACCAATAT 

CCCACATAAGAAAATGAGTGTTCTTCACAACTATTTCTTCAACATTGCTTCCTATGGTTGGAG 

AAGTATGAACCACTTCATTCATTAAGAATTGGTAAAGAATGGTGGTTTTCCCTGCATTATCCA 

GTCCCACTATAATTACTTTGTGTTCTTGGTTACAGAAGAGGCTCCACAGTTTGGCGAAGATCA 

GCCCCATCACGAGCACCGGGGCGGGCCGCGGGGTCCCTCGGCAGCAGGTGCCGCTGCGC 

CGGGTCCCCCACCGCGGCGCGGGCTGCGCGGAGCCGAGGAGAACCCGCCTGAGATCGCG 

CAGCGAGGGCACTGCTAGGCCGAGAAGCCTCGACCCGACCACTCAGAAGGCGCCGCGAC 

GAATCCCCACCGGACAGCCCTTTGTTTCGAGCCCACTGAGCCCAACGCCGACCCGTAGTCC 

CCTCGGTCTGTACCCACCTACCCGGACGC 

>1186 

NNGAGTCGACCCACGCGTCCGCTTGTCTATTTCAAGTTTGAGTAGGCTGAGGAAGA 
GGCGGAAGGAGGGTTGGTCTTGCTGTCTTACAGGTGGCAGAGGTGAAAGAGGTGAAAGTC 
CACAGGTACACGGACTCATGTAGTTCAAATCTGTGTTGTTCAAGGGCCAACTGTATTTCTCTT 
GTAGTTGGCTTGCCTTTTCATGTTTTTAGTTTTGATTAATGCATGGAT^ 
CTAACAAGAAAGGAATGTAAGTTTACTCTAGCATATGATAAACAGGCAGTCTGAGATTTTACA 
GAGCTTATTTTCTGAGGAGTTCATTGTATTACATCATTTCATTTGCCTTTTTGTCTTTACATAG 
TAGATAGGGATATGTACCTCCCTTCGCCATCATGTAACTGAAATAACTGAGGAATTGTTATTG 
TGCTACAAAACTGAGAACAGATGAAGATTCTGTAATGMTACTTAGATCATCTATTTTTTGTTG 
ACATTTTGCCTAGATGATGTGAAATTATAACTATTGATTCTGTTGAAAGAGANNNNNNNNNNN 
NNNN 
>1187 
>1188 
>1189 

NNAACATTTATTCAGACCTTGCTATGTTCCAGGCATGGTTTTAAGCACTTAAACAGTC 
ATTAATTTATTGTTTTTAA 1 1 1 1 I I 1 I ACATGGTCACAGTAAGAAATACANTNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCCAACTGGAATAGGTGTTCACC 
ATTGCTGTGTATGATAGATTCTGATAGTTCGTTGTCTATTGTAGGAATTAACAAACTTTTCCTA 
TAAAGGGATAATAAATATTTTAGGATTTCAGCTAGGTCCTGTGGTGACTACTCAACTATGCCA 
TTGTACCATGAAAACAGCCATAAATAAACATTAAGTGATCAAATGGGCACTGCTAGGTTCCAA 
CAAAACTTTATTTACAAAAACAGACAACGGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCA 
GCACTTTGGGAGGCTGAGGCGGGCGGATCATGAGGTCAGGAGATCAAGA 
>1190 

GCGTCCGAAAAAAAAAAGTCCTAAAAATGGAAAGCCTTCGAATGGTTTATAAACAAG 
GCAGTGCCTTGATCTGATTTGTGTTATAAAAATTTCAGTCTGGCTGCAATGTGGATAATAGTT 
TGGAATGGGGAAGAGAAGATGTTGGGAAGCTAACTGTCCTAGCAAGAATGATAGAATAGCTT 
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ACAGTAGGGTAGTGGCAGTAGTGGAGGAGATGGAATAATGGAGATTCAGGGGCTTGAATTT 

GTTAACCATTTAGTTCAACAATATTTATTGATTGGCTTCTCTGTTGTGAGCATATCTCGGAGA 

GGAAGAAAAACAAGCCAGGATAATCCCCAGGTTTCTGGTGTATAAATGTTGGTACTACTCTG 

CGATGGAATGGAAAAAGACTTGAGGCCCTGAGAACTGAACCATGATTAGGAGCCTTGGAAC 

AGTAGCAGTTGTCATCTGTGTAAATAAGGTTATTGATTTCTAAAAGGTCTATGTTTAATCAGAT 

GGATTAGTCATTCTGTCTTTCACACCTGTGGTGACTAATTCAAAGGAAAAGCCCTATCATTTT 

GCCAGCTGGTGTTTAAGAGTTGCTTTGTTTTCTGTGAAACCAGGTGTACTGCATTAGAAAAGT 

TTATTCAACTTTTMTCATTAAGCATTGTGATAAATTGTAAACTTAGAAATTGTTTGGTTTACTG 

TATTAAAAATGTTGGATTCCTGTAATTCCAGCATTTTGGGAGGCTGAGGTGGGAGGATTGCT 

TGAGTTCAAGAGTTCAAGACCAGTCTGGGCAACATGGTAGGACCCCATCTCTACAAAAAGGA 

AAAAACAATTTGGCCTGGGAGTGCACGCTTGTGGTCCCAGCTACCCAGGAAGTTAAGGTGG 

GAGGTTTACTTGAGCCCAGAAGGTTGAGGCTGTGATGAGCCATGATCGTTTCATTGCACTCT 

AGCCTGGG CAAC AG AGTG AG ACCCTGTCNN N N NN 

>1191 

>1192 

>1193 

ACI I I I I II I I I I I I I I I I I I I II II I 1 1 I I I I I I I CATTCAAGAAAGATAATTTTACACTT 
ATTCTTTGAAAGAAAAATTCTATGGAATTTTCTTCTTCTAATTAAATTCCAAAATACATTCTCTC 
AACCCTATGCCCTCATACTAGTAACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAG 
CAAAAGGGGAAATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTTT 
CCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAANN 
>1194 
>1195 
>1196 
>1197 
>1198 
>1199 

aatattaGATGAAGTTtctoAaAcattccttgaGaCATggcaggacAGcgcca GGGA TccTccttcAgGAA 
GAMCTAGATTTTACATTGGTACTAATTCAATCAAAATATTTAAAACATTTTTAATATGGAAACT 
GAGGCTTTTTCACTCTAAGAATCTGCCTCCAAATTCAAGCTG AAGAT TTGGATACACTGTGAT 
TCTGAATAAACAGTCAAGAAACACAACATCAAACAATAAAAGCTTTTAGCCAAATGTACAGTA 
TCCAGTAAAAAAAGGCATATTGAGCTTTAACTGCATCAATCATTTGCTGTTCTCTACATTTGCT 
CTGCATTATMCAAGATGAAAAATAMTACTTGGTTAATCTGCTTATTTCATGCAAATTTGTCA 
TGTAMGGACCTCTCTTATTTGTTCTCTATTTAATATGTTATCAATCAACAT ATAAT CAAATAG 
GTAGGTGACCGTTATACCTTGCCTTCAGCTGAATTTAGAATTC TCTC TATATTTTTAAGATGTC 
TTAAGCATACTCAGAAATGAAGGACTCMGAAAATGTTCAGTCTTTTATTT AAAAAC TATAAAC 
AGTCACCAAAGTAAATAAAGCCATTCTATMCATAMCTGTTAGG TCTATA TTTTTTACTGCAC 
ATCCTAAGGACACAGCAGAAATGGTGGTtGGGAGGCCTTCCACATTTTTGGATGCTAATAGA 
ACAGGCAATAGGCAGTTATAAATGGATACATTTCACGCTGGGGGAAAAAAGACAATTTAAGG 
AAGTGAGCAGTTTCTGAGCAGGAATGTGGTACAGTATTAAGAATGGAAGAATAATACAATAA 
AATTCCACACTATATTAAGATAGAAAAAGTAGTGAAGAAAATATCATACCTGCACATAATGCA 
TATATMCACAGGAGAAAACCTGTATAAAATTCCATGTATTTAAACCAATTTACAAATACAAAA 
AATTCTGTCCAAGCTCTGAGcctggTACACGACAAACGTTTACAGTGGATACATGTTAAGGAAA 
ACCaaaaaataccttcaaatagtttttcttctaaaaaatgacatgagatatattattccatactctttcagccagcaaaatgagttctacaag 
gtgtataata 
>1200 
>1201 
>1202 
>1203 
>1204 
>1205 

NNNNNCTGGCCTGTCTCGTTCTTATTGTATTGGCGAGTCTGGGCATTTATGGAACGC 
ATCTGTGGGGGTGGTCATATGCCAGTGAGCTATGATCATACCACTGCACTCGAGCCCGGGT 
GACAGAGCAAGACCCCATCTCTTAAAAAGAAAAAAAAAGAGATCCCATTTCATATTCATCAGA 
TTGGTAAAAATAAAAAAAAATCTGACAAAGCCAAGTCTTGATGAGATATGGAGTACCAGAAGC 
TAATCCCCACCGGGGTTGGT7TAAATAGGGACTAACTACTTTGGAGGACATGGAAGATACCT 
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CAAGTTTAAATGCTTATAACCCAAGGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCT 

TGCACAGTGCCCAAGAAGGTATTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAAT 

ACTGGAAGCACTGTAACTGTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATA 

TAACAGTATAGCATACGGCAGAGAAATGAGTGAACTAGAGCTACATGAATAAATCTCAAAAC 

GAATGTTAAGACAAACAAGGCCGGTTGCGGTGGCTCACTCCTGTAATCCCAGTACTTTGGGA 

GGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTTGTGACCAGCCTGGCCAATGTGGTGA 

AACCCTGTCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTTCATCNNNNNNNN 

>1206 

>1207 . . 

NNNNCCATTGCTATTATCTAAAATAAAAMACCTAGATTTATGGTCTTTTTTTGAAAAT 
CAGAAGGATCTAACAACACTAGACTCACATTCCTACACATATCAACTAGACAACTAGACAAAG 
TGATTACCTTACAATAGGCAAACACTTTCTAGTTTTCTACTTCCCACAGTTTTCCCTAACACCG 
TGAGTGAATATTAGTTGCCATTTATTACCACACGTACAGTGTTG I I I I I I GACAGTAGGGACA 
CAGTTCCATGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAAAGATCAAGATTATTGTGTC 
TAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGCTTACATTGTCTGTCTGATTC 
TTCCAAGCATTAATTAGAATTTGCAACTCCTAGCTGGGCACAGTGGCTCATGCCTGTAATTCC 
AGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTGAGGTCAGGAGTTCAAGACAAGCCTGG 
CCAACATGGCAAAACCGCATCTCTACTAAAGGTACAATAACCAGCCTAGCATGGTGTTGTGC 
GCCGGTGGTCCCAGCTACTCAGGAGACTAAGGCAGAGAATCGTTTGAATCCAGGAGGCAG 
GGGTTGCAGTGAGCAGAGATCGTGCCATTGCACTCCAGCCTGGGCAACAGAGCAAGACTCT 
GTCTCAAAAAAAAAAAAAAGTCGACGCGGCCGCGAATTTAGTAGTAGTAGGCGGCCGCTCT 
AGAGGATCCAAGCTTACGTACGCGTGCATGCGACGTCATAGCTCTTCTATAGTGTCACCTAA 
ANNNNN 
>1208 

ACGCGGGGATAGTTGAAATGGAGGGCGGGGAAGTCAGGCAGTGGTTTCTGAAAGC 
CAAGAACTTAGTAGCACTGTGCCATTCTCTTGCCTGATCCAGTGCCATTCCCTTCACTTGATA 
TCTGTTTACTTTAGAGGAGGCAGTTTTTGAGAAAGGATCATAAATATCCTGGCCCAGTGCCC 
CAGGAGCTATGACAAGCAAAGGAACATACTTGCCTGGAGATAGCCTTTGCGATATTTAAATG 
TCCGTGGATACAGAAATCTCTGCAGGCAAGTTGCTCCAGAGCATATTGCAGGACAAGCCTGT 
AACGAATAGTTAAATTCACGGCATCTGGATTCCTAATCCTTTTCCGAAATGGCAGGTGTGAGT 
GCCTGTATAAMTATTCTATGTTTACCTTCAACTTCTTGTTCTGGCTATGTGGTATCTTGATCC 
TAGCATTAGCAATATGGGTACGAGTAAGCAATGACTCTCAAGCAATTTTTGGTTCTGAAGATG 
TAGGCTCTAGCTCCTACGTTGCTGTGGACATATTGATTGCTGTAGGTGCCATCATCATGATT 
CTGGGCTTCCTGGGATGCTGCGGTGCTATAAACGACAGTCGCTGAATGCTTCATGTACGTAA 
TATCCTAGGCTCGCTTCTGCTCCTGCTCCTGCAGGTGCGAGACAGGTATCCTAGGACCTGA 
AAACAAATCTAAGTCTGATCGCATTGTGAATGAAACTCTCTATGAAACGACAACGCfCTGAAG 
CGCCACAGGGGACAGTGACAACCAATTCCAGGAACGCCATACACTGAGTCACCAAGGACAC 
AGGTACAACATGCGGCGGAAAACGCGACAACTGGCGCTGGCTGACTCCGGCGGCACACCA 
ACTCCAACAACCCACTATCCTCGAACATCACTGAGCCAGACCAACCACTACAGCAGGAAAAA 
CAATGCACAACGCCCAATACAAGGCAAAAACACAGCAACACCACAGAGACACTGCAAGCAC 
CCATCCCAAATACAGAAAAACTACCTACGCCACACCACCGCCAAGCCAAAGCACGACAACG 
GCCAACACCCACAGACAGCAACCGGCGACAAACACTGGAGAACAAAGAGCACACGCAACAA 
GAAAAAACGCGCCCAGAAAATGGCCCAGAACAGCGAACCCACGAAACAGAACAAAGACACA 
NNNN 
>1209 . 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTTGGGGC 
TAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGAACTTGAGCAAGCCATTC 
ACCTTTCTTMGCCATTTTCTTGATATTTCACAGAGCCTCACCAAGTATTCAACGAGAACATG 
TAAGTGAAATGCTTCACAAAATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGA 
AAAGAGCAGTCTCTGCCCTTTAATGTACCTCGGCCGCGACCACGCTAAGG 
>1210 
>1211 

AGCCTGGCTGCCTTGCTCTCCTTACtGGGTCTGTCtCTGCCACCTGGTCTGCCACA 
GATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGCTGTGCTGGTCACTAGGTTCCACAA 
GTACTCCtGCCMGAGGGCGACAAGTTCAAGCtGAGTAAGGGGGAAATGAAGGAACTTCTG 
CACAAGGAGCTGCCCAGCTTTGTGGGGCATTCCAGAGAACCATGTGCTGTGAGGGCCTTCC 
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GAGTCCATCTGTTTAATCCTGTCATTGGAGACTTGAGAAACCAGAGCCCAGAAGGGAAAAGT 

GATTGTCCCAAGATCACACAGCACTGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGAT 

GGGCAGCCTGGATGAGAACAGTGACCAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTG 

GCACTCATCACTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAGACCGACCCTGAAGCA 

GAACTCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTGATGCCTTTGAGTTTTG 

TATTCMTAAACTTTTTTTGTCTGTTAAAAAAAAAAAAATAAAAATAAATGGGCGGCCGCCGG 

GCCCCCTTTAATTTTTTAAAAAAAAAACCCCCCCCCCCCCCCCCCGGGCCGGAAAAAAAAAA 

AAAAAGCCCAGGGGGGGGGAAAAC I I I I I I I I GGCCCCTTTAAGGGGGACAAAAAAAAAAAA 

TCCCCCCCAAATTTTCAAAAMMAGCTTTTTTTCCCCGGCTTTTAAGGGGGGGGGGGCCCA 

ACCCCAAAAGGGGTTTTTAAAGGGGGGGGCCCCCCGGGCCCCCCCCCAAAAATAAAI I I I I 

TTCCCTTTTCCAAAAAAAAAAACCCCGGCCCCNNNNNNNNNNNNNNNNNNNNNNN 

>1212 

>1213 

>1214 

NNNACAGATGAAATTGGCGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGG 
TCACCACATGCCATGCGGGGTCACAGGAGAGTTGCATTTGGGAATAGAGTGAACCAGTAGG 
GGCTGTGGAAGGCAGGCTTTGCAGTAACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAGAT 
GTG ACAG GCTTGTTTG AATAATTTTCC AG G CTG G AGG GTTGTCAGCC ACGTTG AG ACCC AAG 
GAGGGTACCTCGGCCGCGANNN 
>1215 

NNAATNCACCGNGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 
CTGTAGTGCTATTCCCTAATGAGCAACTAAGAGAAGACACAACAATAAACCATGGAAGTGTT 
GGGAGGCCATGGAMTGATTTAGAGGTATAAAATATTCCCMGTTTTTATTATAAATTTTTATT 
CATAGGTTAAAACATATAAGCATAAGTGATTGTACAGGTGTGACTCCCTTTTCTAGGAGAGAA 
MTAGCTTTATTTGAAAACTCCAAAAGCTACTTAATCTTACCAGAGGTTTTTAATAGGGGAACT 
GGGTTTACTTACAATGAAAGCATATTTTCATTCTGCTATAGAAAAACATATCCCTGCTCATTCA 
GTAAATCTAAGATTGGAATGCTTTCTAGAACTATGCAATATTTGAATAATTTCTAGAAATGTCT 
AAGAAACAACCTTTTTTATTTTAAATCATCACTTACAAACGTAGTCTGAGACTGCAAACTAGTT 
TTCACTTGACTAATCCATCATTATAGATTAGTTACCATTTGCTCTATATAATCTATTGAAGAAA 
CTATTGTTATTCATATTTTGATTAATTTTACTAGCAACAAAI I I I I ATTTTAGTAGCATTGC ATTT 
ACCTTAAATATGTAAAAATGAAGTTGTAACAGGATCAAATATGGAAATGGCAATGGTAACTCT 
GCCTAGAACATAGTTGMTGTCCTTGGTTGTCGGTAAGATGCAAAGATCTATACAAATTTTAT 
CATAGGTCAAAATTATTTCTAAATATACAAACAGTTTCAACTATTTCTTCCTCCCTAAAACTAA 
MCCAAACCAMCCCAAATGAAGAAACCTAAACTTCTTTTCATCTAATAGTTATACCCAACTA 
GATAATAGTAGCTTCTAGACATCAATAAAAAGATTTCATTTTAACTGTCI I 1 1 1 AATTTGTAAAA 
TATATGAGTATGGMTTTTGTATCTAACTTGAAATTTCAGATGTTTTAATAATCCAAATACGTT 
CTTCTTTAGCATGTCAMGTACTAATAGTTAAAAAATTTCTTTAGATCTAAGCATATACATTACT 
TGACTTTTTCAAAAGTATCAAAAAATTGATAGCTGCAGAAATGCCATTATTTGATTTTCTAAAA 
AACATTGATTCATTCTTAAATGTGTATTCTTTAAAAAATAGTAAATACCTCAAGAGTGACAGAA 
MCTTTCCTTTTCTGTTCTGTAATGCTAATTTAAACTTTGAGTCTTAGTTTACATGGTCATAGG 
GGTTAAATAAAATGTATMCTGTACAATTAATTGTGTTCTTGTGACCTGATGATTTTTTGAAAA 
TTTGCTTTTCTCTTTAAGAAATTTAAGTTTTCAAGGGCCGTATTAGTTATCTAAATATTTTGGG 
CTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCATGATGACAATTTTGTTACTTA 
CACTGCCTATTCTTTATTTC 1 1 I I I I AGTTCAAAGGTGAAATTTTGACCTTTGTATTAACAAAG 
CCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGCATTTTATGGTGGTGTG 
ATTTTGCCTCAGCAATAATAAAACATAAAATATGTTGTTGCATCAAGTTCAGTTTGTCTGCTGA 
GATTATTTTTAAGAACCAGGTTGAAGCCTCTATGCCTAAAAAAGCGTTTATTGTCTGGATACA 
TATAAAGCAAGATATATGGCTACAAATAAGTCTTGCAACCAAAATTGGTATATTAAAATTTACT 
GCACACTTTGAGATTGCTGCCA 1 1 1 1 I IGGTGCI I 1 1 1 GGACCTCGTCATAAAGGG ATGTATC 
GTATATTAGGGAAAATTACTGAAGTTACACATTCTACATTAACTGCGCTGTATTATCTACAGGT 
ACMTCAATGGACCAATAGTTCCTAAATTAGTAATAAGGCTTACCTTACAAAAGTAATGAAATA 
ACACTGATATTTCTCTTTCAAAGGCTAAGAGCAATTCTTGGTCCTGAGCTATTCAGTTCATAC 
MTMCTACTGTACATGCTACAACATCTGAATATTAATGGTTTTGCtGCAGATTCTGGGTAtG 
AGGATTAGiCTTGAMGCAATACAtTTGCTAACATGAATCATGACTCACATTATCCCCGTGTGC 
TTTACTACCTGTATATGAATGCAAATGTrGTTACAGAAAATATGGtTGAMTGfCAATACAGTG 
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TGCAATTAGCGTTGCATTGTCATGCTCCAGCATGTGATATCTGTATGGTGAAGTTATTTCAAT 

TACTCTGATACATTACTATAATAAAAAAGTTTAACCNNNNNNNNNNNNNN 

>1216 

>1217 

N AATTT ATT AAAAATTT AAAA A AA ATG AAAA AA AG CTG C ATG CTTG GTTTTTGTTTTT A 
G1TATTCTACATTGTTGCCATTATTACCAAATATTGGGGAAAATACAACTTACAGACCAATCTC 
AGGAGTTAAATGTTACTACGAAGGCAAATGAACTATGCGTAATGAACCTGGTAGGCATTATTT 
ATTGAATTATCAGCATTCCAGATGTCCAGCACATTTTTAATAGGAAAGTATTGGGAACAGATG 
TCATTATTTTCAGCCTAGGTTTTAGMCATTTTAGTATGTCATGAATTATCTTCAAAAGGATCA 
TAMTCTTTTTTAAAGGTCCATTTTATTTAAAATATATAAAAATAATCACTGCACTGCAACCTG 
GGTGACAGAGAGTCTGNN 
>1218 

NNACAATGTTAAATATCTGACTTTTCTATGATTTGGCTTTTCTGCCTTGAGTAACTATT 
TAAATATCTGCGTGATCTTCTTTTATTTGGGCTACTTCTAGAACAAAACAGAGGTATTTACAAC 
AAACCACTTCCCACAGGGCCTTTGAACCGTTTACCTAAGTCAAGTGTAATGAAAAACATAACC 
AAATGCACCATGGGGTTTATTGTTAGATAATAAAAGGCTTAAAAAGCCCCTAGACCCTAAAGA 
TGCCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 
>1219 

ACCI I I I I I I I I I I I I I I I I I I I I CGTCAAAGTCACTATTTGGGCCCTAACATAATCCCT 
GCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCTCTACAAGCCAGCTAT 
TATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATATCTATCAAAATTAACTTTAAGAGAAAT 
ACTCTCTTTCCTTAAMGCCCTTATTTTTTAAGACACTAGAAAATAAGTTACTATAAAAAGTGG 
TGGTCTGGGGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACAI I I I 1 1 AGTTTTCTG 
>1220 

ACAGAATTATCMCTGATTTGGTCAGTTGCTTCCAATGCTGGTTGATTTCCCTCATTG 
TGTAAACATTGACAGGTATGTGACAAATGGGAAAAAAAATCCAAATAATAAAGTGACATATTG 
GTGTTCATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCI I I I 1 1 1 I I INI I I I I I I I I IGTT 
ACTTAATAAAAAAACTGAGTTTTATTTCACATGTATTTTGTTGGNTCCCCACCTTTTCCATGTT 
TGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAAAANN 
>1221 
>1222 
>1223 

ACACTGAACAATTTGTTAAGATAGATCTCACCTTGTGTTCTTACTGAAAAAAAAAAAG 
AAAGAAAATAGAACAGAAMGCAATTGGATTTTAATTCTGGAAACTCCTTTCTCTTCCTTACAT 
CCAGGAAATTTGCTGTTrATmGAAMGCAAATTTAAACCTATTTAAGGGAGAGAGAGCTCT 
TGTAAAAATTCATTT ATT AGTTCTGGACCAATGTTATTTATMGCT ATT ATTTCAAATGAT AAAA 
MTAAATGCATMTACATTTGATGATAGAACATTmCTTTTTAAATAAGGCCTG AI I I I I CAAA 
AAGCATTGAATATGTTTGTTTCTAATTTCCAAAGCTTGACAGTTTCTTATGTTTCATTAAAAGC 
AGAAGAATTGTTATGTATGCATGTTCATATCACTTTTGAATGACTCATGTGGCTACAAATGCA 
GCMTCTGTGGTTATCATGGACCATGAACTAGATAAACATTCCTGCTTTTCTTAACATTCCTTT 
CCTGTGCCTCATTAACTAATGTACATAATAAAACATCTTTATTTCATANNNNNNNNNNNNNNN 
>1224 
>1225 

CCACGCGTCCGGCTGTTATCACAGTCTTTTGGAAGTAATTCCTTAGTTAGGTAATGC 
ATGATTCTTGCAMTTAAATTTTATITGGAAAGTTCAGTAACAGCCTTATGGCTTCCATGCTAT 
MTCAAAGGGATGTATTrGATTCAGTTMGATAGMTCTGTGTTTCTATTTCTTTTATTTCATCT 
TATTAGAAAAGTAATGCTCTGTATAGAAACTAGAAGAAAATTAAAATCATCTAGTCCCCACCT 
ACCAGACAACCAGCTTTGATGTACATCATTTGATGTATGTTTTTGI 1 1 1 1 1 1 A ACATAAAAGG A 
TTATATCCTTTTCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATTTTCACATATGTTGC 
-ATGGGTTrCTATAACATTTGAMTGACTGCCAAATATTTCACTGTATGATCATCATTTAATATT. 
ATTATCAATmGTATATTTMGTTAGMCTTTTCCATTACCATAMCATCATTATGMTGAGCT 
TTCTTGMCTGTATTTTMTATACTTCCTTAGGATAMTC 

TTTCCAAAAACATTGCACTCCATCCCAATTGTTTTGG AATACCCTTTACCATATAN 
>122(5 

>1227 - - V ■• 

>1228 
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>1229 

NNATACCACCTTCCTAATAGTATTATGACTTCTTATTTAAAATAAATAACAATTGCCGG 
TTTTCTGTTMTCAG7TTTCTTAAAGCCAGTGTTTCACTATAGTGTATGCATCAGTGTGAATTG 
TGACTTAGGAAGGGACACCTCAACAGTTCACAAAGTACCAGAATTCAAGGAGGAATGCAGA 
GAGAAATAGMGGMGCTGCTCCATTTTTCATCATCTACGCATCTATTTGGAAAGCACTGGAA 
TTCAGATGCAAGAGAACAATGTTTCTTCAGTGGCAAATGTAGCCCTGCATCCTCCAGTGTTA 
CCTGGTGTAGA I I I I I 1 1 ICTGTG 
>1230 
>1231 

ACTCCATAATATAATCTTTTAAATGGGCAACTTCTAAATATTGATACAACCATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 
CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 
GCCTAGAAACCTATTTATTCATCTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCC 
TTTCC AG ATTTACAACNN N N N 
>1232 
>1233 

ACTCCATAATATAATCTTTTAAATGGGCAACTTCTAAATATTGATACAACCATTAATAA 
TAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCACTGAATTCAGTAACCTGGGTCATGGTCC 
AATTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGTTCCCTAAATTCCA 
CATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAATGTAGCTATTTAACGGTCAGTAACAAT 
GCCTAGAAACCTATTTATTCATCTGTAATATTAAAAAGCTGAATTTGATGATCTTGAAAAATCC 
TTTCCAGATTTACAACNNNNN 
>1234 
>1235 

NATGTAGAGAGGGAGTTTCACCATGTTNCCCAGGNTGGTCTCAAGCCTGGTTTCCT 
GGGCTCGAGCAGTCTNCTGCCTCAGCCACCCAAAGTACTGGGATTACAGGCATGAGCACCC 
AACCCATCCTACTCTGTGTATTTCAAAAATATTTTTTCTGCCCCTCTTTTTGGGAAATAATAAT 
TACTGCTTCTAACAGTTATGTAACAGAGTGTACATATCATGCCTTACAAATCTTTGCTGTTAAC 
TGTAG CATCCAAAG ATG ATAGGGTG AGTACTCTGTAAGTCTG G AAG AAC AG GTCACATTTAT 
TCAGACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATC 
GATTTTAAGTTGACAACAGATGTATCAGATGAGGAAAAA ATTGA GCATGTGTG GTGTG ATTAT 
ATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTAC TTTTT CAGAT 
GTATGGATATATAGACTATTATTTACTAATTGAGGCTCTGCGAAGTGTAGTGTATTTTACAAAC 
ATAATTAMTACTATCATTTAATATGCCTGATACTAACATATATTAATATATTTTAGCATGGTTT 
CAAAAATTTTAATTAGGAA I I I I I GCCTTTTATTATATCAGAAAGTATATTTT GCAG TCAGGCC 
TCCAATAAATCATTATGAATCTTGTAGTTGGTCCTGAACTTGGAGTGTTAAATTTTGAATTTGC 
CANNNN 
>1236 

NNNCGGATCTATGATAGAGTAGAATAAAACCTCTTTCGTCTACAAGCCACACTTATC 
CAAAATTCTGTTGACAACTCACACTTGCTATTATACCTGCTTCTATTCTCCTAGTTAGTCCCTG 
TGGGTTTATACCTTTTTATTCTTTCATTGTTATTTTMTGAGGTTTCTGTAGGAAGCAGAGTTA 
AATGCCTATGTTTACTCCATCATGGTTATCTGTAAGTCTGAGGTGAATTTCAAAAACTCACGA 
CATGATCAAACAAGAAGGGTACTCCTAAAGAAAAAGGAACAGTTAGAGAAAAAGTACAGGGG 
AATGAAAGAGCATGGTATAAATAAGTAACAGGAAGTATTTGCAGTAGAAGAACCTCAGTGAA 
GTGGCCTGAGCACTAGGGCAAAACAAGCCAGAGTGTGAATCCAGGCTCTGCTATTTAGTCG 
TCATATGACCCAGGATATGTTTCTTCTCTCTGAGGCATCTCACTGCTGGGCATGCACACTTC 
CACTCCCTCCCTGTTTTCACN 
>1237 

CCCCTCGCCCGTCACGCACCGGACGTTCGTGGGGAACCTGGCGCGCGTGCGGCG 
GCTGGGCACCGCCATTTTGGCCGGTGGCCGTGAGAACACGCTGTGTGGCTGAAAAGTGAA 
GGGAAGAGCTGATTTGGGCTGTGTGCTCCCCTCCGCAAGGGGATCGTTTTCTCCAGAAGAG 
CTGGATAnctrrCGCCCAGTTATGGCAGACAAGTTAACGAGAATTGCTATTGTCAACCATGA 
CAAATGTAAACCTAAGAAATGTCGACAGGAATGCAAAAAGAGTTGTCCTGTAGTTCGAATGG 
GAAAATTATGCATAGAGGTTACACCCCAGAGCAAAATAGCATGGATTTCCGAAACTCTTTGTA 
TTGGTTGTGGTATCTGTATTAAGAAATGCCCCTTTGGCGCCTTATCAATTGTCAATCTACCAA 
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GCAACTTGGAAAAAGAAACCACACATCGATATTGTGCCAATGCCTTCAAACTTCACAGGTTG 

CCTATCCCTCGTCCAGGTGAAGTTTTGGGATTAGTTGGAACTAATGGTATTGGAAAGTCAAC 

TGCTTTAAAAATTTTAGCAGGAAAACAAAAGCCAAACCTTGGAAAGTACGATGATCCTCCTGA 

CTGGCAGGAGATTTTGACTTATTTCCGTGGATCTGMTTACAAAATTACTTTACAAAGATTCTA 

GAAGATGACCTAAAAGCCATCATCAAACCTCAATATGTAGACCAGATTCCTAAGGCTGCAAA 

GGGGACAGTGGGATCTATTTTGGACCGAAAAGATGAAACAAAGACACAGGCAATTGTATGTC 

AGCAGCTTGATTTAACCCACCTAAAAGAACGAAATGTTGAAGATCTTTCAGGAGGAGAGTTG 

CAGAGATTTGCTTGTGCTGTCGTTTGCATACAGMAGCTGATATTTTCATGTTTGATGAGCCT 

TCTAGTTACCTAGATGTCAAGCAGCGTTTAAAGGCTGCTATTACTATACGATCTCTAATAAAT 

CCAGATAGATATATCATTGTGGTGGAACATGATCTAAGTGTATTAGACTA TCTCT CCGACTTC 

ATCTGCTGTTTATATGGTGTACCAAGCGCCTATGGAGTTGTCACTATGCCTTTTAGTGTAAGA 

GAAGGCATAAACATTTTTTTGGATGGCTATGTTCCAACAGAAAACTTGAGATTGAGAGATGCA 

TCACTTGTTTTTAAAGTGGCTGAGACAGCAAATGAAGAAGAAGTTAAAAAGATGTGTATGTAT 

AAATATCCAGGAATGAAGAAAAAAATGGGAGAATTTGAGCTAGCAATTGTAGCTGGAGAGTT 

TACAGATTCTGAAATTATGGTGATGCTGGGGGAAAATGGAACGGGTAAAACGACATTTATCA 

GAATGCTTGCTGGAAGACTTAAACCTGATGAAGGAGGAGAAGTACCAGTTCTAAATGTCAGT 

TATAAGCCACAGAAAATTAGTCCCAAATCAACTGGAAGTGTTCGCCAGTTACTACATGAAAAG 

ATAAGAGATGCTTATACTCACCCACAATTTGTGACCGATGTAATGAAGCCTCTGCAAATTGAA 

AACATCATTGATCAAGAGGTGCAGACATTATCTGGTGGTGAACTACAGCGAGTAGCTTTAGC 

CCTTTGCTTGGGCAAACCTGCTGATGTCTATTTAATTGATGAACCATCTGCATATTTGGATTC 

TGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTTTCATACTCCATGCAAAAAAGACAG 

CCTTTGTTGTGGAACATGACTTCATCATGGCCACCTATCTAGCGGATCGCGTCATCGTTTTT 

GATGGTGTTCCATCTAAGAACACAGTTGCAAACAGTCCTCAAACCCTTTTGGCTGGCATGAA 

TAAATTTTTGTCTCAGCTTGAAATTACATTCAGAAGAGATCCAAACAACTAT AGGCC ACGAAT 

AAACAAACTTAATTCAATTAAGGATGTAGAACAAAAGAAGAGTGGAAACTACTTTTTCTTGGA 

TGATTAGACTGACTCTGAGAATATTGATMGCCATTTATTAAAAGGAGTATTTACTAGAATTTT 

TTGTC ATATAAAACTTG AATCAG G ATTTTATG CCCC ACATACTCTGG AACTTG AAGTATAATAT 

ACTTAATATAACATAAAAAGCCAGTTGGGTTCTAAATTGTAGTTGAAACACAGAAAATGCCAC 

TTTTCTGTTCCTGMGAGGCTCTTTTGTGCATAATATTCTAAAATGAAGACATTTCAAGCTATA 

CAMTTACTTCCMGTTTTCATGATGTATGGGAAGATTTTCAGTAGGTGTATTATATTCACGGT 

ACCAAATGCTGACCAGTGTTGCTCCA 1 1 1 1 1 I AAATCTTGAAAAGGGTTTCTGTACTTACCTG 

GTTTGCCAAGTATGCCAGTGTAATGAAACTGCCCTTATTTTAAAAGCCAGTCAAAGATTCCAC 

TGATTGACATTTGATAAATAAACATCAGGATTATGTTTATTGTTTGTTTTCAGTCTTTGCACTAT 

ATTACCAGTATATGGTTTCCGAGGAAGATTATCTACTGCAAAACACCACTGTTGGAAAAATAG 

GT A I I I I I AAATTG I I I I IAATC I Ni l I GGTGCTTTTAAACATGTTTAGCAAAAACCAATTCAG 

TTCCATTCCCCGCAAAAAACCCCTAACTTTACTCTGAACTTTTTTTGTTTTTGCATTCCATGAG 

GTTCTGTATTCAGTCATTCTCTAGGTAATGTCATTTTTGTACACATATATTTATATAATCACTGA 

TTGAGATTTAGGAAAAAGCATTTCTAAAGAATATTTGCTTCCCTTAGAAC TACAGA CTCGAAA 

TCTTTAAAGATGGTGCCTAAGCATCTATGTA 1 1 1 1 1 1 1 1 AAGTTCCACAGATTTTTCTGTTGGG 

CAGCCAAGGATTATAAACCACTTCCCTAAAGGCAACATTAATGCAAAAGTCCCCAGATGGCA 

ATACAAAGTATCCCCTGGTACCACATATATTCATTTGTGAGTTTGGATAT AGAG CACATTATC 

TAAACCATTTTGTAGTTCCAAAAACCCATCTAMTTTCTTGAGTTCCTGAATTTTGAACAGGAT 

TACCTGGAGCCTGGAGCCACTTTAAGTTGTACTTCTGACTAAACTGGAATTATGAGTGAGGA 

AGAGTGTTTACTAAATAAATGACTGGGGCAAGGAAAATTGAGGAGGAAATTAGAAACTGTTT 

GACAAACTTTAAGAGCTACTTGAAATAACAGAAGTCTTGATTAATATGCAAATAATGGCTAGA 

MGTATGGTTTAACTGGACCCTATTATGCGTTTTAAAAATAATTTCAGTAACCCATAAATACAT 

GTTGTAAAAAATTCAAATATACAGAATGGAATAAAAAAATGATCTCCCTTTATTACCCTCCCAA 

AGGTTACCAGCGTTTGAATTTAATAATGTATATTCTTTCATGCI Nil I CTGTGGACTTACCTA 

AGTGTGAATATGTAAAGGGTTTGTTTTGTATACAAATGGGATTATACTAAAATAAGTAATGCCT 

ATTTTTMGGATAGGTTAAATTTGTGMTGATCATTTCAAATATATTGAATAAAATAAGCAAAA 

GCTATTGTTATTTACTGATCCTGGATTGTCTTAAAGAAAGTACTTGTGATATAAGAGCACAGT 

TGTACTTACTGCTAATGACAGAATATGTATTAAACGTATmCATGTAAATGAMTCTTTAAAAT 

ATGTATCTTAAAATTTTACATAGCAACAGAAAGGCCTACAATTGCTAACACAAGAAAAATACTT 

ATAAAATCAGTATAAAATCAATGCAGATGTTAGCAAAAGAATGAGACTACTTCATATGTCCTA 

ATTGGAAAAAGTCTCAAATACTTAAAAAMCAAAAAACTGGAACAGTTTATTATACfACCATtT 
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TTGTGAAAATATACAAAATATTGAAATAAAGGAATACTCACNNNNNNNNNNNNNNNNNNNNN 

NNNNNNN 

>1238 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCGAAACTGTCTACAC 
CCAGACTTTATTCTTCTACAACCAAAtTCCTCAAACACACAATCTGAACAGTAGCAGTGAAAG 
GGAGTTTAAGGTGGGGGTGAAGGAGAAAGGAGTAATATGGTTTTTTAGTAATATAGTAATTTA 
CATTTTCAAAAATCTTCAGTGTTTCACTATCTTAAATGAATATTTATTCTGGTGGGCCTCCCAT 
TTCTCTTCTCCTGTTAAAAAAATGACTGTTATTAACTCCAANN 
>1239 

NTCCCCGCGGTGGCGGCCGCGGGAACGCGGGGCCCATTTCCCATCTTTCTTTTCA 
GTCCTTGCGCACCGGGGAACAAGGTCGTGAAAAAAAAGGTCTGAGGTGCCGCCATTTCATC 
TGTCCTCATTCTCTGCGCCTTTCGCAGAGCTTCCAGCAGCGGTATGTTGGGCCAGAGCATC 
CGGAGGTTCACAACCTCTGTGGTCCGTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATT 
TGCCATTTTCAGTGGAAAACAAGTGGTCGTTACTAGCTAAGATGTGTTTGTACTTTGGATCTG 
CATTTGCTACACCCTTCCTTGTAGTAAGACACCAACTGCTTAAAACATAAGGATGTTTCAGTT 
CCTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGCCTCTGGAAGTGGATCAAACT 
AGAACTCATATGCCATACTAGATATGTTTGTCAATAAACTTAAAACATAAGGATGTTTCAGTTC 
CTCCATTTAACAGATATGAAGAGCATTTTAAGAGGTGCAGTCTATTGGCATTTCGCCCTGTAG 
TGAGTCGTATTAATGGACAGGATACTCTCTGTGAATTAGCTTATTGTGGCTCCCGGGCCACC 
CATCTTTTCTGGTCAACGGGGTGAAGTCTCTGCGCGGGTCCCCCATATGAGGGGCGTGGTA 
TTAATTCCCGATAAGCCCGGGTACAACCTGGTTTATGTATGCGGCAAAATACAAAAAACCTA 
CCTCTCTATTCTATCTCCCTACCATCACCCTTATTATAACATTCACAGCCAGACTAATCATATA 
ATATCTCTTCGACACCACAATATCCCAACTTGGATTCGTCACCCGATGGAGGCACAAGCCAG 
AACGCTAAGCGGGACATTCTTCCATTCTACACCCAGTAGGTCCTTCCTAAATGATGAGTGAT 
TAATCCAACACCAGGTCATAACATTATATACCTCAGCAGGAATTCAACCCTAGCAGATAATTA 
TAGTTCAGAGTTATGAAGACCGTATCGGACTGTATGACCTAGCGTTTACCACGGAATGGGGA 
TAAAGGGGAGTAGACAATACGAAAAGCCTCTGATCGATAGATTCGAAAAGTATACATGCACA 
GCGCAGTACACACACAN 
>1240 
>1241 
>1242 
>1243 
>1244 

ACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAATGATTTCTTCCAGCTTGGGGAC 
ATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGTAATCAGTATATTCTGGGAAAACATAG 
TAGAGAATGAATAAATAAATTCCATTGAATTTGGAATATGTTGTCCATTCTCCCTGTAACTAAT 
GCTATCAAGATAAAGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATA 
GGCTAGCTTGGAAACCTAATAGCTATTAATAATGAAATTTTAATTATACTCTGGATTCTAAACA 
ATGMCACACAGTGATCTTTTTGACTTGCTGCTTGTTTATAAGTTGGGGATGGTCTGAATTCA 
TTGTTGATTCAAAAGAAAACGAATAGTGTTTTAMCCTTTTATTTACAGAGACTATAATTTGTC 
ACCTTCCTACCMCATATCTTAAATACACCAAGACCTTTTACAGAAGCTTAAACAAGGGTGTA 
CCTGCCCGGGCN 
>1245 
>1246 
>1247 
>1248 
>1249 

NNAACTTATTTAAAAGAAAACAATTTTGTAGGTATTATTATACCCATTTCACAGATGAT 
GATAAATGAGACCAATAGAAGTTAAATAACTTGCCAAAGGCCACACAGCTGGTGAGTGATGG 
AGAACGAATTAAMCTCMGTGAGGATAATtCTAAAAGCCATCTTCTCGTTAGTGTTTCTCAC 
TATCCAGGTCTGCCTTTGCCTTATTtAACTGAAGTTAAGCCATCCTTACCTGTGATCACCTAG 
CCTCTCAGTTTGGGGGGATGATTACAGCGGGTTTTTAACTCCCMTGTTCTGGTCCAGTTTG 
CTTtACATGTTCTTAtTTATACATTGTCAAGGAfGACCTCAGGACAGTACAGCAAGGACACAG 
TGGCACTTCACATTTTGTTCCCACGAMTGACTGGGGCATMTCTCAGATCATCTTCCTTTAG 
AATGTGGAAACATCAGCAGAAGAATATTAGTCTtTATACAAGTCAAATCCAAAATGACACATG 
TGAAMCTAATAGAGCTGACTTTCAGCCATGATAGCTTTGGCACACCTCACATCCCTTTGTTC 
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aacctctcttccctcaacggagagctgcattcctgggaatttctgttgtgcacttttcccact 

tgccctgctgtcatttamggtgaacattctagttttgctaagaaaaccctttccttcatttg 

gmtgaacagcaattttattacttttgaccttaaaatgagtttgctgccttcaaatcttttcag 

cgccttcatcacgctctgcttcggggcgatcttcttcctgccagactcctccaagctgctca 

gcggggtcctgttccactccagccccgccttgcagccggccgccgaccacaagcccgggc 

ccggggcgcgcgccgaggacgcggccgaggggcgagcccggcgccgcgaggaggggg 

cacccggggacccggaggccgccctggaggacaacttggccaggatccgcgaaaaccac 

gagcgggctctcagggaagccaaggagaccctgcagaagctgcccgaggagatccaaaga 

gacatcctactggagaagaagaaggtggcccaggaccagctgcgtgacaaggcgccgttc 

agaggcctgcccccggtggacttcgtgcccccaatcggggtggagagccgggagcccgc 

cgacgccgccatccgcgagaaaagggcaaagatcaaagagatgatgaaacatgcttggaat 

aattataaaggttatgcctggggattaaatgaactcaaacctatatcaaaaggaggccattca 

agcagtttgtttggtaacatcaaaggagcaactatagtagatgccctggatacactttttatt 

atggaaatgaaacatgaatttgaagaagcaaaatcatgggttgaagaaaatttagattttaat 

gtgaatgctgamtttctgtctttgaagtaaatatacgctttgttggtggactactctcagcc 

tactatctgtctggagaagagatttttcgaaagaaagcagtggaacttggggtaaaattgct 

acctgcatttcatactccctctggaataccttgggcattgctgaatatgaaaagtggtattgg 

aaggaactggccctgggcctctggaggcagcagtattctggcagaatttggaaccctgcat 

ttggagtttatgcacttgagccacttatcaggaaaccccatctttgctgaaaaggtaatgaat 

attcgaacagtactgaacaaactggaaaaaccacaaggcctttatcctaactatctgaatccc 

agtagtggacagtggggtcaacatcatgtatcagttggaggacttggagacagcttctatga 

gtatttgctgaaggcctggttaatgtctgacaagacagatctggaagctaagaagatgtatt 

ttgatgctgttcaggctatcgagactcatttgatccgcaagtctagcagcggactaacttat 

atcgcagagtggaaagggggcctcctggagcacaagatgggccacctgacctgcttcgct 

gggggcatgttcgcactcggggctgatgcagctcccgaaggcatggcccaacactacctt 

gaactcggggctgaaattgcccgtacttgtcatgaatcatataatcgaacatttatgaaactg 

ggaccagaagctttcagatttgatggtggtgttgaagccatcgctacaagacaaaatgaaaa 

atactacatcttacggccagaagttatggagacttacatgtatatgtggagactgactcatga 

tccaaagtacaggaaatgggcctgggaagccgtagaggccttggaaaaccattgcagagtg 

aatggaggctattcaggcctaagggatgtttaccttcttcatgagagttatgatgatgtgca 

gcagagtttcttcctggcagagacattgaaatatttgtacctaatattttctgacgacgatct 

tcttccactggagcattggatcttcaatagcgaggcacatcttctccctatcctccctaaag 

ataaaaaggaagttgaaatcagagaggaataaaaagacattttatattttattctgctccattc 

ccttcactgtataccttaataattccttttctggtaatcaggcacatgatgaactttgattagt 

aggtctgtgattmgttcttaaattgttttgcagtcttttatgtttattatcataggtataggt 

ggacctaaattccttatcatatcctttattaattcagccagtgtatccaccagttttttgttta 

tgi i i i i aagtaacctattatctctggatttcatgaaggtgtaatatcg i i i i i gttaaactga 

atagaattgtatagcgatgacctcttaattataatttgatttgactgcaaaactttttcctcct 

ctmgaggagatgatgtctgctttaagctgtaatgttttgccatgttgcaaaaagccataata 

ataagtataaaaaagctttttcctttacaatttcatgttaatctggtttgtctgtccaccagag 

acagatcttctgtgacagcctccttatgcaggtctatcattatttgatagaatgtcttctaaa 

atacttcactcacattgtaattcaaattagaaagtcattccaaaaggatcatgtcatgttgacc 

tcatttcatcgg aactgcagtata i i 1 1 1 gttggttaattatattagtgttttctattttgtaaa 

tgtgtcctttaattttactttaaatgccctgtgtcatttctggattatatactagttaatttctt 

ccattccctactacacagagaggtgagctttcaaattttgcagagctctgctatcactgaatt 

acatttatctgaagaamtagtacmcttmtggattagcttttgggtttaactgaatatatga 

agaaattgggtctgtctamgagagggtatttcatatggctmagttcacttgtttgtattt 

catcttgai i 1 1 i i ictttggaaaataaagcattctatttggttcagatttctcagatttgaaaa 

aggctctatctcagatgtagtaaattatttcctttgagtttgtgaaagcaggatttgactctq 

aaagaagctttgccmttttacttattcgtgatcaatcmggaamtctmtaaattttaggcc 

aaataagaatatagcatatttagtatggttatagtcaacacagagatcacaacttagaagaaa 

tataaagaaatggccactccccatccccgacagtcctggagtaaatcaaaatcaatatatgat 

tcttttamcattmgmgamtaggaatggttttctcaagaatagamggtgtgatacctt^^ 

gtgtttgcmcattggcccactatatatacatatatatttatgtagatatacttccatgaaag 

ggctmtacgatgcatatactgaagggcaAggActttgaccatgtcaattttcagcGgagaa ' 

tggtcagaaagatcagtacaaccccatggattaggctgaaacatatgaaattgctgcatttg 
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TAGTTTAAAAACTGTCAGCAGTT TCAT ATGG TTCCA CC TAAT ATTATTGAAGACAATTATTTTC 

TTAGCTATCAATAGGCTTAATAGTTTTAGTTATTTTAG CTTTT GAAAGTGTTTTAAMGATTTCC 

TTTATCGGACAGGACCATCTTTATGACCTGCTTTCTGTTTTTCAATATCATACATTGGTGTATG 

TCAAAGAATAAATTAGTAAAATTAGTAAATGAAAAAGACTCTTCCGTACATCATTATTTCCATG 

CTAATGTGTGTCTGTGATCCAGAATAACTTCTCCCACTCATATCTTCAGTTCACCTAATGAAA 

TGAATGGATAGCAAGAGCCCTTTGTTCCCAGGACTTTAAGGCAAAATATTAAAAATTATTGCC 

MMTTAAGAATATAATGTTTGTATAMTGTCCTTGAATTTGCCATTTAAATTAACTCATTTTCT 

TTTCACTTTGATTTGAAAGCTGATAAGTATTTCTGCAGCAGATAGAATATTAAAATCAGGTTGT 

GTGTACACACTGCACTATGAGGTACCTTGG TGTCCT GGTGTGAATAGACAAGAAGCTGTACT 

ATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTCTAGAACTTGGAI I I I I I I I I A 

ACAAAAGTCCCAAAACACCAAAAATGTAAACAAGATAAGAGATTAATATTGTAGTGATGTAAT 

TTAATTMAGTTATATTTTGGGTTMTTTTAACAACTGAAGTCTTATTGTTGAAACTTATTTTCA 

ACAAAACTGTGCAGTTAAATTTGTATACGTATTCACATACTGAAAGATGAACCGTTAAAATAG 

CACTTAATTTTGTGTTTCTTCAATATGTGTTGATATACTTTGTGCAATTAATATTACACATGTAA 

GTTGTATGGCAGTTTACAGAACTCAATGACTTGTCATGAGGTTTTCATATGAGCTACACATTG 

TGTACATTGATTG I I I I I IAI I I I I ACATAAATCCAT TCTG TCATTTTCAACTTTATATATAAATC 

TCCMTGTTATGGGAAACAATAGATTGACACATAATTTTTAAAAATTATATTTGTAAAATTTCTC 

TATTGTGAATAAAGTCTTTTAATATATCTCCAAAAAAAAAACCACTCCACCTTACTACCAGACA 

ACCTTAGCCAAACCATTTACCCAAATAAAGTATAGGCGATAGAAATTGAGACCTGTCGCAATA 

GATATAGTACCGCAAGGGAAAGATGAAAAATTATAACCAAGCATAATATAGCAAGGACTAAC 

CCCTATACCTTCTGCATAATGAATTAACTAGAAATAACTTTGCAAGGAGAGCCAAAGCTAAGA 

CCCCCGAAACCAGACGAGGTACCTAAGAACAGCTGAGCACACCCGTCTATGTAGCANAATA 

GTGGGAAGATTTATAGGTAGAGGCGACAAACCTACCGAGCCTGGTGATAGCTGGTTGTCCA 

AGATAGAATTTTTGTCCCNNNNNNNNN 

>1250 

>1251 

>1252 

>1253 

TATAGGGAGTCGACCACGCGTCCGTAATTTCATCGTGTATGTCACGGGCTATTTCAT 
GATTTCATGTACCACATCGTATATTTCCCCTTGAAGATTCCTGAATTAAGGAATTCTATAATAA 
CTTCAGATAGCCTACATGTCCCCATTTAGTGGAGACCTCTTGAATGCTATTTGAATTCTGCAG 
TATCATTTTTATGACCATTCTCCTTTGAGGAATACTATGCCCAGGTACATGCTCTATCAGTGT 
GCCGGGAGAGTGGATTCTTTTCTTCACTGCAGAGTGATCACACTGTTGGAATAGTCTGCTCT 
TTTACATGCTCAGGTAGGGAAAATAGGACCAAATATATTTCCACAGTGCCTACCACTGTGTCA 
TGTTTACAGTGAGAGTTTAAATATTGTTGATGTCCTGACTCTGTGAGCTCATAGGGAGTATCT 
TCATAGTAATGACATTTGATCAGCCATAAAATTTACATTATGTTCATATGCACCCAAAAAAGCT 
AGTCAGGTAATGAATACCCTTGAAGTGAATAGCAATTTTGATTTAGGCAGTGTGTTAGGCCAT 
CCTTGCATTGCTATAAAGAAATATTTAGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGC 
ACTTTGGGAGGCTGAAGCGTGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCA 
ACATGGTAAAACCCCATCTCTACNNNNNNNNNNNNNNNN 
>1254 
>1255 

NNCGCAACCCCAATACCCCCCATCGACNNCCCATTGTAGGGAACCGCGCCATAGTG 
TACGCCCGCGGGAGAGCCCGGGACTTCCACTCGTGCGTGAGGCGAGAGGAGCCGGAGAC 
GAGACCAGAGGCCGAACTCGGGTTCTGACAAGATGGCCGGGCTGCCCCGCAGGATCATCA 
AGGAAACCCAGCGTTTGCTGGCAGAACCAGTTCCTGGCATCAAAGCCGAACCAGATGAGAG 
CMCGCCCGTTATTTTCATGTGGTCATTGCTGGCCCTCAGGATTCCCCCTTTGAGGGAGGGA 
CTTTTAAACTTGAACTATTCCTTCCAGAAGAATACCCAATGGCAGCCCCTAAAGTACGTTTCA 
TGACCAAAATTTATCATCCTMTGTAGACAAGTTGGGAAGAATATGTTTAGATATTTTGAAAGA 
TAAGTGGTCCCC AGCACTGCAGATCCGCACAGTTCTGCTATCGATCCAGGCCTTGTTAAGTG . 
CTCCCAATCCAGATGATCCATTAGCAAATGATGTAGGGGAGCAGTGGAAGACCAACGAAGC 
CCAAGCCATAGAAACAGCTAGAGCATGGACTAGGCTATATGCCATGAATAATATTTAAATTGA 
TACGATCATCAAGTGTGCATCACTTGTCCTGtTCTGCCAAGACTTCCTCCTCTTTGTTTGCAT 
TTMTGGACACAGTCTTAGAAACATTACAGAATAAAAAAGCGCAGACATCtTGAGTCCTTTGG 
TGATTAAAtGCACATtAGCAAATCTATGTCTTGTCCTGAttCACTGtCATAAAGCATGAGCAG 
AGGCTAGAAGTATCATCTGGATTGTTGTGAAACGTTTAAAAGCAGTGGCCCCTCCCTGCTTT 
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TATTCATTTCCCCCATCCTGGTTTAAGTATAAAGCACTGTGAATGAAGGTAGTTGTCAGGTTA 

GCTGCAGGGGTGTGGGTG I I I I I ATTTTATTTTATTTTATTTTA I I I I I GAGGGGGGAGGTAG 

TTTMTTTTATGGGCTCCTTTCCCCGTTTTTTGGTGATCTAATTGCATTGGTTAAAAGCAGCTA 

ACCAGGTCTTTAGAATATGCTCTAGCCAAGTCTAACTTTATTTAGACGCTGTAGATGGACAAG 

CTTGATTGTTGGAACCAAAATGGGAACATTAAACAAACATCACAGCCCTCACTAATAACATTG 

CTGTCAAGTGTAGATTCCCCCCTTCAAAAAAAGCTTGTGACCATTTTGTATGGCTTGTCTGGA 

A ACTTC TGTAAATCTTATGTTTTAGTAAAATAI I I I I I GTTATTCTACTTTGCCTTTGTACAGTT 

TATTTTACTGTGTTTATTTCATTTTGCCAATTTGACAATCGTATTTTAAAATTGAAACTGATGGA 

A CATT CTTTCTTGGTCTTCACCATCTGACAAATTGAATGGCAAGAGGTGGATTTTGCCAGTTT 

CTTTTCACTGATGCAGATTTGTGTTAAGATAGTACTGAATGGAGTATTTATAAACTGGCCCTG 

AGCATGCATAAAGCATCAGTATCTGACCTTTTTTTAACCTTCTAGGAATTTGAAATAAATGTGT 

TTGTGTTGTCTGATTAGATGATCATTGGTGTCTTGCCACAATGTTTAAAAATTACTGTACAGG 

AAAGTCACAGCAAAGATAGCAGTTGTGACTGACATGTAGGACTTTCACAGTTGTGCCACATT 

TTTGCCTAAAATTTGGGTTATGACATTTTTCTTGGTTCTTATCTGAAAATTTCATCTGTAACCTT 

TCATGTGTGTTTAGAAACATGGATCTGATCATTTGGGATTATGCTGAGGATTTGTGAGTCTTC 

CTTATTATGCTGATTTAGGGAATTTCAATATTATACTGGGTGGTTATCAGAAACGGGTTCCTT 

GGAGAATAGTTCCACGTAAATTTGGTAAACCCAGGATTGTGGGGAGGCGAANNN 

>1256 

NAGGAGACTGAGTTTATTCAACAAGTATTTACTGAGCCCTTACTATGTTCCCGGCAC 

TATTTTAGGTGCTGAGAGTATGTTGCATTGGTTAAAAATATACAAAATTCCTGTCTTCATTGTG 

CTTACACTCCAGAGAAAGGATACAAGACAATAAACATAATAAGTGAGTAAATTACATAGTAAT 

TTAGAAGGTGATAACTATTACCGTACAACAAAATAGAGCAGTCGTTGAGAATTAATGGTGACA 

TGTCTTATCTGGAAATTTTCCAAAACCAGAAGAGGAAAAAGTAAACTTCTATCTTGGAAGACT 

ATATATATATATATCCGTACAT AACAAA GGAAAATATTTCTGGCTCTTTAATGTTCATGGGATT 

TTCAAGCAAGAAATTAAAGGGATTTTTAAAACATGAAAGTAATACTGAAAACTAGGAAAAGTA 

GCTTTTGCAAAATACGTGCTCAATACCAAGTTATTGAGGCAGTGCGATCTGTGCTTACTGCA 

GGAGTAGAAGCTTCCACAGTTCTAGCAAATTCCATGATTCTGGTCATACTGCCAACCACAGT 

GGATCTA GAGAGCC AAGTGAGCTGAAGAAAGACTGCTAGGGACAGACGAGAACTCAAATAG 

CTTTGAGA I I I I I I I ATTTCCACTTCC I I I 1 1 I AAAATACATCACCCTGC I I I I I I I GTGTTAAA 

GGGTGAGCTCATTAAAAAGGAAAACTAAAAAAAAAAAAAAAAACACGGGAACACCCAGGTAC 

CCAACTCCACCTCCCCTTTAAAANNNNNNNN 

>1257 

NNTTTCAAACCTCAGTTTGAAAATGAGAGGAAAACAAAATAAAATGATTTACATAATC 
AAAGGATTAACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAAGAAAT 
CAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCGGCAGCCACATAAGGCGC 
TGTTCACACCTGGCTGCGTCTGCCAAGTTAGTCCTCAAAGAGAAAACAAGGAGGAAAAAGAC 
AAAAAAAAAAACAAACCACCAAACCCAGTGTGCTTAAAACACAGATCAN 
>1258 
>1259 

AAACCCGAGGTCTCGCTAAAATCATCATGGATTCACTTGGCGCCGTCAGCACTCGA 
CTTGGGTTTGATCTTTTCAAAGAGCTGAAGAAAACAMTGATGGCAACATCTTCTTTTCCCCT 
GTGGGCATATTGACTGCAATTGGCATGGTCCTCCTGGGGACCCGAGGAGCCACCGCTTCCC 
AGTTGGAGGAGG7TGGGCGCAGTCAGGGGGCTTCCTTGTTTCCTATGCACAAATTCATTTG 
GCGGGGGGGTTGTCAGCCCTCTTGCATTATCTTAAAAATACGCTCTTCTTGACCTGTGGACC 
ACGAAACAGAGACTTTCAAGACAAGGAGCAATTTCAGGTGTTTCACTCTGAAAAAGAGACGA 
AGAGCTCAAGAATAAAGGCTGACGAAAAAGAGGTGGTAATAATAAAGGCTGAAGGAAAAGA 
GATTGAGAACACAGAAGCAGTACATCAACAATTCCAAAAGTTTTTGACTGAAATAAGCATACT 
CACTAATGATTATGAACTGAACATAACCAACAGGCTGTTTGGAGAAAAAACATACCTCTTCCT 
TCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTGGAATGGCCAAATGGCCC 
TGGTAGGACTATGGGTCCTGAAGTCGTGCTGCCTGGCTGTGGCCACATCCCTGTGGTGCTT 
TTCCATCCTGATCTACAGATATtCAGAACTGCAGGGAGTTCCTTTTAGTCCTGGCAATCTGAA 
CGTGATTTTTGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCANN 
>1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCTGTGGAG 
CTGTCMGMTATCTCTTTTGGACGTGACCAGGATMCAAGATTGCCGTAAAAAACtGTGATG 
GTGTGCCTGCCCTTGTGCGATTGCTTCGAAAGGCTCGTGATATGGACCTTACTGAAGTTATT 



Page 320 of 355 



WO 01/42467 



914 

Table 4 



PCT/US00/33312 



ACCGGTGAGTTCTAGGCCTAAGGAAAATTGCTAAGTCAGTGTTACTCTCTAGTGATGTTGAG 

AACTAGAGGGATTTCCAGACGTTTTACTTTTGATGAAAGGTTGTGAACTGGTGGCTGTGGGT 

CAAATCCATCTCACAGATTTGTTTGGATCACACAGCN 

>1261 

>1262 

ACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGTGAGAATGCAG 
TATACI I I I IGAAAACTTCGTGCAGGAATCCCTCAAATGCTGTAACTAGGAATGGGTCAGTGA 
AGTTCAMCGACTTTTCCTTGAGGGAGTATTTTAATCGGACMGGGAACTCTTTTTCTTTTGG 
GCATTGGCCAACAGGACTGAGAAGCCAGAGAGCTTGCACCTGAGCCATCTCAGCCGTGAGA 
GTAACAGTCCTAGGAAAATAGATGGGGGCTGGGGGTAAGGAAATGTGCTGAAGACAGAGCT 
ATTCTGGATGGATTTTGGTTTGCAAAAATTCTACTTTAAAACAATTTTGCCTGTAGCAAGTACA 
I I I I I I IGCAATTGGAGTGTAAACATTCTGTGTGGCAACAGTTAAAAGCTGTTATAACAATTTG 
CTTGGGTGTGTGTGCATGTGTGTGTGTGTGTGTGTGTGTATACANNNNNNN 
>1263 
>1264 
>1265 

nnnnnnnnnnnn ngcccgtcccggtccgg aattcccgg gtcg accc acgcgtccg 
gccgctacaatgagagcgacaagcagatgaagaaattcaaaggattgaagaggttttcactc 
tctgctaaagtggtagatgatgaaatttactacttcagaaaaccaattgttcctcagaaggag 
ccatcacctttgctggaaaagaagatcgagttgctagaagctaaatttgccgagttagaagg 
tggagatgatgatattgaagagatgggagaagaagatagtgaggtcattgaacctccttctc 
tacctcagcttcagacccccctggccagtgagctggacctcatgccctacacacccccaca 
gtctaccccaaagtctgccaaaggcagtgcaaagaaggaaggctccaaacggaaaatcaac 
atgagtggctacatcctgttcagcagtgagatgagggctgtgattaaggcccaacacccag 
actactctttcggggagctcagccgcctggtggggacagaatggagaaatcttgagacagc 
caagaaagcagaatatgaaggcatgatgggtggctatccgccaggccttccacctttgcag 
ggcccagttgatggccttgttagcatgggcagcatgcagccacttcaccctggggggcct 
ccaccccaccatcttccgccaggtgtgcctggcctcccgggcatcccaccaccgggtgtg 
atgaaccaaggagtggcccctatggtagggactccagcaccaggtggaagtccatatggac 
aacaggtgggagttttggggcctccagggcagcaggcaccacctccatatcccggcccac 
atccagctggaccccctgtcatacagcagccaacaacacccatgtttgtagctcccccacca 
aagacccagcggcttcttcactcagaggcctacctgaaatacattgaaggactcagtgcgg 
agtccaacagcattagcaagtgggatcagacactggcagctcgaagacgcgacgtccattt 
gtcgaaagaacaggagagccgcctaccctctcactggctgaaaagcaaaggggcccacac 
caccatggcagatgccctctggcgccttcgagatttgatgctccgggacaccctcaacatt 
cgccaagcatacaacctagaaaatgtttaatcacatcattacgtttcttttatatagaagcata 
aagagttgtggatcagtagccattttagttactgggggtggggggaaggaa caaa ggagga 
taatttttattgcattttactgtacatcacaaggccatttttatatacggacacttttaataag 
ctatttcaatttgtttgttatattaagttgactttatcaaatacacaaagatttttttgcatatg 
tttccttcgtttaaaaccagtttcataattggttgtatatgtagacttggagtttta tcttt tta 
cttgttgccatggaactgaaaccattagaggtttttgtcttggcttggggi i i i igttttctt 
ggttttgggtttttttatatatatatataaaagaacaaaatgaaaaaaaacacacacacacaag 
agtttacagattagtttaaattgataatgaaatgtgaagtttgtcctagtttacatcttagaga 
ggggagtatacttgtgtttgtttcatgtgcctgaatatcttaagccactttctgcaaaagctg 
tttcttacagatgaagtgctttctttgaaaggtggttatttaggttttagatgtttaatagaca 
cagcacatttgctctattaactcagaggctcactacagaaatatgtaatcagtgctgtgcatc 
tgtctgcagctaatgtacctcctggacaccaggaggggaaaaagcactttttcaattgtgct 
gagttagacatctgtgagttagactatggtgtcagtgatttttgcagaacacgtgcacaacc 
ctgaggtatgtttmtctaggcaggtacgtttaaggatattttgatctatttataatgaattca 
caatttatgcctatamtttcagatgatttaamttttaaacctg ttacat tgaaaaacattgaa 
gttcgtcttgmgamgcattmggtatgcatggaggtgatttatttttaaacataacaccta 
acctaacatgggtaagagagtatggaactagatatgagctgtataagaagcataattgtgaa 
caagtagattg attgccttcatatacaagtatgttttagtattcctt atttccttattatcag at 
gt ai 1 1 1 1 1 cttttmgtttcaatgttgttataattctcaaccagaaatttaatactttctaaaa 
tattttttamtttagcttgtgcttttgaattacaggagaagggM 
cttactagaaagaccattacagatcccaaacacttgggtttggtgaccctgtctttcttatat 
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GACCCTACAATAAACATTTGAAGGCAGCATAGGATGGCAGACAGTAGGAACATTGTTTCACT 

TGGCGGCATG I I I I I GAAACCTGCTTTATAGTAACTGGGTGAT TGCCAT T GTGG TAGAGCTT 

CCACTGCTGTTTATMTCTGAGAGAGTTAATCTCAGAGGATGCTTTTTTCCTTTTAATCTGCTA 

TGAATCAGTACCCAGATGTTTAATTACTGTACTTATTAAATCATGAGGGCAAAAGAGTGTAGA 

ATGGAAAAMGTCTCTTGTATCTAGATACTTTAAATATGGGAGGCCCTTTAACTTAATTGCCTT 

TAGTCMCCACTGGATTTGAATTTGCATCMGTATTTTAAATAATATTGAATTTAAAAAAATGT 

ATTGCAGTAGTGTGTCAGTACCTTATTGTTAAAGTGAGTCAGATA AATCT TCAATTCCTGGCT 

ATTTGGGCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCTAGACATCC 

TTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAATTATTTATTTATT TCATG CATTCA 

TTTTATTTCCCTTMGGTCTGGATGAGACTTCTTTGGGGAGCCTCTAAAAAAATTTTTCACTG 

GGGGCCACGTGGGTCATTAGAAGCCAGAGCTCTCCTCCAGGCTCCTTCCCAGTGCCTAGAG 

GTGCTATAGGAAACATAGATCCAGCCAGG GGCTT CCCTAAAGCAGTGCAGC ACCG GCCCAG 

GGCATCACTAGACAGGCCCTAATTAAG I I I I I I I I AAAAAGCCTGTGTATTTATTTTAGAATCA 

TGI I I I ICTGTATATTAACTTGGGGGATATCGTTAATATTTAGGATATAAGATTTGA GGTCAG C 

CATCTTCAAAAAAGAAAAAAAAATTGACTCAAGAAAGTACAAGTAAACTATAC ACCT I II II I C 

ATMGTTTTAGGAACTGTAGTAATGTGGCTTAGAAAGTATAATGGCCTAAATGTTTTCAAAAT 

GTAAGTTCCTGTGGAGAAGAATTGTTTATATTGCAAACGGGGGGACTGA GGGG AACCTGTA 

GGTTTAAAACAGTATGTTTGTCAGCCAACTGATTTAAAAGGCCTTTAACTGTTTTGGTTGTTG 

I I I I I I I I I I AAGCCACTCTCCCCTTCCTATGAGGAAGAATTGAGAGGGGCACCTATTTCTGT 

AAAATCCCCAAATTGGTGTTGATGATTTTGAGCTTGAATGTTTTCATACCTGATTAAAACTTGG 

TTTATTCTMTTTCTGTATCATATCATCTGAGGTTTACGTGGTAACTAGTCTTATAACATGTAT 

GTATCI I I I I I I IGTTGTTCATCTAAAGCTTTTTAATCCAAATAAATACAGAGTTTGCAAAGTG 

ATTTG G ATT AAAC AAAAAAAAAAAAAAAAAAAAAA AA AAAAA A AA AAAAA AAAAAA AAA AA AAG 

GGCGGCCGCTTCTAGAGGATCGGAGATTAC 

>1266 

>1267 

>1268 

>1269 

>1270 

>1271 

NATCCCGGTTCCTTGTCTGCAMTTATGAAAGTCATTCTTAAGGAGGTACAATTTTAG 
TCAAGGGATGTTGATACTCTTTAAGTTCACTGCCAGGCCTACCACTTATCTCTGTCGCAGGA 
GGAGAGTTCCTGTAATGAGAGGTTTTTAAGACGTCCTTTGTTCTGGGATGAATCAGAGGGAA 
TGACTGCCTTGGAGCTCAGGATATTAAACTGAGTGGTGTCAAATATTCCCAGGATCAAATCG 
ACAATGCCATGTGTACCATCTCCTCCTACAGGGATTAAAGGCCTGACATTTAGATATGATTCT 
AGTTTTCTCTCAAATCCATACTTTAAGAGCTTATGGGCTGGGTGCGGTGGCTCACACCTGTA 
ATCCCAGCACTTGGGGAAGCCAAGGTGGGCAGATAAGTAGAGGCCAGGAGTTCGAGACCA 
GCCTAGACAAANNNNNNNN 
>1272 

ACGCGGGGGGTGGGGCTGAGACACGCGGAGCAATGGCGACCTTTGTGAGCGAGC 
TGGAGGCGGCCAAGAAGAACTTAAGCGAGGCCCTGGGGGACAACGTGAAACAATACTGGG 
CTAACCTAAAGCTGTGGTTCAAGCAGAAGATCAGCAAAGAGGAGTTTGACCTTGAAGCTCAT 
AGACTTCTCACACAGGATAATGTCCATTCTCACAATGATTTCCTCCTGGCCATTCTCACGCGT 
TGTCAGATTTTGGTTTCTACACCAGATGGTGCTGGATCTTTGCCTTGGCCAGGGGGTTCCGC 
AGCAAAACCTGGAAMCCCAAGGGAMGAAAAAGCTTTCTTCTGTTCGTCAGAAATTTGATC 
ATAGATTCCAGCCTCAAAATCCTCTCTCAGGAGCCCAGCAATTTGTGGCAAAGGATCCCCAA 
GATGATGACGACTTGAAACTTTGTTCCCACACAATGATGCTTCCCACTCGAGGCCAGCTTGA 
AGGGAGAATGATAGTGACTGCTTATGAGCATGGGCTGGACAATGTCACCGAGGAGGCTGTT 
TCAGCTGTTGTCTATGCTGTGGAGAATCACCTTAAAGATATACTGACGTCAGTTGTGTCAAGA 
AGGAAAGCTTATCGGTTACGAGATGGTCATTTTAAATATGCCTTTGGCAGTAACGTGACCCC 
GCAGCCATACCTGAAGAATAGTGTAGTAGCTTACAACAACTTAATAGAAAGCGCTCCAGCTT 
TTACTGCTCCCTGTGCTGGTCAGAATCCAGGTTCTCACCCACCCCCTGATGATGGTGAGCAG 
CAGGCTGCACTCCTGCTGGCATGCTCCGGAGACACTCTACCTGCATCTTTGGCTCCGGTGA 
ACATGtACGATCTTTTTGAAGCTtTGCAGGTGCACAGGGAAGTCATCCCTACACATACTGTC 
TATGCTCTTAACATTGAAAGGATCATCACGAAACTCTGGCATCCAA ATCA TGAAGAGCTGCA 
GCMGACAMGTTCACCGCCAGCGCTTGGCAGCCAAGGAGGGGCTTTTGCTGTGCTAAATT 
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AGGATTTGAGGGTGTGGGACCCTCACCGAATTCATTGATTACTGAAAATTGAATGI I I I I IGG 

GTCCACATTTCAAGGCTGAAGTGTATAGTGTATATATAACCTTTCCTATGGAAATGTGACATT 

GAGTACATTTTGTGTTGCTGTTGTGAAGCCATTAATATAAATCTTTGGTAATGACCCATATCTC 

TATATGTATGTGTTCCCAGTTGTGGGAGCAGGCACTAATGAAATCCTGTGCCTGGAATGGAG 

ATATTTAGGTACCTGAGGCTTAGTGTCCTGTGGTCTGCATGTAAGATAGATGACATCCTAGA 

ACAAAGAAGCTGTTTTAACTTAATCCCCCTGATCAGCAGGATATCTGTGTGTTCAGTGACATC 

ATACATTCTGTATCTAGAAGTCTAAAATTTCTGCCTTTCTCCTAAAGAATGTGTTCTTGCATTT 

TGGTTGAAATAACCTACACAGTGTTAAAAATCAGATACCTCCTTTAGTGACCAGTTCAAATTTT 

AATAGCGATAGGTAGCCCCTGAGAAATTTATCACTATAACTCCACAGGAAATATGACTTGGAA 

GTGCTCTGTGTACTAAACAAAATAAAGCCCCTCTTTGCATTTAAAACCAAAGTCAAAACAAAA 

CTCTTGTAATGCAATTAATTAACTTTATGTCTTCCCATGACTCAAGTTTTGTTAAATATGCCCA 

AAAACTTTGATTGGCAGTTTCTTCGGTTAATTATTCCTATAGAATGTATTTTAAGAAATCTATA 

CAAATTGGATATATGCTTGGTAATTCTCCAGTTTCTAGGAGGTACCTATTTCTACCGTTTCAA 

GTGATGAAGTGAAAATAATTTACATTCGATAGTGTTACTGATAACAAACCTACTTAAGAGATAT 

GTTGCI I I I IACTTAAGGGATAGTGTTGATAGATAAATTAGAATGTATAGATAGGTTTGTGAAA 

GTCTAAATAATGGCTGTATAGATATGTATATATGGTTCACATATCTGGATCTGTGTATTTGATT 

TTGTACTTTAAATGTGACAAATAAACCTTTTGGGAGAAAAAAAAAAAAAAANNNNNNNNNNNN 

NNNNNNNNNNNNNNNNN 

>1273 

>1274 

>1275 

>1276 

NNNNNNGCTAGGAGGGGTGTCGTGTGCATGCGCGTTGAAGAGGATCTGTATTGCC 
GTGACCTCTGTTCATGGATGAGTGCATTGTAATTTGTTCTCAGGCTGTGCTGTGAGGGCCGC 
CTTAACCCTTGCTCCCTTCCCTTCTAGAGCTGCCTTAAGTTCTCCAGAACTTTTCTTCTGTAA 
AGGATATCTTGCCTGGMGGGATATCTTGCCCTGTTTCTCAAGGTTTTGTGAGAGTTTTGACT 
GGATGTGGCCCTGCATGACCCTCCTTCTCCTGTACTTCCTCTTTCCTTTCCAAATGGGAATTA 
GAACTGTGGGGCAGCAACAGTCTCAGAGCCAGTGAGAGGCCAGCTTAGAGAATGCTTCTGA 
GTTAGTGGGACTCTGTGTCACAAGTAAGCAAATGAATATATGAAAGAAATTATGGAGATAAGT 
TAGATTCTTGGTAATACTTAAATGTCTTGCTTTCTACTAACCTTTTGTTACTAAAGGTAAAGGG 
TATMCTCAAACTTTTTGTGGACATTCTTTTCAAAATTTTTTAAGAACCCTGTACTATAAAAGG 
TTGAGTAAAAACAGGAAAGCGTGCTATAAGTTCAAATCTGTTGTATTACCCTAAATTAGATAA 
ACCAACCTGAATTATAGTAGATTTCTCAATAGATGAGGAACTGAAAAATACTATGTAAAATATC 
TTCCAAAATG C I I I I I A TAC I I I 1 1 1 I ATTTGTAATTTGGTCTATCTAAAATGTTCGTTAGCTTA 
ACTTAATGGGCGTTATTGGATTCATATGACTAACGTTTCCTCAGTATTGTAATGCTTGAAATAT 
TTGAAAGAAAAAATGTTGTTTTTTAGTTGAAACTGGTATATATAATTCAGTGCTTGGCAGGTTA 
GTATATTTTTATGCATTTTTCAGAGTCAGCAGTTTCAAATCTTATTGTTATCATGTTATAAAATT 
TTAGCCCACATTTCAGGCTCCGTAAATCATTTGAGCCATTATTTTTTCCCAACAAATGGTGAA 
1 1 1 I I I CTTTAAATGTGGATATATATGTTGTMTTTATGATTCCTGGTTATGTATTTTTGTGGGA 
TCCTGCAGTAAAATTGAC 1 1 1 1 1 IGTGTCTTTGGGAGATTTAAATTGCGCTAACAGTGTTGCG 
CAAAAATGAGTTCATGCCATTTMCATATTGTATTTTAATTATTAACTGTATTAATTTACTATGA 
AATGGACATCCTTTTAACTAAAATGGAATTGAACATTGCCAGTTTCAAATA 1 1 1 1 1 CCTTGTTG 
GGTCN 
>1277 
>1278 

ACTAAAACTAAMCTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTAATGTGTTTA 
TTATTMCATAAATMTGTTTTATGAAAAATGTMCCTTAGTTTTCCAAAACAAAAATGTTTAGG 
GCMGAGTAACATTATTTTACATTATTGCATCTCAGTGAAAAATAAATGGCAACAAAATTCTTA 
TATCTGCTTCTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTGTC 
CTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTGTGCACATAATTGTGG 
ATGATTTTCTTTG ATACAACAACAAAACTTN 
>1279 

NNCTCTAGAGGCAGAACtTGGTGAATTTGAAGACTATTAATGATGCAGCTCTCACTG 
GTACAAGTGAAAAACCTCTCAGCCCTACACAGCATCTTTAAGAAAGCTTTMTTTTGGTTTTr 
CAGAGCAATATTCACATGACATCmCGGATCtGGMTCnTMTTACCAnAGGTTGGAACTC 
TACCTGAACTAAAAATAAGTGGTCTCTATCACGTTGAAATTACTTTAATATTTTCATTTATGTTT 
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ATACTATTTATTTAAATGCGGAGAACATGGCTAACCATTCAGGACCATTTAATTATCAAATTAT 

TAATGATTCTTCCATAATAAACAAGCAAACTGTCATACTTGTTGACTTATATTTCATTCCATGG 

AATTCAMTTTMTTMTTGATAAATCACATTGTACTTTATAAGAGTTTATTCCTTAAGTGTTTG 

MTTTACACTTTTTTCTCCTGTGACAGCATCTATTCCCAAGGCAATCAACATTTTAATGGAACG 

MCTGAGGTTTGCMTTGCTAATGTTATTCTCCCATCCCAGTTTCTACTTGTTTCTTGTAAAAA 

AGGAGGTTTCTAAATCTTGACTGTTGATTGACAATTAATGGGCTAAATTTCCCATTAGCAAAC 

ACTTTTCACATATACACTAATATTAGTATCTAAATTATATTAAAATCTAATTTGGTAGCAATTGA 

CTTGAAATTTGTGATACTTCAACTTGTGCTAGGTTGTAGTTTTGCTTGTATCACTCATAGTTAC 

TMAAATGCAAAAGGCAAATTTGAAATAACTATAAAAATAAACATTTAATGAACTTTTTAATATG 

CAATACTCAATTGTAAATAACCATTCTCTTTACTGAATCAGATGTTTCATTAACTGTTAGCAGT 

TATTTCGAGTTATTTATATATCACAGAATTTTGAACTAAAGATCATCTAGCTGAATTTCCTTTAT 

ATTAAAGAAGAGGAGAAAATCTTAATACTAAGTATGTGTGAGCCTGGAGCTGCCATGGAGCA 

TGTAGAGAGAGTCTCCTAGTTGATACCAACTCAGGAAAGCAGAATCAAGCAATAAAGAGACA 

TTTTGGGCCTGATGACATCATTTCAGCACCTGGATCCAGCGATGCCTAAAGATGTGACTCCT 

AGACTTTTCACTTACATGAGCCAAAACGGTTCCTTTGCATCAATAAATCGCTCTGTGATGCAT 

TTTATAATGTACAACCAAGAATCTCAATA7TTATTATTTTGCATTAAATATCAGTAAGTTTGATA 

TAAAAAGCTCAGTAAAATTCATTAATTTGAGAATGTGTCTATATCATAGTAAAGTTTTAAACCT 

ACATAATTTTCAATATTTATACCTTTTACTGCAAAAATAAAAATGAGTTTATCCTTGCCCTAAAG 

CTGTAAAATTAAACTCTGTACAATTCTAGTTATTTGAAATATAAAATAAAATTATTGGTCATTTC 

ATGTANNNNNNNNN 

>1280 

NAAGGC AATTTAATAAGATTTG AGC ATAG ATATTAAACTTAG CATG G AC AG AG AAACT 
TATTTCTTGGGGGACTGGAGTAGTGAAAGAACAGAATCAATATGACTAGAAAGAGCAGAAAA 
ACTTACAACAGCTAATACTACTTGCTACATTGCTGTAGCTTTAAGATTGAGGGAGGAGGACTA 
GAGCCAGCCTGAGATCTTCTGGGTCAGTTTGATCTAGGCGTTCTTCTTCTTCTTCTAGATCTG 
CACTTTAAATACTTCTGGTGTCTTTATGACTTAAACGCAAATAGCTTAGGCTTAGCI I I I ICTC 
TTAAGGGTTTAAGGAGTGAGAGCAGAGCCAAGTCCTGGAGACGCTGAACTTGCTGTCACAC 
CGGAAAATGAGATGTGCGGGGTAGGGGGCAGGGACGAGGCGGAAAAGGACTACTCGGATC 
ATTTTTAAGATGGGAGAGTAGCCACAGAGGAACAGAGTAGGAATCTAAACGAAGTAAAGCAG 
TACGGGGGTAGGTTTCCCTACACAGTGTTTTACTTAAGGGCACAGGAAAAGTTACAGAATGA 
CMGAGAGGTGAGCAAGGAAATCTGCAGGGTGGCTG7TTTGAACTCACTACTGGTTTATTTA 
GAGGAGGTCTAATCACTTGGACGAGGAGTATGGCGATCTAAATACTTACAACTTTCATGGTG 
CTAGAAATCTTAATCAGGCAAATGTTTTTCACACTTGTTCTTGTAACAACACTTGACTTGCTTC 
TGGCAGAAAAGACAGGACTGTGGTGGTCAGCCTGACCTCGGGGTCAGAAGTCGAGGACTC 
AGAGGTGGAATTTTTATGGGCACCCACACGGTAGTCGATCCGCTCTCCTCTGGAAGACGGT 
CACCTTTCGAGGACCTGAAAA 1 1 1 1 1 I I I AGGTGGCACCCCCCAACAAGCCGGCCGTGCNN 
>1281 
>1282 
>1283 
>1284 

AGGAGAAACATAATGAAGAATCTGTGAGTAAAAAGAATATTCAGGCAACCCTTCATC 
AAAAAGACCTAGATTGTCAACAGCTTCAGTCAAGATTGTCTGCATCTGAAACCTCACTGCATA 
GAATACATGTAGAACTAAGTGAAAAAGGAGAAGCTACTCAAAAGCTCAAAGAAGAATTATCT 
GAGGTAGAGACCAAGTACAAAGAAGACGACTGTTTTCCACTTCCATTTAAACAI I 1 1 IAGCCA 
CTTCATTTCTATTTATTGMCAGGTCAAATTTGTCTTGTTATTTGTGAGT 
>1285 

NNNAGGCAAACCTCCC I I 1 1 1 1 1 1 CTTCCTTTTCTGCTGATCTTCAACAATTTACTTAA 
CTCAGTTTCCTCACTTGTAAAATACAAATGATATGCCTATCTGCAGAGTCACTGGGAGAAATA 
AATGAAATGACTTAAAGTATATGTATGCTATCTGGCATGTAGTAGCAGTTTAATAAATTATAGT 
TTACATACACCAGMGAGTACTTGeCTCGCTTTTCCTTGTATGGTACTTTTTAATCTTATTATT 
AAACTAACCCCTGTGGTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAAGAATTG 
CTCATATCTTCCCAMTTGTGTAGTATAAAAAGMTGCTGTCCTGGTTGTTTTTTGTAGAATAT 
GGAAGTCCCTGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACCAGCACTAGAACAA 
GGCAAGTGGGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTGTGGAGAATC 
TGAGACACCTGCATCCACACCCACAGCTCAGGtTAGCTGCAAAAGTTACACAtCtTCTCTAG 
GCCATACACCCACGTAGCATCTTTCTCTAATGGT 
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>1286 
>1287 

GCGTCCGGCTTGAGCCCGGGAGGAGAAGGTTGCGGTGGGCCGAGATCGCCCCAC 
TGCCCTCCAGCCTGGGCGACAGTCTCAAAAAAAAAAAAAAAAAAAAGCATACATCTCTGAAG 
GTAAAGTATAAATCAGTGGGCTCAAGATTTGCAGGTACAGCCTTGTTAATGCCTTCAATAATG 
CTTACGTTCCTTGTCTTATGGGTTATAATTTTCACATCCTCTTCAGATACAATCTGAGAACTTG 
TTGACTACCTTTGTTACATGCAAAAATTTTCTATTTTAATATTGCATTATATTAATGGTTTCATA 
GTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTGCTTTTATTTCCAGTTTCTTGGACCAGA 
ACAATAAAATACATAAGACATCGTTTCTATATGGTCATATACTATATAGAATAAAGAATTGTTA 
TGTAAATTATTAAATGAGTATACAGACCTTTACATAAAAACTAAGGTACCTCAGTGGAATCTG 
CTACAGTGCTTCCCCCTCCCTACCCCTCCATTTTGTTTATAACCTTTTAGCTATCTAAATAATA 
CGTGTTCCATACTCAGGATAGCTGGTTAGCTAGCAAAAGAATTAACATCTGTGAAGCCATATT 
CATTATCTTCCTTGTCACCAAGGCTGTTGACCTTAAATAAACATTAAGTTGATTTTGCACAACA 
CTGTATTTGTGTGTGTGCATGTGCCTG I I I I I GTGTGTGTATGTTTGTGGGAAATAATTATGT 
TTGTTTCCGCATATATTCA I I I I I AATGCATTCTGTAACTTTTCTCGAGTGGTGGTCATTGAGG 
GTAGGGAAGATTTTA I I I I I I AAGTTGTCGTTAAG GTATTTCATTAGTGTTCCTG AGTGTAAAA 
CAGI I I I I ICCCAAATACTTATGGCAGATAAGAGCATTTTTGTAAATAATAAACTAGCACCGTT 
TGGGTAAATTTGCATTA I I I I I I GGACAGGTTCATTGTCATGTAAAACAAATATCTCAAAATTC 
ATTTTACATTTAGCAAAGGTGCMCATTTGTTTTTGGAGTTTGAGAGATATTTTCCTTGTCTTC 
CATCATTCAATAAATACTAAAATTGATAACCGCCAAAATAAAAATAAAAAAAATAAAATAAGNN 
NNNNNNNNN 
>1288 

NNCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGCACTATAGCGCCCGCCA 
CCACGCCCAGCTAAI I I I I IGTATTTTTAGTAGAGATGGGGTTTCACCGTGGTCTCAATCTCC 
TGACCTAGTCATCCACCCGCCTC CGCC TCCCAAAGTGCTGGGATTAGAAGCGTGAGCCACT 
ACGCCCGGCCAGGTGAGACTATCTTTTAACCTGCTAATGAATTATAATTAGCATATAATGAGC 
AGTGAAGATGACCAGGGGTCACTTTCCTTGCCATCTTGGTTTTGGTAGGTTTTAGCCGCTTC 
TTTACCTCATGCTGTTTTATCAACAAGGTATGTGTGATCTGTACCTTGTGCAGACCGCCTACC 
TCATCCTGTGACTTAGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTAT 
TTTACCCAGCCCTTGCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCCGACAGAAT 
GGTCAGATTCTCAGACTCTAAAGCAAAGAAGACTATGTTCAGTGACAGCAAGACTGTTGAAG 
AAAAATAAACTCGAATGGCCTTGAGGAGCTATTATCAATAAAAACAGTATAACTTATAATTATC 
TGTTGTGTTACAATG AAGTATATC ATC ACTG N 
>1289 
>1290 

NCCTTAAGCGTTGAAACCCGGTACTCAGTTGATACTCGAAGACGGGCCCCCAAAAG 
GGCTCTGTATTCCACAGCCATGAATTCCATCCGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGACTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGCTTCTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTTGTTAAGAAGTTGGAGCACTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCCAGGCTTCTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACACAGTATTTAAGAAGATTCCCTGTAAGTGGTTTCTACC 
AATTGACTGCCTACTCCTGCCCAGTGGCTCCCTTACCCCAAGAGAACAGAGGGCAGGACAC 
CTCTGGTAGGGAGCTGCCAATGCCAGAGGCCTCTCCTTCCACCTACATCCCATGAGAGCCA 
TTTCTTGTCCTTTGTGTTAGTCTGTCATAGTCATTTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATTGGGATTTGCAAAAAATAAATA 
AATAAATAATGTGTAGTTGTGGATGTAGGATGCATGCCGCAGAGATAGGCAGAGCCTATGT 
>1291 

NCCTTAAGCGTTGAAACCCGGTACTCAGTTGATACTCGAAGACGGGCCCCCAAAAG 
GGCTCTGTATTCCACAGCCATGAATTCCATCCGGGAGAAGGCTCGACGGGGTGGTACCATG 
GAGACTGATGACCATATGGGTTGCATCCCTGCCCGTAATTGTAAAGGGGAAAGGGTTCTGCT 
TTATATTGGCATCATTGACATTCTACAGTCTTACAGGTTTGTTAAGAAGTTGGAGCACTCTTG 
GAAAGCCCTGGTACATGACGGAGACACTGTCTCAGTGCATCGCCCAGGCTTGTACGCTGAA 
CGGTTCCAGCGCTTCATGTGCAACACAGTATTTAAGAAGATTCCCTGTAAGTGGTTTCTACC 
AATTGACTGCCTACTCCTGCCCAGTGGCTCCCTTACCCCAAGAGAACAGAGGGCAGGACAC 
CTCTGGTAGGGAGCTGCCAATGCCAGAGGCCTCTCCTTCCACCTACATCCCATGAGAGCCA 
TTTCTTGTCCTTTGTGTTAGTCTGTCATAGTCATTTCCAAGTTGCTGTTTCCCCCTTGGCTCTT 
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CCTGCATATGTCAATGAGGTGAGGACCATTTCTGGGGAATTGGGATTTGCAAAAAATAAATA 

AATAAATAATGTGTAGTTGTGGATGTAGGATCCATGCCGCAGAGATAGGCAGAGCCTATGT 

>1292 

NNCGAGTCGGCCTTGTTGGCGTACTGGGCCATTTTGCTGCAGCCTGCGACCGAGTG 
GGAGTGGAGTGGAGCGGCTGTGGTTGCCGACTCTTTCCTCTTCCCCACGGTCCAGTCAGCG 
GGTTAATTAGGCCATCGGCCCTCGAGCCGAGACTTGTCTCTTATTTAGTTCTGGGGAGCGC 
CTCGTCGACATGAGTGATGTGGAGGAAAACAACTTCGAGGGCAGAGAGTCTCGCTCTCAGT 
CAAAATCTCCAACGGGAACTCCTGCTCGTGTAAAATCGGAGAGCAGGTCAGGATCTCGTAG 
TCCATCAAGGGTTTCCAAACACTCTGAATCCCATTCTCGATCAAGATCAAAATCCAGGTCGA 
GGTCAAGGAGACATTCTCATAGACGTTACACTCGATCCAGATCCCACTCTCACTCTCATAGG 
AGACGATCTCGAAGTAGATCATATACACCAGAATACCGGCGGCGAAGGAGCCGAAGCCATT 
CTCCAATGTCTAACCGGAGAAGACATACTGGCAGCAGGGCAAATCCAGATCCCAACACTTG 
CCTTGGAGTGTTTGGCCTCAGTTTGTACACAACAGAGAGGGATCTTCGTGAAGTATTTTCTC 
GATATGGACCATTGAGTGGTGTCAATGTGGTTTATGATCAGCGAACTGGGCGATCTCGAGG 
ATTTGCTTTTGTGTATTTTGAGAGAATAGATGACTGAAAGGAGGCTATGGAAAGGGCAAATG 
GAATGGAGCTGGATGGTAGAAGAATTCGGGTGGATTATTCTATAACCAAGAGAGCGCACAC 
ACCAACACCAGGCATCTACATGGGCAGACCAACTCATAGTGGTGGGGGTGGTGGAGGAGG 
CGGCGGCGGTGGAGGTGGAGGTGGTGGCAGACGTCGAGATTCTTACTATGATAGAGGATA 
TGATCGTGGGTATGACAGATATGAAGACTATGATTACCGATACAGAAGACGATCACCTTCTC 
CTTATTATAGTCGATATAGATCACGATCAAGATCTCGTTCCTACAGCCCAAGACGCTATTGAT 
AACGG AATGGTTGCAATTAAGGACA I I I 1 1 1 I I CCTCI I I I 1 1 I i I I I I I I I I I I I I AATTCTGA 
GATTTCCCCAAGCTGTGGATTCTTCCTACTCCTTAAGAAAAAAACTTTGGTTTATTTAGCATCT 
ACACTTTTGTCAGTTGTGTTGCTGTTTTCCACCCATTTTATTATACTCTTAAAAGATGTAATTG 
TTGT CATTTTGAAC AG TTAM CATCTTGAGTATAAAAAGAACCCCAATGTTATGTTATGCTTTG 
TAAAI I I I I I I I I I I GCTTTTACCTAGATAAACTTCTAGCTAATCAAATAAGGAAAGAAACTGTC 
I I I I I AAAGCTTCTTTTGTGTTAGATACTGTATTAGAGATCTGCATTTATCATGAGTTCC I Nil 
I I I 1 1 IAACTTTATTTTTGGGAAAGTAACACATGAAGTAGTTCAGTCATGTCAGGTTTGTCTGG 
GGTGGAATGGAACAGTCAGGTAGTTGAAAG I I I I I I I I I AGAGATGAAAAGCTTGTGAACTC 
CTGTAAAACATGCTGTATTTGAAATACATCTGTTAAAACTTAAAAACTAAAGTAAAAACTCTTT 
TATTCATACTACACTGTTCGTCGTTTACAACGTTGTGACTGGGCCCTGGGGTACCCAACTTC 
GCCTTGCAG ACTTCCCN N NN 
>1293 

ACTACCTGTTTAAGGACATACCAGAAAAAAAGTATTGATTTTTATCCTATGCTAAACA 
GTGCTGTGATAACTTTTGTATCACTTGGAGAATGCTCCTGAAATTATGCAACACTACTAGATA 
ACCCCTGGATCAAAGAGGAAATCAAAAGGGAAATTTCACACTGTATTGTAAAGAGAGGAGAC 
TTTTATGCCAAAATACAGTMGTCTTTTAGTCAGATAAMTTAATAATCTTAAATTCCATTCATG 
TTAAAGAAGAAAGACAATTAAGAAATCTGACACTAATCAGAAGAAATTAGAAAACGAATAAGT 
AAAAGAATCTGAAAAGGAGAAATAAAAGCCGGAATTTAATGAACCAAAAAATTCTACAAGGGA 
TAMCAMCCCAGATGCTGGTTCTTTTATTAATAAAAAGAAAACAAACAGTGAACAAGGTAAT 
TAATAAACCGTAATGCATTAAGTTAAAAATACTAGCGAAAATATACAAGATGAGAAATGAGAA 
AGGAGAAATAAAACACAAATACAGGATATACTACAAGAATAATAAGAGAATCTTATATGGCTA 
TCTATGGCAAAGAGANAAGAAAAAATTAGAGTAAATTGATGTTTTCCTAGCAAAATTATCTCA 
AGANGTGGGANAAATTTGGATTAATTGATTGTTTTTGAAAGAGACTAAAAAGTTATTTAAAGG 
TTTCACCCTTGGAAAAGGACACCCNN 
>1294 
>1295 

NNGGCCACGGTGCTTCCGGGTTCTGGTGTAGGAGCGGCGTCTTCTCGCGCGGATG 
GTGAAGCTGAATTTGGTACGCTGGACCCTCGGACAGACAGCAAGAGAGAGACAAGCCCGA 
GGCCTGACTTCTAGCACTCCTGAGTTTGAGCCCTATGAGCAGTGGAACCTAGGGACGACCA 
AGGATCCAGATATAATTCTTTCCTCAGtAATAGAAAAAAGAATCTGGGATCTAAGAAGATACC 
TACTCATTTTCTAAGTGACTGGCCATGTCATTGTCCCACTTATACCGGGATGGGGAAGGCCG 
CATTGATGATGATGATGACGAGCGGGAGAACTTTGAGATCACTGACTGGGATCTCCAGAATG 
AGTTCAACCCGAACCGACAGCGCCACTGGCAGACCAAGGAAGAAGCCACCTACGGGGTGT 
GGGCAGAGCGAGACTCGGATGATGAGAGGCCCAGCTTTGGAGGCAAACGGGGCCGTGAGf 
ACTCTGCGCCAGTCAACtTCATCAGCGCAGGGCTCAAGAAAGGGGCAGCGGAGGAGGCAG 
AGTTGGAAGATTCTGATGACGAAGAGAAACCTGTTAAGGAGGACGACTTTCCTAAGGATTTT 
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GGACCAAGGAAGCTAAAAACGGGTGGCAATTTTAAGCCCAGCCAGAAAGGTTTTGCAGGAG 

GAACCAAATCTTTCATGGACTTCGGCAGCTGGGAAAGACACACAAAAGGAATTGGACAGAA 

GCTTCTTCAGAAGATGGGCTACGTCCCTGGACGGGGCCTCGGGAAGAATGCACAAGGTATC 

ATTAACCCAATTGAAGCCAAGCAGAGAAAGGGAAAAGGTGCTGTGGGGGCTTATGGATCCG 

AGCGCACCACTCAGTCCATGCAAGACTTCCGTGTGGTTGACTCAGAGGAAGAAGCTGAAGA 

GGAGTTTCAGAAGGAGCTGAGCCAGTGGAGGAAAGACCCAAGTGGAAGCAAGAAGAAGCC 

CAAATACTCTTACAAGACCGTGGAAGAGTTGAAGGCCAAGGGCAGGATTAGCAAGAAGCTC 

ACTGCTCCCCAGAAGGAACTTTCTCAAGTCAAGGTCATAGACATGACAGGCCGGGAGCAGA 

AGGTCTACTACAGCTACAGTCAGATCAGCCACAAGCACAACGTTCCCGATGATGGGCTGCC 

GCTACAGTCCCAACAGCTGCCACAGTCTGGCAAAGAGGCCAAGGCCCCCGGCTTCGCGCT 

GCCCGAGCTGGAGCACAACCTGCAGCTGCTCATCGACCTCACGGAGCAGGAGATCATCCA 

GAATGACCGGCAGCTACAGTATGAGCGGGACATGGTGGTCAACCTCTTCCACGAGCTGGAG 

AAGATGACCGAGGTCCTGGACCACGAGGAGCGGGTCATCTCGAACCTCAGCAAGGTCCTG 

GAGATGGTGGAGGAGTGCGAGCGGCGGATGCAGCCCGACTGCAGCAACCCCCTCACCCTG 

GACGAGTGTGCCCGCATCTTCGAAACCCTGCAGGACAAGTACTATGAGGAGTACAGGATGT 

CCGACCGTGTGGACCTTGCTGTGGCCATCGTCTATCCACTCATGAAGGAGTACTTCAAGGA 

GTGGGATCCCCTCAAAGACTGCACTTATGGCACCGAGATCATCTCTAAGTGGAAAAGCCTCC 

TAGAGAATGACCAGCTCTTGTCCCATGGCGGACAGGACCTCTCAGCAGATGCCTTTCACAG 

GTTGATATGGGAAGTCTGGATGCCTTTTGTTCGAAATATTGTCACCCAGTGGCAGCCAAGGA 

ACTGTGACCCGATGGTGGAC I I I I IGGATAGTTGGGTGCACATTATTCCTGTGTGGATCTTA 

GATAACATACTGGACCAACTCATCTTCCCCAAGCTGCAAAAGGAGGTGGAAAACTGGAACCC 

GCTCACAGACACTGTTCCCATCCACTCTTGGATCCACCCATGGCTGCCCCTTATGCAGGCAC 

GGCTGGAGCCACTCTATTCCCCCATCCGTAGTAAGCTGTCCAGCGCCCTGCAGAAGTGGCA 

CCCCAGCGACTCCTCTGCCAAGCTCATCCTCCAGCCCTGGAAGGATGTCTTCACTCCTGGC 

TCCTGGGAAGCATTCATGGTCAAAAACATAGTGCCCAAGCTGGGGATGTGTCTTGGTGAGC 

TAGTCATTAACCCCCACCAGCAGCACATGGATGCATTCTATTGGGTGATTGACTGGGAAGGG 

ATGATCTCTGTCTCTAGCCTGGTGGGACTTCTTGAAAAGCACTTCTTCCCCAAGTGGCTTCA 

GGTGCTGTGCTCTTGGCTCAGTAACAGCCCAAATTATGAGGAGATCACCAAGTGGTACCTG 

GGTTGGAAGTCGATGTTCTCAGACCAAGTGCTGGCACATCCATCTGTGAAGGACAAATTTAA 

TGAGGCACTTGATATCATGAACCGGGCGGTGTCCTCCAACGTTGGTGCCTACATGCAGCCA 

GGAGCACGGGAGAACATTGCCTATCTCACCCACACGGAGCGGAGGAAGGACTTCCAGTAC 

GAGGCCATGCAGGAGAGGCGGGAGGCTGAGAACATGGCTCAGAGGGGCATTGGCGTGGC 

CGCTAGCTCTGTGCCCATGAACTTTAAGGACCTCATTGAGACCAAGGCTGAGGAGCACAAC 

ATTGTCTTCATGCCCGTCATTGGGAAGCGACACGAAGGGAAGCAGCTCTACACCTTTGGCC 

GCATTGTGATCTACATCGACCGGGGAGTGGTCTTTGTCCAGGGCGAGAAGACGTGGGTGCC 

CACCTCACTGCAGAGCCTGATCGACATGGCCAAGTGAACTGTGGCAGGTCCAGAACCAGTC 

AGAGACTTGCCCCTAAGAGGGATGTACTGTAAATAAACAGTATTTTTAGATCACCTTCAAAAG 

GGTAACTTCTTTACTCAGGAGCTACTCCACATCAGGCCAGGTCATGAGGGAAGGATGTAAAA 

CGGGACAATGCCACGTAGGGCAGGAATCTTTATACCAAGTCCTCATGTGGGGTATCGTCCT 

CAAAACAGGACAGCCAAGTTGATGTTCTTTCCTGGCAAAGGAGTTCTCTGTAGTTCCTCCAT 

AGCAGCCTTCCCTTTAGTCTCTGGTGGCAGCTTCTACCTCAGCCAACACTGAGTACCTCACA 

ACGAGTTCAGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACA 

GTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTATGGAGAGCTGTTCTAGCTTTTG 

CACAGGGAACCAGTGGACAGAGGTATCATTAAATATGTCCATGTATTGTGAAGTCTGAGGAA 

ACTCAAGCTCCTCCAGTCCTTTTAAAATCTGAGCAGAAAAATTCAAGTATAAAAACTTCAGAT 

AGTCACAGTAATCCCCACTCTTCTGGGATAMTTTCCACTTTACTTGTCATCCCCACTTTACTT 

TTTAAAAAAATAACAAATAGGGTATTTTGATTTAAATGCTTTTGCACMTGAATTGGGCGCCC 

CAAGGACAGTGGATATCATGGACTGTGATACTAAGAATAAAGGAAATAAGGAAAAAACTAAG 

AGATGCATTAAAGAGTCATAGCTTTCTGGAACACAGACCCATGGAGAGAGCTGACAGTACAC 

TAGCGCCACTTAGCCCATGAGTTTCCTCCTACGCCTGTAAAGATAGATAGAATTTTTCACAGT 

TTCACACCCTTTTCCATCCCAGCCCCTTTATTCAGATAGATACCTTTGCAATGTAGGGATAAT 

"TTTTTTGGAGAATCCTTGCCAACACCCTGNNNNNNNNNNNNNNNNNN 

>1296 

>1297 

>1298 

>1299 
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>1300 
>1301 
>1302 

NNNGCCATCGCGATCCTGCAGTATCCAGCGTCCCTTGGACAGACTCTGCCACTGTT 
GCCACAGCCACTTCTGCCGTCCCCAACGCCACCTCCTCAGGGCCAGCAAGATGCAGTTTGA 
GATGCACGACAACGTGAAAGGCAAAGCTATGTCCTACCCTGTGACCAGTCAGCCCCAGTGC 
GCCACCACCAGCTGCTACCAGACCCAGCTCAGTGACTGGCACACAGGTCTCACGGACTGCT 
GCAACG ACATG CCTGTCTGTCTGTGCG GCAGTTTTG CTCCTCTGTG CCTTG CCTG CCGC ATC 
TCCGACGACTTTGGCGAGTGCTGCTGCGCGCCGT 
>1303 
>1304 
>1305 

AGGGAGTCGACCCACGCGTCCGCCCGAATCGCGGAGCGGCGGGTCCCGTCTCGA 
CAGGTCTTCTCTGTTGGTTGAAATGTCTATGATTTTATCTGCCTCAGTCATTCGTGTCAGAGA 
TGGACfGCCACTTTCTGCTTCTACTGATTATGAACAAAGCACAGGAATGCAGGAGTGCAGAA 
AGTATTTTAAAATGCTTTCGAGGAAACTTGCTCAACTTCCTGATAGATGTACACTGAAAACTG 
GACATTATAACATTAATTTTATTAGCTCTCTGGGAGTGAGCTACATGATGTTGTGCACTGAAA 
ATTACCCAAATGTTCTCGCCTTCTCTTTCCTGGATGAGCTTCAGAAGGAGTTCATTACTACTT 
ATAACATGATGAAGACAAATACTGCTGTCAGACCATACTGTTTCATTGAATTTGATAACTTCAT 
TCAGAGGACCAAGCAGCGATATAATAATCCCAGGTCTCTTTCAACAAAGATAAATCTTTCTGA 
CATGCAGACGGAAATCAAGCTGAGGCCTCCTTATCAAATTTCCATGTGCGAACTGGGGTCAG 
CCAATGGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTT CTTCT GCTC 
ACCAGCGACTGGAACCAGCAACTCTGTCAGGGATTGTAGGATTTATCCTTAGTCTTTTATGT 
GGAGCTCTGAATTTAATTCGAGGCTTTCATGCTATAGAAAGTCTCCTGCAGAGTGATGGTGA 
TGATTTTAATTACATCATTGCA I I I I ICCTTGGAACAGCAGCCTGCCTTTACCAGTGTTATTTA 
CTTGTCTACTACACCGGCTGGCGGMTGTCAMTCTTTTTTGACTTTTGGCTTAATCTGTCTA 
TGCAACATGTATCTCTATGAACTGCGCAACCTCTGGCAGCTTTTCTTTCATGTGACTGTGGG 
AGCATTTGTTACACTACAGATCTGGCTAAGGCAAGCCCAGGGCAAGGCTCCCGATTATGATG 
TCTGACACCATCCTTCAGATCTATTGCCTTGGCTTCAGGGGGATAAGGAGGGAACATATCAT 
AACTGCACTGTGATGAAGAAGCTGTTCCCCACAGAGGAGAAGCTCTGCTTTCTTTCTCTCCA 
ACTTTC CI I I I 1 1 AAAATCAGCATGATGTGCCTGTGAGCATGGAAGAGTCCTCTCAGAAGAAT 
GTTGGCCATGAGACTATCATTCAGAGGAGGAGGGGATTTCTCTCTTCAAGGCCATAACAGTG 
GAAGAACAGTCATATGCCATTGGAAGTCTTGGCCAGCAGTCCTGAATCCTTCCTGAAGAGTT 
CAGAAAATAGATGTGGTATTGCTCTGAGGACCAGGCAGGAGGAACTCTACAACCTG AGTTT G 
CCTTTGTGAGGCATTAGTATAGACCAMTAAAAAGCTGCAGAAATTGGAAAGTTTATGTTTTA 
AATAAATGACTGTGATAAATTTCAGATTATTTGCACATTTATGGTACTACGAGTTTATAAAGTC 
CAAGATGGTGTGAAATTGGTTC I I I 1 1 ACTTTTATA I I I I I GCTTGAATCTTAACTCTGGAAAT 
CACCTGATGTAGAAGAAGACTGTGATGAGCTCGTCTGTGGAACATCACAAGTATCGAAAATA 
CAGTMTGGATGTTTCCTTTCTAATCCACATTTATTGTTTCTTTTGAAATCACGTCTAAA AAAT 
ATGACTCAGACTATAGCCGTTGTTTCCCAMCTTCAGTCTCTTTAGTACTACTTGTATTATTTT 
CTTAATATTTATCTTTTAAATTTTAAAG 1 1 1 1 1 1 I AAAAAAATGAATCCTGCTCCAAGTGGAAAA 
CCAGTATCAGTTTGCCATAAATAAAAGGTAANNNNNNNNNNNNN 
>1306 
>1307 

ACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAACAACAAGCACTCAGGAAACTTTAG 
AATTMGACATTMTAGCTTATTTCTTTTMGTTTTAAAATTATAGAAAAATAGTAAGTGGCATG 
GTATTGTTTGACTTMTTAGMTGTGAAAACTCTAGTGCTTTTGTAATG CTCCA AGAAGAAATC 
CAAATATTTGAAATMGACATTATTATTGGTCATTTTAAGATACTTCATGTTTTTCTTAGATGCC 
TTTGAGTAATGGACAGATGGGCCAGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATC 
ACCCCCCTCAGGCATCTGTGGCAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATG 
CTGAAAGTGGCCCACCAGCCTCGATATACACAGCCCCATTGTTCTCCTAGACAAGGCCATGA 
ACTGGCAAAACAAGAGATTCGAGTGAGGGTTGAAAAGGATCCAGAACTTGGATTTAGCATAT 
CAGGTGGTGTCGGGGGTAGAGGAAACCCATTCAGACCTGATGATGATGGTATATTTGTAACA 
AGGGTACAACCTGAAGGACCAGCATCAAAATTACTGCAGCCAGGTGAtAAAATTATTCAAGC 
TAATGGCTACAGTTTtATAA^TATTGMCATGGACAAGCAGTGTCCTTGCTA^AMCtTTCCA 
GAATACAGTTGAACTCATCATTGTACGAGAAGTTTCCTCATAAGCACTGTGGACAAAAAAAGC 
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GGGGAAGACAGCAAGATTTATGGGMGATACTTACAGGGGAAATTMTATTTTGACTATTTTT 

ATTGCATCACCAAGGATATTCTTAGGTGAAATTGGCATTAATATATATTTATTGTGAGTGTGG 

GGTAGCAGTTGGGCACCACTGCCTTCATTCATGCTAAAGTGTGGATAATTATACCTGCCATT 

TCTTTGGGACCATGGATGCGGGACGACGGGTANN 

>1308 

>1309 

>1310 

>1311 

NNNNNNNNGCTACTGTGCATATCTTCCCAGCTCCCTTTTCACTGTTATCACAGTTGA 
CTATGGTGGTAGTTGTTGGCATTTCCTGAACATATCACACTGATTGTGGGGGCGGGGAGGG 
AGAATCAAAGTTGGAGAGGTCATGAGAAACCATGTACAAACTAAAATTATGGGAGAAGAAAC 
TATGAGTGAAACGATGAGAAAAACCTAATGCATGATGTAGAACTGAGTGGTGTTAATAGCAG 
AGCACTGGAGGGAAGGGCCACAAAACTCTTGACCCCAAGGTCTAGAATCATTCTAGAATCAT 
CCTACAAGCCTAGTTTTCATGAGATTCAGCCCTATTTTATTTCTTG CTCTT GGAAT TATA TGAA 
ATTACGAATTTCTGTGTGTTGCCAGCTGTAATAGMTACCCTGGAATTTTATTTACTTTTAATT 
TTGTTTATTTATTTATGCTTATGTGCCATCTTCTCATGAAAAAGAGGCAGTATGTTAAAAGTTT 
GAGTTCAGATTTTCTGATGTAGATAAATAAGCTAAAGAAGGCAGGGTGAAGTGTGATATATG 
AGAATTTCCAGAGCAGGGTATTCGTAACTTGTAAGTATTTAGTCCAAGTTCCCTCTCCCAACA 
CATTTTACACTAGAATAAGATTGAAAGGCCAGATGTGGTGGCTCACGCCTGAAATCACTTTG 
GGAGGCCAAGGCAGTGGATTGCTTGAGCCCGGAGNNN 

>1312 

ctcaAGAtcgacTTTTAAATGGGTGTGATGTGTA I I I I I I I I AAGTAGCAGGTTTCATTTTA 
AAACAAAAAAGGTTAGTGAAGACTCTGTCTTTCAAAACATAAAAATCTGCGATAAAACCAATT 
ATTCCATACAGTGACTACGGTCAGTTCTGAGAAATGACACCCAGGTTGGCGATGTGTCTCAT 
GGTTGGCCTTCCATGGGGACAGTTCCAGGGGTGGTCCATCTCCCCCATGTGGGTGATCAGT 
TTCTTCATCTCGCTTGTGTTAAGAGCAGTCCCAATCATCACCGACTTCCGGCAGGCTCTGGA 
GGCAAACATCTGCTTGACTCGGGAAGGCCGGCACATGACC CCAGG G CTGTC GCTCAGCAT 
GAAGATCAGTTCATCGACGTCCTGGGGT CCGA AGGTCCAGCTTTTACATTTTCATCGAtaacaa 
aatcgaagCCATTCTTTCTAAATATTTCCAGATTTTCTATCAGAACAGcttcaTTAACTGCTGTTAagtt 
gagagtctgaggtgctatgagcctCTGCCCCTGGAGCACGGTGTGCTGCTGCAGCATCTCGAAGTTATA 
CTTCTCGTCCGTGGCATGCTGGTCCACTATGAAGATATCCTCATTCAGTTTGGTTATTATAAA 
TCCCAGGTTAMCTGACCAATGATTTCCATTTCTGCAMCATCGTTTTACTTATCTCTTTTCTT 
AGTTCATCTTCGGCTGCTTGATTTTCTCCAGGACAAATCCTTGCCCTAAACTTCCTGTAATTC 
TGTTCCCCTTCACTTTGCTGTGCTTCATGATGTAACTGCTTTATTCGTTTAGCTAAAGAACTCA 
GAAAAGTTCAGGGGCACAACTTTCTTATTMTTTTCACAGCTACATCAACCTGAGAAGCTGAC 
ACGTTCTGAGTATTTACTAActtttgacgaatgtcagaattggaaagaatttcttctttcttaaaacaCTTtTGTGTttgggg 
ATGTGAgaTTAGttggctGAGgcaAaacCTGAAatttaCATccgGTATCTTCCTGGTTTGAaTggcAGTCC 
ACATCTGAAAAAGAGTCGTCAGTTTCAGGCGCTTTCTCCTGAGAGTCCACATGTTCCTGCGA 
GCCCCTGTCCCCTGGGGTGCTGGCCACACACTCGCTGCTGCAGTGACTGCCCGTGTCTGG 
GATGCTGAACCCCTCAGAATCCACGGAAGTGCTGCCATGCCCCGAGTCCTTCTCCACCTCC 
GCTCTGTCCGTAGGGTCACTGGGTCCCTGACTGGAACTCACTGCCTCTTTCTGAGGTCTCA 
GGACGCCTTTGTCAGAGATGGCATCTGAAGTGCTAGAAGACGACATACCCCTTTTCTGTCCT 
AGAGGGCTCCTTCTTGGTTCTGGAGTCTTTGGGCTGTGAGG CTTGTT CTCTGTTGTGTGACG 
MGAGAAAAGGCCTCTCGCAGTCTGGAAATGGAC ACGT CCCTTTTTTCTTCTCCAGTCCTTA 
ATGAAGGGGATTGATCCTGCTTTTCTACCATGGGCTTTTCCAAATCcgctgcatgcatttttattaagttacc 
taagcaaacgtggacggagaagagggtcagggactatcctgaaatggtgagaggacgtgcttatgtgaacagatacttcacaaaag 
aggagatccacatgctaattacacagatgaacacagttcaatgttcaaaataaaactataatatgggccaggtgtggtggcttacgcctg 
ttatcccagcactttaggaggccaaggcagggggatcacatgaggctaggagttcaggactggtctggacaacatggtaaaaccctgtt 
tctactaaaaatacaaaaattagccgggtgtggtggcatatctgtcatcCCAGCTActcgagaGGCTgaggcAGGAGAATC 
GCTTgaacccaggaggtggagggtACAGTAAGCCAAGATTGTGGCACTGCACTCCAGCCTGGTGACA 
GAGCGAGACTCTGTCTAAAAAAAATAAATAAATAATAGAGGTGAATGTCTGCATTAGGATCAA 
GACAAGAAGAAGACAGACAATCACTTTGGAATTCTGAGACTACCTCCAAGAATCATCCACGG 
AAGGATGTCAGCCATTTAACCAGGGCTACGGATCAAAAAGGAAAAAATACAGTCAGTGGACA 
AGTAGAAGAGTCfCCTGAAAAATATCCGTATTTGAAAAGGCAGCAGGAGTTGATAGAAAACA 
TAACTAAAAAAGTAGAAGACACtGTTAAATTTGAATCTGGATCCTATATAGCTTCTTCTCTGG 
GATCTACTGAGGAGTGAAATCTAAATGAAGATTTAGCTTAGAAAGCATGAAGATAGTATGTTC 
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CMTTTTAAATAAAAATTATATTGTCTGAAAGACAATACAATTTTAGTACTGGGGGAAAAAAAA 

CTAGATTGTTATTTGAAGAAGAAAACATCATGGTTCTCTCCAGGTTTAAAATGGGTGCTCCCA 

TGTAGGCTGATTTTCCCGGCATTTGATCTTAACTTGAAGGCCATCTGCCCAGCCCAGCAATC 

AAAGGGCTGCTAAGCTGTccTTGGTAGCCTCTACTGGGCAAAGCTGTGCTATAACTCTGAAG 

AAAGGGAGATCTTTTAATGTTGATTACTGAAAGGCTTAGAAAGATGTCTTGAAAGAGGACTAA 

ACACMGAAAAATAAATTTTTAGCATTTGAGACTTAGGTGTTTAAGAGTGCTTAGCTCTTAACT 

ATTAACTCTTCTGAGGGGAGAAAGCTCCATGAAACAGGTTTCTGTTTGAGGCTGTAATTCTTC 

TAG GGC AAG AACATCTACTCAACACTAAC AAATGCTG G AAGCAG GC ATCTG ATTTCCTTTGT 

GCTAAGGGCTGAAATCAATACTGGCCTCTGGCTCCCTACATTCCTATAGAACCAGCTGCAGG 

TAGGCAGGAAGAGAACAAAAGTTGTTTTGGCGGCACTCAGTACAATAAACCGAAGACAAAAA 

AGACAGAGTAAAGTCTATTAACAGATGGTAAGTAGTAGATGATACTGGGGTTATTTCGGTAAA 

AGAATATCAGATTTTTATGAATGTCTTAAATATTACCTATAACCACAGCAGCCACATGC CCCA 

GGTTTCTCAGAACCAATCTCAGTACCAAATATTGTCATGTTCTTTGTCCACATACTAGGI I I I I 

GGTTTTAAAAATAAGGTCGCTGCAGTTTACATGCCCACTGCTACTGGGAGGCATACACTGGG 

CCACTTGGATAGGCTGTCATTTTCTGCAAATCAAGAGACCCATATCACCTCCTCAGGAGCTC 

TGGCCTA I I I I IGTCCTATTCTTGTCTACCCTAATTGATATCCTTGGCTACATTTATGATAAAT 

GTTTCCTGACCATCCTTTCCTTCTTTTAGATACCGATCAGATTAAGTACAAGCAATTGTCAATT 

ATCCAGCACTTGATCTAGGCCTTTAATTCCTTCAGAGAGAGAAGGAATATAGAGATAAA ACTC 

CCACCCACTTGAGGTATGGTTTATGAGCTCTTGCCCMTCACATTACCATTCAGAAGGATTTT 

CCTGGCTGACTTAAACCAAAAGCTTCATTGTTCCAGTCTGTCATGTCACTGCAGCAACAGCT 

GTCACCTCMTTATGCAGTATAATTTTTGACATAATTTATATAAGCACACAGAATTCAATCAGC 

AGCTGAGCAGGGAAGCAATGTTAACAAATGCTATGAATGGGTATATGATTTGCATATTATGTG 

GCTCATCTGTGGACTGGAGCAATCCATCCATTCCCCTCATTACTCTGAATAATCTAGAAATGG 

TAGATGCTCCTGGCCAGACAGCTGTATGTTTTAAAAATCAAAAACAACAAGAAAAGCAGCCT 

CATGGCTGGTGCGCTCTAGAATTAAGGCTATATTAAGCATTTATTCTTATTTCCTCAGCTTTG 

GGGCTGGGACMGGATCCTCAAAACCCTGCTATTTCCTTACTTTTAATTGTGATTCTCTAGCC 

CTCCTCAACTACAAAAAGAAAAGGATAAAGTAGGGCATTTCTTGGGGGACAAAGG CAGA AG 

GATATGATCAGACAAATTTCTCAATAGCAACACAAGAAGGAAACCAAAACGAAGTATTTTGCT 

GAGTAAGGAAGGAAAAGGGGTGTGTCAACA TGCTA ATGCC AGGGGC CCTGTCACTTTCCCA 

^Qg^gAccaGTCTTTCaggggacCATGCCCTTTATTTTTATTTATATTTTTTaggagacaGGGGGGGT 

CTcacctaCATTGCCCaGGCTGGTCTCAAActtctGGGcttcaAGCAatcctcccaccttggcctcccagcatgctgg 

gattacaggcatgactaaccatttaaccataaaaaatatttttttagtcacttaaaaagagactttgtcatgttgagggtcagatgctaagttat 

cagcaggctcagtcatgtTOctcttgatttatagctgtggaagagaaatggccccagttcatcacccttctctagcccagcctwtcccgct 

cccagacaccggaaaggccagcaaagacaaataaggtattcggcattctcctgcagttttcatttgctacgtggacagaagggggtga 

ggaaaggtgggaaacgaacctggctcttaggctttgtgctgctgtgacttggaagaatcaaagaaactaagtccctgagagggacaat 

gcagc&cacaactgaacaatatcatccctacagtctaggatctgac^^ 

gaagccagaagc 

>1313 

>1314 

NNNCCGGNATTACACAAATCCTCAACAATCGTCCACATATTTTCTCTCACACAGCTG 
CCTCCTCACTCCCCTTTGCAGCACCTGATGTAGCTCCTTAGAAACCTAGACTCCACAGAACA 
CTGTTTGACAACCACTGCAGTAGAACATAATATATCMGATTCTAGGAGTG GGTT TCTTTCTT 
CA I m lACATGTTGTAGMTAACATGCATMTCAAAGCTM TAATAC TGTGT TTTCT TTACTCT 
TTTATTTGCCTCTAMGACATCCACACATAGTGGTGMCTGATTTTTMTGCGTTTTAAATAAA 
AGGCATTGAAAAATATTAATMTTGTAATTAGTAAAAGTATTTCTCTTTGCGATTCTCTTATCTG 
TGTTTCCAGACCGGTTGGAGGGTGACAGATCAGAAGGCTCTGGTCAAGAGAATGAAAATGA 
GGATGAGGAATAATAAACTCTTTTTGGCMGCA CTTAA ATGTTCTGA AATTTG TAT AAGACA TT 
TATTATA I 1 1 1 1 1 ICTTTACAGAGCTTTAGTGCAATTTTAAGGTTATGGTTTTTGGAGTTTTTCC 
CI I I I I I IGGGATAACCTAACA7TGGTTTGGAATGATTGTGTGCATGAATTTGGGAGATTGTA 
TAAAACAAAACTAGCAGMTGTTTTTTAAAACTTTTTGCCGTGTATGAGGAGTGCTAGAAAAT 
GCAAAGTGCMTATTTTCCCTAACCTTCAAATGTGGGAGCTTGGATCAATGTTGAAGAATAAT 
TTTCATCATAGTGAAMTGTTGGTTCAAATAMmCTACACTTGCCATTTGCATGmGTTGC 
TTTCTAATTAAAGAAACTGGNNNNNNNNNNNNN 
>1315. '< 
>1316 

NNNNNNNNGCTAAGCAAAAGATTTTATAATGAAGAAAGATGAGTAACTAGCCTCTCA 
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ATCTTCCATGACTGGCAGGCTGGGCCAGGAGAGAAGATGGAACATGCGGCCAGGCAGGAA 

TTCACATGACCCTAAAGCTGCCGGTGGAGCTCTCAAAAGTCCCTAGATCCACTGCGTCCGTC 

TCTAGGTGGAGCCTGGACAAGGGCATCCTTCACACACTTCCCAGGGGCTCATATACAATGA 

AGATGAGAACTCTGCTGCCCGGAAGGACTGACATTCTTCGGATATCCTACAAACCCTTCCTG 

AAGCTCACTTTTGGATAGATATGGGCTGTACCAAAGACACTTATTATTCTAACATGCATCAAG 

TAAAGTAAAACAAGGAGAGAGGCTGCGGTGTGTGGGTAGGGGATGCAGGAGAAGCTGTGT 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCAAGTGCTTCA 

GGCAGGTGCCCCGTCGGGAGGCCTCTGGAGTTACTCATCTTGCAGCCTCGGGCTACTCAC 

CATCAGGGAGCCCCGGGAGCCACCTGTG I I I I I I GTTTTGTTTTTATTT ATTTATAATTTATAT 

TTTTGAGACGGAGTCTTGCTCTGTCACCAGGCTGCAGTGCAGTGGCACCATCTTGGCTCACT 

GCAACCTCCACCTCCTGGGTTCAAGCGATTCTCCTCCCTCAGCTTANNNNNN 

>1317 

>1318 

ACTACTTTTG I I I I I I I I I I I I I I I GGATCAATAAGTTTATTTATGTTGCATCACACAAT 
AGTTACACAAGCTTTTAAAAACACATGCACACGTGTTTATTATACCATACATACAAACACACAT 
ACAACTTAATTTTTACAAGCACATACAAGCACATTCAAACTTTTAAACAACAAACAACACTAAT 
TCMCATACATACMTACTTACAGCTTACGTTTTTTGCGTTTAGCAGTTGTAGAGGTAGATGA 
GGCGGTGGGTGTAGCTTTTCGTTTTCCTMTGTAAATTTTGGTTTGGCCTTCAATCCTGCTTG 
GAGTAAAAATTTGCGTCC TAAAGG AAACTGATCTAGGTCTGCAGAAAACTTTTCCTTTAAATA 
TACTGCCCAAAAAGAGTATTTTTTAAGGGGAN 
>1319 
>1320 
>1321 
>1322 

NNNGTGAAAAAGTTGTTTCTTTTAAAAATATTTTAATCCAAAGTATCCCTCCCTCCGG 
GAATTTAGGTGCCCCAGGGCCTTCAGGGCCCCCAAGATCACACACACACACGCAGACAAGT 
TCTCTCTCTCACACACACACAGACACACACAGCTCCCAAACTTTCACAGAAAGTCTGAGAGC 
AACCATGTAATTATAAAGGAGCCCTACCTCTCAAGAGTGAAGTAAGGGTGAGAAAGACTATG 
TCATTTCAGCCTGAAGAAGCCAGAGACAGGAGAATGTGTGTCACTTAAAGAAAAATAGGGAT 
TAGCAACAATGTTTGGTTGAAAAGCCAGAAATAATAAAAGATAGTAAAATTTTGATTACCAAA 
GGGGAAAACAAAAAGCAAAACACTTTCNAGATTTCTGTACAGAGCTTCTTCCTATTAAGTGCC 
TAAACTATAGGCAAACTTTGGTGTTCCCACTAAAACACAAGAGCCTCACACAATTAGGAAAAA 
AAAAATCAAAAGAAACAAGGAAACTGAGAATGGAAGTTAGTGTAAATCTCTGCATTTGGGGA 
GTTGTCATTAACTCCAGAGCCCAGCATAGTTTCCATGGAGCCCTGAAGGGAGGGGACCTCC 
TGCCACAAAGAGTTTCGTTCCAGACGAGTCGTAGCAGTGGGTGTAAACAGCATTGGGGAAG 
AAGTCAATGTCTGAAAAGTAATTCCTCCAGGTTTCATCATGATTCTACGGGAAGAGAAAGAG 
ACTACAATTAGCACCTCTAGCCATGGGGCAGGAAAAGGGGGAGGAAGGGACAGGAATGCTT 
TCTGGTCTCCTTAAGGGAACAGGGTTCTACAGGT 
>1323 
>1324 

ACGATAGGAGCTGGTTGTCAACTGATTTAATCAGTGGGTATTTCAGTATGAGGCATA 
GTTGGTGACTGAGCTTTCATGTGGTAATCTGAGGTGAATATTGACATAGAATTAGAATTATAA 
CTCACATAAATTCACACAAAAACATTTTTACATTGCCTACTGATTTTTATACATATAACCAAGA 
AATAAAGTATATGGGGGCCACCTTTCTCCAGGGATTTATAGGGTAATTAGACGAACTCTTCC 
AATAATTATAAAAATAAGAACTGAAATAGCAAGTGCATATTCTGAAT TACAAA AATCATTCAAA 
GTMCAAAAAGCCTATATCTTTGATCCCAATMCCTATTTTAATTTTCTTTTTAAAATAAAAGTG 
TTAGAGGCAAAACAAAAGTGCCATAACTAAACCAAGTACAGACAAAGGAAATAGGAATGAGA 
AACAGTGTATGTGTGTTTGTATGTGTGGGCATGCCTATAGGTATAGTTGTGTGTGAATTAAAG 
TGMCACACTCGCTMTTGAATAAAATACAGTAAGTGTTTGTGTTTGTAAAAAAAATATAAATA 
ANNNN 
>1325 
>1326 -. 

GCGTCCGGCTATTATAGTCATTTCACAGATGATGAAACTAAGATTCAGAGCAGCTGA 
TCTTGTGAGGCATCTGGAATTGGAACTCAGATTTGTCGAACTCTAGAACTAAAGATCATAATG 
ATGTCTTGCMTATATtCATTTACAAAACACTTCATTATTTATAMGMmACTMCAG TTTAT 
CTTAT7TATACCCATACATCTGCTACTTTGGGAGGCCCTTTACATAGAAAACAGCATTCTTTTT 



Page 331 of 355 



WO 01/42467 



925 
Table 4 



PCT/US00/33312 



GCCMATATGACCMATTACTTTTATTTATMTTTTTGATTtATATTTCAGCTAGATCTAAAAAG 

CATCTGMGGAATTTACAATGAAAGATACCTATGGAATMCATTTAGGATAATCTTTGACATTT 

TGGAAAAATAAGAATTGAGGAAAAAAAGTGTATCTTTCAAGTAGATGCAAAGCATTATAATGA 

CTGACACTTGTATCTAACTCCAGTCTTACAGATAACTAAGGCAAAAAGCTAAATAAACAATAT 

GTAACCTCTAACATTTGGTAAAAGGAAGTATACTGGTCTGTTAGCAGAGACAAACI I I I I I I A 

GAATTGAAGTCTGAAACAAACAAAAGCAATTCAATGTCAATAGACATTAAGCAACATAATAGA 

CAAACATCTCCTAAGGGAACATTTGTTACAGCTGCTCCTTCCCTGAACTGTGCTTTGGAAGAT 

AAGCTCTGTCCTGAGTCCAAACCAAGCCCTTCCAAGAGAGAACAAAGGTCAGAGATGTTGAA 

GATTCCAGCMATTTCTCCTCTTATTTCTACCAAGGCTTTGTGAACATTGCTCTTCATTTTGGC 

CTGTACTTCTCCCTCAGGGACGTAGAACAATGGAATGTCAGTCAGTCTCTGTAGTTAAAACTT 

TTTCTTTAAAATTCAATTAAGGTACTTCTCCCTCAGGGACGTAGAACAATGGAATGTCAGTCA 

GTCTCTGTAGTTAAAACTTTTTCTTTAAAATTCAATTAAGTTACACCAGAATTTACAGGCAAGA 

I I I I I I I I I ICATTGCTCCCATAAGCAAATTTGTTTTAAAATAATTGTAAATGAGGTATATACTT 

AGTTCTTGGTTAAAAAATATATTGCTTTGTTAAGTATTAAAGATTATTTGTAAGTCATTGTATTA 

ATAATACTAATAAAATTTATCAAGCCTTTATAGCAAGGGTCAGTGAATTACCACTGCCTGTGG 

GCCAMTCTAGCTCACTATCTGTTTTTGTAAATAAAATTTTATAATAGTACACAGCCACACTCA 

TTC ATTT ATTTTCTGTG GTTG CTTTC AAG CTAC AATTGTAG AG N N N N N 

>1327 

TTTCCAGGGAGTAAAAAGGCCTTTTGGGTGGCACATAAATCTACTGCGGTGCTGCCT 
GCTGTGGCGCGGGACAGCTGTTGAATTGTTGTAATTGGCTGACTCCCTGAAGTGGTGGTAT 
TTTCTGTAGGGGTTGTTGTCCTTGAAAACCCTGAGGAACAAACAGTTTAACTGGGAATGCCC 
CAGTTTGTTGGGGGGCCTGAGGCTGGCCCCTCTTCCTGTTTCCAGACAATGGTTGCCCATC 
TTTATCAAATTTAGAATGACATTGATTGGCCCAATGTTTTGCTTTTCCACATTTTGGACACAGG 
CCAGATGGC I I I I IAI I I I I IGCTGTTAATAGCTTGATTTATTATATTCTGTTTATTTAAGCCTG 
GGCAACTCCTTTTCAGATGACCGATTTGACCACAATTATAACAI I I I I I CCCAAATGTTCTAAC 
TTGTCCTCCTAGAGTGAGCCCCCTCATTGCTTGAGCCATTAGCATTGCCTTATGCATAGCTC 
CTCCAATCCCATCACAAGCCTTCACATATTCTGTAATTACATCAACTCCTGCTGGAACTTTTC 
CTTTTMTGGCTTTATGGCCGACTGACATTCTGGATTTGCATTTTCATAGGCCATTAATTCTAC 
MTAACTTTTCGGGCATTGTCATCTGTAATAGACTTTTGAGCAGCATCTTGTAATCTTGCCAC 
AAAGTCAGGATATGGCTCTTTAGAGCCTTGTCTAATTGAATTAATAGGGAAAGCTGTTCCTGG 
GTCCTGMTTTTTCCCCAGGCCCTGAGGCAAATAGCCCTTACTTGTTCAATAGCCTCATTCTG 
CATCACTGATTGTTGGTTAATGGTGCTCCAATTTGGACCTGTTCCTAACAATTGGTCTGCGTC 
TATATTAACAGTGGGCTTAGTAGCCTGATTTTTTCGTACCTGTTCTTGTACTCCATCAATCCA 
CCAGGTTTTAAACTGTAGATACTGAGAGGATGAAAGGGAAGATTTGGCCAAAATTTCCCAGT 
CATAAGGAGTAAGTCTATTTCCATGAGCAATGGAATCTAATAATGTTCTTATATAAGGGGAGT 
TGGATCCATATTGTTTAACTCCTTCCTTTATATCTTTTAACATTTTCATGGTGAAAGGTTCACA 
TCTAGTCTCAGCTCGGGCAGGCGCTCCTACTTGAGTCTCTTCCCCGGCCTGTACCAGTTGTA 
AAATTACCAGGAACCGCCATGCCTCAAGATCGCCCTGTTTTCTGGCTTCATCAATGACTGCA 
TGCAGTGCACCACCCTGTCCACTACGTGATGCTGTAGGATTAAGTCTCACAGTGGGCGGCT 
GAGGATACAGCGCCGCGTCCTGTGTTGCTGGTGAATTAGACGCCATCGCTGTGGGTTGCTG 
GTATGGTGCCGTGCTATTTGGCACAGGACAGACCGCTTGAGGTCTGTATTGAACCTCTGAAG 
GAGGCCGATACTGAAGCTCGGTTGGCAGCCGGTATTGATAAACTACCAGCGGTTGGGTCTT 
ATTTTCTACCGGCTGATATTGTGGATACTGTATCTGAGTTGGCATTGCCGGGATAGAGACTC 
TGTCCCTTTCTACTTGATTTTCTCTTGGGGTTTGTGCTTGTCTMCCTGCGTTTGAGGTTGTA 
ATGTTACAGGCATCTGAACCACGGGAGGAGGAGTTGATGGCGATCGTGGTTTAGGCTCTGA 
TGGCCCCAATGATTCTGGACCTCCTTCCCCCAATTTTGATGATTCAGGGTATATTATCTCCTG 
TAATTGACTGTAGTCAACATTTTGCGTTGACTGAGCCATTACAGACTCTGCTACATATTTACA 
ATGTGAACTTTCCGTTCCTTGCTGGGATTCTGTCCCTGCCTCTTCTTCACAATCTGTTACACA 
GCTTTTAGGGGCATCAGAAACTGAAACAATATCTTGTCCTGTTTGAAATGGTTCTAAAGTTGC 
TTTMTMTGGCCCMTCATTCCATACTGTMGTGGGATGATTTTACCTTCCCTATTTGGTTGT 
TTTAATTCTTTGCCAA 1 1 1 1 1 ICCCAATCTTTTAGATCTAAAGTTCCCTGTTCTGGAAACCATG 
GGCAGMTTGTTCTATTGmGAAATAGCGTAATTAGATTTTCTGTAGAAGCTCTAACTGCCC 
CTCTTCTTAAAAGAATTTTMTAAAGCTGAGATAAGAGGCATATTTACTTTCAGTTTGCCCCAT 
CGTTACCCTGGGTTCCTCTAAGGACACAAGCTTACCGCAAGGCTGACCGTGGACGTACTTG 
GGACTCTCGTCGGCTGTCCTCAATGfcTCACGTTCTTAGCGTACCTTCACCCTAGAGAAGGG 
CCCCCACGCCGGGCGCCAGATGAAGGGGTGGCCTGCCCCTCCACACCTGTGGGTATTTCT 
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AGTCGGGTGGGATGAGAGACGGAGAAAAG AAATAAGACACAGAGACAAAGTATAGAGAAAC 
ATCAGTGGGTCCAGGGGACCAGCACTTAGCACACCAAGGACATGCACAGGCACCGGCCTAT 
GAGTTCCCTCAG I I I I I ATTGATTATGATTTTCATTATTTCAN 
>1328 

NNAGTGCTGCTTGCCGATGCTCATCTCCTCTCCTCGAAAGCTCCTGGAAATCATCAG 
GAACTGGTAGAATGCTCCATAGGGGAAGAGATCTTCGTCTGTTTGGTCCATTGCTGTCTTAC 
GCTTCTGAGAGGTGACAGCGTGCTGGCAGTCCTCACAGCCCTCGCTTGCTCTCGGCACCTC 
CTCTGCCTGGGCTCCCACTTTGGCGGCACTTGAGGAGCCCTTCAGCCCACCGCTGCACTGT 
GGGAGCCCCTTTCTGGGCTGGCCAAGGCCAGAGCTGGCACCCTCAGCTTGCAGGGAAGTG 
TGGAAGGAGTGGCGTGAGCGGGAACCGGGGCTGCGTGTGGAGCTTGCGGGCCAGATGGA 
GTTCCGGGTGGGCGTGGGCTTGGCGGGCCCCGCACTGGGAGCAGCCGGCCGGCCCTGTC 
TCACTTCATCACAGAAGAGGACAAAGACCAGCGAGTACAGGACCAGCTCGGGGGGGTGTG 
GCACCGAATGGAAATCCATGAGCAGCACGTAGGCAAACAGCAGGAGGAAGGCGATGTAGA 
AGACCACATTCCAGGAGAAGACCACGAAGGGGGAGGTGATAGAACGGCCGAGGTACCAAA 
GCAGCTTCTTGTGCTTGTCGACAGGTTTCTTCCTAAATGATACAAAGCCACAGCCCACCAAG 
GGTATAATAAACAGACACAGGATAATCTTCCAGTTCTTGGTGTCTCGGGAAATCTCTCCATAC 
CATTGCTTAGAAAGAAAATTCTGGACCCCAGGCTGGGCGATGAAATGCTGGTCTGTGGCCT 
CCACCGCCAGCTCCAGACAGTTGCTTCCACCCCAAGCTTCACAGGAATAGACCAGCAGCTG 
TTCTGCCAAGTCTTCATCGCTGCTGTAACACTCAGTGAACAGCTCAACAGCCCGGGTCTCGT 
ACCTGCCCGGGGCAATGTCTGTGCCACATGGCAGATCCGCGCCCACCACAGCATTCCACAC 
TGTGGACTCACCAACAGCCCGGGTCAGGTACTCATTAGCCAGCTCCTCGGACGCAGCATTG 
ATGTCGTTCTTCACTTTGGCCAGAGTCTTCAGAAGCTTGCTGGCTCCCAGGGCTGCCAGAGT 
GCAGCCCCTGGTCTGCTCCCAAATGACTTTGGAGAGTTCCTTCTTATTCTGAAGAATGGCCC 
AGATGAAGAGAGCTTGCAGGGGGTGCCGAGTAATAGGAGACACGTCGTGGAGTTCTATGTC 
CATCTCGTCCCGGCCATTTCTGTCTTCCTTCCGGAAGCCTCTTCGGAAGTTCGCAACCAGTT 
TCCAGACAAACGTGAGGAGGGCATCATTATAGGAATTCTTGGCGATCTGCAGATTCCGGTAC 
ACAAGCGTGCTGAAGTGGTTGGAGAAGAGTTCAGTGAGGACATCATGGGTGAGAAACTTCC 
GTAGGTTCAAGCCATTCTCCAGAAAGAGGCGGACAAACTTGGGTCTGTCCTTTATGAGAGCC 
GTAAACATGACTTCTTGAAGGTCAGCAGACTTGAGAACCACCAGCATATGAGAAGAGGCTTT 
GCCGTCAGTCACATCTTTGCTCTCAACCTTGATTCTACCATTTTCCAGCCATGTGACCTGGAT 
TATTGTGTCTCTGAGCCTCGGTTTGCTCTTCTCCCATCGGCGGTCATTGGTGAAAATCTCAT 
CATTGGCTAAGTCCAGCTGGTTCCACTCCAGCAGAAGCTTCAGCTGCCCATTCCAGTTATCC 
TTGTCTTGCTCACTGGTGCTGAAGGCTTTGTATAGAGCGTAGGAGATGGCATTGCTCACAAT 
TTCATCCCCAGCTTCTTCCATTTTAATAACTGTTAATAGGTGAGAACATTCGAGAATTTCTTTG 
AGCCATTTGATCCAACTCTCAGTCTCCTCCTCAGGCAGCCGGGACACCGTGCGGGGTAAAA 
AGCGCACCAGCTTCTCCTTGACGGCAGAAGATGTCAGGGCATCCTCCACCTCCACCAGGCT 
AGCGATCACATCAGCGATCTGGCCCGAGCCTTCCACCACCACACAAGGAATTTT AI 1 1 I I GA 
TGGAGGTATTGATGGCTTTCAAAGTCTCTTTTCCACCTCCTTGGGCAAAACACACAATGGGG 
ATCTTGCCACCATAGTTGGAATCTTGAAtAGTGCGCTCAGAGATATACTTCTCTAGCTGATTC 
CGGAGCTTTGCTTCGACAGTGGGATGTCCATGACAGCCATTGTCCACGAGCAGCAAATGTG 
TGTGGTTGTTGTCCAGGATATACAGTGGATCTCTTGTGAAGTCATCCATAAGGTACTGGGCT 
AAAAAATAGCCCTCAGCATCGCAATTCCTGATGAGGGTGTCCCGGTTGGAGACCATGCCCC 
AAGCTGCTATGCCAATGGCCACAATATTCTCCTCTGAACTCCTGCTGATGGTGTTATCTCTCA 
CCACCTCCCCGAGGTACTTCATCAGGCCATAATGGGTGCCTCCCGTGAGAATCCAAGCACC 
TTTGGACTGCGCGATGTAGATGAGGCGGCTGAAGATCTTGCGCATGCGCGGCTTCAGGGC 
GAAGTTCTTGGCGCCCCCGGTCACAGAAATGACCAGGTTGGGTGTTTTCAGGTGCCAGTGC 
TGGGTCAGCAGCTCGTAAAGGATTTCCGCGTCCGTGTCGCAGGACAGACGTATATACTTCC 
CTTTCTTCCCCAGTGTCTCAAACTGAATATCCCCAAAGGCGTCGGTAGGAAATTCCTTGGTG 
TGTTTCTTGTAGTTCCATTTCTCACTTTGGTTGATCTGGGTGCCTTCCATGTGCTGGCTCTGG 
GCATAGCCACACTTGCACACATTCTCCGTGGCCTTGGAATCTTTGGTAAAGAAGACACATTC 
TCGTTTCTTAAAATTTGCTTGAATAAAATTCACCAAGTCGCTTTCACTGTAAGACAAGTCTGTG 
CTCCGAGACGCGCTGGAGTACAGGGTCCGGGTGCTGTCCAGAGTGTCA7TCCTTCTGTTCC 
TCATGCTG AGCCTGGCTGCCCGAAAGGAC ATCTTTTCCTTTACTTCTGGAGGCTCCACGTCT 
TCTGTCCACCTGCATCCTCCAACCAN 
>1329 

N N G AAAGTGACCGTGTGCTTCGGACGG ACCCGG GTGGTCGTGCCGTG CGGGG AC 
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GGCCACATGAAAGTTTTCAGCCTCATCCAGCAGGCGGTGACCCGCTACCGGAAGGCCATCG 

CCAAGGATCCAAACTACTGGATACAGGTGCATCGCTTGGAACATGGAGATGGAGGAATACT 

AGACCTTGATGACATTCTTTGTGATGTAGCAGACGATAAAGACAGACTGGTAGCAGTGTTTG 

ATGAGCAGGATCCACATCACGGAGGTGATGGCACCAGTGCCAGTTCCACGGGTACCCAGA 

GCCCAGAGATATTTGGTAGTGAGCTTGGCACCAACAATGTCTCAGCCTTTCAGCCTTACCAA 

GCAACAAGTGAAATTGAGGTCACACCTTCAGTCCTTCGAGCAAATATGCCTCTT CATGT TCG 

ACGCAGTAGTGACCCAGCTCTAATTGGCCTCTCCACTTCTGTCAGTGATAGTAATTTTTCCTC 

TGAAGAGCCTTCAAGGAAAAATCCCACACGCTGGTCAACAACAGCTGGCTTCCTCAAGCAG 

AACACTGCTGGGAGTCCTAAAACCTGCGACAGGAAGGATGAGGATGGGACAGAAG AGGA TA 

ACAGTCGTGTTGAACCTGTTGGACATGCTGACACGGGTTTGGAGCATATACCGAACTTTTCT 

CTGGATGATATGGTAAAGCTCGTAGAAGTCCCCAACGATGGAGGGCCTCTGGGAATCCATG 

TAGTGCCTTTCAGTGCTCGAGGCGGCAGAACCCTGGGGTTATTAGTAAAACGATTGGAGAA 

AGGTGGTAAAGCTGAACATGAAAATCTTTTTCGTGAGAATGATTGCATTGTCAGGATTAATGA 

TGGCGACCTTCGAAATAGAAGATTTGAACAAGCACAACATATGTTTCGCCAAGCCATGCGTA 

CACCCATCATTTGGTTCCATGTGGTTCCTGCAGCAAATAAAGAGCAGTATGAACAACTATCC 

CAAAGTGAGAAGAACAATTACTATTCAAGCCGTTTTAGCCCTGACAGCCAGTATATTGACAAC 

AGGAGTGTGAACAGTGCAGGGCTTCACACGGTGCAGAGAGCACCCCGACTGAACCACCCG 

CCTGAGCAGATAGACTCTCACTCAAGACTACCTCATAGCGCACACCCCTCGGGAAAACCAC 

CATCCGCTCCAGCCTCGGCACCTCAGAATGTATTTAGTACGACTGTAAGCAGTGGTTATAAC 

ACCAAAAAAATAGGCAAGAGGCTTAATATCCAGCTTAAGAAAGGTACAGAAGGTTTGGGATT 

CAGCATCACTTCCAGAGATGTAACAATAGGTGGCTCAGCTCCAATCTATGTGAAAAACATTCT 

CCCCCGGGGGGCGGCCATTCAGGATGGCCGACTTAAGGCAGGAGACAGACTTATAGAGGT 

AAATGGAGTAGATTTAGTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAAGCACCA 

AGATGGAAGGAACTGTGAGCCTTCTGGTCTTTCGCCAGGAAGACGCCTTCCACCCAAGGGA 

ACTGAAAGCAGAAGATGAGGATATTGTTCTTACACCTGATGGCACCAGGGAATTTCTGACAT 

TTGAAGTCCCACTTAATGATTCAGGATCTGCAGGCCTTGGTGTCAGTGTCAAAGGTAACCGG 

TCAAAAGAGAACCACGCAGATTTGGGAATCTTTGTCAAGTCCATTATTAATGGAGGAGCAGC 

ATCTAAAGATGGAAGGCTTCGGGTGAATGATCAACTGATAGCAGTAAATGGAGAATCCCTGT 

TGGGCAAGACAAACCAAGATGCCATGGAAACCCTAAGAAGGTCTATGTCTACTGAAGGCAAT 

AAACGAGGAATGATCCAGCTTATTGTTGCAAGGAGAATAAGCAAGTGCAATGAGCTGAAGTC 

ACCTGGGAGCCCCCCTGGACCTGAGCTGCCCATTGAAACAGCGTTGGATGATAGAGAACGA 

AGAATTTCCCATTCCCTCTACAGTGGGATTGAGGGGCTTGATGAATCCCCAAGCAGAAATGC 

TGCCCTCAGTAGGATAATGGGTAAATACCAGCTGTCCeCTACAGTGAATATGCCCCAAGATG 

ACACTGTCATTATAGAAGATGACAGGTTGCCAGTGCTTCCTCCACATCTCTCTGACCAGTCC 

TCTTCCAGCTCCCATGATGATGTGGGGTTTGTGACGGCAGATGCTGGTACTTGGGCC AAGG 

CTGCAATCAGTGATTCAGCCGACTGCTCTTTGAGTCCAGATGTTGATCCAGTTCTTGCTTTTC 

AACGAGAAGGATTTGGACGTCAGATAGCTGACGAGACTAAACTCAATACAGTGGATGACCA 

GAAAGCAGGTTCTCCCAGCAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCG 

TTGGAGAGTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTCCATCG 

TCCACGGCCGCGGATAATCAGAGGCAGGGGATGCAATGAGAGCTTCAGAGCTGCCATCGA 

CAAATCTTATGATAAACCCGCGGTAGATGATGATGATGAAGGCATGGAGACCTTGGAAGAAG 

ACACAGAAGAAAGTTCAAGATCAGGGAGAGAGTCTGTATCCACAGCCAGTGATCAGCCTTC 

CCACTCTCTGGAGAGACAAATGAATGGAAACCAAGAGAAAGGTGATAAGACTGATAGAAAAA 

AGGATAAAACTGGAAAAGAAAAGAAGAAAGATAGAGATAAGGAGAAGGATAAAATGAAAGCC 

AAGAAGGGAATGCTGAAGGGCTTGGGAGACATGTTCAGGTTTGGCAAACATCGAAAAGATG 

ACAAGATTGAGAAAACGGGTAAAATAAAAATACAGGAATCCTTTACATCAGAAGAGGAGAGG 

ATACGAATGAAGCAGGAGCAGGAGAGGATTCAAGCCAAAACTCGAGAATTTAGGGAACGAC 

AAGCTCGAGAGCGTGACTATGCTGAAATTCAAGATTTTCATCGGACA7TTGGCTGTGATGAT 

GAGTTAATGTATGGGGGAGTTTCTTCTTATGAAGGTTCCATGGCTCTCAACGCTAGACCTCA 

GAGCCCACGAGAAGGGCATATGATGGATGCTTTGTATGCCCAAGTCAAGAAGCCGCGGAAT 

TCCAAACCCTCACCTGTAGACAGTAACAGATCAACTCCTAGCAATCATGATCGGATACAGCG 

TCTGAGGCAAGAATTTCAGCAAGCAAAGCAAGATGAAGATGTAGAAGATCGTCGGCGGACC . 

TATAGTTTTGAGCAACCCTGGCCGAACGCACGGCCGGCGACGCAGAGCGGGCGACACTGG 

GTGTCCGTGGAGGTGCAGATGCAGCGGCAGCGGCAGGAGGAGGGCGAGAGCTGCCAGCA 

GGCCCAGCGCCAGTACAGCTCTCTGCCTCGGCAAAGCAGGAAAAATGCCAGCTCGGTCTCC 

CAGGACTCTTGGGAGCAGAACTACTCCCCTGGGGAAGGCTTCCAGAGTGCCAAAGAGAACC 
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CCAGGTACTCCAGCTACCAAGGCTCCAGGAACGGCTACCTGGGAGGACATGGCTTCAACGC 

CAGGGTCATGCTGGAAACTCAGGAGCTCCTTCGCCAGGAACAGAGGCGGAAGGAGCAGCA 

GATGAAGAAGCAGCCTCGTTCCGAGGGGCCCAGCAACTATGACTCGTATAAGAAAGTCCAG 

GACCCCAGTTACGCCCCTCCCAAGGGGCCCTTCCGGCAAGATGTGCCCCCCTCCCCTTCTC 

AGGTTGCGAGGCTGAACAGACTTCAGAGTCCTGAGAAAGGGAGGCCCTTCTATTCCTGAGC 

ACGCAAATAACGGATGCTTCATGTCGCGCAATAAAAGACATTTTCCTATGAAGACTTGTATTT 

TGGGAGI I I I II I AAAACCTCGATGGTACTATGGAGTATTTCTGTTGTTGGTATCAGTGCCTT 

TAAGCGGTGTAGGCAAAGAAATGGAAGGCCTTAATGTCTTTGCCACTATGTCTCAAGTGTCT 

GTTTCATGGAAGGATTTCCCACCCTGTGACAATCATCTGTTTGAGGTGTTCATATGCTCTGC 

GCCTCTCCACAGTACCAGGAATCTCGGCCCTACTCATGAGTTGTCCGCGGCTTGGTTGTAA 

CATCCCTGCACCACTTGCAGTGACAAATTCACCTGAAGTGGAGGATGACGTGCGGCCCTGT 

TTCTCCCTCTAAGTTCTCTTAGCTATGGGATGAGATCTTAGTCTCTGGTGGAGGAAAAGTGG 

GCGACATACACCAAAAATTGGGGCTTTCTGGTACTTCACAGCACAGCCATTTGTCGTACTTT 

GTCATCACTGTGGTTTTCTCTTTCGTTTCTCAGCTCTTTGTGACGGGAGA GTCGG TCATCCTA 

TTACAGAAGCTAAGCCATAGTCCMCATTGTTTGGTCACCATGGGGGTCCTTTTGTAACTGC 

CTTATGACTCAACATTACCAATAAAGTGATGATCCTGGTCTGCGTTTATACATACGCTTGTTC 

GGTCCTGTTCCTGACACGTGGGTTGAGTCACCACAGCTCTGTGTGGGGAACGTGGGAGACA 

GGAGTGGCTCCTGCCGGGGGAAGCTGGGCCTGCCATTGGCCCTGTGTCTATCATGAG GGG 

AGAGCTAAGAAAGAAATTCTCCTAGGAAGAGCTCATGGCCCAGTACATCCTAGTAATTATTTT 

AATTAGI I I I IGTTCTGACAGCTTGTCAGGAAGGGCACAGAATGGGACAGAGATAAACCAGA 

CAGTCATTTTGATCTGCTCTCTACGG I I I I I CAAGTCAGAGGCAATTGATGCTTGTCTAATGC 

ATCCACACACTGCATGTGTGACTGGCGATGCCACGCTCCTAAGTAGTTCTGCCATGAAACAT 

AAAAGACAAAGGAAAAGCCGTTACACATCACACAGAGAACATTTTCGGGTCCCACAGCGGT 

GGTGGCAGGAAGCTCACTCTCGCGTCAGTATTAGAGTGTGTGTGTGGGTCTCGGGGATCTC 

GGTGGCTCCCATCTTCCTTCATTGTTCTGAACATCCTGTATTGTAAACCATGGCTGGGGTGC 

TAAAGTGCCTGTGAATCCCGATGTGGAAAAAGCTGGAGGTGA AAGCTCAG CATACCATGTAT 

TTACTTTAAAAACAGAAAAAAAG ACATGTATGGATATGTCTA I I I I I I I I I I ATTGGCACATTGT 

ANN I GTGTTGACTTG I I 1 1 I AGAAATGATGTGTCCACACACGTACCCGTGTCTCTTCTGCA 

TTTCTGTGTCATGGTTCTGTTTCTTAATCACGTGCGGCGGTGTCTAAGTGGTGTTACCAGTGT 

ACGCGCAGTGACCTTGGATGACAGTGGCTCTTTCTCACAGCCTCCCCTGAGCTGTGAGAAA 

CAGCTTTCTCTGTACATATGCAACTCCTAATAAAAGGCATATT TCTTC CTGTTCAAAACACAG 

AATGGGCCCATGAGGACCTCAAGTGATAGTGACCCAATGATCTTTTAAATCCTCAGGGGCGC 

CCCTTAGACTANNNNNNNNNNNNNNNNN 

>1330 

NNCATGGTCTTTTTATTTTCAAAGAGAAAATTGACTTTGTAAAAGAGCAAACCTCTTA 
ATATACTATCTACATGTATAACAAAtTCAATTTCAGAGAAAACACAATGTAATATGTAAGAGAA 
GTACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCCTCTCCACTTACT 
TACACTATCTTAGGTAAATMGACTTTTATTCCTAAGTGTGAATTTTCACAGGAGGAGAAATCT 
GGCAGATAGATCCTCACCATCATCTGAACACTCGAACTGGACTTCCTTTTCTGAATTGACCA 
GTCAAAGAGAAAGGAAAAGAAAAAAAAATATGACCGGTTGAATTTAGAGTATCAAAGCATGG 
AGTATAGAATAAATTTGTTTTTAAAGAGGAGGTATAAGTTGAATGGAAGGAAAAAGTTCTGGA 
AATGCGTTCCATGTAAGGATAGTAATCCCGCGTACCT 
>1331 

ACTGTTTGCATTAATAAATTAAAGCTCCATAGGGTCTTCTCGTCTTGCTGTGTCATGC 
CCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGTAAGAGACAGCTGAA CCCC CCGC 
GTACCACTGTAATCATTATTCCGAATGTTATGATTACATTGACAGATAACTCCAGTTTTGCTAA 
CCTGAACTGATGTTATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTA 
TGATCCTGTTTTTCTCACMtGGTGGTGGAGGCCGGGAGCTTATATGTTTATTTATGTATGAA 
TGACGATAGTAAGAGATGGCATATAATCACGAGACTGATCATATTGGATTCTTTGGGGAACG 
G AGCCGG AAGGGAGTAAACAG AN'' 
>1332 
>1333 
>1334 

>1335 " 
>1336 

NNNNNNNNGGAAGTAAAACCAGTATTTATTGAGTACCTATTTGCCAGATACGGCTAG 
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GTGCTCCCACATCCCATCTCTTAATCGTCACAACAACCCTGTGAGGTAGGTAATAATGATCC 

CCATTTTTACAGGTGAGGAAGTAGGCTCAGAGAAATTAAGCAGCTTTCCCAACTTCACACAG 

TGAGTAAGTACATCTATCTGACCCCAGAGTTACGCTTTTCTATCATGCCCCCGTAGGATATTG 

CCTGGGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTAGGATTGGGAGTTACCCCAAC 

ACCAGCAGGATGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTCAG 

TGAGTTAGCTCAGATTTTGTCCAGGAACAGCTTTCAGAGCCAAAGATTACGTATTGAACTTTA 

CCAAGGCATCTGGTGACTAGAAAACTCCTGGAAGGTGGTCATAGCAGAAATTGTTGGGAAA 

GTTCTCAGCATAATAAAAGAGAAATTTTTATTTCCTTCATGATCCACTCCTACAGGGAAAAATA 

AATGGCAAATGAACCCATGTATGTCAAACTCTGTAATAAACACCAGTGAGATCACAGTGTCA 

GGAMTTTCAGCCTGAATTAAAGATACCCTTGCTCTTAAAACTTTCTTCTTTGATGTATGTGAA 

GGAAGGGCTGGAGGGCAAAGTCAAAGGAAAAGGCAAAATAAATTAACAAAATGACTGNCAG 

GCAATGATAAATGNCCTCCCCTTCCTCCTCCCACCACGTACACTCGCCTTTCCTCCTTCCATT 

GGGCTCACACTGCCACCTGCTGGCAATTCCTTGGATCTAATAGCTGATCAGTGGTGTTTGAA 

AGAAAAGI I I I I ICCCTGTCTAGGAATGATTGATTCCTCTGTATGCATTTATTTTAATAGGGAG 

GAGAAGNNN 

>1337 

NNAGTTTAACTTTGGGATAAAATCCTAGGACTGGGAATGCAGAGTGCAAAGGGTAAA 
GTGTGTATGTMTTTTACTAGATATTGCCAAATTCCTCTCCAGAGGTGGCGCACCATTTTGCA 
TTCTCTTCAGTGGTATTTGATCGGTCCAGGCTCACTATTAGAATATGTTAATGAGCTTCTGGA 
I I 1 1 I I I I I I I I I I IGCAAACCTTATAAATAAAAAGTGGTATGCCAGTAAAGTTTCAATTTACAT 
TTCTCTTCTGMTGAAACTGAGCATTTTCCATTTTCCTCCTAGATTCTTAGGAAGCCTTTGTAT 
CTGCGATATAAGTTACTTTCTCCTTCTTTGTCATG7TGTTTAACTTTGCACTTTCI I I I IAAAAC 
CTGCAGTAAATTTTAAATCTTTTCATTCAGTGCTTCTGGTTTTCAAATCACATACAGAAAGAAT 
CTCCCGAGTCAGAGGGTGTGACCACAGTCTGTTCTGGTGCTTCTATGGCTTCATCTTTCACA 
TTTGAATCTCTGACGTAGTTGGAATTTATTCTGGGCTATAAGGACCCGACTTTATTTTAAGAA 
CAAAATTTTTTTAACAAATGTTAAACTTAACTTCCTAAAGGCAGATTATTACTGGGACCATGTG 
TGAN 
>1338 
>1339 

NNCACCCACGCGTCCGCCGAGCCCTGAGCGCCGGCGCGGGACCGAGCTGGCGGC 
GGGCGGCGCGCGCCTTCCGAGGCTTCCTGCTGCTTCTGCCCGAGCCCGCGGCCCTCACGC 
GCGCCCTCTCCCGTGCCATGGCCTGCAGGCAGGAGCCGCAGCCGCAGGGCCCGCCGCCC 
GCTGCTGGCGCCGTGGCCTCCTATGACTACCTGGTGATCGGGGGCGGCTCGGGCGGGCT 
GGCCAGCGCGCGCAGGGCGGCCGAGCTGGGTGCCAGGGCCGCCGTGGTGGAGAGCCAC 
AAGCTGGGTGGCACTTGCGTGAATGTTGGATGTGTACCCAAAAAGGTAATGTGGAACACAG 
CTGTCCACTCTGAATTCATGCATGATCATGCTGATTATGGCTTTCCAAGTTGTGAGGGTAAAT 
TCAATTGGCGTGTTATTAAGGAAAAGCGGGATGCCTATGTGAGCCGCCTGAATGCCATCTAT 
CAAAACAATCTCACCAAGTCCCATATAGAAATCATCCGTGGCCATGCAGCCTTCACGAGTGA 
TCCCAAGCCCACAATAGAGGTCAGTGGGAAAAAGTACACCGCCCCACACATCCTGATCGCC 
ACAGGTGGTATGCCCTCCACCCCTCATGAGAGCCAGATCCCCGGTGCCAGCTTAGGAATAA 
CCAGCGATGG A 1 1 1 1 1 I CAGCTGGAAGAATTGCCCGGCCGCAGCGTCATTGTTGGTGCAGG 
TTACATTGCTGTGGAGATGGCAGGGATCCTGTCAGCCCTGGGTTCTAAGACATCACTGATGA 
TACGGCATGATAAGGTACTTAGAAGTTTTGATTCAATGATCAGCACCAACTGCACGGAGGAG 
CTGGAGAACGCTGGCGTGGAGGTGCTGAAGTTCTCCCAGGTCAAGGAGGTTAAAAAGACTT 
TGTCGGGCTTGGAAGTCAGCATGGTTACTGCAGTTCCCGGTAGGCTACCAGTCATGACCAT 
GATTCCAGATGTTGACTGCCTGCTCTGGGCCATTGGGCGGGTCCCGAATACCAAGGACCTG 
AGTTTAAACAAACTGGGGATTCAAACCGATGACAAGGGTCATATCATCGTAGACGAATTCCA 
GAATACCAACGTCAAAGGCATCTATGCAGTTGGGGATGTATGTGGAAAAGCTCTTCTTACTC 
CAGTTGCAATAGCTGCTGGCCGAAAACTTGCCCATCGA C1 1 1 1 1 GAATATAAGGAAGATTCC 
AAATTAGATTATAACAACATCCCAACTGTGGTCTTCAGCCACCCCCCTATTGGGACAGTGGG 
ACTCACGGAAGATGAAGCCATTCATAAATATGGAATAGAAAATGTGAAGACCTATTCAACGA 
GCTTTACCCCGATGTATCACGCAGTTACCAAAAGGAAAACAAAATGJGTGATGAAAATGGTC 
TGTGCTAACAAGGAAGAAAAGGTGGTTGGGATCCATATGCAGGGACTTGGGTGTGATGAAA 
TGCTGCAGGGTTTTGCTGTtGCAGTGAAGATGGGAGCAACGAAGGCAGACTTTGACAACAC 
AGTCGCCATTCACCCtACCTCTtCAGAAGAGCfGGTCACACTTCGTTGAGAACCAGGAGACA 
CGTGTGGCGGGCAGTGGGACCCATAGATCTTCTGAAATGAAACAAATAATCACATTGACTTA 
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CTGTTTGAGTTTTATGTATTTCTTTATTTTAATCAGGATCTTCTGATAGTGGAA AI I I I I A GTAC 

ATAATAGAACTTATTTATGGAGTTAGAAATTTGTAGTGTTATCCAGGATTGATTTTCATTTGAT 

CACATCTCACAGTAATTAATATTTTCAAGI I I I I I I I I I ATTAACAGCTCTGTGCTAG I II I I I I 

TTTCTGTTTTAGCCTCATCCCAAATATA AAGC TTTGTGAAGTACAATTAACTTAATGTACTTGA 

ATGAATAGAACTTGCTAC I I I I I I I I I I I I I I I GGGGACACGAGTTTGGCTCTCATTGCCCAG 

GCTGGAGTGCGGGGGTGCTATTTCAGGTCTCACCAAACCTGGGCTCCGGGGGTCAAGGGG 

AATCTCCTGACATTTAGCCTCCCGAATTAGTGGAAATTACGGGCAGGCACACCAAGTCCGGA 

ATATTTGGATTTTGGAACATGGGGCGTCCCCAAGTTGGCCGGGTGGTCTAATCCACTTGAG 

GATTCGCCCCAGGCCTCTAGTGTGAATTCAGGGACAGGGACAGGTATTCACCACGGGGGAT 

CCAGTAAGGGCGGACCATTTTTGCACGGTGCTATACGTGAATACTAAAGTAAGCGATTTTAA 

AGAGAGGGCTTAAGACAGACAAAACATATACAAGATACCNNN 

>1340 

NNNNNCATGAGATTGCTCTATATTTTCNTTTTGGTACCATCCTTGTCAGGTTTNTGAA 
TCAATGCTATNACATTCATTTTATAAAATGAATTCAGGAGlTTTTCTTTATTTG I I I I I I I ICTTT 
TTTTGGCACTTTGAGGTTCAAGATTCTTTTCCTAGTCTCTGCAATTGTTTAAGCAAGAATGGG 
ATTATTTAATCTTAAMGGTTTGGTAGAAATCCCCTTAAACAATCTGGGCTTGATGCTTCTTTT 
GGTMGGGGTACTTTTAACTATTTGTTTCTTCTACGGTAATTGG7TTGTTGTGACTTTATCTAC 
CTAGAGTAAATTTTGGCAATTTGCA I I I I IC TCAA AATAGI I I I I GAATTTATTGTGTAAAATTG 
CTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTACTATTTCCCCCTTGTCATTTAAA I I I I IG 
TATTTGTGCTTCCTCCI I I I I I ICTTAAATAGGTTAGCTGGTAGTTTATCTGACTCAACTCCCC 
GCACTACCCATCACCAACTTGGATTTATTATTGCCGGACGCGTGGCGGACGCGNN 
>1341 

ACTTTGACTATTTTTTAGCAACAAATTACTTTTGACACACAGCACAATTGATTTAACAC 
TTCCAATTTTGGAACTATTGGATAAATAATGATGGGATTTAAATAAAGCAATCCGATTCTACTA 
TTACAGCATAGGGTCTCTTGTAGTCCTCTTAGTAAAAACTATTGTGACACTTCCTTCTTTCTCC 
AAATATTCGGCCTGGAAAGACCTAAATACAATGCAGGGATTGAATCAAATTCACACA I I I I I I 
TTCCTACGGAAACAACAAC CTTTC TTGCTTATATTTAACAAAAACTAGTATAGATTCCCTTTAT 
ATTAATAGTTATATGGTA I I I I I I ICTCAGAGTAGAAATCAGGTTTATAGGCTAAGAATATAGG 
CTAATTTGGAGCATAACACTAACCAGCATGAACCTAAGTGAGTACN 
>1342 

ccgctgagctGGGACTAGCGAAATCTGTCTGCACTGATCGCAGTCGTCCTCAGTTTCACC 
CTCTAGGAATCGGCCTGGGGGTGCACGTGCTACTCTCTTCCTCCAGGCCGGTCCCCGGCG 
CGTGCGCGCGATCCATGTCCATGTCCGCGCCTATCAATAAAGTTGCTCACTTGTTGCCGGC 
CCGCTAGCCCGAAAGGTTGCGCGCGCAGACCGAGAAGTCTCGCGATAGCCAGCCGCGGCT 
GCCCTTGCGCTTCCGCGAGCTGGCGGGGTCCGTGGTGCGGGATCGAGATTGCGGGCTATG 
GCGCCGAAGG I I I I ICGTCAGTACTGGGATATCCCCGATGGCACCGATTGCCACCGCAAAG 
CCTACAGCACCACCAGTATTGCCAGCGTCGCTGGCCTGACCGCCGCTGCCTACAGAGTCAC 
ACTCAATCCTCCGGGCACCTTCCTTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTG 
CAGCTGCTGTCGGGGCCGTGTTTGGCCTCACCACCTGCATCAGCGCCCATGTCCGCGAGA 
AGCCCGACGACCCCCTGAACTACTTCCTCGGTGGCTGCGCCGGAGGCCTGACTCTGGGAG 
CACGCACGCACAACTACGGGATTGGCGCCGCCGCCTGCGTGTACTTTGGCATAGCGGCCT 
CCCTGGTCAAGATGGGCCGGCTGGAGGGCTGGGAGGTGTTTGCAAAACCCAAGGTGTGAG 
CCCTGTGCCTGCCGGGACCTCCAGCCTGCAGAATGCGTCCAGAAATAAATTCTGTGTCTGT 
GTGTGAaacacacAACcaCtccccaca<^ccacacaccac»aa<»ctcacacacccaca(xx:accgcacgcccacctcac 
acttctccggrcggccgcacaacacacacatctcttagctacgcgcxccatcgggcac^ 

cacaggggggcaaaatctgacgccgggccccccactatggc^ggcagccacatatacctcgcaatagaccagaggtacacgtgga 

tatggaacgactgggacacccctgctccgcccaggctacacgacactccactcacactacttcctcttgtgctcttcttcgcactctataccc 

ctcctgaccaccactccactacgcttcccaccacct<^<xxx:<xt^ 

ctaggctctgacttcaccactagctaccactatctcacgacggctctrc^ 

cccccggca 

>1343 

>1344 

TATAGGGAGfCGACCCACTGGTCCGCGGAGTCTCCGCGGCGCGGCCAGGCCCGG 
CCGACCGCGTCTCGGTCTCCGCGTCTGCCAGCCTGGCTGGCAGTCCGTCTGTCCATCCCG 
CCGCGCCGGGGCAGTCTAGGCGGAGCGGGGGCTCAGGCGGCGGCGGCCTCGACGCGAG 
TGAGTGTCGTGGTTGGGGTGCTGGACCCAGAGTGCCTACCCTCGCCTGCCTGGGCCTCAG 
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TTTCCACATCTGCACAATGGGGGTGACCATCCCTGCCCTGCTGGCTGCCAGGAGCGGCTGT 

GAGTCTTCAGGCGTGGATGCAGCCTGGGGGAAGCCATAGGGCGCTTTCACAGGCCTGGCC 

TTCACCATGGCGGGAGGGAGACCGCATCTGAAGAGGAGTTTCTCCATCATCCCCTGCTTTG 

TCTTCGTGGAGTCGGTGCTGCTGGGCATTGTGATCCTGCTTGCTTACCGCCTGGAGTTCAC 

GGACACCTTCCCTGTGCACACCCAGGGATTCTTCTGCTATGACAGTACCTACGCCAAGCCCT 

ACCCAGGGCCTGAGGCTGCCAGCCGAGTGCCTCCTGCTCTTGTCTACGCACTGGTCACTGC 

CGGGCCCACCCTCACGATCCTGCTGGGAGAGGTGGCGCGTGCCTTTTTCCCTGCACCACCT 

TCAGGCGTCCCAGTCATCGGGGAGAGCACCATGGTGTCTGGGGCCTGCTGCCGCTTCAGC 

CCCCGAGTGCGGAGGCTGGTCCGCTTCCTGGGGGTCTACTCCTTCGGCCTCTTCACCACGA 

CCATCTTCGCCAACGCGGGGCAGGTGGTGACCGGCAATCCCACGCCACACTTCCTGTCCGT 

GTGCGCCCAACTACACGGCCCTGGGCTGCTGCACCTTCTCGGATCGGCAGGCCCCGGCTG 

CCTGGCCGCGCCCCGTGCCTGCGCTGG CGGTCCAG CTCGTTGGCGGCGGCGGCG GGCTC 

CCTGAAGGTGGGGCCCCTTGCTAGCGGCCCTAACCGATGTACGTGACTCTCGTGTTCCGCG 

TGAAGGGCTCCCGCCTGGTCAAACCCTCGCTCTGCCTGGCCTTGCTGTGCCCGGCCTTCCT 

GGTGGGCGTGGTCCGCGTGGCCGAGTACCGAAACCACTGGTCGGACGTGCTGGCTGGCTT 

CCTGACAGGGGCGGCCATCGCCACCTTTTTGGTCACCTGCGTTGTGCATAACTTTCAGAGC 

CGGCCACCCTCTGGCCGAAGGCTCTCTCCCTGGGAGGACCTGGGCCAAGCCCCCACCATG 

GATAGCCCCCTCGAAAAGTTAAGTGTGGCGCAGGAACCCGAGGTCTGCAGGCCGCATTCGA 

CACCGGCACGGCTCACCCCATCCAAGTCGCAGAACTGCGCCCGCCGTGGCCACCTGATCC 

CCAGCTGTGTCTCCTCCAGGGCCCCAGCCATGTGTTCGTCGCCCCGTGTGCCCCGTCCTCG 

ATTGAGGTCTGAGCCGACGCCCTTGCCCCTGCCCCTACCCCTGCCAGCGCCCACCCCCAG 

CCAGGGCCCCTCGCCTTCCTCCCCTGGACCTGGGGGGCCAGGCGGGGGTGGTGGACGTG 

GCCGGAAGCTGCTGCTGCCCACGCCCCTGCTGCGGGACCTGTACACCCTGAGTGGACTCT 

ATCCCTCCCCCTTCCACCGATTCGGCACCAGCCCTTACCTGTTTGCCAGCCGTGACCACCT 

GCTGTGAGGCCCGACCACCCACCCAGAATCTGCCCAGTCCCCACTTCTTCCCTGCCACGCG 

TGTGTGTGCGTGTGCCACGTGAGTGCCAAAGTCCCCTGCCCCCCAAGCCAGCCAGACCCA 

GACATTAGAAGATGGCTAGAAGGACATTTAGGAGACATCTGCCTCTCTGGCCCTCTGAGATA 

TCCCGATGGGCACAAATGGAAGGTGCGCACTTGCCCCTACTATTGCCCTTTTAAGGGCCAA 

AGCTTGACCCCATTGGCCATTGCCTGGCTAATGAGAACCCCTGGTTCTCAGAATTTTAACCA 

AAAGGAGTTGGCTCCAACCAATGGGAGCCTTCCCCTCACTTCTTAGAATCCTCCTGCAAGAG 

GGCAACTCCAGCCAGTGTTCAGCGACTGAACAGCCAATAGGAGCCCTTGGTTTCCAGAATTT 

CTAGAGTGGGTGGGCATGATTCCAGTCAATGGGGGACCGCCCGTGTCTAAGCATGTGCAAA 

GGAGAGGAGGGAGATGAGGTGATTGTTTGTCATTGAGTCTTCTCTCAGAATCAGCGAGCCC 

AGCTGTAGGGTGGGGGGCAGGCTCCCCCATGGCAGGGTCCTTGGGGTACCCCTTTTCCTC 

TCAGCCCCTCCCTGTGTGCGGCCTCTCCACCTCTCACCCACTCTCTCCTAATCCCCTACTTA 

AGTAGGGCTTGCCCCACTTCAGAGGTTTTGGGGTTGAGGGTGCTGTGTCTCCCCTTGCCTG 

TGCCCAGGTCATCCCAAACCCTTCTGTTATTTATTAGGGCTGTGGGAAGGGI I I I ICTTCTTT 

TTCTTGGAACCTGCCCCTGTTCTTCACACTGCCCCCCATGCCTCAGCCTCATACAGATGTGC 

CATCATGGGGGGCATGGGTGGAGCAGAGGGGCTCCCTCACCCCGGGCAGGCAAAGGCAG 

TGGGTAGAGGAGGCACTGCCCCCCTTTCCTGCCCCCTCCTCATCTTTAATAAAGACCTGGCT 

TCTCATCTTTAATAAAGACCTGTTTGTAACAGAAAAAAACACACAAACAACANNNNNNNNNNN 

NNNNN 

>1345 

>1346 

ACTAGATTGGGTGTGTGTATTAAGAGAAAGACAGGAGTCAAAGATAGTTCCAAAACT 
TTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGGGGAACACTTAGAGAAAAATGCA 
TTTGGAMGCAGAMTACGATCAAGAGTTGCATTTTTGATACATTAAGCTTGGTATGTTTAATT 
CATAGCTATATAGAGGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAG 
TTCACCAGTGTAAAGATGATATTTGATGGCACAGGATGGACTTTCTTCTGGGATTTGAGTATA 
CATAGAGGAAAGATGTGAGGATTGAGCACCAGGGGACTTCAACATTGACAGGCTCAACAGA 
GGAGAATTCCCAAGAGGATGAGGTTCCACCTTTAGGACCGCCAAAGAAGACTTCCCAGACA 
AGN 
>1347 

: NNNNNCATGAGA1TGCTCTATATTTTC^^TTTGGTACCATCCTTGTCAGGtTTNTGAA ' 
TCMTGCTAtNACATTCATTTTATAAAATGAATTCAGGAGI I I I I CTTTATTTG I I I I I I I ICTTT 
TTTTGGCACTTTGAGGTTCAAGATTCTTTTCCTAGTCTGTGCAATTGTTTAAGCAAGAATGGG 
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ATTATTTAATCTTAAAAGGTTTGGTAGAAATCCCCTTAAACAATCTGGGCTTGATGCTTCTTTT 

GGTAAGGGGTACTTTTAACTATTTGTTtCTTCTACGGTAATTGGTTTGTTGTGACTTTATCTAC 

CTAGAGTAAATTTTGGCAATTTGCATTTTTCTCAAAATAG I I I I I GAATTTATTGTGTAAAATTG 

CTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTACTATTTCCCCCTTGTCATTTAAAI MUG 

TATTTGTGCTTCCTCC I I I I I I I CTTAAATAG GTTAGCTGGTAGTTTATCTG ACTCAACTCCCC 

GCACTACCCATCACCAACTTGGATTTATTATTGCCGGACGCGTGGCGGACGCGNN 

>1348 

>1349 

>1350 

>1351 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATGGGGGTCAG 
TAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGCACAGCTTGCTTTAAACATG 
AGATCCAGCTCAGTGATCATGCGGGGGAAAAGGCCCGGCATTGCTGGAACTCCTAATATTT 
AAAAAGATGATGGAAACTTGAAATTTTATATTTAATCTTCTCATTTTTAAGTGTTGGCAATGTA 
TTGAAGACTTTGAAGCCTCTCTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATTTAGTCC 
ACAGCTGGCCAGTTTGAAAACTGAATCCTGCTAGCCTTAATTTAAAI I I I I I I AAATTTAATTT 
GCTTTGATTCCTGCACTCCTGCTCAAAAAAATCTTCAATGGCTCCCCACTGTCTGCAAGGTAA 
AGTCCAAACTTTGTCACCAGTCCTTCAAAGCAACCCATGACTATATCCAAGACCCCAAACCAT 
ATTTCTACCTTATAGCCAGTCTCCATCTTCCACCGCAACCAGAATGATAGTTGAATTGTACTC 
TAGG AAGGA AAATATTCAGAAAGGCACCAGTCCTGGCCATGAGGGCTGCTTCTGGGTCCCT 
MGCTTTTTCCTTTCCTGCAGTGCCCTACACTGTGCATGCCTATCAATGAAACCCTGTCCATC 
ATTAACCATCCAGCTCAAATACCACCTCTCCACAAAACATCCCTGATGGCCCAGCCAAATGC 
C CCTTT GCTCTGAATTTCCATGGGACTTTAf ATCACTCACATGACACTTACAACATACTGCCT 
TGTTTTG GCAT TACCTACATAGCTCATTTTCCCAAACACCTAATAATATTCACAGAAGGAAGA 
GTTTGGGTTTTGCACTATATTGAATATCCCTGTAGTGCTTTGTACATAGCANNNNN 
>1352 

NNAGTCGACCCACGCGTCCGCCGACCGCGGGCGCGGGGGCCGCGCCGGTGACAG 
CCGATCCCCGCCCCTGCTGCCCGCCACGTCCCTCACGTACCACTCGGCAGAGGCGCGGGG 
AAACCTGGCGTACTGGCTGTGGCTTCTCTAGCGGGACTCGGCATGAGGCTGGCGCGGCTG 
CTTCGCGGAGCCGCCTTGGCCGGCCCGGGCCCGGGGCTGCGCGCCGCCGGCTTCAGCCG 
CAGCTTCAGCTCGGACTCGGGCTCCAGCCCGGCGTCCGAGCGCGGCGTTCCGGGCCAGG 
TGGACTTCTACGCGCGCTTCTCGCCGTCCCCGCTCTCCATGAAGCAGTTCCTGGACTTCGG 
ATCAGTGMTGCTTGTGAAAAGACCTCATTTATGTTTCTGCGGCAAGAGTTGCCTGTCAGAC 
TGGCAAATATAATGAAAGAAATAAGTCTCCTTCCAGATAATCTTCTCAGGACACCATCCGTTC 
MTTGGTACAAAGCTGGTATATCCAGAGTCTTCAGGAGCTTCTTGATTTTAAGGACAAAAGTG 
CTGAGGATGCTAAAGCTATTTATGACTTTACAGATACTGTGATACGGATCAGAAACCGACAC 
AATGATGTCATTCCCACAATGGCCCAGGGTGTGATTGAATACAAGGAGAGCTTTGGGGTGG 
ATCCTGTCACCAGCCAGAATGTTCAGTACTTTTTGGATCGATTCTACATGAGTCGCATTTCAA 
TTAGAATGGTACTCAATCAAGCACTCTTTATTGGTTGGTGGAAAAGGCAAAGGAAGTCCATC 
TCATCGAAAAACACATTGGMGCATTAAATCCAAACTGCAATGTACTTTGAAAGTTATTAAAG 
ATGGCTATGAAAAATGCTAGGCGTCTGGGTGAATTGGATTATATTAACTTTTCCCGAACTAGA 
ACTTGAAGAACTAAATGCCCAATGCAATGAGAGCCACTATGGAACACCATGCCAACAGAGGT 
GTTTACCCCCCTATTCAAGTTCATGTCACGCTGGGTAATGAGGATTTGACTGTGAAGATGAG 
TGACCGAGGAGGTGGCGTTCCTTTGAGGAAAATTGACAGACTTTTCAACTACATGTATTCAA 
CTGCACCAAGACCTCGTGTTGAGACCTCCCGCGCAGTGCCTCTGGCTGGTTTTGGTTATGG 
ATTGCCCATATCACGTCTTTACGCACAATACTTCCAAGGAGACCTGAAGCTGTATTCCCTAGA 
GGGTTACGGGACAGATGCAGTTATCTACATTAAGGCTCTGTCAACAGACTCAATAGAAAGAC 
TCCCAGTGTATAACAAAGCTGCCTGGAAGCATTACAACACCAACCACGAGGCTGATGACTG 
GTGCGTCCCCAGCAGAGAACCCAAAGACATGACGACGTTCCGCAGTGCCTAGACACACTTG 
GGACATCGGAAMTCCAMTGTGGCTTTTGTATTAAATTTGGAAGTGTGGCCCAGAGTTGCT 
CAGAATTGGAGCAGAGCCTGAGACGTATCTGCAGATCCTGTCATCAGCTGGCAAGTCCAGG 
AGACTGTGTCATTTAGAGACTGTGTTGTTAGTTATCCCTCAACATCTTCTAAGGTGGCAGGAA 
ATAATATTGGAAATAACATTTTAAAGTAAAAATTTTAAAGTTTAAAGAAGAGTTTTGCCACTTAA 
ACAGGGGAGCTTTGTCTGGAAAATACACTGAGTTGAAACACTTCATCCTTGGAAGGATTATA 
TAAGATGAACAGTTGTGATAAAtGtGTAGATTAGAGGGATGTGAATGGGCAGTTAGtCCAGT 
GCCCTCATTTAAGAGGCCAAGATCCTGATTCAGAGGAGGCATCCTTTGCCCAGAGCTGCTTA 
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GCTAATCTGACCAAATGTTGGGAAAAATGTCTCACCTAACCCACTATTCCTTAATTA TGGA TT 

TTGTGMAAACAATAGMCATGTTMTGAGTMT TTATA TTAGTTCGATGTATTACAATTTTTTA 

GCTTTAAATTACAGTTTTCTTATAATGTTGAAATGTTTTAGAATCCTTTGAATCTAAGTATTTGT 

TTCCTAAATGAAACATTTGTACAACATTTGATGTTTTTACTTATGAAATATTCTCCTCCCCCAA 

GAAAATTTAAACTTTTTCTCTCTATTTAAAAGCTAAGAAATGTTTTAAAGGAAAAATGAAATTAT 

CTTCCTTTAGCTTA I I I I I AAGGTAAAACAGC I I I I I ACTCTGTTATTGTGGTAATGGACAGAA 

TATTACATACAAAAATATTCTGGGAGAGC I I I I I CCTAGTTGGTTTTAAATCATTGTGCCACCT 

GAAAGGTTTTTAGATTTTATAGGAGCTAATTTGTCCACCAG CATTAA TGTAACACAGTGTAGT 

TATGAAAATATATTGAAGGACAGGAAGTGGACACGAAGTGATTTTTGTAACCTGAGCAGTTAA 

TGAATGTGCCAACATTTTCTAGGAAGGGACAGCAAGAATATTCTGCTCTGTAGT TAAAA TACT 

GGCTGGCTTTTGATGTCTTCATGCTTAATTGTGATCACTTTCTTGCACTGTGATGTTTTTACGT 

GAATATGTTGAAGTAGAAGTCTACCATATTATTTTATAAAATGTTTTCTGTATGGCAATAAACT 

GAAAACATGGATCAACCCTTCTTTTGAAAATAAACTGAGTCAATTTAGCCCTTTAAAAATATAG 

TCCATCCCCTTTTAAATAGAATCCCTCTTCCCAGCCATCAAGGCCTCAACATTTTGTAAGCAT 

CCAAAAAATTGGTAATTAGGGGGCTTGCACTAAATTTCACTATCTTCAGTAGAGAGGAACTGT 

TTGGAACTTAGATTTCCAATGTGTATATTCTAATGGAGAAAGCAAGAGGTAGAGTTTGTATGT 

TTGACTTACCTTAGAI I I I I ATTTTCCATACATACTGCAAATGATTGACTTGTTGCATAAATGA 

AGATCTTCTGTTGTGTGCTTTTCAAACACTGTAMTMATTTGAAATTTGAATAACTTTCCACA 

GTATAACTGN 

>1353 

>1354 

>1355 

NNNACCCGTTGAGCACCAAGCAAGATGGCAGCTTCCGAGACGGTTAGGCTACGGC 
TTCAATTTGATTACCCGCCGCCAGCTACCCCGCACTGTACGGCCTTCTGGCTTCTGGTCGAC 
TTGAACAGATGCCGAGTCGTCACAGATCTCATTAGTCTCATCCGCCAGCGCTTCGGCTTCAG 
TTCTGGGGCCTTCCTAGGCCTCTACCTGGAGGGGGGGCTCTTGCCCCCCGCCGAGAGCGC 
GCGCCTTGTGAGAGACAACGACTGCCTCAGAGTTAAATTAGAAGAGAGAGGAGTTGCTGAG 
AATTCTGTAGTCATCAGTAATGGTGACATTAATTTATCTCTTAGAAAAGCAAAGAAGCGGGCA 
TTTCAGTTAGAGGAGGGTGAAGAAACTGAACCAGATTGCAAATATTCAAAGAAGCATTGGAA 
GAGTCGAGAGAACAATAACAATAATGAGAAGGTCTTGGATCTGGAACCAAAAGCTGTCACAG 
ATCAGACTGTCAGCAAAAAAAACAAGAGAAAAAATAAAGCAACCTGTGGCACAGTGGGTGAT 
GATAACGAAGAGGCCAAAAGAAAATCACCAAAGAAAAAGGAGAAATGTGAATATAAAAAAAA 
GGCTAAGAATCCCAAGTCTCCGAAAGTACAGGCAGTGAAAGACTGGGCCAATCAGAGATGT 
AGTTCTCCAAAAGGTTCTGCTAGAAACAGCCTTGTTAAAGCCAAAAGGAAAGGTAGTGTAAG 
CGTTTGCTCAAAAGAGAGTCCCAGTTCCTCCTCGGAGTCTGAGTCTTGTGATGAATCTATCA 
GTGATGGTCCCAGCAAAGTCACTTTGGAGGCGAGAAATTCCTCAGAGAAATTACCAACTGAG 
TTATCAAAGGAAGAACCCTCTACCAAAAATACAACTGCAGACAAACTGGCTATAAAACTTGGC 
TTTAGCCTTACCCCCAGCAAGGGCAAGACCTCTGGAACAACATCTTCCAGTTCAGACTCTAG 
TGCAGAGTCAGACGACCAATGCTTGATGTCATCGAGCACCCCGGAGTGTGGTGCGGGTTTC 
TTAAAGACAGTAGGCCTTTTTGCAGGAAGAGGTCGTCCAGGCCCAGGGCTGTCATCACAGA 
CTGCAGGTGCTGCTGGATGGAGGCGTTCTGGCTCAAATGGTGGTGGACAGGCTCCTGGTG 
CTTCTCCCAGTGTGTCTCTCCCTGCTAGTTTAGGAAGAGGATGGGGTAGAGAAGAGAACCTT 
TTTTCTTGGAAGGGAGCTAAGGGACGGGGCATGCGGGGGAGAGGTCGAGGACGAGGGCAT 
CCTGTTTCCTGTGTTGTAAATAGAAGCACTGACAACCAGAGGCAACAGCAATTAAATGACGT 
GGTAAAAAATTCATCTACTATTATCCAGAATCCAGTAGAGACACCCAAGAAGG ACTAT AGTCT 
GTTACGACTGTTAGCAGCTGCCCCTCAAGTTGGAGAAAAGATTGCATTTAAGCTTTTGGAGC 
TAACATCCAGTTACTCTCCTGATGTCTCTGACTACAAGGAAGGAAGAATATTAAGCCACAATC 
CAGAGACCCAGCAAGTAGATATAGAAATTCTTTCATCCTTACCTGCCTTGAGAGAACCTGGG 
AAATTTGATTTAGTTTATCACAATGAAAATGGAGCCGAGGTAGTGGAGTACGCTGTGACACA 
GGAGAGCMGATCACTGTATTTTGGAAAGAGTTGATTGACCCAAGACTGATTATTGAATCTG 
CAAGTAACACATCAAGTACAGAACCTGCCTG AGfATGACCTCTC CACCTTATAGTTTATGAAT 
GTCTTGTTTGTGAAAGTGACTATAACCCAAAC 1 1 i I 1 1 1 1 1 1 1 1 1 1 AAAGAGGATTTGGAAGTT 
GTATGG A I 1 1 1 1 I I GTTATCTTCACTTTACTGCATAGGAAACAATCTACCTCATCATTTAAAAT 
GACATGGGTGTCGGTTTTGTAGATCTTTGGTTTTTTTGTCAGGTTTAATTTCAGTTMCA 
GTAAMCAf GACATTCCCTGCAG ATATTGTTGT ATACCAGTATGGTTTCTrCTCTTTCTT^ 
TGTTTTTGGCCATCAAGTAGCAGTCGTCAGTAGGAGTTTATAATACCAAGAATGTGCTGCGT 
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ATCTTGTCTCAATMGTTTTAAGTAACATTTAAAAATATTAMGCATGTTATTTGACCTAATTTT 

TTAGCATTTGAGTTGTTCCATTAAATGGAGbATCTTGTAMTTTCAAGTATTTTATACTTGCAA 

TTGTTAAGAGTTAACAGGTAGTTGGATTTGTCGCAGACAATGAGTTAAGGAATCCTTTCACGT 

TTTTCCCAACTTTAAAATTAAGGATTCTCAGGTCCGTGTGTAGAGCAGTGAAAATAAGATGTG 

CGTATGTGTGTGTATGCCTGGAGAATTGGTGTTTCACTTCAGTGAGAGGATTGGCTGTGAGC 

TTCAGACCAGGAAATGTGTCATCTTGCCAGGCACCTGGCTGAGTGTGCTGGAGTGAGGATC 

TTGAACAGAAACTTCCTTTTCTGTTATTATTCACTACGAAGCTAAAATGGCCAAATATATACCG 

TGAAMTTGGTTTCATTTMCAAAAGATCAGATCCCTCCTtCAGCTGTACACATTTTTAAATAA 

AATC ATATTG AACT A AAAA AAA AAAA AGTAAATTCTG CG N N N N N 

>1356 

>1357 

>1358 

>1359 

>1360 

NN AG CTG CCG ATACTACTACTAAATTCGCGCCCGGCTG CACC AAG G ATTG GCCC AT 
ACCTGATATGATCCCTTCCAGTGCGGTTGCAGGGAATCTCTTATTCGATGTTGTTTTCAGCCA 
ACAACATCTCCAGGTTGTAGGCCATGGTCTCTGTTACCTTTATCTCCCTGGAGCTCATTGCG 
MCGGMTCCTTTATTMTTTGGCATTTATGGTAGGAAGTTTTGTGAGACCTTGGCAATAATG 
GAGGATATCACCTTTAAGAAGTACAGGTTCATAAGCTCTTTTATCTAGCCACATAGGCCTTCT 
TGTTATTATTTCAAAGAAAGAGACTTGACGTTTTATGAGTGGGGTGGATTGTAGGTTGAGCA 
GAACT AATGGGAGAGGTGCTGGCTAGAGAAAGTTAAAAATTTCTGTTAGCTTTGCATTGAGC 
TTTTTMTATCATTTGTTCATTTCACCAGTTCAGAGGATTGGGGGTGATGGGCACAACAGAAA 
TGATGGAATATAGGCCAAATGTTACAAATAGATAAAATTACCTGACCAGTGAAGTGTGTTCCT 
CAGTCGCCATGG AGCTC AG AN N NNN 
>1361 

T TTttattTTTTTTTGAAAAGCTAGTAGTCTATATATCTATATATCTATCTATATaaaCtAcTA 
GCTTTTGATAGATATTGTGTTTACATAGTCCACAAGTTAAATGCAGGTATCCATAAGAAGAGC 
ATTAACAATAAAAATACAATCTGTGTGTAGCCAAGTACAGAGACTTAAAATGGTAAAACAGCA 
AAAAGGATCTCACAAAAGTACAAATATACAGTACAMTTGATTTATTTAAAACAGTTACAAAAA 
AGCACAACAAAATAGAGATTATCCTTAGAATTATTAATGCTTTGTTAAAGATCAGGTAGGATTA 
GAGGGTAAGAAATGGTATTGGGTGGAGGGAGCACCTGACTAGTTCTAAGGCTTTAGATACA 
ATGCAGTTGATTACATATTAATTCAGCCATTACATACTGGGGATAGTAGATGGGGGATCAGTA 
ATTTATCTACAGGGAACTCCTACACAGATCCATCCAGACCTCCCCAGTGCCATCCTTCTCCA 
CTCCTTAGGACCCTAAAGCCACCTGGATGACAACATTCCCATCCTTTCTCCACCCCATTCCC 

tatccgtatattcttccctcgcctaaggtgctgtgcaagctgagagcagtctgctctctgca 

gctgg atcat atactgttttggctacagggatcctgtgtgactaagaaggttgtaggggaca 

gccttattttaatactttaagttaggcatgagtacagtcagtccctcccccaacacaatctag 

attctcttgaatgcaagtatcagtcaagtgagggatcaaccctgccttcagcaataccagca 

atgcactaaccactcacagctcacaactacgtgcaaactccctgcccagggggtgggtgta 

aaaccactgtgtcatcagctcacactctttctctgaagaacctcagtccccatgacagtcata 

aagacaaataaatgcttgcaagtttgacaacaggtaaaggcacatgggctgctgccacacac 

actgcaggcaagaacccaatttgaggccatcttcactgctgggcatttgcagtggaatggc 

tttgggatcacaaaactttgagttcgcaatctaccggggggatctaggtttaagtggagaac 

taatamgamcctttagtgtgaaaagtgcatttatgactattgttcctgctggggaggcag 

cagggcaaactccaacacctctcctccttccgccccaggcactgtgcatagtctgcagcta 

aggagagagtgcagtcgactctagcatctctggggccagtgtcatcataggcccagaccag 

gcttct ggtcc aaagatggatcctagagttgaaagagcaactgacagctgcaaagacccag 

atgcttattttattattgcataatgtgggagaccttcccctaccccaggaaagctggagagtga 

aggcttcccagcaaagg gcaa acaggttcctgatcgacatccaacctaataaggttcagctc 

ctgmctgtagtgtacacttttgcgcatctggaaggtacfatagcttcagtgtggtttagtaa 

agttagcctaggaggccmgatgtctccctaaaacttagtctctgtcctatttactttgttta 

taagactgtgacctaacttcccatggccaattcaatcgactaggttatctttactccaatgga 

cccaggccttttcccagtcaatgcatgtcgaagccttcatctccagcgtgatcactcaactc 

ttcmcatgcctgcttgctgcaggtttaaaccacaccaccatcctgtgcttccccctaaatc 

gcccatgatgcccgcaggtaaaaataaaagtaaaccccacttgaggtgctatttcagccaaa 

ctttaaaccctctccgaactccagaatccacctaactggagctggacgaacttcactgggat 
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GCTGGCATGGGCCCTAATGTGGTTCccTTeATTTAGtTTTTaaacAGGATACaaGATACCACAAA 

GGAAAGAaGTTAATacaacAGAAGACAccactagtagaaacctgcttgtttctccctcacagatagtcagacatttggagc 

caaagggcTCccaaCAGCACTGaaGccTTATccctttggATTTACCAGCCCACCAGCAGCATTTCATAC 

CATCCCTATCGAACATGACTTCGCTATAAAATAACATGGCCTAACACAGGTAAGAATGAACC 

GGACGCCTACACTTAATCTACATGGCCAAAGACATGGAAGGATAGGGAGCTGTAGAGGACA 

GCAGGCAGGACAGTGAGCGGACAGCAGCAGTGGCAAAGCAGCGCAGGGCAAAGCCCTTG 

GTGTTATGACCAACTGGGACCAAGAATATAGAAGGACCAGCCCAGATTGGCTGGGGGCCCT 

CCCTCAGGTACAAGTACTCAGCTCTGAACTCCCAGAGCCCCTTCCCCCCATGCCACCTCTTC 

CTCATGTATACTAATCTTGATAGGAATGATTCAAGACTTGGCTTATTATCCATCCATGACTGG 

GTTCCCCTATTCCCAAATTGGTATACACATTTTTATACAGCGCCAGACAGTCAGCAGTCCTCC 

TTTCTATTCCTAAGAGCTGGAAATGTCCTACTGCTGACAAGGGACAGGCTCTGGCCCTTGTC 

AACTGCTCATTCTTAAAAAGTTGGCAACTTCCCACTAAAATACTCGCTAAAAACTGCTCTCAT 

GTCTCCTGCAAACTCAGGAAATTCCTATAAGGAAGAATGGACACACCACAGGTTAGTCATAT 

TTTTCATGCCTGGAGGAAAAGACTAAACTAGAGGTTAAAGGCAAGGGGGAGGCCACAGCTC 

TGACCGAGATTTAGAGCACAGAGATTCTTTTCCTGGGGACCATATTTTATGACAGATACCTTT 

GCAGCTCAGCAAAATCAAGTATTAATATGTTATATATGCATGGAACGATATTGTGGTATTACA 

GGAACTGCTGGTATTGCTTCACCAGCAAGAGACAGCAACAGAAAGGTCAGGGCCCAACTTG 

CCAGGGTCCTCAAGAATTTCTCTTTCCAGAATTCAGTGGAAGTTACCAGGTTGGAAAGTCAC 

AAGTAGCCCAAGTGGAAGGTGATTTGATCTAAACTAATTGGTCTGTATCTGGTTAGACATAG 

GTTTGCCCCATAAGGAGAAAGCTCAGCTTGTGTCCTTGCAGACACTGCTTGAGCATCTActgtg 

tacatgtcactaaattcagttgatgagccttcctatgaggaaggacgcttgtgagaaacccatgcaaacaatgaactctaggaatgagtt 

gctcatgaaacagccagagatgaggccttctcccaaggccttctcatttgaggggattcctcaagactcgtccacccagggcccccatct 

gtagggatactagccagagaaagcagcattcagagaatcgggtgtacagaggaaggggataaagatatgatcccaaatgcagtac 

aaatgttggcgtctggttctgacacaaaccagatactgaagcactcacggtcaggtcagcaacctcctttgatggacccccatgagctga 

ctgaccaggcaaacgtgctttcaaggaatgaaagagtggagggtagggcttgtagcaaacaagccagtttcagtcactctgttccccca 

ggagtacaacctttagcacctgaacactaagaatgactccattctcagaacttcccactccccccaggaggtagGTAAGATTATT 

TATCCCCATTTGGCAGGTGGGGAGGAAGTGAAAGAGCCAGAGGTCACGAGACTTGCCGAAA 

GTCCTTGACAGAGCAGAGATCAGACCTCAGAGGTTTGGACTCCTGATGCCAGGCCAGGTCT 

CGGCCAATCCAAGTATACCTTATAAAGGACACGCCAGGATCATAGCCTGGGAGAAGTCTAAC 

CAGAGAGCTGCGTGGACAATACCCTGAGTTGCCTTCAAGAGTCTAAAGACCCCCAAAAAACA 

AACAAAAAAACTTACCCACCTGAAAGCTAGTGGGGGAGCCTAATTCCCAATACCCAGTGGAA 

CCCCACGGTCTGAGCTGATGCTAAAAGTTGTGAAGAAAATGTGGGATTAAGACATTGGTGG 

GGGGTAGGGGGGGTGCCAATGCAACCAAGATTGAAAATACTTTTTGCAGAGGAATATACCA 

ACACAAAATGACATCTATTCAGGTACTGAAATGTTATCAAGACTATCCTAGAATCTTAGAGCT 

GGTGGTGGGAGGGGATGGCTTGGAGGCACCAGAATGCTGGGAGAAGCAGTGGAATAAGAC 

AGGAGGGGCATATGGGACATGTGAAAATGCCATGATGGGCACTGCCCAGCCACGCATTCGC 

CCTGgcccaGGGCATAGTTCCCTTCTTGTTTCtTCACCAAgctGTttggcagtggaagtGGAGGGGACA 

TGattttgagattttaAAAATagagATTATAgcTGAAGGggaaaccaGAGAGACCCCCTACCCAccaaaaacT 

AgaGGtcTTGGtCAGagtggacAAaacCAACTTTGCAGACAAGGAAAggcAGtgcagCTACAAATgaGG 

CCCAGGTCACGACACCATGCAgcGGTCAGCGCAGCAgaaGGGTGGGGGTGGCGCAGGCACT 

TGGGCACAACACAGACAAAGGTGGGGGGTCAGTGCctgGAAAAAGGGTctACTAGTTCTaaagT 

caccattaccAGCAAGATTCTGTGAGATTtCAAAGTGGGtctggcaTGCTGAgttgaaggaGCTTTGTTAG 

GTGAGCTACCTTTCCagaGGGCCTGCCTAGAACCCAGTCAGCCTGGCTATCAAGTCTTTCTC 

CCAAAGTCCCCTGACTGAGTCCCTGGCAAGGTAGTACTTCActCTGAACCCTGAAGGGGCTC 

TCCCTCCGGGCCCCCGTGCTGCTAGAAGCCTTGTAGGCAGAATGGTGAGGAGAGATGGGG 

AAGGGCTATGAAGCAGAGGATCAAGCAGAGTCCTGCAGATGAGAGTGCTCCTCCCCCACAC 

ACCCAGCCATAGACATctggAACAAAATCACCCTTTAAAGTGCGCATCTCTCACAAGAAGGGTT 

CTGGGTGGGAACCCtcTTATTTCCAACCTTGGGGCCTCCTGCCCTTCTACCACAAAAAAGAAA 

AAAAACTTCTGACAGTTTAACtgctacTATMGCTGTGGATCATCATTTTtggcTCTTTCTTTACTC 

CCTCCCCggAcgcGTgggtcGACTC 

>1362 

>1363 

>1364 

>1365 . 

>1366 

NNNNNNNNNAAATTTCCTATTGTGATAGCAATAATAAGAAGTAGGAAATTTCACATAG 
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TCAGCAACCTAACACTGTGAGAAAGAATCCAAGTAGCAGGTCATTAAAACAGATGGCATTTA 

GGAAAGTAAACTTATTCAAAACATATTCTTGTAAGTAAATATGTACCACAACGTTTCTACTCTA 

TTGTGTAAGCTTTAAATACAAAAATACCACAACCACTCCCGGACTCCTCCATTATTTCAGTAA 

TACTGGCTGCCCTAG I I I 1 I CAGGATACATCATGCAAATAAGTTCTTTT A I I I I ICAAATTATT 

TTATTCCTAMGTATCTTTAATTrTTCTTTTTGGTTATACAGCTTATAGAATAAACAAGTCACAA 

GMTCTTCATTTGTTTCTAAAGTATATAATTCTACAAAAGTTGTTTTACTCAATGTGAATTAAAA 

TTTGCMGTCTAMAAAATAAAAAAATTTTAAAAAGTAAAAAAATTTGCAAGTCATTTAACTTG 

GTGTCTTTTATATTATCTTCAGATGACAATTGCTCTCAGATGACTATTAAACTCAAAGATGCAA 

TACAGTTAAATCTTCCTTTCTTTGTAAAATTACTGTTGTTCAATTAGCAAGAGNN 

>1367 

NCCGGTTCCCCAI I I I I I I I I G AACCAC AGTCTC ACTCTCACCCAG GCTG G AGTG CA 
GTGGCACAATCTCAGCTCACTGCAAGCTCCGCCTCCTGGGTTCACGCCATTCTCCCACCTC 
AGCCTCCCGAGTAGCTGGGACTACAGGCGTGCGCCACCATGCCCAGCTAATTTTTTGTACTT 
TTAGTAGAGACGGGGTTTCACCGTGTTGGCCAGGATGGTCTCGATCTCCTGACCTTGTGATC 
TGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCTGCCGCACCCGGCCGT 
TCCCAI I I I I I ATTG GTG CC AAC AT7TC AAAACTTCAT ACTGTTT ATAAACTG ATTTTCTG GTTT 
ATTTCTACTGTAATCTCTCAATATTCATAGAAGATGAAGAAATAAGTCTGACAACACTAAAGAA 
ATTTCTTAATATACTATTATTAGAATAGTAGAGGATAAAAGATAATGTTATCCAGTTACAAAGG 
AATTTGGATGATAATTATAACTTAATGTTAGAGATGGTAAAGCTGCACTTACTTGAACAGCCC 
AAAAGCATTAAAMTCTATTTCCAGAGGAATGTTTTGCTATGTAGGGAAATTTTGAAGTAGTTT 
TTGCTAAAAAATTATTTCTAGAGTTGTGTTATTCTTAGCAGTAATCTTGGCTAGAAATGTTTTT 
GTGATTTATGCGATTAAACGAAATGATAAAGATAAAACCATATTATTAAATACCTATATATCAC 
AGCTAAGTAGGAGAAAGGGAGACC I I I I I ATTTTGTTCAGGTAGGAGTATTTCTTGTGTATTT 
TAGAAACMTTATTTTTCCCATTATTTCTTATGAGATTAGTTGTTTCAAGTAGGAGACAGAAAA 
GTTCTGTTTTGTTGGAAATG TAGGT TTTAGATGTATCTTTCAGT CAGC TCTCAGTCACTAGAC 
TATTTCATA I I I I 1 1 GAAATG I I I I I GAAAATTATGACTAGCCCA I I II I I GTCCTTTATTCAAC 
ATACTTATCCTCTGAACACATAAATAAGTGAATAAGATAAAAATATCTTTACCTTATTAATATTA 
TACATACTTGAAAAAAATTTCAT7TAGAAACCTAGTTCAGAATCTGAGCAAATTTACAAGTGAC 
CTCTGTAATAAATGGTATTGATAATCAGAGAATGTATTTCAGAATACTACAGTACAATATATTA 
TGAAGCATGACCACTTTATTTTGAAACTTAGCAATTGTATTGCTGGGGTTTATTGTATCTGTA 
GCATGTCACTGATTATTTCAGTTAGTTTTATAATGATTTTTAAAAAACATATCTATTTGGAATAA 
GATACAGCAACAATCATTGCTACTGACTTGTTCAACCCCTTAGTTACACTGTATGATCCACAT 
ATAACAAGATACAGTGGAATGGCCCATACAGTATATTACTGTTGTGTGATGATGGGCTTTGG 
AGCCGGTTGGTTTGAAAGGCTTTGTCTTCTTCTGGGCTGGCAGAGTTTCTCCCTGGTCCCCC 
TA AI 1 1 1 I CCCCnTGTT CI 1 1 I ICGCGGGACAGGTGTTCTGGGGCGGCGCCCCCAATTCCT 
GGCCTGTTTTACACAACTCCCCCGGGCGGTTGAAGCCCCCTTGAGCCGTGAAAGCGCTGGA 
GNN 
>1368 

ACATATGATGGGGCCAATGCACAATACTTTTATCACAATCMCTTTTTCTTTGTATCC 
CTATTTCAATGAGCAGTCAGTCTCAAGAGGTTACTGCATTTCAGTTCTTTCTGGACATGGGTA 
CTTGTGATCACACTACGGGAATCTCTGTGGTATATACCTGGGGCCATTCTAGGCTCTTTCAA 
GTGACTTTTGGAAATCMCCTTTTTTATTTGGGGGGGAGGATGGGGAAAAGAGCTGAGAGTT 
TATGCTG AAATGGATTTATAGAA I I I I I GGAAATCTATTTTTAGTGTTTGTTCG I I 1 1 I I IAACT 
GTTCATTCCTTTGTGCAGAGTGTATATCTCTGCCTGGGCAAGAGTGTGGAGGTGCCGAGGT 
GTCTTCATTCTCTCGCACATTTCCACAGCACCTGCTAAGTTTGTATTTMTGGTTTTTGI I I II 
G l I I I I GTTTGTTTCTTGCTCTTTATTAAACGCCTTCCCCAG I 1 1 I I 1 1 I I I A TACTTTAAACCC 
CGCTCCTCATGGCCTTGGCCCTTTCTGAAGCTGCTTCCTCTTATAAAATAGCTTTTGCCGAAA 
CATAGI I I I I I 1 1 I A GCAGATCCCAAAATATAATGAAGGGGATGGTGGGATATTTGTGTCTGT 
GTTCTTATAATATATTATTATTCTTCCTTGGTTCTAG AAAAATAG ATAAATATA 1 1 1 1 I I ICAGG 
AAATAGTGTGGTG7TTCCAGTTTGATGTTGCTGGGTGGTTGAGTGAGTGAATTTTCATGTGG 
CTGGGTGGGTTTTTGCCTTTTTCTCTTGCCCTGTTCCTGGTGCCTTCTGATGGGGCTGGAAT 
AGTTGAGGTGGATGGTTCTACCCTTTCTGCCTTCTGTTTGGGACCCAGCTGGTGTTCTTTGG 
GTTGCTTTCTTCAGGCTCTAGGGCTGTGCTATCCAATACAGTAACCACATGGGGCTGTTTAA 
AGTTGGGCCAATTTAMTCACATAAGATTTACCATTCCTTCCTCAGTTGCACTAACCACGTTT 
CTAGAGGCGTCACTGTGTGTGGGTCCAGGGCTACTGTACTGACAGCGAGAGCATGTCCTCC 
GGTTGGACAGCACTATTCTAGAGAACTATGCTGGCGTGTCCAGTCACAGCCTCAGCTGTGC 
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TGGGACGACCCTTGTCTCCCTGGGTAGGAGGTGGGGGAATNGANNCGGGGNGTGNTTGTG 

TNTGGTGTTGTCAGAGGATTTATTTAA AGTAT TATTGTAATACAGAACTATGTACATTTTTATT 

ACTATACCGTATTATCTTACAAATATGATTTTGGAAGCATGATAAATGTATAAATGTAGCCAAC 

ATGTGCAACTGTTACATGAGGGGCCAGAGGCACTCATGGGAAAATCGGCTATGGGTTCTTT 

GTAC ACACCCAAGACCCATGTGGAGGCATCTGATTATGAGGCCACGCTCATATTAAGGGGA 

TTTTACCCACATGATCAGCTGGCTGCCGATTCTCACTTGAAATATGGCTCTGCGCGTATTGG 

CGATCATTTCTACGGCCTTTACCCTCCGCATTTACCTGTAI I I I I CGAGTTAGGAACCTCTCA 

GTCCN 

>1369 , , 

NNN NNGG TTTAGGCATAAAGTTTATTCATCCAAAAATAAAGATCCCCATATTTCCATC 
TACTATGAGTTTTCCATCATGCTTAGTATTAACCAATAATTTATACTCCACTACTGATACTTGC 
TAATTGAATTACACTTCTGATGATCAI I I I I I I I I I T C AAATG ACATAGTG AG AGTTATG ATCG 
GTTACTTGGGTTGTAAGGATTGAAAACATACCTAGATCATATAAATTTGTGAAGGTTTTGCCA 
TCACAAGCATTATAGGGAATAATGAACATCAACTATCCTACAGCTAAACCTAATGAAGACCAA 
ATTGCCTCCAAGGTCAAAACAATATTTCTTTGTGCTCAAAAGTGGTTCACATAATTGATGCTG 
CATTGACGCTGTCTATAGAGATTCTAGTTTTCTCCACATTTTCTCTAI I I I I CAATTTCCTTTCT 
TTTCACTGGGGTCTATTGTTCTTTAACAGAAGTAATGGCCTTTTGTAAATATATAATTTTCACG 
TTGTAAGCATTCTTTCCAAGCTAGCTGCCCATCATCACGTTTTGGCTAGTCCCAGTCTCTGCT 
CATAGAACACTTGTCCACACTCTAAATTCTCTCTGTTCTCCATAGCCCCCACTCATCTAATTC 
CTATAGTCTTTTAACTCAAAGCCTTCAACTTATGTACAGCTTTCTCTGCCTCACGTTTCAAGCT 
TAATGCATCATCTTAATTC ATCT TTCGACATCTATTTCTACTACATGCTGCTCTCTTTCTCTATC 
TTATATCTCCCAGMTATGTTTTATTTCAACAAATCGCTAATCTGTGCCAGGCATTGTTATTAG 
CAAAATGATAAGCCCTGCATGTAGCAAAGTTCCTGCCTTCACTGCATATGCATTAACAGCTCT 
GATTAGTCCACTTAAAAACCATTGTTCCTGTGGTGCAGAACTCCAN 
>1370 
>1371 

ACTG TCGTTTC CTTCCTACCTCGTCCTCACCCCACCCCGAGTGAAACTTTTCGAGTG 
TGMCCTTACTTTTTTCCCGTTCTCCTCAAGGCAGTTTGAACGACACAGGTTTGGAAGGAATA 
GTTAACTCTCCAGTATTATTGGAACATCTGGACACCACCAACAAAAAATCTTAGAAAAGGGTC 
ATTTAAGGCCTATAAAAAGTGCCACCTTTCCCAGAATTAATTCAGAGAGAAAAATCTTATCTG 
CCTCCTGGCAGCTACAGCGCAGAAAGN 
>1372 
>1373 
>1374 

NNAAGACCTGTAGACTCAAGCACTTTCTCTGCTTTTTTGTATCTTATCTTGGACACTT 
ATGCTGAATTATGTTCTTATTATTrrCACTGGTTATAAGCTATTCCTTGTACATAATATTTAAAC 
TATCCAAATATCCAGCATACATTTCCATGTGGCTGCCATCGGCTGTTGATGCCATGAATGAAA 
TGGCTGGTTAGAAAGCCAAAGGTCTTCTTTTTTCAATTCCTAATGAATAAGTAAAATGCCAGA 
TCTCTTTGGTCTCAAAGCAAATTGCTCTGATCAGATCAAATATCTATGTAATGAAAAGAGACT 
TACTTAAATTTGGGATTCTGCTTAAACTTTAAGTTGAATTTGACTGTAGTCATTCATTCI I 1 1 1 A 
TATATCTCTGTCAGGTATGACATTAATTACGAGGTGGTATTATACTCTACTTTGAGTTTGGACA 
TCACTTTCAGTTAAATTTCTGTTGTTATTGTGGC I 1 1 I I II I I 1 1 1 1 1 1 1 1 A AGCCCACTGAAGA 
TGGAAGTAGAGCAGTCTGCCATCTCCTGCTGTTCTTTCTCTGTGCCCCCTAATTGCTTGGTA 
ATCTAAMTTATTCTGACTTTCCACATACTGTCTTTAAAAACCAATTGTAGCAATCTGCCCGCC 
TCCACCCTTTAAGCTAAATCTTTCACTGTGCTGGATACATAGACACTCGATAAATGTGTGATG 
ATAGTTCTAAAATAATTATGCTATATATCAGGGTTCTGTAI 1 1 1 1 GAGCAATATCATTATTCCTA 
TGCTGTGATGTTAMTGGMTTTATTITACACTAGTAATAGACTGCTTAAGTGGCTGATTTGAA 
ACCTTTCTCTAAAAAAACAAAAACATCTGGCAGATGAGTGACACAAATTCATTCTCTTAAAGG 
ATAGAATTTCAAGTTAAGGATAAGGCACAATAMTAGGCACATAGAGGACATCTGTTTTTGTT 
TTTG GTTTTG GTTTTG I I I 1 1 1 I 1 1 GTCTCTCTGACTAGCTAAACTGCCAACTAGAAGAATGGT 
TGTTATGTAGTAACTCAGAAGAATCTTTTMTAAGTTTGTTGTTTTGTTTCAAAACAAACTTGA 
GCTTCATTTCTTGCCACCTCTATTCTTTCTTCCCACGTTGGGTGACTGAACTGATGCTTATTC 
TAGTTTTAG AAGAGGATCCACATTTAATGTAAGGCATAAATATGCCTTTTGCAAATTATTGCTT ' 
GTTCTC CAGT GAACATTTGATCATATTCAACAGAAATCCACCATATAAACCATAATCCTTGAAT 
TGCCCCTrTTAAAATAGATTGGTTAAMCCAAAAACCTATAAGAGAGAAATGATATTtCATTGT 
ATTGTAGGTTTGGGAATCCTGGTTAGATTTATAATTTCTGGCCGGGTGCGGTGGCTCATGCC 
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TGTATTCCCAGTACTTTGGGAGCCCAAGGTGGGTGGATCACCTGAGGTAAGGAGTTTGAGA 

CCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAGTTAGCTGGGCAT 

GGTGGTGCGCGCCTGTGGTCCCAGCTACTCGGGAGGCTGAGGTGGGAGAATCCCTTGAAC 

CCAGGAGGCACAAGTTGCAGTGAGCTGAGATCATGCCATTGCACTCCAGCCTGGGCAACAG 

AGCGAGACTTCATCTCCAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGCTAGACTAGTCN 

>1375 

acgcgttcGgTCAGCCtcgTGGCGCGCCCACGCCCCCACGCCGGCTCTTCcCGGGGTCC 
TTCCGtgcgCGTTGATATGATTGGCCGGCGAATCGtggttCTCTTTTCCTCCTTGGCTGTCTGAA 
GATAGATCGCCATCATGAACGACACCGTAACTATCCGCACTAGAAAGTTCATGACCAACCGA 
CTACTTCAGAGGAAACAAATGGTCATTGATGTCCTTCACCCCGGGAAGGCGACAGTGCCTAA 
GACAGAAATTCGGGAAAAACTAGCCAAAATGTACAAGACCACACCGGATGCCATCTTTGTAT 
TTGGATTCAGAACTCATTTTGGTGGTGGCAAGACAACTGGCTTTGGCATGATTTATGATTCCC 
TGGATTATGCAAAGAAAAATGAACCCAAACATAGACTTGCAAGACATGGCCTGTATGAGAAG 
AAAAAGACCTCAAGAAAGCAACCGAAAGGAACGCAAGAACAGAATGAAGAAAGTCAGGGGG 
ACTGCAAAGggcCAATGTTGGTGCTGGCAAAAAGAAATGAAGTGTCTAGCAGTGAGCTGGAG 
ATTG GATCACAGCCGAAGGAGTAAAGGTGCTGGAATGATGTTAGCTGTGGCCACTGTGGAT 
TTTTCGCAAGaACattaaTaaaCtaaaaacttca 
>1376 
>1377 

GCGTCCGAGGAAAAGGAGTCGTATAGGGCTATCAATAGGTGCCTCCCACTAAATTTT 
CGGAAAGATGAATTAAAAGGCATTTATAAAGATCGAATGAAAATTGGAGCAAGCCTTGCCGA 
TGTTGATCCAATGCAACTAGATTCTTCAGTACGATTTGATAGTGTTGGTGGCCTGTCTAATCA 
TATAGCAGCTCTAAAAGAGATGGTGGTGTTTCCATTACTTTATCCAGAAGTCTTTGAAAAATT 
TAAAATTCAACCCCCAAGAGGTTGTTTGTTTTATGGGCCACCTGGAACTGGAAAGACTCTGG 
TTGCCAGAGCACTTGCCAATGAGTGCAGTCAAGGGGATAAAAGAGTAGCATTTTTCATGAGG 
AAAGGTGCTGATTGTCTAAGTAAATGGGTAGGAGAATCTGAAAGACAGCTACGATTGCTGTT 
TGATCAGGCCTATCAG ATGCGCCCATCAATTA I I I I I I I I GACGAAATTGATGGTCTGGCTCC 
AGTACGGTCAAGCAGGCAAGATCAGATTCACAGTTCTATTGTTTCCACCCTGCTAGCTCTTAT 
GGATGGATTGGACAGCAGAGGGGAAATTGTGGTCATTGGTGCTACGAACAGGCTAGATTCT 
ATAGATCCTGCTTTACGAAGGCCTGGTCGCTTTGATAGAGAATTCCTCTTTAGCCTGCCTGA 
TAAAGAGGCTCGAAAAGAGATTCTAAAGATTCACACCAGGGATTGGAATCCCAAACCACTGG 
ACACATTTTTAGAAGAGCTAGCAGAAAACTGTGTTGGATACTGTGGAGCAGATATTAAATCAA 
TATGTGCTGAAGCTGCTTTATGTGCTTTACGACGACGCTACCCACAGATCTATACCACTAGT 
GAGAAACTGCAGTTGGATCTCTCTTCAATTAATATCTCAGCTAAGGATTTCGAGGTAGCTATG 
CAAAAGATGATACCAGCCTCCCAAAGAGCTGTGACATCACCTGGGCAGGCACTGTCCACCG 
TTGTGAMCCACTCCTGCAAAACACTGTTGACAAGATTTTAGAAGCCCTGCAGAGAGTATTTC 
CACATGCAGAATTCAGAACAAATAAAACATTAGACTCAGATATTTCTTGTCCTCTGCTAGAAA 
GTGACTTGGCTTACAGTGATGATGATGTTCCATCAGTTTATGAAAATGGACTTTCTCAGAAAT 
CTTCTCATAAGGCAAAAGACMTTTTAATTTTCTTCATTTGAATAGAAATGCTTGTTACCAACC 
TATGTCTTTTCGACCAAGAATATTGATAGTAGGAGAACCAGGATTTGGGCAAGGTTCTCACTT 
GGCACCAGCTGTCATTCATGCTTTGGAAAAGTTTACTGTATATACATTAGACATTCCTGTTCT 
TTTTGGAGTTAGTACTACATCCCCTGAAGAAACATGTGCCCAGGTGATTCGTGAAGCTAAGA 
GAACAGCACCAAGTATAGTGTATGTTCCTCATATCCACGTGTGGTGGGAAATAGTTGGACCG 
ACACTTAAAGCCACATTTACCACATTATTACAGAATATTCCTTCATTTGCTCCAGTTTTACTAC 
TTGCMCTTCTGACAAACCCCATTCCGCTTTGGCAGAAGAGGTGCAAGAATTGTTTATCCGT 
GATTATGGAGAGATTTTTAATGTCCAGTTACCGGATAAAGAAGAACGGACAAA A I 1 1 1 1 I GAA 
GATTTAATTCTAAAACMGCTGCTAAGCCTCCTATATCAAAAAAGAAAGCAGTTTTGCAGGCT 
TTGGAGGTACTCCCAGTAGCACCACCACCTGAGCCAAGATCACTGACAGCAGAAGAAGTGA 
AACGACTAGAAGMCAAGAAGMGATACATTTAGAGAACTGAGGATTTTCTTAAGAAATGTTA 
CACATAGGCTTGCTATTGACAAGCGATTCCGAGTGTTTACTAAGCCTGTTGACCCTGATGAG 
GTTCCTGATTATGTCACTGTAATAAAGCAACCAATGGACCTTTCATCTGTAATCAGTAAAATT 
GATCTAGACAAGTATCTGACTGTG AAAG ACTATTTG AGAGATATTGATCTAATCTGTAGTAAT 
GCCTTAG AATACAATCCAG ATAG AG ATCCTGG AGATCGTCTTATTAGGCATAGAGCCTGTGC 
TTTAAGAGATACTGCCTATGCCATAATTAAAGAAGAACTTGATGAAGACTTTGAGCAGCTCTG 
TGAAGAAATTCAGGAATCTAGAAAGAAAAGAGGTTGTAGCtCCTCCAAATATGCCCCGfCTT 
ACTACCATGTG ATGCCAAAG CAAAATTCCACTCTTGTTGGTG ATAAAAG ATCAG ACCCAG AG 
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CAGAATGAAAAGCTAAAGACACCGAGTACTCCTGTGGCTTGCAGCACTCCTGCTCAGTTGAA 

GAGGAAAATTCGCAAAAAGTCAAACTGGTACTTAGGCACCATAAAAAAGCGAAGGAAGATTT 

CACAGGCAAAGGATGATAGCCAGAATGCCATAGATCACAAAATTGAGAGTGATACAGAGGAA 

ACTCAAGACACAAGTGTAGATCATAATGAGACCGGAAACACAGGAGAGTCTTCGGTGGAAG 

AAAATGAAAAACAGCAAAATGCCTCTGAAAGCAAACTGGAATTGAGAAATAATTCAAATACTT 

GTAATATAGAGAATGAGCTTGAAGACTCTAGGAAGACTACAGCATGTACAGAATTGAGAGAC 

AAGATTGCTTGTAATGGAGATGCTTCTAGCTCTCAGATAATACATATTTCTGATGAAAATGAA 

GGAAAAGAAATGTGTGTTCTGCGAATGACTCGAGCTAGACGTTCCCAGGTAGAACAGCAGC 

AGCTCATCACTGTTGAAAAGGCTTTGGCAATTCTTTCTCAGCCTACACCCTCACTTGTTGTGG 

ATCATGAGCGATTAMAAATCTTTTGAAGACTGTTGTTAAAAAAAGTCAAAACTACAACATATT 

TCAGTTGGAAAATTTGTATGCAGTAATCAGCCAATGTATTTATCGGCATCGCAAGGACCATGA 

TAAAACATCACTTATTCAGAAAATGGAGCAAGAGGTAGAAAACTTCAGTTGTTCCAGATGATG 

ATGTCATGGTATCGAGTATTCTTTATATTCAGTTCCTATTTAAGTCAI I I I I GTCATGTCCGCC 

TAATTGATGTAGTATGAAACCCTGCATCTTTAAGGAAAAGATTAAAATAGTAAAATAAAAGTAT 

TTAAACTTTCCTGATATTTATGTACATATTAAGATAAATGTCATGTGTAAGATAACTGATAAATA 

TTGGAACTTTGCTAGAACAAGACCCTGTAGTAATAGTAATAATAGTTGAAGTTTGGCCAACTC 

TTMTAAAGTTATTTTGGTMCTAATGTTTTATGGCACTTAAGAATAATTAGCAGCGTTAAATT 

TTGTTTGTATTAAGCACTTTTAATTTTATCCTTCCTAAAAATAGTTTATTGTATCTGACAAGAAA 

CTTACTTAACCATTGTGTCCTTCCCATC I I I I I I GTCATCTTTGTTTTCTTCAAATGCCCTCCT 

CCCATCTGCCTTGAGATTCCCTTGTCTTCACTTAAAAGCCAGAGTGCAAGTCATGATTTGCG 

GGAGGGCTCTTGAACCACTTCTGGCTGCACCACAATTCTGTAC TTGAG TATCACAGTCATTG 

1 1 I I I GAGACAAACA I I I I I AT AATTCTAATTTG G GTT AATAAAG ATTTT AAAT ATTTCTTG GTT 

TACTTTTGTAATTATATACACAACAAATGTATTAATAACTACCTTGTTAAACACCTTTTAATAGC 

ACAAGGI I I I I ATATTTGCAAGCTGTTG ATATCTTTCTAAAACTGTTTAG GTTATAGTCTATTG 

ATACTTTTTATATACAATTTTATAAATATAAATATTATAATTTTATATTAATGGTACCAAAAATAC 

ATTTCTTAAGGTTAAAAGCATGCACTTCCATGCATACTTGCTTTTGGGGAGAGTGGGGAGAA 

GACATTCTAATAATCAGTTTGTGAAATAGCTTCTGTTGGAAACCTTTTGAGGGGAATAAGGAA 

TGGTCATCTAAAATGAGAGATTCTGGATTTTAATGCAGTTCAAAGTTGAGCTGTATTTTTGTT 

GTTGATTTATCTGGA I I I I I I I I AAAGCCTTCTAAAACCCAGTGAATTCAATACCTTAATTAGT 

ACATACTATCTTATGTAATGCATAAAGCAATGCCAGTCACTGAGAACATTTAAATATATTTATA 

TTCCTGGAGATACACATTCTCATTTTTGTTGGTTTATTATAAATTATTCTTCTAGATGCATCTTT 

TATAACTAGGATTTCATTTTGTGTGTATAGCTTATGTAATAAATTTTAAAGGTGAAAACTCTCT 

TAAATTTGTTTCTATTTCTTAAGTATTTTAAAACATAGCAAAGATAATTCTGTGCAAAAGAAGT 

GTAAAGTCTGTTCTTTCATATATTACTGTGAAAAATTTAAAGTGCTGTTGACACTGGAATGTTT 

TTATATGGTANNNN 

>1378 

nngtgcgatctcggttacgtgcgttttctcggaattttatttccgctcccttatttg 
ggggnccccgcgcgatttccccaccgtggggaccaaaaaaacttgggtccaaggagaacc 
accttatgacccaatggcgcaa ttccaaacgcccgtt ttgtccgcgcgcgccccgcgcgat 
tagatagcgcctcggga 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ggtaaaaaaaaattactgtttatt 
aaagtacaaccatagaggatggtcttacagcaggcagtatcctgtttgaggaaagcaagaat 
cagagaaggaacataccccttacaaatgaaaaattccactcaaaatagggactatctatctta 
atactaaggaaccaacaatcttcctgtttaaaaaaccacatggcacagagat tctgaa ctaaa 
gtgctgcactcaaatgatgggmgtccggccccagtacacaggggcttgactttttcaactt 
cgtttcctttgttggagtcaaaaagmccacttgtggttctaaaaggtgtgaag gtgat ttaa 
gggcccaggtcagccactgtttgtttacaamtcaggtmctmctgcatacactttttctct 
ttccatgacatcaagactttgctaaagacatgaagccacgggtgccagaagctactgcgatg 
ccccgggagttagccccctggtaatagctgtaaacttccaatttctagccatacgctcagct 
catccatgcctcagaagtgcatctggagagaacaggtttctaagcataaaagatgaaagagc 
agttggactttttaaaaattcagcaaagtggttccctctcttagggacagtcaaaaccaagtc 
acttaggtagtaccaaaataaataaggaaaagcttagctttagaaacagtgcaacactggtct 

GGTGTTCCAGTGGTAAGCTATGTCCCAGG AATCAGTTTAAAAGCACG ACAGTGGATGCTGG ; 

GTCCATATCACACACATTGCTGTGAACAGGAAACTCCTGTGACCACAACATGAGGCCACTGG 

AGACGCATATGAGTAAGGGCACTGACGGACTCATGATTTCTTCTTACCAGATGCTTTGCTGT 

TCTTTAAGAGTTTAAAATCAfCAGAAAGGAAAMCAMCTCTATATTGTTCAGCATGCAATACA 

TACCACGCTAGGGCTGGCTCAATTGAAAGTGGGCAAAAGCTTACAAATACTAAAAAGAAGTG 
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CTGCCGCGCAGTGTGGAGGCCACTGTTTGGAAATAAATCTTCCTAACACTACGACTTTTCAT 

GTTTTGGAGTGGACTTTTAAAAAAGTTTTCCAACCACAATGGAAACAGGTTGAACCACACTGC 

GCCTACACATCCATCCATACGTCAGCCATTATAATCAGATTCTCACTGGGGGAGGCATTTTC 

TTCCCAAAGGAGCTGTATGCAGTCATCACCCGGAACTAATGGGAAAGTGTTCTTAAGCAGCA 

AGTGACTCTGGACCACCTCTCTCACACACTGACTCTTCCACAGCATCTTCACCTGCTTCTGTT 

TCACTTGAATTCATACAGTAGGCCACCATTTTATAACAGGTCTTAGTGTAAATTCTTCCAGAC 

CAAGTCTGAGATAGTCTTGGTTGTAAAGCAAGACCGTCACCCCTTCTCCCAAAGCCAACATT 

ATAAAAAGATTCCATTGTCTCAAACACAAATGTTCCAGTCTTGAGCACTTCCCAGCCATGGTG 

ACTCGGGCATATCCTGGCAGTTGGTGGATTTTGCCCTGTAACACAATCCTTGTGGATATGAT 

TCAAAGGTGACTTTAATTCAGAGAATGTGTTTTCCTTTCTGTTTTAAAAATATTTGAATTAAGT 

GATGGAAATTCTTTTGTTAAACATCAAAAGCTTTCTCCTTGAAAAGATGCTTGGTGTATCTGA 

AAGTCAGGTGGGACATTTGGTGCATTCAGAAGGTCAAATCATTCCTGACCTCTCCTCTTAGG 

ACCCAGCATTAACTGCTGCGATACTCAAGGCTTCCTTAAAGGATCACAGCACTGGCGCCTAG 

TTTTACTGTCCAGCAACTTTATTAGTTGTGCTAGCTGAGAATTGGACCATAGAGGCCTTTGAC 

CCTGCCCGTCTNTNTCAAACNAANNNCNNCCCCCCNNNGNTTCNNCCAACAANNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNN 

>1379 

>1380 

ACAGTAATTTTGGAAACCTCTTTGATGTCTGGCTTATAGAAGACACCTGGGTTCTTAT 
ATCTGCTTCTGAATTCGATCTATTGTAATGTGTTATTTTGGCTGAAGTATGTGAAGAAAATACT 
ACCTTACAAAGATATGTATTTTCAAAAGGAAATACATATCAGAAAGTTTGACAGAGCCAGTGG 
GTGATACTAAGGTTGTCAGGATGGATGATGTCTATCTGGAGAGCTGGCAGGAAACAACCAA 
GCCCCTTGAGCGCTCCTTGCAGAGCAAGAACTATGATTGATGTTTTCTTACTCACTTGTAAAT 
TGCGTGATTTTAGCTCTATTTCAATAAC7TTTTCAGAAGACTGTAGATATTCTTCTTTGATACT 
ACATCAGAACTTTGCAAGTAACTTCAAGTAGTAATTTCGTAATATTCTTTTTAATAATGTGTAC 
TTTTCCTATCCTATTACAGTAAAAGCCCTTTATATAATATCCTTGTACCTTGGCTGGATCTTCT 
ACTTATTCTTGATTTTGTAACATCATCATTGGTCATCTGGAAAATATTGGTTCACTGAGTTATG 
AAGCTTCCAAATGTTGACACGTGTCATTATATAATATTTTTAAAATCACATTTGTAAATATCATC 
ACCAATCTCATCAGATCAGTCTTTTAAGTGTCAAGGGAACCTGTCAAGTTCACAGTTTGCCAA 
AATTCTAATTTTCTTTCATCTGGAAGCTCCAGTTATATATTGGCAATGAATACTGGGAGTTGTT 
7TCCTAGAAGTGACAGGCCCACCCACATCTGAATAACCAGCTAGTTCACTTTGCCATTCAGT 
CACACAAGTACTTTTCCTTGAGGCCTCCATCATAATCTCAAGTACCAGAGTGCTTTGTATGTA 
TGTCCCGTTTATACACATACATTATTAAAAAGACTGATGCTCAAGGGTAAAAATTTAACAAAAT 
T AATAATTTG C ACT 
>1381 

NNNNCGCGGCCGCGTCGACACGGCTGCGAGAAGACGACAGAAGGGGGAACGCTC 
GGCGCTGCCGGGTGAAATCGTAGGACAGTGAAGATGCTGCTGGAATTGTCCGAGGAGCATA 
AGGAACACCTGGCCTTCCTGCCTCAAGTGGACAGCGCGGTGGTCGCCGAGTTTGGGCGGA 
TTGCTGTGGAATTCCTGAGACGCGGCGCAAACCCAAAAATCTACGAAGGCGCCGCCAGAAA 
ACTCAATGTGAGTAGTGACACTGTCCAGCATGGTGTGGAAGGATTAACGTATCTCCTCACTG 
AGAGCTCAAAGCTCATGATTTCTGAACTGGATTTCCAAGACTCTGTTTTTGTTCTGGGATTCT 
CTGAAGAATTAAACAAATTGTTGCTTCAGCTTTATCTGGACAACAGAAAAGAGATCAGAACGA 
TTCTGAGTGAATTGGCACCAAGCCTTCCCAGTTATCATAACCTTGAATGGCGACTAGATGTA 
CAGCTTGCAAGTAGAAGTCTCAGGCAACAGATTAAACCAGCAGTGACTATAAAGCTACACCT 
TAATCAAAATGGAGATCACAACACGAAAGTTCTGCAGACAGACCCAGCCACCCTGCTCCATT 
TGGTTCAACAACTGGAACAAG CATT GGAAGAGATGAAGACAAACCACTGTAGGAGAGTTGTT 
CGCMCATCAAGTAGTACCAGTTTTAAGGTTTTAATTCATTTGAATCACTTATGAATTGATGAT 
ATACAGCAATTACTTTTCAAAATTAATTTTTTATTMTTCATGATGATAAATACATAGTATTCGT 
CAGTATCTATTCCAAG ATACTG AGGTCATAATCAG AAGCTAAGCTGGGTGCAGTGGCTCATG 
CCAGTTATCCCAGCACTTTGGGAGGCCGAGGTGGGCAAATCATGAGGTCAGGAGATTGAGA 
CCTTCCTGGCTAACATGGTGAAACCCCATGTCTACTAAAAATATAAAAAATTAGGCAGGTGTG 
GTGGCACGCATCTATCAGAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAA 
CCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGTGAC 
AGAGTGAGACTCCATCTCAAAAATAATAATAATAATAATAAAGTAAAAATAAAAATAAAAAAGT 
AATCAGAAGCTAAAGTAAAGTTCCTTTCCTGGTGCTAACTGTGGTCTTCTTGACACATTAAGA 
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TGTATTTTGTATTTTAAGAGTCTCATGCTCTACCGTTGGAACTAGCCAGATGGCCATTATTTT 

GTATTTTAAATACATAAATAGGATTGAATCAACTAGAAATGAATCTATATGTTCTGTATATATG 

AATGACTATCTTG I I I I I GCTACTTCTTTTGACTGCTTAATTTTATTATTTTCATCTTTATTGATC 

AAATTTGAAAATAAAATTCACAATGTAATACTACTACTATGCAGAATTTTCTAAACAGTTCAGT 

ATTTTTGACTTTTAAAAACACCCCACAGTGTTAATAGCCACAGAATATTGAACATCAATAGGAT 

TTTTAATGCTATATTGTTATAGGCAGTTTATTCA I I I I I CTTTGTATATGAAGATGATAAGTATC 

ATATTGCCTAAGTTTGAGTGATCATGGTTAATTAATTGGCTTAAATAGTACTCAAATTTGTGTG 

GTCGTATATTGTATTTTATCAAGGACTAATTCTTCCACCATACCCAAAGCATCTAGGAGACAC 

TCTGTCATTTACATTTACAAATAATGGATGCAGAGAAATATAATCAATTCTTGATTGTCCTGGA 

TACAMTTATAGTCACTTTTTATAATTTGAATAAACTATGATGAGGGAAGGAAGGCCATGTTTA 

TTACATTATAGGCAACTATCCCTTCTCAAAACATAACTTGATTTATGTTTTGTTTTAI I I I I I AG 

TAGGGAACCAAAAGCTTTTGGTCTGAAAAACTCAGGTGCTGATTTGTCAGGTCAGCCTGAGA 

GAGTGCAGAGATACTGAGGTCAGCTTAGGGAGAAGAATTGTATGGAAGGGTGGAAATGAGG 

GTTCAGTCTTAACTATGTGTCCAAGACCTTATCCTGAGAGTCTTCATGGAATAATCTAGAAAG 

GGCTGTAGAAGCAATCAAACTCTAAACTGCGCTCTAGACTTTGTCAATACTTTGCTTCGTAAG 

MTTAGGGATTTTCATATCAGAGTGATACCATGTTGCAATCTCTTTAGAGAAGAGAGAGCCTA 

GCAGGGAATAGGCTAGTGGAAGAAAAACATACTTGAGATGGTTACCCATTGGTCCCTGCAG 

GCATCTGGGCCACCCTTTTCCTGTAGGTATATATTCTGCCGTTGTGAAACAACTATATTATTA 

GATGTCAGCAMCTATMTCAGAAATAATTTTTAATTATAGTGGCAACTTGATTAATGAAGCTC 

TCATATACAACCTCACAAACAAAAAGAAACTTTATTACGTGAAATAGTAGCAT ATGTCA TTGG 

GTTTAAMGCMCATGCCTGCAAAACATATGATAAAAAATACCTCTGTAAGGGTTTTTATTTGT 

CCACCTTCGATGGAAGGTAAACATGGCTGATCCCAGCCAAGATGAAACAATAGCCCTTTGTC 

TCCTCAGAACAACCTATCTCCAACTCTTTGTCCACTGTTCTTACCCCAATTAAAACAAGAAAG 

CATGTGCTAATCC I 1 1 1 1 IAAI I 1 1 I ATCAACCTGCCTTGGCCTCCTTTCACTGTACTCCATTA 

TTCCTTCTGTGATGTTCTACCTTCTTCACCTTTTGAGACCAGGGTGAGTTGGGAGCAGTTTG 

CCTACCTTCTTTTAGAATCTGGGGCTTATCTTTTAGTACAAGCCATTGAATAAGCCTCTTCCTT 

Mi l l IGCTCAMCATTCCACATCCTTGTGGATTCCCCTGCATTGTTTGTTTTATATAACATTT 

GATATTTGTTGTAGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTGTTCTCTCCAGT 

ATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTACTGAAG 

CTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGACTTAAATGT 

CATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTGACCAC 

ATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAGTCTCCTTAAATGTTT 

CACAAMTGTCMCAAGCTTGTTTTGTTATTGATATTTCCGAGATTGGGCACATTTAAGACAG 

TAAACGGGAAAGGTGGTGAAGATGCTATAAGAAGATGCTGTATCTTGAGAATTGAAAAATGA 

GAATCTGACATGGTTTGAAAAATCATGAAGGGTATATATAAAGGATGCATGTGTAGGAGCCA 

TTAAAATTCATAACAGTATGTGCCCCTTCAGCGTTTTAATCTTATGAAGTGGTTAAGAGATAA 

GTCTTCGGAGTTGGACAAAAGGATTTGAATTTAGGTTCTGTGGATTATTATGGGTCCTTGATA 

AATTCTCAAAGCC I I 1 1 I I 1 1 I G TTCATCTCTAAAATAGGAATATAGGATTACCTACCACATTG 

ACTCGTAAGGACTATATGAGACCATGTATATAGAATGTTTAACATAGTACCAGGCTTTACAAA 

GAACTCAATAAATGTTTACCATTATTGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNGGGGGGCCCTTAAATTTTTTAAAAAAAAAAACCCCCCCCCCCTC 

CCCGGGACGNNNNNNNNNNN 

>1382 

>1383 

NCCGCTTTGATATGAATTATTATGCAAAGAATGACAGACATAGAGACTGCAAAGGCC 
AAAGGG ACATATGTCTGTCATTCTTTGCATAATAATTCATATCAAAGGG G AG AAAC AGCTATT 
TTTTGTCCCTAGAAGTTCTGCTCTTAAGGTTGAAAAGAAAGTTTGAAAAATCATATCATTTAGG 
TTAGAAGTACTTTGTGTTGTTGGTATCGAAAATTAGGACTCTGAGA7TCTTGTGTATTCAGAG 
MTTTTTAGTAGGAAACMGGACAMTTTGCATATGAAATGAAAATAGTTATTACATGACAAAA 
TATGTAGATCTGATTTCTAGAAACTGAATTAGTCCAAAACAAGTAAGAGTGGGAAAAGCAGTA 
AAMGTtCTTCTTGMTATTGCTGTTGTGATCCAMGTATTCTTATTTGTTrTAGGTGAAAAATT 
TCCATTACTCTTTTGTGATATTCTCAAAAGAMGTTTAGGATTTTACAGTGTTCT GAAAT ACTG 
AATCTTMTTCAGTATTTCAATAGAGTATTATTGATTTGCTTCCTTATCAGTGGATTTTTAAATT 
ATTTATTTCTAGGCTATTGMCCTTCTAAMTTTAATCCCAAGTAGGTTTAAAAGCCGGATATC 
TAGGACCAAAGGTTTAAAGACTCTTTTTCTGGGGCATGCTATTATTTAACAGTTTTTTCCTAAA 
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TTGGGTTTTGGTTTTGGGAAACATGAAATAATTGGTTCTTAAAGCAATCCTTAAGGTCTATTA 

GGAAGTTTTTCTAGGCCCAAATAACCCTTTAAGAATTTTAGGGTTAAATTGGCAAGGGACCC 

CGGTGAAAAAAAAAAAAAAAAAAAAACGAGN 

>1384 

NNNNCGTCCGAGTGGTGCTGTTGCCGTGACTGTCTTCCTATTGGCGCCGTGCAGAG 
AGGCGGAATGTTCAACTCCTAACTGCGGCGGAAACGTGGGAGCCGCGCGGGCCGCTGTCG 
TCCCAACCCCCGCCGCCCTCGTCGCGCGCGGGGCCTCCGCGCCCCCGGCTGCTGCTCAC 
GCCCCGCCCGGGAGCCAGATTTTGTGGAAGTATAATACTTTGTCATTATGAGATGTCGTCTC 
TCGGTGCCTCCTTTGTGCAAATTAAATTTGATGACTTGCAGTTTTTTGAAAACTGCGGTGGAG 
GAAGTTTTGGGAGTGTTTATCGAGCCAAATGGATATCACAGGACAAGGAGGTGGCTGTAAA 
GAAGCTCCTCAAAATAGAGAAAGAGGCAGAAATACTCAGTGTCCTCAGTCACAGAAACATCA 
TCCAGTTTTATGGAGTAATTCTTGAACCTCCCAACTATGGCATTGTCACAGAATATGCTTCTC 
TGGGATCACTCTATGATTACATTAACAGTAACAGAAGTGAGGAGATGGATATGGATCACATTA 
TGACCTGGGCCACTGATGTAGCCAAAGGAATGCATTATTTACATATGGAGGCTCCTGTCAAG 
GTGATTCACAGAGACCTCAAGTCAAGAAACGTTGTTATAGCTGCTGATGGAGTATTGAAGAT 
CTGTGACTTTGGTGCCTCTCGGTTCCATAACCATACAACACACATGTCCTTGGTTGGAACTTT 
CCCATGGATGGCTCCAGAAGTTATCCAGAGTCTCCCTGTGTCAGAAACTTGTGACACATATT 
CCTATGGTGTGGTTCTCTGGGAGATGCTAACAAGGGAGGTCCCCTTTAAAGGTTTGGAAGG 
ATTACAAGTAGCTTGGCTTGTAGTGGAAAAAAACGAGAGATTAACCATTCCAAGCAGTTGCC 
CCAGAAGTTTTGCTGAACTGTTACATCAGTGTTGGGAAGCTGATGCCAAGAAACGGCCATCA 
TTCAAGCAAATCATTTCAATCCTGGAGTCCATGTCAAATGACACGAGCCTTCCTGACAAGTGT 
AACTCATTCCTACACAACAAGGCGGAGTGGAGGTGCGAAATTGAGGCAACTCTTGAGAGGC 
TAAAGAAACTAGAGCGTGATCTCAGCTTTAAGGAGCAGGAGCTTAAAGAACGAGAAAGACGT 
TTAAAGATGTGGGAGCAAAAGCTGACAGAGCAGTCCAACACCCCGCTGCTGCCTTCCTTTG 
AGATTGGTGCATGGACGGAAGACGATGTGTATTGTTGGGTTCAGCAGCTCGTCAGAAAAGG 
TGACTCTTCAGCAGAGATGAGTGTATATGCAAGCTTGTTTAAAGAAAACAACATTACAGGGAA 
GCGGCTGCTGCTGCTGGAGGAAGAAGACCTGAAAGACATGGGCATTGTCTCCAAGGGGCA 
TATCATTCACTTCMGTCAGCCATTGAGAAATTMCCCATGATTACATAAATTTGTTTCACTTC 
CCACCACTAATTAAGGACTCAGGAGGTGAACCTGAAGAAAATGAGGAAAAAATAGTGAACCT 
GGAACTGGTTTTTGGTTTTCACTTGAAACCAGGAACTGGCCCACAGGATTGTAAGTGGAAAA 
TGTATATGGAGATGGATGGGGATGAAATTGCAATAACCTACATAAAAGATGTGACATTCAACA 
CTAACCTACCTGATGCGGAGATTTTAAAGATGACAAAGCCACCATTTGTAATGGAGAAGTGG 
ATTGTAGGAATAGCAAAAAGTCAGACTGTGGAGTGCACTGTCACATATGAGAGTGATGTTAG 
AACTCCAAAAAGCACTAAACATGTCCATTTGATTCAGTGGAGTAGAACAAAACCTCAGGATG 
AAGTGAAAGCAGTCCAACTTGCCATTCAGACATTATTCACCAATTCAGATGGCAACCCTGGA 
AGCAGGTCCGACTCAAGTGCTGATTGCCAGTGGTTAGATACTCTGAGGATGCGGCAGATTG 
CATCCAACACTTCTTTACAGCGTTCCCAGAGCAATCCTATTCTGGGGTCACCGTTCTTCTCAC 
ACTTTGATGGCCAGGATTCCTACGCTGCTGCTGTGAGACGGCCCCAGGTGCCCATTAAGTA 
TCAACAGATTACACCTGTGAACCAGTCCAGAAGCTCGTCT CCTAC TCAGTATGGACTGACCA 
AAAACTTCTCTTCCCTACATCTCAACTCTAGGGACAGTGGCTTTTCCAGTGGCAATACTGACA 
CCTCTTCAGAGAGGGGTCGATACTCAGACAGAAGCAGGAACAAATATGGACGTGGTAGTAT 
ATCACTCAATTCTTCTCCTAGAGGAAGATACAGTGGAAAGAGTCAGCATTCCACTCCTTCAA 
GAGGAAGATACCCTGGAAAGTTCTACAGGGTTTCTCAGTCAGCACTCAATCCTCACCAGTCG 
CCTGACTTCAAGAGAAGCCCCAGGGACCTCCACCAACCCAACACCATACCAGGGATGCCTT 
TGCACCCTGAGACTGACTCAAGAGCCAGTGAAGAGGACAGCAAAGTCAGCGAAGGGGGCT 
GGACAAAAGTGGAATACCGGAAAAAGCCCCACAGGCCATCTCCCGCCAAAACCAATAAAGA 
GAGAGCCAGAGGGGACCACCGTGGATGGAGAAACTTTTGATGAATTGAACTACATAGCTTTT 
CTAAGCAGGTTAAAAAAAAAAAAAAAAAAAGAAATGTAATGGTTTTTGATAATATGATCCCTTC 
AGATTGAATTAACGAAAAGACAACACTTCCAGTTTTTGGATTGGGAAATACCTTCTAATTGAG 
ACTATAGCCAAACCAGGGCCAAAATTATGGATATTGGTCACCCAGTGATCATAACTAGGCTT 
GAAAATCACTACACATATTTTGTGCCTTGAGTGAACATTTTTAGAGGAAAGGTTATGCCATCT 
TTTTACCCTAACCACTGATATTCTGGTTAGCAGGGCCAGGACAAGGGGAAGGAAAATGAGGT 
CAACAAAAAAATCAAATTTTTAGGAAAAGATAAGATGAATGTTACTGATTTTTCGTTTTGGCTG 
AGGCTGCAATATGGCCTGGCAAGGCACTGTTACTGATCTTGTCTTTAACATTTTGATATTTTG 
TTCATCATAATTTTTGCATTTA I I I I I I I AAATATTGCATTAAAATATCATTTAGCTTGATTATCG 
AG I I I I 1 1 GGTTTGAGG I I I I I I GTTGCTTC I 1 1 I I I CTTTTCTTTCTTTCCCCCTC I I I I I I I I G 
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GATGTCCCCTTAAATTTTGTGCC CAAG GCAGGTACCTCACTCATCTCATCCTTGGCTCAGCC 

CTGCTGGTTAGTATTTAGTATTTATTTTAGTAAGATATTTGTGTCTGTATGATGGTCAGAGTTG 

AACTGATCTGGCTTGTCATTTTTCAGTAATAAAAAAAGTTACTGAATTTAATTGTTGAATATGA 

TGCATATCTCATTCATTACGATTTATCAGAAACCAAAGATTTAAATTGCCTAGATTTGTGGTTC 

TTTCTCTTCCTAAGTTCCCAGCGACTGCTTTCAAATACTATTTTCTAAATTTCACCAAAGGAGC 

AAAGAGGATAAAACAACACTCCATAAAGGCCTCTTGGGATGTCAGAAATCTAAAATCTAAAAG 

AAAACAGACACAGAGCAAGACAATAACATCACAAGCTAAAAGCCAGAGAAATTTAAAATTACC 

AACATCCTTGTTGGAGTAAGACAGTAAATATCAGCCTTGCAGCAAGACAGCTGTGAGCAGCT 

GTGGGCAAAGAGGTAAACCAGTGGGGGTGCAAGGAGACTGTCTGCAGCTTAGGGCAGAAA 

TGGTGGGATCCAACTTGTGAAATGCTTCATGTTTTACAAACCAAAAAGTCAGGTAGCAACAAA 

CTTATTGTATGTCAAATCAATAAATGTTACTTTCAATATTCTGAGATTCTGTTCAGCATTCACT 

AACCCTGTTTAGCATTCACTAAGCCCTACATAGGATTCTCAGTGCTCTGN 

>1385 

>1386 

>1387 

>1388 

>1389 

>1390 

>1391 

NNNNNGGTTGTGG GTGGAGGGTGTTT TAAATAACAGCTTTACAGAGAGATATCATTC 
ATAATTCATAAGGTTTTAAC I I I I I I I CI I I I I I I AAGACAAAGTTTTACCTTCTGTCACATTGA 
AAAATCTCCTATATTCTTGAAGATTCTGAGCAATACATTCACGACCCAGGTTTGGGATTTGCA 
TACTATTGGAGAAACTGCTTCCTGAAGATAAACACTTCAAGAATTTGAGAAAATTAAAACTAA 
AACCGAAAACATGAACACAAAGGCACAAAACATTGCCTAACATTGCAGAAAATTACTTTAAAT 
CCTGATATGCTTGTAGAAGAAATAGTTTTTCTTGTTTTGCTTGCAAAACTTTGAGGAATGCAT 
GAACTTCAGAAGGGGAACACCATACAAATGAGA I I I I I I I CACTTTAGAGGAATGAGCTAAAA 
GAGAATATGGTTTAGATTAAAGAATTATTTTCTTACAGTTGCAGAAGAATTAAGAAGAACTAAN 
N 

>1392 
>1 393 

NNNNNNNNNNNNNAAAAGTGATTCAAACAAAACAATAGAATTCTGCTTCTATACATG 
AGAGGATAACTGTTACAGGACACGCTCTCCTACCATAAACAGCTAGAAAAGTTTACAAGTTAT 
TTGAAATAACTGTTTTCAGACATTAAACAACTGGCAGCACAGGACTGTGATCTCTGACAGAG 
GGAAATACACGAAGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTCCAGACTACACAG 
ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGAGAAATCTAATTT 
CTAGGGGGTAGCTAGAATTTTCAGAGCAATGTCCTGGAGAAGAAGTTGTGCACAAGAAGATA 
TTCAAAAATCATCATGAGGGACCCCTTGAATGTTTGGGAGAATACAAATCTGCTTATGTATAG 
GGTGAAAGACCACAGAGCTGATCAAAGTGCAACTATCAGGATCAAGAACAAATTAACGCGAA 
GGTCAAGTGTAAGCNNNNNNN 
>1394 
>1395 

NNATCGACCCCCATTCGCGAGAAGCCCGGCATTGTGTTGGTACCCGGGAATTCGCC 
AAGTCGCCGCAAGCGCGGAACTGGGGTTGCGGCGTCTAAGTGTTTCCGGTGGATTCCCAG 
GGACTGTCGGAGGTGTGGACTCTGCCTGCCTACCTGGTCTGGGAAGATGTTCTACCATATC 
TCCCTAGAGCACGAAATCCTGCTGCACCCGCGCTACTTCGGCCCCAACTTGCTCAACACGG 
TGAAGCAGAAGCTCTTCACCGAGGTGGAGGGGACCTGCACAGGGAAGTATGGCTTTGTAAT 
TGCTGTCACCACCATTGACAATATTGGTGCTGGTGTGATCCAGCCAGGCCGAGGCTTTGTC 
CTTTATCCAGTTAAGTACAAGGCCATTGTTTTCCGGCCATTTAAAGGGGAGGTCGTGGATGC 
TGTTGTCACTCAGGTCAACAAGGTTGGACTCTTCACAGAAATTGGGCCCATGTCTTGCTTCA 
TCTCTCGACATTCCATCCCTTGAGAGATGGAGTTTGATCCTAACTCCAACCCACCATGTTACA 
AGACAATGGATGAGGATATTGTGATTCAGGAGGACGATGAGATCCGCTTAAAGATTGTGGG 
GACCCGTGTGGACAAGAATGACATTTTTGCTATtGGCTCCCTGATGGACGATTACTTGGGGC 
TTGTAAGCTGAGCCTGGTGGCCTCCTACCCTTGGTCCTAGTCTAGGAAGTGTGATTGTCACA 
CTTATCATGTTGTCCAGAGGTGCAGTCTGGCTGCTGTTGTGGAGGCAAGGAAGGCAACTCA 
TCCCAGAAGGCATCTGGTGCTTCTTGf AGCTTAACTACTGCCTCCTC A 1 1 \ I I CAGTATGTGT 
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TCTAAGTATAAAAAGTCCTTGGTTCTCAAAAAAAACAAAAeAACAACACCACACACACAGCAC 

AAACACAAACAACACCGCGGCCTTTCCGGCGGAAACAACAAACAAACCGACAACN 

>1396 

NGTACTCGGTGTGTAGTATTTAGTTCTGTGACTGTGTGGTCGTCTGCTCAGATAGTG 
TGCGATGTCGAGTGGCGGATCGCTTAGTGGGTTTCTCGCGCTGAGGGATGTATGGGCGTC 
GTGTCAGTATGTGATCATGGACTGTTGATGGTGTGGTTGACGNTACAACAGCTGGNCGGGT 
ATATCGATTGCTGGCTCCCTGGGTGAGACCGGGAATGCCCTCAAGCCCCATGGGGTTGTTC 
AAAACCAGCCCGGTGCGCCCCGGCCGTTTTTTTATTGGGTGGAAACCCACCCCTAGTTCGT 
GGCCCGGGTTCCCGGGCACGCGGGGCCCAGGGTTCACCACCCAGGGCCCGGCCCCCAAC 
GAGGTTGTTAAAAGAC I I I I I GGGGCCCCCAGGCCCCCAAAAAGTTG I I I I IGI I I I I I I I I I 
I I I I I I IGTTTAAAGGTTTCAGAAATTATTTATTGTAGTAGTACTTACACGTAAGATTTTAGCCT 
ATGGTCATTTTATAAAGATGACTGTTAGGATTTAATTCACATTTAAAGAAAATGAGATTCGTTA 
TATTATGGTG I I I I I I ATGACCTATAAAATACTTACCCCTACAAATTTCCATAAATGTAGTGGT 
TAGTAAAGC I I I I I I CTTACTGAAAAATAATGCCAGGTAACCAAGTATTATTCCTTCCATCATT 
TATTTAGGAAAAAGTTTTATGTATTAGGGTAAAGTGGTAGAAGTTAACCTAGAATCTAATAATC 
TCCAATCACCCATTCCTGATCTAATAGTAGCCATGAGAAAAAATCTCTAGAA AGAATC ATACC 
TCTCAAAAAATAAAAAATAAAAC AAAG GCTG GGTG CAGTGGCCAGCATAGTATTTTTATTTAT 
AACGTGGAAGCAATGAGGTGGGCAGATCGCTTGAGCCTAGGCATATCGCCGGACGCGTGG 
GTCGN 
>1397 
>1398 
>1399 

NNNNNNNNCACAACCAGGACTGGCCCTTAACCAAATGGAGCCCCATTGGAAATAAA 
GCAAATCCCGCAAACGGGTACTCCCCGAAAGCAGCAATACGGCCGCCTTCGGCCGGGAGA 
GACTTTACAAAAATGAGGGCTTTTATTTTCCATTTGGAACGTGGGACAACAGACCACAACGC 
MTTCCATTTTGCAAGTCTTTCCAAGGGAGAAGCTGTTCAACCACCCGTTTGGGGGATGAGT 
GAGCCGACACTTTCCTTTGGTCTTTCTGAATCGTAACTGCACTGCTTTCTGGACCATTTCTAA 
GGCGGCCTTTACAAGAAGACATTCCTGTCGGAGAGGAGGGTGGACTTCGGAGAAATTCTCA 
TACTGAAGCATGAGCTTAGGAGTTTCTGTTAGTGGTAGTGGTGTTTTGGACACTTCATTCCTT 
GCAACACCGAGGTTTTGGGTGTTGACATAAAGTGGACCACACACCACATCTGCTGCCGTCTT 
GACAC I 1 1 1 I 1 1 I GTTTGGTTGGTTTTGTTACATCTTACATTATGCAGAACTAI I 1 1 1 GTACAAA 
TTGTTTAAAAGTTATTTATGCAAGGTTTGAATGCATACCAGTG 1 1 1 1 1 ATTGTTTTGAGATTGC 
CAATTTTCCTGATTTCCTTAAGGTAGGAGAGAATTTAACGTGTACTTCATCGACACAACCCAT 
CTACAAATGTGCCCAGATCTAACAAAGTAGGCTAAGACCTTCCACTTAAAAGCATGTTTAACT 
GGAAGTTGAGAGTCTGCTTTGTACCTCAAGAGTTACATGAGCATGTTGTGGATAAAT GTAAA T 
TATAGTCAAAGTMGATACTCTGCCAAGTTTCCTGTGTAGAGMTTCACTTTTCTCAAATTTTA 
AAATTTCGACTTCAGCCTTTGCACTCAGGAGGTTCTGCTCCAGCATGAGCTCTTGTA CTTA CA 
TAGATCTMTTTATACAGTGAGTCAAGACGTAGAATAAATGCTCCCACATAGCCTTTCTTTTG 
CTTTTGCTTCTCTCCTCTGMGTGTGAGTTGAGTTCTCATTTAGGTTTGTAACATGGCTATTTC 
CTAGTTGTAAAGTTCTGCAT7TATAAGTGCCATTGTTGTAAGGTGGTGTTTCCTAGACCTTCC 
CTGATGCGA7TTTACCTTTGTTGAATTTGTATAAACAATTGTACAAAAAAAACCACTCTTGAAC 
TTTGAGGGTTTCTGTTCTAGGAGTGGACTAGAAGTTTAAGCCCAGAGTCAGTAAACACTGTT 
TTGAAGTCCAAACAATGTMTTTATGATTCATACGATGTTACCCTGTGGTGCGACATTTCTCT 
TTCTTAAAATAGCAAGCAAGCTGTTTCTGGCTCGTAAAGGTAACGGAGAAGAGCTGCTCTTA 
CCACACATAATTAATTTCATGGCTACTTGCCATTACCANNN 
>1400 
>1401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATCAGATGTTAAATTCTTCAATGTAAA 
TGCTCTGTCATGCCATCCTACCTCCTGTCTCCCCCACCCCCTCACACACACCTAAAAGCACT 
CTGGGCACAGTAGTTACACAATAAACGCTAAAAGCCTGATTTAACAACTGTATATAAACAAAC 
TACTTTTATGTGACTACTATACCTCTGGGCATGGTATTAACCTATCCCAACCAGAGTACCTGC 
CCGGGCGGCCGCTCGAAAGGG 
>1402 
>t403 
>1404 
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>1405 

NNATGGATTTATGCATAATTCCCCATTACCCCCTTGACCGGCCGCCCGGGCAGGTA 
CCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTCAGATGGCCAAGAATAAATGTTT 
TTCAAGGATCTT C I 1 1 I I GTAGACAACTGTGTAGTCACAGTTTACAGTCGTAAATTATCTGCCT 
GGCAAGATACTTTTTAAAATTAAAATGTAAAGAACCTGAGGGGATTCACTCCCAAATGTTTAT 
GGACAAACTGAMGGGCATTTACACAGATATTACCTTCTACATTTATGTGAGAAAGTGCTTTA 
AGACACTGTACCTCGGCCGCGACCAC 
>1406 
>1407 

GTTTGAATTATTTAATTTGATCCATTTATTTAATTAAAAAAAAAAGGAAGGGGAAAGAG 
ATCATGGCCAAAAAAATAGTAGTTAACCCCCACCCCACCCCCAAAGCTCTAGCCAGTCATGT 
GAGCATCACCCACATCCCACTCAGTGCCTGATATTCGGATGGTGGCATACTCTGCCCCAGG 
AGACTGCCTGAAGGCACGGGGCAATGGGTGCCAATTTTA GCTC TCAGCAGGTTAGTCAACC 
AGACAAACTGGTGGGCTAAAGTCCAGAAATTCTTTCCAGGTTTTCTGCTCATTGGCTGAGCA 
CATACAAACTGTCATAAGCCTGTAAAATTTAAGGGGAG TTGG GGTGGGGCGTAAGAGCAAAA 
GGACAGCAGGAGAAGAGAAATTACGGGTCACCCAAGTTTTTCCTGGGCTAGTGGCTCTGGA 
TATAGATTTAAAGAGAGGTCAGAGTAAATGGACTCCAGGTTTCTTATCAAAGAAAACTATCCC 
TCAATGAGGAGCTGAGATGTGCCATGCAAGAGAGTTCTTCCTGCAGAGGCACAGGAGAAAG 
GGCAGCTGACTCTCTCATGTGGAGAGAGTGGCGAGGAAGGTCTTCTAGTACCATGAAGTAA 
GACAGGCAGAGGGAGAATCCTGAGGTTTGGGCCAAATGTGAGACTGGTACACACACAGTTA 
AAGACTAAAAAGCCATCAGGAACCCTCAAAGCCAAATTCTATCTGCACACTGGCTCTACAAA 
GTTCGCAGCAAGAATCTCTTGCACCAAGTCAAGTTAGTGGCCTGGCTATGATGGATGGTGG 
GGAGGGCAATACATTTTTATTTTCAGAGGGATGAGGT GGGAA GAACAG CCATG ATCTAGTAA 
AAAGAGACCTGCMGAAGCAGAAAATATTTAGAGMCATTTTAATATATATTTTCATATATATA 
TTTAAAGTTAAGAAAAATAAAACTAATTCAAGCCATGCCCTGTGCAAAAAAAAAAAAAAATAAA 
GAAAAAAGAAAAAAAAAGGAAAAGAAAACAAAAATTTAAAGTGAGACGTTTGCTGCTCTGGTC 
TCAATTTAAGAATCACAGTCAGCTTGTTACTTTTATTTTGGAAGAAAAGATGTAAAAGTTTCTT 
TCAATCATTCAGAAGGCAAGTGTAGCCACTTATAAAAAC AGAA TGGCAGGAACAAACTAGGA 
AAGGAAAGTCAGAAGTAAAGGGCAGAGTGGGAAAATAATTTTCAAAAATAAAATTAACAAGG 
TGACTGTTCCAGAAGAGGGCTGTGAAAAGGACATGGTGGACCGAAGTCTGTTAGTCAAGTA 
ATGATTCAACTTTTAAATTATTCTCTTGTTC I I I I 1 1 GTTGGGTGTTTTGTTTGTTCAAGTCTAA 
GATTTGGAAATGCTGACCCTTTGTTAAGAGCCAACAGGACATATAGGATCCCTTCCCTCCCC 
CGGCCTGCCTCCGCTGAAGCCACCACCAGCGCCTCCTTGGCTGGATGCTGGAAGAGTCCT 
CCATGTGTACGGACTCAGGATGACAGGGCAGCCTCCTTCTGTGGT TGCTG GGCTTGTGAAC 
GTTGCAGTATCTTTTGGCTTTCCACGTCTCTAAAATGTTTTTCAACTATTTTGCGTACATGGCT 
CAGTGCACTCCCCTCTTTGCCTTTACAGTTTTCCACTTGATATGGGGGTGTAATAACAACTTC 
TTCCATGACTACGATG 1 1 I I 1 1 1 CTTGCCATTTACAGTCTTTAATGGTCTTGTGAATGGTCTGG 
AAGAGCTGCTGGCCCTCTAGAGAGACACCAGCACTGATTGCATAGGCCTGGCTCAGCTGGC 
AAGCTTACTAACATTGAGTGAAGCTAGGGGAGGAGGGGTTTCTGTTCGGTCCGGACGCGTG 
GGTCGACN 
>1408 

ACGCGTCCGCGCTAACCAGTCCCCCAGTTCAGTAGACTGGAGCCCAGAGCCTGCTT 
ACTTGTCAGGTGTTTATTTTGTCTTGC I I I I 1 1 I I 1 1 1 1 I 1 1 AAATGAAGTCAAAATGCCAATAA 
GACCAGATCTCCAGCAGTTGGAAAAATGCATTGATGATGCTTTAAGAAAAAATGATTTCAAAC 
CTTTGAAAACACTTTTGCAAATTGATATTTGTGAAGATGTGAAGATTAAATGCAGCAAACAGT 
TTTTCCACAAGGTGGACAACCTTATATGCAGGGAACTTAATAAAGAGGATATCCACAATGTTT 
CAGCCATTTTGGTTTCTGTTGGAAGATGTGGCAAAAATATCAGTGTATTGGGGCAAGCTGGA 
CTTCTAACGATGATAAAACAAGGACTAATACAAAAGATGGTTGCCTGGTTTGAAAAATCCAAG 
GACATTATTCAGAGTCAAGGAAAtTCAAAAGATGAAGCTGTTCTAAATATGATAGAAGACTTA 
GTTGATCTTCTGCTGGTCATACATGATGTCAGTGATGAAGGTAAAAAACAAQTAGTGGAAAG 
TTTCGTACCTCGCATTTGTTCCCTGGTTATTGACTCMGAGTGAATATTTGTATTCAGCAAGA 
GATTATAAAAAAAATGAATGCTATGCTTGACAAAATGCCTCAAG ATGC CCGGAAAATACTCTC 
TAACCMGAAATGTTAATTCTCATGAGTAGTATGGGAGAAAGGATTTTAGATGGTGGAGATTA 
TGACTTACAGGTAGGCATTGTAGAAGCTTTGTGTAGAATGACCACAGAAAAACAAAGACAAG 
MCTGGCACATCAGTGGTTTTCAATGGATTTTATTGCTAAGGCATTTAAMGMTTAAGGACT 
CTGAATTTGAAACAGATTGCAGGATATTTCTCAACCTTGTAAATGGCATGCTTGGAGACAAAA 
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GAAGGGTCTTTACATTTCCTTGTTTATCAGCATTTCTTGATAAATATGAGCTGCAAATACCATC 

AGATGAAAAACTTGAGGAATTTTGGATTGATTTTAATCTTGGGAGTCAGACTCTCTCATTCTA 

CATTGCTGGAGATAATGATGATCATCAATGGGAAGCAGTTACTGTGCCAGAGGAAAAAGTAC 

AAATATACAGCATTGAAGTGTGAGAATCAAAGAAGCTACTGACAATAATTCTGAAAAATACAG 

TAAAAATTAGCAMAGAGAAGGGAAAGMTTGCTTTTGTATTTTGACGCATCACTAGAAATCA 

CTAATGTAACTCAAAAAAT7TTTGGTGCAACTAAACATAGGGAATCTATCAGAAAACAAGGTA 

TTTCAGTTGCCAAAACGTCGCTGCATATACTTTTTGACGCAAGTGGATCACAGATTCTAGTGC 

CAGAAAGTCAAATCTCACCAGTCGGAGAAGAGCTCGTTAGTTTAAAGGAAAAATCAAAGTCC 

CCAAAGGAATTTGCTAAACCTTCAAAATATATCAAAAACAGTGACAAAGGGAATAGAAATAAT 

AGTCAGCTTGAGAAAACTACTCCTAGCAAAAGAAAAATGTCTGAAGCATCAATGATTGTTTCT 

GGTGCAGATAGATACACTATGAGAAGTCCAGTGCTTTTCAGCAACACATCAATACCACCACG 

AAGAAGAAGAATTAAACCACCACTGCAAATGACGAGCTCTGCAGAGAAACCTAGTGTTTCTC 

AAACATCAGAAAATAGAGTGGATAATGCTGCATCACTGAAATCTAGATCATCAGAAGGAAGA 

CATAGAAGAGATAATATAGACAAACATATCAAAACTGCTAAGTGTGTAGAAAACACAGAAAAT 

AAGMTGTTGAATTCCCAAACCAAAATTTTAGTGAACTCCAGGATGTTATACCAGATTCACAG 

GCAGCGGAAAAAAGAGATCATACTATATTACCTGGTGTTTTAGACAACATCTGTGGAAATAAA 

ATACACAGCAAATGGGCATGTTGGACACCTGTAACAAACATTGAACTATGTAATAACCAAAGA 

GCAAGTACTTCGTCAGGAGACACATTGAATCAAGATATTGTTATAAATAAAAAACTTACTAAA 

CAAAAATCATCCTCTTCAATATCTGATCATAATTCTGAAGGAACAGGAAAAGTGAAATATAAG 

AAAGAACAAACCGACCATATCAAAATAGATAAAGCAGAAGTAGAAGTTTGCAGGAAACACAA 

TCAGCAACAAAATCATCCTAAATATTCAGGGCAGAAAAATACTGAAAATGCCAAGCAGAGTG 

ATTGGCCTGTTGAATCTGAAACTACTTTTAAATCGGTTCTCCTAAATAAGACAATTGAAGAAT 

CGCTGATATATAGGAAGAAATACATATTGTCAAAAGATGTGAATACTGCTACTTGCGATAAAA 

ATCCATCTGCTAGCAAAAATGTGCAAAGTCATAGAAAAGCAGAGAAAGAATTGACTTCTGAG 

CTTAATTCCTGGGATTCGAAACAAAAAAAAATGAGAGAAAAGTCAAAAGGGAAAGAATTTACC 

AATGTAGCAGAATCCTTGATAAGCCAAATCAATAAAAGATACAAAACAAAAGATGACATCAAG 

TCTACAAGAAMTTAMGGAGTCTTTGATTAACAGTGGTTTTTCAAACAAACCTGTTGTACAA 

CTCAGTAAGGAAAAAGTTCAGAAAAAAAGCTACAGAAAACTGAAGACTACCTTTGTTAATGTT 

ACTTCTGMTGCCCAGTGAATGATGTTTACAATTTTAATTTGAATGGAGCTGATGACCCTATC 

ATAAAACTTGGAATCCAAGAGTTTCAAGCTACAGCTAAAGAAGCTTGTGCGGATAGGTCAAT 

TAGATTGGTAGGTCCAAGGAATCATGATGAACTTAAATCTTCTGTCAAAACAAAAGATAAAAA 

AATTATAACAAATCATCAAAAGAAAAATCTGTTTAGTGATACTGAAACAGAGTACAGATGTGA 

TGACAGCAAGACTGATATTAGCTGGCTAAGAGAACCGAAATCAAAACCACAGCTAATAGACT 

ATAGCAGAAATAAAAATGTGAAGAATCATAAAAGTGGAAAATCAAGATCATCCTTGGAAAAGG 

GACAGCCAAGCTCTAAAATGACACCCAGTAAAAATATCACAAAAAAGATGGACAAGACAATT 

CCGGAAGGAAGAATCAGACTTCCACGAAAAGCAACCAAAACAAAAAAAAACTATAAAGATCT 

CTCAAATTCAGAATCAGAGTGTGAACMGAATTTTCACATTCATTTAAAGAGAACATACCAGT 

AAAGGAGGAGAATATCCATTCCAGAATGAAAACGGTAAAGCTACCAAAGAAACAACAGAAAG 

TCTTCTGTGCTGAAACAGAAAAGGAACTATCAAAACAATGGAAAAACTCATCTCTACTAAAAG 

ATGCTATACGAGATAATTGCCTTGACTTATCTCX5CAGATCTTTATCTGGCAGTCCATCATCTA 

TAGAAGTAACGAGATGTATAGAGAAAATAACAGAAAAGGATTTTACTCAGGATTATGACTGCA 

TAACAAAATCTATATCACCTTATCCAAAAACTTCATCACTTGAATCGTTAAATAGTAACAGTGG 

AGTTGGAGGTACAATAAAGTCACCCAAAAACAATGAGAAAAACTTCCTGTGTGCAAGTGAAA 

GTTGTTCACCAATTCCACGACCACTGTTTTTGCCCAGACATACTCCAACTAAGAGTAATACTA 

TTGTAAATAGAAAAAAAATAAGTTCTCTGGTACTTACACAAGAAACACAAAACAGTAACAGCT 

ATTCAGATGTAAGCAGTTATAGTTCAGAAGAACGGTTTATGGAAATTGAATCTCCACATATCA 

ATGAAAATTATATACAAAGCAAAAGAGAGGAAAGTCATTTAGCATCTTCATTATCCAAGTCTA 

GTGAAGGAAGAGAGAAAACGTGGTTTGACATGCCCTGTGATGCTACTCATGTATCAGGCCC 

CACCCAACATCTTAGTCGCAAAAGAATATATATAGAAGATAATCTAAGTAATTCCAATGAAGT 

AGAMTGGMGAGAAAGGAGAMGGAGAGCAAACTTGCTTCCCAAAAAACTGTGTAAAATTG 

AAGATGCAGATCATCATATCCACAAAATGTCTGAAAGTGTATCTTCATTATCAACAAATGACTT 

TTCTATTCCTTGGGAGACCTGGCAAAATGAATTTGCAGGGATAGAGATGACTTATGAGACTT 

ACGAGAGGCTCAATTCAGAATTTAAGAGAAGGAATAATATCCGACATAAAATGTTGAGTTATT 

TTACTACGCAGTCTTGGAAAACAGCTCAGCAACATCTGAGAACAATGAATCATCAAAG TCAG 

GACTCTAGGATTAAAAAACTTGATAAATTCCAATTCATTATCATAGAGGAGCTGGAGAATTTT 

GAAAAAGATTCACAGTCTTTAAAAGATTTGGAAAAGGAATTTGTGGACTTTTGGGAAAAGATA 



Page 353 of 355 



WO 01/42467 



947 

Table 4 



PCT7USO0/33312 



TTTCAGAAGTTCAGTGCATATCAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCA 

TTGGCTAAAAGTGTCTTCTGTAATACTGATAGTGAAGAAACTGTTTTTACATCCGAGATGTGT 

TTGATGAAAGAAGATATGAAAGTGCTGCAAGACAGGCTTCTTAAGGACATGCTAGAAGAGGA 

GCTTCTTAATGTACGCAGAGAACTGATGTCAGTATTCATGTCTCATGAAAGAAATGCTAATGT 

GTGAAATCTAG I I I I I ATCACCATACTTTATCTAATTATTATTCTCTGTATATAACTGAGGAAAT 

AAGAATAGTCCTACAAAGAGAAAAATATACATGTCACCGAAGCAAGTGTACCCTTTATAGGAA 

CCCTCAAATTAAAAAAAAATGTCTTTTAATGGATGAGAGGGAACCACTATAACATGAGTCCAA 

GCCCAGAAGACTTCTGTCTATACAATA I I I I I I I I I AATTTTGGAGATAAAAGCTTTAAGAAAC 

I I I I I GAGTTAATTATACTCATAMATGAGTTTCTTTAATAAATTAAATTTTATTGTGTAAAATGT 

ATTATTACATAAAATGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTT 

TAATAACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAG 

TTTAAAATGTATAACTG AGTG GT AG ATC AGT ACTTTC AG CAC ACTGTTG G A AAC ATTTATTC A 

GATATGGCTCTAATGTATTAGGAAGCACTAAATGGCGTAAAAAAGCTACTACATTGCCTAAAT 

ATGTTAATTCMTATAGAAGTCCTATTTCATAACCAGGCTGTTTGACAAATACTTTTAATCTAG 

TAGTCATTGTMTATCTTGCTAGATTMTTTATAAAAATGAGTATACATTTGATTTGCTTTTAAT 

GAAGTTGAAATAAATGCTTATGTCACTTGAATAAATATAAATCATTATANNNN 

>1409 

>1410 

>1411 

>1412 

>1413 

>1414 

>1415 

ACTTACAAAAA I I I I I AACATTAGGAGGTAATTATAAGTAGATTCTGTGATTAGGACTT 
CATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAAATGGAAGACACCTG CTAGGT GA 
TACI I I I I ATAAAACATATG AGTAAGTCATATATCTTTGTTAAATTTCTGT ATGTTC I I I I I IGT 
ATAAAGATGGAGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 
ATTACTAAGTGATAGMGTATTCATATGCCATTAAAGATTTGCCMTTCTATTTGAATTTTATTT 
GATAAACTTGAAAATCAAATAACCTAACAGCTGTCTTTTCTTTCTTTCTAAACCCTTTTAAGAA 
TAGATTTAATA 1 1 I I I CTGAGTTTTCATTAAAGAGTTATTTATGTTACGGTTTG I 1 1 I I ATAAAA 
GTAGCATCGCAAAATAAAAAAGTCTGCATCCTTGCAAGTTATTCACTGCTCACGTGCTTGCTC 
TTCTCTGGTAAATTAAAAAAATAAAGATCAAGAAGAGTCTGGGAGGAGGAACAGATGAGTCA 
GATGGGTTGAATCCTGTGAGTAAGTGAAAGAGTAATAGGAAAAAAAACACTATGGTCATGAA 
AGAACTGCATCCTGAAAGGTTGTG 
>1416 

CAATTAACTAAAC I I I 1 1 1 1 I AAATTAACTAAAGTTGGTATTTCACTAGGACGATTTAG 
CAGATGAAATGGGTTTTAAGTTTAGAACACCATTTCTTCTTCCTTATTACATTTCCCTTTTTAAT 
GTTAGCCCTCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTGCATCAAA 
AAAGCCTTCCTACATTAATACTTGAGCATGATAACCTTACAATGAAAGGTAAATCATTAGTTG 
AATCATGAAACATTTTCTTCCCCTTGTGGAGAAAAATCAAATTGCTTTTCCTCTGCTCTTACAC 
CACAATCATCAACACAGTAGACTTCTGTGACCAAATGTGTGGGGATTTCTCCCCACCAACAA 
GAAGCAATCAGTTCTGCAGAAGATACCACCAGCTGAGCACCTTCTAATCCAATTCAATTCTCA 
TGCTATCTACCTGGAGATAGCATTAGATCCCACAGGCTGAGAGAGGGCTCAGTCTCACAAG 
ACTGCCCCCACTTCAGACACTAGTTGTAAGGCCAGGCCTCATCCAGAACTTCTGGCCAACCA 
GCTTCMGTCAGTGTTCCCCATGACCCCCTTCTTAGGTTTGATTAATTTGCTAAAGCTGTGCC 
CAGAACTCAGGAAAACACGTGTACTGGTTTATTATAAAGAATAGCACAAAGAATGCAGATGA 
AGAGGTGCACAGAACAAGGCATGTGGGAAGGGGTGCAGAGCTCTCATACCCTCCCTGGGT 
GCACCACCCTCCAGGACCCTCCACGTGTTCAGCTATCTGGAAGCTCTCTGTACCCGGTCCA 
GGACTTCACTGGACCGTCACGANTGAAGCATGGACAACCGGGTANAAATATGATTGGANNN 
N 

>1417 
>1418 

NNNNNNNNNNNNAAAGGAAAAAGGAAGAAAGAAAATTGCAGAAGGAGGTTTCGCAG 
TGAATTTCAGTGGCACCATACCCACAGGCAGTTTCCTAGGGAGTTCCACCAGTTCCCCAGAG 
CATGGCTTCCCAGCAAATTCTCTTGGCATCACCCTCCAGGTAGCTTCCAGAGAGTTCCACTA 
GCACACTAGAGGCCATCTTCCTTATAACGCCCAGAAAGTGTTGCAGGCACCCACAGGGTAA 
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CTGTCTAGTGATTTCCACCAGCACCCCCAGAAAGCAGGCCCCTGCTTGCCAGCCACCACAT 

®®^?^^^^^®^^^CCCCACTATCCAGTGGGCCGTGACCAAATCCTGTTTAATGAGG 

TCTGGATCTCGGCCCTGGGGAGCCACCCCATTCCTGGATTTGCTCCCTCCTGGGTCCCCTG 

CCTTAGCCCAGCAGTTACAGATGCTCTTGCMTTTGCTGCTTATGTTCTCTTTAGAGTCCTCA 

GTCCCTCTAGCAGCTAATCCCATGTTACCAGTTGACGACTCTTCTAGGAAACTTCACCTGTT 

GGTGTAAATTAGTACAAGCTCTATGGAAAACAGTATGGAGATTTCTCAAAGAACTAAACATAA 

ACCCCC ATTC AATCCAG CAAG CCCACTACTTGGCA ° ATAA 

>1419 

T ™ ACACATAAG ^ CA ™™ G CTT^ 

TATTMTCAAAATATGAATTTAGAAGG MATA ATTTTGTGTAAAMATTGTATGTGGTAAAATTT 
TACCTAATTTAAAATTGTTGTTCCATAATTTTTTTAAAAAGAAAAATTACAGAAATAAGACTTGG 
GGGGTGGGGGTTGAAAAGTGGTGAAAGAACTAAACAAGTAGAAGAGGATTTCTAAAGCACT 
GGTCTCATGAAAAMGmCATGTGTGACTGGGTCCACTGAGATTGAAAAGAAATTGTTTATA 
CGATATTCTAAAAATTAAATGTTGCTGTCAGGGATGACATGATACAGGACCAGAGTCTGTGTA 
AAC AAC AAAG7TTTC7TAAAGTATTG ATACACG CTTTTAAAAATTG C AAG AG GTTTTAAGTTTA 
ATTCAAAAATCTGTTTAACAGCCATTTTGTACCTGCCCNNNN ' 
>1420 

>1421 
>1422 
>1423 

^ NNNNNNNNNNNNNNNNNCACTCTGTATTAAAAGTANAACTTACTAAAAGAAAAGAGG 

ATCCTGAACTTAGAGCTCTTCAATCCTMGATTTTCATGAAAAGCCTCTCACTTGAACCCGAA 
CGAGAGTACGCGGGG AGTGTTCW^ 

CG JIirc A ^ GCAGAA ^TOCCAGGGGC 

>1424 
>1425 
>1426 
>1427 
>1428 

NNACCATATAGGTTGGACGACGGAGACACGTCATTCATGCGAACITrCCCTTCACCCA 
AATGCAGAGCAAATGTTGCTCCCCAGAAGCCCACAAGGTAGCTGAAGCCATTrCT'AGTTGACA 
TCGGCAATCTC CATTCTCITCATTCC ACACTTTGACAACTCACTCro^ 

GTCAAAl i 1 1 1 Al 1 1 1 illlll'l'I^UACATATATAGCATAGTGCTGATGCTTAAAGATCCTGTTG 

ACTGAAATAAGTTGCAAGGAATATTAGTTCAGGGAAATATCAAAGTGTAAAAATATATGGGA 

TAGTGAGAAAGAAAAAGCCATCCAACACCAGCACATrAGAAATTACrCAATGACTTCTGTCAT 

GTGAAAAAGGGATCAGC ACCCC ACCCAGAGCAAACTCAAACTCTGAGTCTATTACCAGTTAA 

GTCAAGACTTGGCTTCTATTTTTGCAAAGTAATCAGTAACTGAGTCAGCTGTGAAATTCCTG^ 

TGCTCCTTGATCTTGTGTAACATTTATCCAATCATTTAGGC^ 

TACAATAAGAACATCTTTGAGAGACTTTTTCAAGAAAATi'GOT 
CCCTCATTTGCCCACAGGAACTAAGGITTGGTCTGTCA^^ 

ACTGGGAAAGTGTAGCTGGTGGGGGGCAGTTAGAAGTGGAGAGGGGAAAAGGTAGAGATCA 
AGTTAGAAGAGACACITITAAACAGTATTTTTTATTTAAAAAAATTCrCTCCCACAG^ 



CATACCACAACCMTCACGTCCGCCTATGCTGAGAAGTGTCCATTTCTTTAGGCTGAAAATAA 
GACrGTACTTTCATAAACAAAT AGGAAAATGTGATCTATTGCJ 1 1 C 1 1 11 C l' l GGTCCGTGCCCC 

TCGCCITGCTAAGTCAGTTTTTCGACTGCCTGTGTGTGTpTGTGTGTGTGTGTGCATGTGTGTG 
TGCGTATGTGTGTCX:AGAGGCCACTGATCCAGTCCAAGtGTATTTAOAAATrAGTTCAGTGGG 
TCACAAAGGTCTTAGAGGCCACTACTGCGCTGGGGAAATGGATTGAGCTTGGCTTGTTCT 



TATTTTATGN 
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